CONVERSION OF ST.26 SEQUENCE LISTING TO ST.25 FORMAT - ONLY FOR EPO
INTERNAL USE

<110> BIOMARIN PHARMACEUTICAL INC.

<120> TREATMENT OF SHORT STATURE WITH CNP VARIANTS
<130> 30610/70684

<140> PCT/US25/40470

<141> 2025-08-04

<150> 63/678,712

<151> 2024-08-02

<160> 64

<170> WIPO Sequence 2.3.0

<210> 1
<211> 39
<212> PRT
<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 1
Pro Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 2
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 2
Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35



<210> 3

<211> 37
<212> PRT
<220>

<221> REGION

<222> 1..37

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..37

<223> /mol type=protein
/organism=synthetic construct

<400> 3
Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly
1 5 10 15
Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met
20 25 30
Ser Gly Leu Gly Cys
35
<210> 4
<211> 34
<212> PRT
<220>

<221> REGION

<222> 1..34

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..34

<223> /mol type=protein
/organism=synthetic construct

<400> 4

Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys

1 5 10 15

Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu
20 25 30

Gly Cys

<210> 5
<211> 39
<212> PRT

<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>
<221> source



<222> 1..39
<223> /mol type=protein
/organism=synthetic construct

<400> 5
Pro Gly Gln Glu His Pro Gln Ala Arg Arg Tyr Arg Gly Ala Gln Arg
1 5 10 15
Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> o
<211> 39
<212> PRT
<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 6
Pro Gly Gln Glu His Pro Asn Ala Arg Arg Tyr Arg Gly Ala Asn Arg
1 5 10 15
Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 7
<211> 39
<212> PRT
<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 7
Pro Gly Gln Glu His Pro Gln Ala Arg Lys Tyr Lys Gly Ala Gln Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35

<210> 8



<211> 39
<212> PRT

<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide

<220>
<221> SITE
<222> 1

<223> /note=N-terminal Acetyl

<220>
<221> SITE
<222> 39

<223> /note=C-terminal Hydroxide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 8
Pro Gly Gln Glu His Pro Gln Ala Arg Arg Tyr Arg Gly Ala Gln Arg
1 5 10 15
Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 9
<211> 39
<212> PRT
<220>

<221> REGION
<222> 1..39
<223> /note=Synthetic Polypeptide

<220>
<221> SITE
<222> 1

<223> /note=N-terminal Acetyl

<220>
<221> SITE
<222> 39

<223> /note=C-terminal Amino group
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 9
Pro Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys



1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly

20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 10
<211> 39
<212> PRT

<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide

<220>
<221> SITE
<222> 1

<223> /note=N-terminal Acetyl

<220>
<221> SITE
<222> 39

<223> /note=C-terminal Hydroxide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 10
Pro Gly Gln Glu His Pro Asn Ala Arg Arg Tyr Arg Gly Ala Asn Arg
1 5 10 15
Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 11
<211> 39
<212> PRT
<220>

<221> REGION
<222> 1..39
<223> /note=Synthetic Polypeptide

<220>
<221> SITE
<222> 1

<223> /note=N-terminal Acetyl

<220>
<221> SITE
<222> 39

<223> /note=C-terminal Amino group
<213> synthetic construct

<220>



<221>
<222>
<223>

<400>

source

1..39

/mol type=protein
/organism=synthetic construct

11

Pro Gly Gln Glu His Pro Asn Ala Arg Arg Tyr Arg Gly Ala Asn Arg

1

5

15

Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly

20 25

Ser Met Ser Gly Leu Gly Cys

<210>
<211>
<212>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>
<213>

<220>
<221>
<222>
<223>

<400>

35

12
39
PRT

REGION
1..39
/note=Synthetic Polypeptide

SITE
1
/note=N-terminal Acetyl

SITE

39

/note=C-terminal Amino group
synthetic construct

source

1..39

/mol type=protein
/organism=synthetic construct

12

30

Pro Gly Gln Glu His Pro Gln Ala Arg Arg Tyr Arg Gly Ala Gln Arg

1

5

15

Arg Gly Leu Ser Arg Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly

20 25

Ser Met Ser Gly Leu Gly Cys

<210>
<211>
<212>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

35

13
39
PRT

REGION
1..39
/note=Synthetic Polypeptide

SITE
1
/note=N-terminal Acetyl

30



<220>

<221> SITE

<222> 39

<223> /note=C-terminal Amino group
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 13
Pro Gly Gln Glu His Pro Gln Ala Arg Lys Tyr Lys Gly Ala Gln Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 14
<211> 39

<212> PRT

<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide

<220>
<221> SITE
<222> 1

<223> /note=N-terminal Acetyl

<220>
<221> SITE
<222> 39

<223> /note=C-terminal Hydroxide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 14
Pro Gly Gln Glu His Pro Gln Ala Arg Lys Tyr Lys Gly Ala Gln Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 15
<211> 52
<212> PRT
<220>

<221> REGION
<222> 1..52



<223>
<213>

<220>
<221>
<222>
<223>

<400>
Leu Arg

Glu His
Ser Lys

Gly Leu

<210>
<211>
<212>

<220>
<221>
<222>
<223>
<213>

<220>
<221>
<222>
<223>

<400>
Arg Val
1

His Pro

Lys Gly

Leu Gly
50

<210>
<211>
<212>

<220>
<221>
<222>
<223>
<213>

<220>
<221>
<222>
<223>

/note=Synthetic Polypeptide
synthetic construct

source

1..52

/mol type=protein
/organism=synthetic construct

15
Val Asp Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln
5 10 15

Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu
20 25 30

Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser

35 40 45

Gly Cys

16
51
PRT

REGION

1..51

/note=Synthetic Polypeptide
synthetic construct

source
1..51

/mol type=protein
/organism=synthetic construct

le
Asp Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu
5 10 15

Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser
20 25 30

Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly

35 40 45

Cys

17
50
PRT

REGION

1..50

/note=Synthetic Polypeptide
synthetic construct

source
1..50

/mol type=protein
/organism=synthetic construct



<400> 17
Val Asp Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His

1 5 10 15
Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys
20 25 30
Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu
35 40 45
Gly Cys
50
<210> 18
<211> 49
<212> PRT
<220>

<221> REGION

<222> 1..49

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..49

<223> /mol type=protein
/organism=synthetic construct

<400> 18

Asp Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro

1 5 10 15

Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly

20 25 30

Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly
35 40 45

Cys

<210> 19

<211> 48

<212> PRT

<220>

<221> REGION

<222> 1..48

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..48

<223> /mol type=protein
/organism=synthetic construct

<400> 19
Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn
1 5 10 15
Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys
20 25 30
Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40 45

<210> 20



<211> 47
<212> PRT

<220>

<221> REGION

<222> 1..47

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..47

<223> /mol type=protein
/organism=synthetic construct

<400> 20
Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala
1 5 10 15
Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe
20 25 30
Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40 45
<210> 21
<211> 46
<212> PRT
<220>

<221> REGION

<222> 1..46

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..46

<223> /mol type=protein
/organism=synthetic construct

<400> 21
Ser Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg
1 5 10 15
Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly
20 25 30
Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40 45
<210> 22
<211> 45
<212> PRT
<220>

<221> REGION

<222> 1..45

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..45

<223> /mol type=protein



/organism=synthetic construct

<400> 22
Arg Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys
1 5 10 15
Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu
20 25 30
Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40 45
<210> 23
<211> 44
<212> PRT
<220>

<221> REGION

<222> 1..44

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..44

<223> /mol type=protein
/organism=synthetic construct

<400> 23
Ala Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr
1 5 10 15
Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys
20 25 30
Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40
<210> 24
<211> 43
<212> PRT
<220>

<221> REGION

<222> 1..43

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..43

<223> /mol type=protein
/organism=synthetic construct

<400> 24
Ala Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys
1 5 10 15
Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu
20 25 30
Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40
<210> 25
<211> 42

<212> PRT



<220>

<221> REGION

<222> 1..42

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..42

<223> /mol type=protein
/organism=synthetic construct

<400> 25
Trp Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly
1 5 10 15
Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp
20 25 30
Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40
<210> 26
<211> 41
<212> PRT
<220>

<221> REGION

<222> 1..41

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..41

<223> /mol type=protein
/organism=synthetic construct

<400> 26
Ala Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala
1 5 10 15
Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg
20 25 30
Ile Gly Ser Met Ser Gly Leu Gly Cys
35 40
<210> 27
<211> 40
<212> PRT
<220>

<221> REGION

<222> 1..40

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..40

<223> /mol type=protein
/organism=synthetic construct



<400> 27
Arg Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn

1 5 10 15
Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile
20 25 30
Gly Ser Met Ser Gly Leu Gly Cys
35 40
<210> 28
<211> 39
<212> PRT
<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 28
Leu Leu Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 29
<211> 36
<212> PRT
<220>

<221> REGION

<222> 1..36

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..36

<223> /mol type=protein
/organism=synthetic construct

<400> 29
Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu
1 5 10 15
Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser
20 25 30
Gly Leu Gly Cys
35
<210> 30
<211> 35
<212> PRT

<220>



<221> REGION

<222> 1..35

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..35

<223> /mol type=protein
/organism=synthetic construct

<400> 30
His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser
1 5 10 15
Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly
20 25 30
Leu Gly Cys
35
<210> 31
<211> 33
<212> PRT
<220>

<221> REGION

<222> 1..33

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..33

<223> /mol type=protein
/organism=synthetic construct

<400> 31

Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly

1 5 10 15

Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly
20 25 30

Cys

<210> 32

<211> 32

<212> PRT

<220>

<221> REGION

<222> 1..32

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..32

<223> /mol type=protein
/organism=synthetic construct

<400> 32
Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys



1 5 10 15
Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys

20 25 30
<210> 33
<211> 31
<212> PRT
<220>

<221> REGION

<222> 1..31

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..31

<223> /mol type=protein
/organism=synthetic construct

<400> 33
Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe
1 5 10 15
Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25 30
<210> 34
<211> 30
<212> PRT
<220>

<221> REGION

<222> 1..30

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..30

<223> /mol type=protein
/organism=synthetic construct

<400> 34
Lys Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly
1 5 10 15
Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25 30
<210> 35
<211> 29
<212> PRT
<220>

<221> REGION

<222> 1..29

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>
<221> source
<222> 1..29



<223> /mol type=protein
/organism=synthetic construct

<400> 35
Tyr Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu
1 5 10 15
Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25
<210> 36
<211> 28
<212> PRT
<220>

<221> REGION

<222> 1..28

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..28

<223> /mol type=protein
/organism=synthetic construct

<400> 36
Lys Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys
1 5 10 15
Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25
<210> 37
<211> 27
<212> PRT
<220>

<221> REGION

<222> 1..27

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..27

<223> /mol type=protein
/organism=synthetic construct

<400> 37
Gly Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu
1 5 10 15
Asp Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25
<210> 38
<211> 2o
<212> PRT
<220>

<221> REGION
<222> 1..26
<223> /note=Synthetic Polypeptide



<213> synthetic construct

<220>

<221> source

<222> 1..26

<223> /mol type=protein
/organism=synthetic construct

<400> 38
Ala Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp
1 5 10 15
Arg Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25
<210> 39
<211> 25
<212> PRT
<220>

<221> REGION

<222> 1..25

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..25

<223> /mol type=protein
/organism=synthetic construct

<400> 39
Asn Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg
1 5 10 15
Ile Gly Ser Met Ser Gly Leu Gly Cys
20 25
<210> 40
<211> 24
<212> PRT
<220>

<221> REGION

<222> 1..24

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..24

<223> /mol type=protein
/organism=synthetic construct

<400> 40
Lys Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile
1 5 10 15
Gly Ser Met Ser Gly Leu Gly Cys
20
<210> 41
<211> 23

<212> PRT



<220>

<221> REGION

<222> 1..23

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..23

<223> /mol type=protein
/organism=synthetic construct

<400> 41
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
1 5 10 15
Ser Met Ser Gly Leu Gly Cys
20
<210> 42
<211> 21
<212> PRT
<220>

<221> REGION

<222> 1..21

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..21

<223> /mol type=protein
/organism=synthetic construct

<400> 42
Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met
1 5 10 15
Ser Gly Leu Gly Cys
20
<210> 43
<211> 20
<212> PRT
<220>

<221> REGION

<222> 1..20

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..20

<223> /mol type=protein
/organism=synthetic construct

<400> 43
Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser
1 5 10 15

Gly Leu Gly Cys



20

<210> 44
<211> 19
<212> PRT
<220>

<221> REGION

<222> 1..19

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..19

<223> /mol type=protein
/organism=synthetic construct

<400> 44
Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly
1 5 10 15

Leu Gly Cys

<210> 45
<211> 18
<212> PRT
<220>

<221> REGION

<222> 1..18

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..18

<223> /mol type=protein
/organism=synthetic construct

<400> 45

Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu
1 5 10 15

Gly Cys

<210> 46

<211> 37

<212> PRT

<220>

<221> REGION

<222> 1..37

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..37

<223> /mol type=protein
/organism=synthetic construct



<400> 46
Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly

1 5 10 15
Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Asn
20 25 30
Ser Gly Leu Gly Cys
35
<210> 47
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 47
Met Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 48
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 48
Pro Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 49
<211> 38

<212>

PRT



<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 49
Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Asn Ser Gly Leu Gly Cys
35
<210> 50
<211> 39
<212> PRT
<220>

<221> REGION

<222> 1..39

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..39

<223> /mol type=protein
/organism=synthetic construct

<400> 50
Met Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys
1 5 10 15
Lys Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly
20 25 30
Ser Met Ser Gly Leu Gly Cys
35
<210> 51
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 51



Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys

1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 52
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 52
Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Pro Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 53
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 53
Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Gln Lys
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 54
<211> 38
<212> PRT
<220>

<221> REGION



<222> 1..38
<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 54
Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Gln Gln
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 55
<211> 38
<212> PRT
<220>

<221> REGION

<222> 1..38

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..38

<223> /mol type=protein
/organism=synthetic construct

<400> 55
Gly Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Pro
1 5 10 15
Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
20 25 30
Met Ser Gly Leu Gly Cys
35
<210> 56
<211> 53
<212> PRT
<220>

<221> REGION

<222> 1..53

<223> /note=Synthetic Polypeptide
<213> synthetic construct

<220>

<221> source

<222> 1..53

<223> /mol type=protein
/organism=synthetic construct

<400> 56
Asp Leu Arg Val Asp Thr Lys Ser Arg Ala Ala Trp Ala Arg Leu Leu
1 5 10 15



Gln Glu His Pro Asn Ala Arg Lys Tyr Lys Gly Ala Asn Lys Lys Gly

20 25 30
Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met
35 40 45
Ser Gly Leu Gly Cys
50
<210> 57
<211> 17
<212> PRT

<213> synthetic construct

<220>

<221> source

<222> 1..17

<223> /mol type=protein
/organism=synthetic construct

<400> 57

Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser Met Ser Gly Leu Gly
1 5 10 15

Cys

<210> 58

<211> 23

<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..23

<223> /mol type=other DNA
/organism=synthetic construct

<400> 58
cctgggtgca ggcccccaac agg

<210> 59
<211> 20
<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..20

<223> /mol type=other DNA
/organism=synthetic construct

<400> 59
gttgggggcc tgcacccagg

<210> 60
<211> 20
<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..20

<223> /mol type=other DNA

23

20



/organism=synthetic construct

<400> 60

cctgtcaccg tggccgtgaa 20
<210> =61

<211> 20

<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..20

<223> /mol type=other DNA
/organism=synthetic construct

<400> 61

atgccgtgag accctggagc 20
<210> 62

<211> 107

<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..107

<223> /mol type=other DNA
/organism=synthetic construct

<400> 62

atgatgccac tgacaaggac ctgtcggacc tggtgtctga gatggagatg atgaaaatga 60
ttggcaagca caagaacatc attaacctgt tgcctgcacc cagggtg 107
<210> 63

<211> 112

<212> DNA

<213> synthetic construct

<220>

<221> source

<222> 1..112

<223> /mol type=other DNA
/organism=synthetic construct

<400> 63

atgatgccac tgacaaggac ctgtcggacc tggtgtctga gatggagatg atgaaaatga 60
ttggcaagca caagaacatc attaacctgt tggggggcct gcacccaggg tg 112
<210> o4

<211> 22

<212> PRT

<213> synthetic construct

<220>

<221> source

<222> 1..22

<223> /mol type=protein
/organism=synthetic construct

<400> o4



Gly Leu Ser Lys Gly Cys Phe Gly Leu Lys Leu Asp Arg Ile Gly Ser
1 5 10 15
Met Ser Gly Leu Gly Cys

20



