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<160>  26    

<170>  PatentIn version 3.5

<210>  1

<211>  113

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  1

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gln 

1               5                   10                  15      

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Ile Ser Tyr 

            20                  25                  30          

Gly Val Ser Trp Val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu 

        35                  40                  45              

Gly Val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Thr Leu Ile 

    50                  55                  60                  

Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Leu 

65                  70                  75                  80  

Lys Leu Asn Ser Leu Gln Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Val 

                85                  90                  95      

Gly Pro Arg Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

            100                 105                 110         
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Ala 

    

<210>  2

<211>  106

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  2

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

1               5                   10                  15      

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr 

        35                  40                  45              

Asp Thr Ser Lys Leu Thr Ser Gly Val Pro Ala Arg Phe Ser Gly Ser 

    50                  55                  60                  

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu 

65                  70                  75                  80  

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Thr Leu Thr 

                85                  90                  95      

Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

            100                 105     

<210>  3

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  3

Ser Tyr Gly Val Ser 

1               5   
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<210>  4

<211>  16

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  4

Val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Thr Leu Ile Ser 

1               5                   10                  15      

<210>  5

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  5

Pro Arg Phe Ala Tyr 

1               5   

<210>  6

<211>  10

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  6

Ser Ala Ser Ser Ser Val Ser Tyr Met His 

1               5                   10  

<210>  7

<211>  7

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  7

Asp Thr Ser Lys Leu Thr Ser 

1               5           
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<210>  8

<211>  9

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  8

Gln Gln Trp Ser Ser Asn Thr Leu Thr 

1               5                   

<210>  9

<211>  5

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  9

Gly Gly Gly Gly Ser 

1               5   

<210>  10

<211>  15

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  10

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

1               5                   10                  15  

<210>  11

<211>  234

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  11

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Ala Pro Ser Gln 
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1               5                   10                  15      

Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Ile Ser Tyr 

            20                  25                  30          

Gly Val Ser Trp Val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Leu 

        35                  40                  45              

Gly Val Ile Trp Gly Asp Gly Ser Thr Asn Tyr His Ser Thr Leu Ile 

    50                  55                  60                  

Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Leu 

65                  70                  75                  80  

Lys Leu Asn Ser Leu Gln Thr Asp Asp Thr Ala Thr Tyr Tyr Cys Val 

                85                  90                  95      

Gly Pro Arg Phe Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser 

            100                 105                 110         

Ala Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 

        115                 120                 125             

Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly 

    130                 135                 140                 

Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 

145                 150                 155                 160 

His Trp Tyr Gln Gln Lys Ser Gly Thr Ser Pro Lys Arg Trp Ile Tyr 

                165                 170                 175     

Asp Thr Ser Lys Leu Thr Ser Gly Val Pro Ala Arg Phe Ser Gly Ser 

            180                 185                 190         

Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu Ala Glu 

        195                 200                 205             

Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp Ser Ser Asn Thr Leu Thr 

    210                 215                 220                 
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Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

225                 230                 

<210>  12

<211>  110

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  12

Ala Ala Ala Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu 

1               5                   10                  15      

Lys Ser Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro 

            20                  25                  30          

Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val 

        35                  40                  45              

Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe 

    50                  55                  60                  

Ile Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp 

65                  70                  75                  80  

Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr 

                85                  90                  95      

Gln Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser 

            100                 105                 110 

<210>  13

<211>  38

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  13

Gln Val Arg Lys Ala Ala Ile Thr Ser Tyr Glu Lys Ser Asp Gly Val 

1               5                   10                  15      
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Tyr Thr Gly Leu Ser Thr Arg Asn Gln Glu Thr Tyr Glu Thr Leu Lys 

            20                  25                  30          

His Glu Lys Pro Pro Gln 

        35              

<210>  14

<211>  22

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  14

Met Asp Phe Gln Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 

1               5                   10                  15      

Val Ile Met Ser Arg Gly 

            20          

<210>  15

<211>  422

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  15

Met Asp Phe Gln Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 

1               5                   10                  15      

Val Ile Met Ser Arg Gly Gln Val Gln Leu Gln Glu Ser Gly Pro Gly 

            20                  25                  30          

Leu Val Ala Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly 

        35                  40                  45              

Phe Ser Leu Ile Ser Tyr Gly Val Ser Trp Val Arg Gln Pro Pro Gly 

    50                  55                  60                  

Lys Gly Leu Glu Trp Leu Gly Val Ile Trp Gly Asp Gly Ser Thr Asn 

65                  70                  75                  80  
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Tyr His Ser Thr Leu Ile Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser 

                85                  90                  95      

Lys Ser Gln Val Phe Leu Lys Leu Asn Ser Leu Gln Thr Asp Asp Thr 

            100                 105                 110         

Ala Thr Tyr Tyr Cys Val Gly Pro Arg Phe Ala Tyr Trp Gly Gln Gly 

        115                 120                 125             

Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Gly Gly Gly Gly 

    130                 135                 140                 

Ser Gly Gly Gly Gly Ser Gln Ile Val Leu Thr Gln Ser Pro Ala Ile 

145                 150                 155                 160 

Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Ser Ala Ser 

                165                 170                 175     

Ser Ser Val Ser Tyr Met His Trp Tyr Gln Gln Lys Ser Gly Thr Ser 

            180                 185                 190         

Pro Lys Arg Trp Ile Tyr Asp Thr Ser Lys Leu Thr Ser Gly Val Pro 

        195                 200                 205             

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile 

    210                 215                 220                 

Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp 

225                 230                 235                 240 

Ser Ser Asn Thr Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

                245                 250                 255     

Trp Ser His Pro Gln Phe Glu Lys Gly Gly Gly Gly Ser Gly Gly Gly 

            260                 265                 270         

Gly Ser Ala Ala Ala Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp 

        275                 280                 285             

Asn Glu Lys Ser Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu 
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    290                 295                 300                 

Cys Pro Ser Pro Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu 

305                 310                 315                 320 

Val Val Val Gly Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val 

                325                 330                 335     

Ala Phe Ile Ile Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His 

            340                 345                 350         

Ser Asp Tyr Met Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys 

        355                 360                 365             

His Tyr Gln Pro Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser 

    370                 375                 380                 

Gln Val Arg Lys Ala Ala Ile Thr Ser Tyr Glu Lys Ser Asp Gly Val 

385                 390                 395                 400 

Tyr Thr Gly Leu Ser Thr Arg Asn Gln Glu Thr Tyr Glu Thr Leu Lys 

                405                 410                 415     

His Glu Lys Pro Pro Gln 

            420         

<210>  16

<211>  414

<212>  PRT

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  16

Met Asp Phe Gln Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 

1               5                   10                  15      

Val Ile Met Ser Arg Gly Gln Val Gln Leu Gln Glu Ser Gly Pro Gly 

            20                  25                  30          

Leu Val Ala Pro Ser Gln Ser Leu Ser Ile Thr Cys Thr Val Ser Gly 

        35                  40                  45              
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Phe Ser Leu Ile Ser Tyr Gly Val Ser Trp Val Arg Gln Pro Pro Gly 

    50                  55                  60                  

Lys Gly Leu Glu Trp Leu Gly Val Ile Trp Gly Asp Gly Ser Thr Asn 

65                  70                  75                  80  

Tyr His Ser Thr Leu Ile Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser 

                85                  90                  95      

Lys Ser Gln Val Phe Leu Lys Leu Asn Ser Leu Gln Thr Asp Asp Thr 

            100                 105                 110         

Ala Thr Tyr Tyr Cys Val Gly Pro Arg Phe Ala Tyr Trp Gly Gln Gly 

        115                 120                 125             

Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Gly Gly Gly Gly 

    130                 135                 140                 

Ser Gly Gly Gly Gly Ser Gln Ile Val Leu Thr Gln Ser Pro Ala Ile 

145                 150                 155                 160 

Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Ser Ala Ser 

                165                 170                 175     

Ser Ser Val Ser Tyr Met His Trp Tyr Gln Gln Lys Ser Gly Thr Ser 

            180                 185                 190         

Pro Lys Arg Trp Ile Tyr Asp Thr Ser Lys Leu Thr Ser Gly Val Pro 

        195                 200                 205             

Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile 

    210                 215                 220                 

Ser Ser Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Trp 

225                 230                 235                 240 

Ser Ser Asn Thr Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

                245                 250                 255     

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Ala Ala Ile Glu Val 
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            260                 265                 270         

Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser Asn Gly Thr Ile 

        275                 280                 285             

Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro Leu Phe Pro Gly 

    290                 295                 300                 

Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly Gly Val Leu Ala 

305                 310                 315                 320 

Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile Phe Trp Val Arg 

                325                 330                 335     

Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro 

            340                 345                 350         

Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro 

        355                 360                 365             

Arg Asp Phe Ala Ala Tyr Arg Ser Gln Val Arg Lys Ala Ala Ile Thr 

    370                 375                 380                 

Ser Tyr Glu Lys Ser Asp Gly Val Tyr Thr Gly Leu Ser Thr Arg Asn 

385                 390                 395                 400 

Gln Glu Thr Tyr Glu Thr Leu Lys His Glu Lys Pro Pro Gln 

                405                 410                 

<210>  17

<211>  339

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  17

caggtgcagc tgcaggagtc tggacctggc ctggtggcgc cctcacagag cctgtccatc       60

acatgcactg tctcagggtt ctcattaatc agctatggtg taagctgggt tcgccagcct      120

ccaggaaagg gtctggagtg gctgggagta atatggggtg acgggagcac aaattatcat      180

tcaactctca tatccagact gagcatcaac aaggataact ccaagagcca agttttctta      240
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aaactgaaca gtctgcaaac tgatgacaca gccacgtact actgtgtcgg accccggttt      300

gcttactggg gccaagggac tctggtcact gtctctgca                             339

<210>  18

<211>  318

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  18

caaattgttc tcacccagtc tccagcaatc atgtctgcat ctccagggga gaaggtcacc       60

atgacctgca gtgccagctc aagtgtaagt tacatgcact ggtaccagca gaagtcaggc      120

acctccccca aaagatggat ttatgacaca tccaaactga cttctggagt ccctgctcgc      180

ttcagtggca gtgggtctgg gacctcttac tctctcacaa tcagcagcat ggaggctgaa      240

gatgctgcca cttattactg ccagcagtgg agtagtaata cgctcacgtt cggtgctggg      300

accaagctgg agctgaaa                                                    318

<210>  19

<211>  45

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  19

ggaggtggcg gtagcggagg cggcggttct ggaggtggcg ggagc                       45

<210>  20

<211>  702

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  20

caggtgcagc tgcaggagtc tggacctggc ctggtggcgc cctcacagag cctgtccatc       60

acatgcactg tctcagggtt ctcattaatc agctatggtg taagctgggt tcgccagcct      120

ccaggaaagg gtctggagtg gctgggagta atatggggtg acgggagcac aaattatcat      180
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tcaactctca tatccagact gagcatcaac aaggataact ccaagagcca agttttctta      240

aaactgaaca gtctgcaaac tgatgacaca gccacgtact actgtgtcgg accccggttt      300

gcttactggg gccaagggac tctggtcact gtctctgcag gaggtggcgg tagcggaggc      360

ggcggttctg gaggtggcgg gagccaaatt gttctcaccc agtctccagc aatcatgtct      420

gcatctccag gggagaaggt caccatgacc tgcagtgcca gctcaagtgt aagttacatg      480

cactggtacc agcagaagtc aggcacctcc cccaaaagat ggatttatga cacatccaaa      540

ctgacttctg gagtccctgc tcgcttcagt ggcagtgggt ctgggacctc ttactctctc      600

acaatcagca gcatggaggc tgaagatgct gccacttatt actgccagca gtggagtagt      660

aatacgctca cgttcggtgc tgggaccaag ctggagctga aa                         702

<210>  21

<211>  45

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  21

ggaggtggcg gtagcggagg cggcggttct ggaggtggcg ggagc                       45

<210>  22

<211>  330

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  22

gcggccgcaa ttgaagttat gtatcctcct ccttacctag acaatgagaa gagcaatgga       60

accattatcc atgtgaaagg gaaacacctt tgtccaagtc ccctatttcc cggaccttct      120

aagccctttt gggtgctggt ggtggttggt ggagtcctgg cttgctatag cttgctagta      180

acagtggcct ttattatttt ctgggtgagg agtaagagga gcaggctcct gcacagtgac      240

tacatgaaca tgactccccg ccgccccggg cccacccgca agcattacca gccctatgcc      300

ccaccacgcg acttcgcagc ctatagatct                                       330

<210>  23

<211>  117
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<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  23

caagtgcgaa aggcagctat aaccagctat gagaaatcag atggtgttta cacgggcctg       60

agcaccagga accaggagac ttacgagact ctgaagcatg agaaaccacc acagtag         117

<210>  24

<211>  66

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  24

atggattttc aggtgcagat tttcagcttc ctgctaatca gtgcctcagt cataatgtcc       60

agagga                                                                  66

<210>  25

<211>  1269

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  25

atggattttc aggtgcagat tttcagcttc ctgctaatca gtgcctcagt cataatgtcc       60

agaggacagg tgcagctgca ggagtctgga cctggcctgg tggcgccctc acagagcctg      120

tccatcacat gcactgtctc agggttctca ttaatcagct atggtgtaag ctgggttcgc      180

cagcctccag gaaagggtct ggagtggctg ggagtaatat ggggtgacgg gagcacaaat      240

tatcattcaa ctctcatatc cagactgagc atcaacaagg ataactccaa gagccaagtt      300

ttcttaaaac tgaacagtct gcaaactgat gacacagcca cgtactactg tgtcggaccc      360

cggtttgctt actggggcca agggactctg gtcactgtct ctgcaggagg tggcggtagc      420

ggaggcggcg gttctggagg tggcgggagc caaattgttc tcacccagtc tccagcaatc      480

atgtctgcat ctccagggga gaaggtcacc atgacctgca gtgccagctc aagtgtaagt      540

tacatgcact ggtaccagca gaagtcaggc acctccccca aaagatggat ttatgacaca      600
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tccaaactga cttctggagt ccctgctcgc ttcagtggca gtgggtctgg gacctcttac      660

tctctcacaa tcagcagcat ggaggctgaa gatgctgcca cttattactg ccagcagtgg      720

agtagtaata cgctcacgtt cggtgctggg accaagctgg agctgaaatg gagccacccg      780

cagttcgaga aaggtggagg tggatccggt ggaggtggat ccgcggccgc aattgaagtt      840

atgtatcctc ctccttacct agacaatgag aagagcaatg gaaccattat ccatgtgaaa      900

gggaaacacc tttgtccaag tcccctattt cccggacctt ctaagccctt ttgggtgctg      960

gtggtggttg gtggagtcct ggcttgctat agcttgctag taacagtggc ctttattatt     1020

ttctgggtga ggagtaagag gagcaggctc ctgcacagtg actacatgaa catgactccc     1080

cgccgccccg ggcccacccg caagcattac cagccctatg ccccaccacg cgacttcgca     1140

gcctatagat ctcaagtgcg aaaggcagct ataaccagct atgagaaatc agatggtgtt     1200

tacacgggcc tgagcaccag gaaccaggag acttacgaga ctctgaagca tgagaaacca     1260

ccacagtag                                                             1269

<210>  26

<211>  1245

<212>  DNA

<213>  Artificial Sequence

<220>

<223>  Synthesized sequence

<400>  26

atggattttc aggtgcagat tttcagcttc ctgctaatca gtgcctcagt cataatgtcc       60

agaggacagg tgcagctgca ggagtctgga cctggcctgg tggcgccctc acagagcctg      120

tccatcacat gcactgtctc agggttctca ttaatcagct atggtgtaag ctgggttcgc      180

cagcctccag gaaagggtct ggagtggctg ggagtaatat ggggtgacgg gagcacaaat      240

tatcattcaa ctctcatatc cagactgagc atcaacaagg ataactccaa gagccaagtt      300

ttcttaaaac tgaacagtct gcaaactgat gacacagcca cgtactactg tgtcggaccc      360

cggtttgctt actggggcca agggactctg gtcactgtct ctgcaggagg tggcggtagc      420

ggaggcggcg gttctggagg tggcgggagc caaattgttc tcacccagtc tccagcaatc      480

atgtctgcat ctccagggga gaaggtcacc atgacctgca gtgccagctc aagtgtaagt      540

tacatgcact ggtaccagca gaagtcaggc acctccccca aaagatggat ttatgacaca      600

tccaaactga cttctggagt ccctgctcgc ttcagtggca gtgggtctgg gacctcttac      660
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tctctcacaa tcagcagcat ggaggctgaa gatgctgcca cttattactg ccagcagtgg      720

agtagtaata cgctcacgtt cggtgctggg accaagctgg agctgaaagg tggaggtgga      780

tccggtggag gtggatccgc ggccgcaatt gaagttatgt atcctcctcc ttacctagac      840

aatgagaaga gcaatggaac cattatccat gtgaaaggga aacacctttg tccaagtccc      900

ctatttcccg gaccttctaa gcccttttgg gtgctggtgg tggttggtgg agtcctggct      960

tgctatagct tgctagtaac agtggccttt attattttct gggtgaggag taagaggagc     1020

aggctcctgc acagtgacta catgaacatg actccccgcc gccccgggcc cacccgcaag     1080

cattaccagc cctatgcccc accacgcgac ttcgcagcct atagatctca agtgcgaaag     1140

gcagctataa ccagctatga gaaatcagat ggtgtttaca cgggcctgag caccaggaac     1200

caggagactt acgagactct gaagcatgag aaaccaccac agtag                     1245
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