SEQUENCE LISTING
<110> CEVEC Pharmaceuticals GmbH
<120> Produced Cell Line Having Low Levels of VA RNA
<130> C 4939EU - k1l
<160> 7
<170> PatentIn version 3.5

<210> 1

<211> 25

<212> DNA

<213> Artificial sequence

<220>
<223> SV40 PolyA primer forward

<400> 1
agcaatagca tcacaaattt cacaa

<210> 2

<211> 29

<212> DNA

<213> Artificial sequence

<220>
<223> SV40 PolyA primer reverse

<400> 2
ccagacatga taagatacat tgatgagtt

<210> 3

<211> 36

<212> DNA

<213> Artificial sequence

<220>
<223> SV40 PolyA probe

<400> 3
agcatttttt tcactgcatt ctagttgtgg tttgtc

<216> 4

<211> 551

<212> DNA

<213> Artificial sequence

<220>

25

29

36



<223>

<400> 4

TRE3G-SV4@intron-ATG of capsid

gagtttactc cctatcagtg atagagaacg tatgaagagt

agaacgtatg
tatcagtgat
cagtttactc
agaacgtata
aaccgtcaga
cacttcctac
aagttaactg
tgcaaatcaa
tgttacttat
<210> 5

<211> 872
<212> DNA

<213>

<220>
<223>

<400> 5
aattcgagct

gaccgcccaa
caatagggac
cagtacatca
ggcccgecetg
tctacgtatt
gtggatagcg
gtttgttttg
tgacgcaaat

tgaaccgtca

gggaccgatc

cagactttac
agagaacgta
cctatcagtg
agctttaggc
tcgectggag
cctcgtaaag
gtaagtttag

agaactgctc

g

tgcatgcctg
cgacccccge
tttccattga
agtgtatcat
gcattatgcc
agtcatcgct
gtttgactca
gcaccaaaat
gggcggtagg
gatcgcctgg

cagccteccgg

tccctatcag
tgaccagttt
atagagaacg
gtgtacggtg
caattccaca
actctagagg
tetttttgte

ctcagtggat

Artificial sequence

caggtcgtta
ccattgacgt
cgtcaatggg
atgccaagta
cagtacatga
attaccatgg
cggggatttc
caacgggact
cgtgtacggt
agacgccatc

actctagagg

tgatagagaa
actccctatc
tatatccagt
ggcgectata
acacttttgt
atccggtact
ttttatttca

gttgccttta

CMV-5V40intron-ATG of capsid

cataacttac
caataatgac
tggagtattt
cgceccectat
ccttatggga
tgatgcggtt
caagtctcca
ttccaaaatg
gggaggtcta
cacgctgttt

atccggtact

ttactcccta
cgtataagga
agtgatagag
ttactcccta
aaagcagagc
cttataccaa
cgaggaactg
getcccggat

cttctaggcc

ggtaaatggc
gtatgttccc
acggtaaact
tgacgtcaat
ctttcctact
ttggcagtac
ccccattgac
tcgtaacaac
tataagcaga

tgacctccat

cgaggaactg

tcagtgatag
gtttactccc
aacgtatcta
tcagtgatag
tcgtttagtg
ctttccgtac
aaaaaccaga
ccggtggtgg

tgtacggaag

ccgectgget
atagtaacgc
gcccacttgg
gacggtaaat
tggcagtaca
atcaatgggc
gtcaatggga
tccgecccat
gctcgtttag
agaagacacc

aaaaaccaga

60

120

180

240

300

360

420

480

540

551

60

120

180

240

300

360

420

480

540

600

660



aagttaactg gtaagtttag tctttttgtc ttttatttca ggtcccggat ccggtgegtgg

tgcaaatcaa agaactgctc ctcagtggat gttgccttta cttctaggecc tgtacggaag

tgttacttct gctctaaaag ctgcggaatt gtacccgegg ccgettaatt aaatcgatac

cggtttcgaa acgcgtgata aatgccacca tg

<210> 6

<211> 733
<212> DNA
<213>

<220>
<223>

<400> 6
gagtttactc

agaacgtatg
tatcagtgat
cagtttactc
agaacgtata
aaccgtcaga
cacttcctac
aactacgcag
tttcecctgea
cagaaagact
aaggcgtatc
actgcctgeg
taaatcaggt
<210> 7

<211> 769
<212> DNA

<213>

<220>
<223>

Artificial sequence

TRE3G-p4@ intron (AAV2)-ATG of capsid

cctatcagtg atagagaacg tatgaagagt ttactcccta

cagactttac
agagaacgta
cctatcagtg
agctttagge
tcgecctggag
cctcgtaaac
acaggtacca
gacaatgcga
gtttagagtg
agaaactgtg
atctggtcaa

atg

tccctatcag
tgaccagttt
atagagaacg
gtgtacggtg
caattccaca
cgttgegeag
aaacaaatgt
gagaatgaat
ctttcccgtg
ctacattcat

tgtggatttg

Artificial sequence

tgatagagaa
actccctatc
tatatccagt
ggcgcctata
acacttttgt
ccatcgacgt
tctcgtcacg
cagaattcaa
tcagaatctc
catatcatgg

gatgactgca

TRE3G-p4@ intron (AAV8)-ATG of capsid

cgtataagga
agtgatagag
ttactcccta
aaagcagagc
cttataccaa
cagacgcgga
tgggcatgaa
atatctgett
aacccgtttce
gaaaggtgcc

tctttgaaca

tcagtgatag
gtttactccc
aacgtatcta
tcagtgatag
tcgtttagtg
ctttccgtac
agcttcgatc
tctgatgetg
cactcacgga
tgtcgtcaaa
agacgcttgc

ataaatgatt

720

780

840

872

60

120

180

240

300

360

420

480

540

600

660

720

733



<400> 7
gagtttactc

agaacgtatg
tatcagtgat
cagtttactc
agaacgtata
aaccgtcaga
cacttcctac
ccatcgacgt
tgttctcgtc
aatcagaatt
ggcgtgtcag
catcatctgce

gacctggatg

cctatcagtg atagagaacg tatgaagagt ttactcccta

cagactttac
agagaacgta
cctatcagtg
agctttaggc
tcgecetggag
cctcgtaaac
cagacgcgga
acgcgggcat
tcaacatttg
aatctcaacc

tggggcegsc

actgtgtttc

tccctatcag
tgaccagttt
atagagaacg
gtgtacggtg
caattccaca
ctcgaggaac
aggagctccg
gcttcagatg
cttcacacac
ggtcgtcaga
tcccgagatt

tgagcaataa

tgatagagaa
actccctatc
tatatccagt
gegcgectata
acacttttgt
tgaaaaacca
gtggactttg
ctgtttcect
ggggtcagag
aagaggacgt
gcttgetegg

atgacttaaa

cgtataagga
agtgatagag
ttactcccta
aaagcagagc
cttataccaa
gaaagttaac
ccgacaggta
gcaaaacgtg
actgctcaga
atcggaaact
cctgcgatct

ccaggtatg

tcagtgatag
gtttactccc
aacgtatcta
tcagtgatag
tcgtttagtg
ctttccgtac
agtcgcggat
ccaaaacaaa
cgagagaatg
gtgtttcccc
ctgtgcgatt

ggtcaacgtg

60

120

180

240

300

360

420

480

540

600

660

720

769



