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<110>

Koch, Johanna
Kujau, Marian

<120>

Wacker Chemie AG

42

einem Fermentationsverfahren

<130>
<160> 7
<170>
<210> 1

<211> 879
<212>
<213>
<220>
<223>

220>
221>
<222>

<400> 1
caattcgcgc

tgcacggegt
cctgacgcett
ataattttgt
gatatatctt
caaataacac
cactgcaagc
gaattatgga
aaaaaggtat
aacttccgceg
tgcgtacggg
atatcggcaa
tgaatgaacc
aagaattgca

tttctttaat

DNA
Artificial Sequence

().

Coll81l6

DNS-Fragment xI

misc feature
. (879)

gcgtaacaaa
cacactttgce
tttatcgcaa
ttaagaattc
gcgcgggatt
cgcaaagaat
ttctcaggat
tcagtatgct
cgattgttct
ttcgacttac
tgatttagtt
caatcagttt
gtactggaag
agctggccga

gaagccggaa

PatentIn version 3.5

agtgtctata
tatgccatag
ctctctactg
taaggaggaa
cccgcgattg
atgcatcctg
gaatttgaaa
gactggaaaq
ggtttcgtac
gaacagcagg
ctgttccgtg
gtccatgctt
aagcgttaca
cgcgtcccac

aaatccegeg

atcacggcag
catttttatc
tttctccata
attatatggt
cagtagcggt
agacacgtgc
acctggttcg
gcgtacgtta
agcgtacatt
aaatgggtaa
ccggttcaac
ccaccagcag
acgaagcacg
agccgccagt

cgcgaaggce

SEQUENCE LISTING

aaaagtccac
cataagatta
ccogtttttt
caaatctcaa
tctgctttct
agtgggtagt
taatgtcgac
tcgtctggge
ccgtgagcaa
atctgtttcc
gggacgccat
tggtgttatt
ccgggttcetce

tccgetggeg

Bakterienstamm zur Freisetzung eines rekombinanten Proteins in

attgattatt
gcggatccta
tgggctagaa
ccgattttga
gcatgtagtg
gaaacatcat
gtaaaatcgc
ggcagcacta
tttggcttag
cgcagtaatt
gtcggtattt
atttccagca
agccgcagcet

gcattttaac
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<210> 2
<211>
<212>
<213>

DNA

<220>
<223>

<220>
<221>
222>

<400> 2
caattcgcgc

tgcacggcgt
cctgacgcett
ataattttgt
tcacgctcetg
agcaagccag
gcacggcaac
ccaaaagcaa
aaactcgcag
ccaaacgtaa
ttgccgacgce
tgcagcaaat
gcagcggcct
cgaatgaaat
gcgacctggt
tcggcaacgg
tcagtgaaga
cacttcgcta
cggcatttta
<210> 3

<211>

<212>
<213>

DNA

<220>
<223>

1131

(1).

1599

misc feature
. (1131)

gcgtaacaaa
cacactttgce
tttatcgcaa
ttaagaattc
tgctttactt
ggagagttct
caccaaaaag
aaccgcttct
caaacacgcc
gggctataaa
gcacaaagcg
tggtaagcca
ggtttattac
gtatcacctg
ctttttcegt
caaatttatt
ctactggcag
agaattgcaa

actttcttta

Artificial Sequence

DNS-Fragment xII

agtgtctata
tatgccatag
ctctctactg
taaggaggaa
tttaccaccc
gctaccactc
acccagaaaa
tccgttaaaa
gtcaataaaa
tcgcattgtg
aaggtgcaaa
tatcgttggg
gcttataaag
cgtgatgcag
actcagggac
cagtcaccgce
cgccactatg
gctggccgac

atgaagccgg

Artificial Sequence

DNS-Fragment xITI

43

atcacggcag
catttttatc
tttcteccata
attatatggc
tgcctttaac
atatcaccaa
cagcgaaaaa
aatcttccat
cggcctcagce
tgaaagtcaa
aagctacgaa
gtggcagctc
atttggtgaa
cgccaatcga
gcggcacagce
gcacaggtca
ttggcgcteg
gcgctctcecec

aaaaatcccg

aaaagtccac
cataagatta
ccegtttttt
gcggataaac
gcctatggece
aaaagcagat
agccgccagt
taccgcttct
cagctttacc
aaatgccgeg

agtggcaatg

accgcegtacc

aattcgtatt
acgtagtgaa
cgatcatgtc
ggaaattcaa
tcgggtaatg

acagccgceca

cgcgcgaagg

attgattatt
gcggatccta
tgggctagaa
cgtatttcga
catgcttcaa
aaaaagaaaa
aaaaétacga
aaaaacgcca
gaaaagtgta
tcaggaactc
aataaactga
ggttttgatt
ccgcgtacgg
ctgaaaaacg
ggcgtgtatg
atcacttctc
accccaaaaa
gttccgcetgg

[¢]

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1131




10

15

20

25

30

35

40

45

50

55

60

Coll816/Reu

<220>
<221>
<222>

<400> 3
acagaattct

attgccattt
cagctggtgce
aaagcaagcg

cagggtctgg

‘aaatttaaaa

ctgagcagcc
aatgatatgg
ggtccgagcg
ctgggttgtc
gcactgacca
ctgagcagcg
gttaatcata
taaccatgga
cttcacccct
tagtccgggt
ctatagctat
atatgcaagc
cgattttacc
gcatagctgg
cgttgcagca
cgcaagcgtt
agttgataat
agatagcacc
caaagtgtat
taatcgtggt

aagcttggct

misc_ feature
(1).

. (1599)

aaggaggaaa
cgattgcatt
agagcggtge
gctatatttt
aatggattgg
gcaaagccac
tgcgtagcga
atagctgggg
tttttceget
tggttaaaga
gtggtgttca
ttgttaccgt
aaccgagcaa
gaaaataaag
gttaccaaag
gaacgtgcaa
atgcattggt
aatctggaaa
ctgaccatta
gaaattccte
ccgagcgtgt
gtttgtctgce
gcactgcaaa
tatagcctgt
gcctgcgaag
gaatgtagct

gttttggcgg

ttatatgaaa
acagatcttt
cgaagttgtt
taccagctat
tgaaattaat
cctgaccgtt
agataccgca
tcagggcacc
ggcaccgagc
ttattttccg
tacctttccg
tccgagcagt
caccaaagtg
tgaaacaaag
ccgatattgt
ccattagctg
atcagcagaa
gcggtgttec
gcagcgttga
cgacctttgg
ttatctttcc
tgaataactt
gcggtaatag
caagcaccct
ttacccatca
cttctgeccca

atgagagaag

44

agaaaccgtt
tttcegtecg
aaaccgggtg
tatatgtatt
ccgagcaatg
gataaaagcg
gtttattatt
ctggtcaccg
agcaaaagca
gaaccggtta
gcagttctgce
agcctgggca
gataaaaaag
cactattgca
gctcacccag
tcgtgcaagce
accgggtcag
ggcacgtttt
accggaagat
tggtggcacc
gcctagtgat
ttatcegegt
ccaagaaagc
gaccctgagc
gggtctgagc
tcaccaccat

attttcgac

tttttaatac
cttcecgettt
caagcgttaa
gggtgaaaca
gcgataccaa
caagcaccgc
gtacccgtag
ttagcagcgce
ccagcggtgg
cagttagctg
aaagcagcgg
cccagaccta
ttgaaccgaa
ctggcactct
agtccggcaa
cagcgtgtta
cctccgaaac
agcggtagceg
tttgccacct
aaactcgaga
gaacagctga
gaagcaaaag
gﬁtaccgaac
aaagcagatt
agtccggtta

caccattaat

ctcggcetgcet
cgctcaggtt
actgagctgt
ggcaccgggt
ttttaatgaa
atatatggaa
tgatggtcge
aagcaccaaa
caccgcagca
gaatagcggt
tctgtatagc
tatttgtaat
aagctgctaa
taccgttact
ccctgagegt
gcagcagcac
tgctgattaa
gtagtggcac
attattgtca
ttaaacgtac
aaagcggcac
ttcagtggaa
aggatagcaa
atgaaaaaca
caaaaagttt

aagcttctag
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

45

4

564

DNA

Escherichia coli

misc feature
{1)..(564)
codierende DNS des Spr-Vorldufer-Proteins

4

atggtcaaat ctcaaccgat tttgagatat atcttgcgcg ggattcccge gattgcagta

gcggttcectge tttctgcatg tagtgcaaat aacaccgcaa agaatatgca tcctgagéca

cgtgcagtgg gtagtgaaac atcatcactg caagcttctc aggatgaatt tgaaaacctg

gttcgtaatg tcgacgtaaa atcgcgaatt atggatcagt atgctgactg gaaaggcgta

cgttatcgtc tgggcggcag cactaaaaaa ggtatcgatt gttctggttt cgtacagegt

acattccgtg agcaatttgg cttagaactt ccgecgttcga cttacgaaca gcaggaaatg

ggtaaatctg tttcccgcag taatttgegt acgggtgatt tagttctgtt ccgtgecggt

tcaacgggac gccatgtcgg tatttatatc ggcaacaatc agtttgtcca tgcttccacc

agcagtggtg ttattatttc cagcatgaat gaaccgtact ggaagaagcg ttacaacgaa

gcacgceggg ttctcageceg cagce

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5

188

PRT

Escherichia coli

PEPTIDE
(1)..(188)

~Aminosduresequenz des Spr-Vorliufer-Proteins

5

Met Val Lys Ser Gln Pro Ile Leu Arg Tyr Ile Leu Arg Gly Ile Pro

1

5 10 15

Ala Ile Ala Val Ala Val Leu Leu Ser Ala Cys Ser Ala Asn Asn Thr

20 25 30

Ala Lys Asn Met His Pro Glu Thr Arg Ala Val Gly Ser Glu Thr Ser

35 40 45
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Ser

Asp

65

Arg

Phe

Ser

Leu

Leu

50

Val

Tyr

Val

Thr

Arg

Gln Ala Ser Gln

Ile
70

Lys Ser Arg

Arg Leu Gly Gly

Gln Arg Thr Phe

100

Tyr Glu Gln Gln

115

Thr Gly Asp Leu

130

His
145

Ser

Arg

<210>
<211>
<212>
<213>

<220>
<221>
222>
<223>

<400>

atggcgcgga taaaccgtat
ttaacgccta
accaaaaaag
aaaaaagccg
tccattaccg

tcagccagcect

Val

Ser

Tyr

Ile Ile

150

Gly Tyr

Val Ile

165

Gly Ile

Glu
180

Asn Ala Arg

6

813

DNA

Escherichia coli

-misc feature

(1)..(813)
codierende DNS

6

tggcccatge
cagataaaaa
ccagtaaaag
cttctaaaaa

ttaccgaaaa

Asp

55

Met

Ser

Arg

Glu

Val

135

Gly

Ser

Arg

Glu

Asp

Thr

Glu

Met

120

Leu

Asn

Ser

Val

ttcaaagcaa
gaaaagcacg
tacgaccaaa
cgccaaaact

gtgtaccaaa

Phe

Gln

Lys

Gln

105

Gly

Phe

Asn

Met

Leu
185

46

Glu

Tyx

Lys

90

Phe

Lys

Arg

Gln

Asn

170

Ser

Asn

Ala

75

Gly

Gly

Ser

Ala

Phe

155

Glu

Arg

gccagggaga

gcaaccacca

agcaaaaccg

cgcagcaaac

cgtaagggct

Leu Val

60

Arg

Asp Trp Lys

Ile Asp Cys

Glu Leu

110

Leu

Val Ser

125

Arg

Gly Ser Thr

140

Val His Ala

Pro Tyr Trp

Ser

des Ydho-Vorlaufer-Proteins

ttcgatcacg ctctgtgctt tactttttac

gttctgctac
aaaagaccca
cttcttccgt
acgccgtcaa

ataaatcgca

Asn Val

Val
80

Gly

Ser
95

Gly
Pro Arg
Ser Asn
Arg

Gly

Thr
160

Ser

Lys
175

Lys

caccctgcect
cactcatatc

gaaaacagcg

taaaaaatct

taaaacggcc

ttgtgtgaaa
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47

gtcaaaaatg ccgcgtcagg aactcttgcc gécgcgcaca aagcgaaggt

acgaaagtgg caatgaataa actgatgcag caaattggta agccatatcg

agctcaccgc gtaccggttt tgattgcagce ggcctggttt attacgctta

gtgaaaattc gtattccgcg tacggcgaat gaaatgtatce acctgcgtga

atcgaacgta gtgaactgaa aaacggcgac ctggtctttt tccgtactca

acagccgatc atgtcggcegt gtatgtcggc aacggcaaat ttattcagtce

ggtcaggaaa ttcaaatcac ttctctcagt gaagactact ggcagcgcca

gctcgteggg taatgacccc aaaaacactt cgce

<210> 7

<211> 271

<212> PRT

<213> Escherichia coli

<220>

<221> PEPTIDE

<222> (1)..(271)

<223> Aminosduresequenz des Ydho-Vorldufer-Proteins

<400> 7

Met Ala Arg Ile Asn Arg Ile Ser Ile Thr Leu Cys Ala Leu

1 5 10

Thr Thr Leu Pro Leu Thr Pro Met Ala His Ala Ser Lys Gln
20 25 30

Glu Ser Ser Ala Thr Thr His Ile Thr Lys Lys Ala Asp Lys

35 40 45
Ser Thr Ala Thr Thr Lys Lys Thr Gln Lys Thr Ala Lys Lys
50 55 60

Ser Lys Ser Thr Thr Lys Ser Lys Thr Ala Ser Ser Val Lys

65 70 75

Ser Ile Thr Ala Ser Lys Asn Ala Lys Thr Arg Ser Lys His

85 90

Asn Lys Thr Ala Ser Ala Ser Phe Thr Glu Lys Cys Thr Lys
100 105 110

Gly Tyr Lys Ser His Cys Val Lys Val Lys Asn Ala Ala Ser

115 120 125

gcaaaaagct
ttggggtgge
taaagatttg
tgcagcgcca
gggacgcgge
accgcgcaca

ctatgttggc

Leu Phe

15

Ala Arg

Lys Lys
Ala

Ala

Ser
80

Lys

Ala
95

Val
Arg

Lys

Gly Thr
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Leu

Met

145

Ser

Tyr

Tyr

Gly

Val

225

Gly

His

Ala

130

Asn

Ser

Lys

His

Asp

210

Gly

Gln

Tyx

Asp

Lys

Pro

Asp

Leu

195

Leu

Val

Glu

Val

Ala

Leu

Arg

Leu

180

Arg

Val

Tyr

Ile

Gly
260

His

Met

Thr

165

Val

Asp

Phe

Val

Gln

245

Ala

Lys

Gln

150

Gly

Lys

Ala

Phe

Gly

230

Ile

Arg

Ala

135

Gln

Phe

Ile

Ala

Arg

215

Asn

Thr

Arg

Lys

Ile

Asp

Arg

Pro

200

Thr

Gly

Ser

Val

48

Val Gln

Gly Lys

Cys Ser
170

Ile Pro
185

Ile Glu

Gln Gly

Lys Phe

Leu Ser

250

Met Thr
265

Lys

Pro

155

Gly

Arg

Arg

Arg

Ile

235

Glu

Pro

Ala

140

Tyr

Leu

Thr

Ser

Gly

220

Gln

Asp

Lys

Thr

Arg

Val

Ala

Glu

205

Thr

Ser

Tyr

Thr

Lys

Trp

Tyr

Asn

190

Leu

Ala

Pro

Trp

Leu
270

Val

Gly

Tyr

175

Glu

Lys

Asp

Arg

Gln
255

Arg

Ala

Gly

160

Ala

Met

Asn

His

Thr

240

Arg




