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SEQUENCE LISTING

<110> Wacker Chemie AG
Koch, Dr. Johanna
Brunner, Markus
<120> Bakterienstamm zur Freisetzung eines rekombinanten Proteins in
einem Fermentationsverfahren
<130> C011724
<160> 7
<170> PatentIn version 3.5
<210> 1
<211> 8le
<212> DNA
<213> Artificial Sequence
<220>
<223> DNS~Fragment =xI
<220>
<221> misc feature
<222> (1)..(816)
<400> 1
caattcgcge gcgtaacaaa agtgtctata atcacggcag aaaagtccac attgattatt
60
tgcacggcgt cacactttgc tatgccatag catttttatc cataagatta gcggatccta
120
cctgacgett tttatcgcaa ctctctactg tttcectceccata ccecgtttttt tgggctagaa
180
ataattttgt ttaagaattc taaggaggaa attatatgca actgaacaaa gtgctgaaag
240
ggctgatgat tgctctgcct gttatggcaa ttgcggcagce cagcaatgac ggcagcgaag
300
gcatgctggg tgccggcact ggtatggatg cgaacggcgg caacggcaac atgtcttccg
360
aagagcaggce tcgtctgcaa atgcaacagc tgcagcagaa caacatcgtt tacttcgatc
420
tggacaagta cgatatccgt tctgacttcg ctcaaatgcect ggatgcacat gcaaacttcc

480
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aaagtcaccg

ggtgaacgtc

cagatctcca

gcatactcca

gtcccacagce

tcecegegege

agtgtctata

tatgccatag

ctctctactg

taaggaggaa

gctaccgtag

aagaatgcac

tgcgtagcaa cccgtcttac
540

cggaatacaa catctccctg
600

gtaaaggcgt ttctgcagac
660

tactgggtca tgacgaagcg
720

aattgcaagc tggccgacgce
780

ctttaatgaa gccggaaaaa
816

<210> 2

<211> 771

<212> DNA

<213> Artificial Sequence
<220>

<223> DNS-Fragment xII
<220>

<221> misc feature
<222>  (1)..{(771)
<400> 2

caattcgcge gcgtaacaaa
60

tgcacggcgt cacactttgce
120

cctgacgctt tttatcgcaa
180

ataattttgt ttaagaattc
240

cagtggcact ggctggtttc
300

tcggtgaget aagctctggt
360

atgcttcgec tgccgggagt

420

ggtaatacta

42

tagaaggtca
gtgcgaacgc
tcgtttctta
aaaaccgtcg

cgccagttcc

gaaggc

atcacggcag
catttttatc
tttctccata
attatatgaa
cgcaggctge
égaaaacggg

aaaacaatgg

cgcggacgaa

cgttaagatyg

cggtaaagaa

tgcggtactyg

gctggcggca

aaaagtccac

cataagatta

cccgtttttt

aaagacagct

cgcagaggca

gggaggggcyg

cgcatcaggg

cgtggtactc

tacctgcagg

aaacctgcag

gtttactaag

ttttaacttt

attgattatt

gcggatccta

tgggctagaa

atcgcecgattg

gatgatattt

aaagggaaca

gccgatatca
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ataactatgc cgggcagatt aaatctgcta
480

atgcaggcaa aacctgtacg ctgcgcataa
540

tcaaacctga aggtggcgat cccgcacttt
600

cgaagatccc gaaaccacca agccaggcag
660

acttcaaacc gtaagaattg caagctggcc
720

cggcatttta actttcttta atgaagccgg
771

<210> 3

<211> 1599

<212> DNA

<213> Artificial Sequence

<220>

<223> DNS-Fragment xIII

<220>

<221> misc feature

<222> (1)..(1599)

<400> 3

acagaattct aaggaggaaa ttatatgaaa
60

attgccattt cgattgcatt acagatcttt
120

cagctggtgc agagcggtgce cgaagttgtt
180

aaagcaagcg gctatatttt taccagctat
240

cagggtctgg aatggattgg tgaaattaat
300

aaatttaaaa gcaaagccac cctgaccgtt
360

ctgagcagcc tgcgtagcga agataccgca

420

43

tcgaaagtaa

aactggcacc

gtcaggctge

tatatgaagt

gacgcgtccc

aaaaatcccg

agaaaccgtt

tttcecgtecg

aaaccgggtg

tatatgtatt

ccgagcaatg

gataaaagcg

gtttattatt

gttctatgac

cgatggtatg

gttggcagca

gttcaaaaac

acagccgceca

cgcgcgaagyg

tttttaatac

cttcecgettt

caagcgttaa

gggtgaaaca

gcgataccaa

caagcaccgc

gtacccgtag

gcatcgtcct

ttactggata

gctaaacttyg

gcaccattgg

gttcegetgg

o}

ctcggetget

cgctcaggtt

actgagctgt

ggcaccgggt

ttttaatgaa

atatatggaa

tgatggtcge
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aatgatatgg
480

ggtccgagceg
540

ctgggttgtc
600

gcactgacca
660

ctgagcagcg
720

gttaatcata
780

taaccatgga
840

cttcacccct
900

tagtccgggt
960

ctatagctat
1020

atatgcaagc
1080

cgattttacc
1140

gcatagctgg
1200

cgttgcagcea
1260

cgcaagcgtt
1320

agttgataat
1380

agatagcacc
1440

caaagtgtat
1500

atagctgggg

tttttccget

tggttaaaga

gtggtgttca

ttgttaccgt

aaccgagcaa

gaaaataaaqg

gttaccaaag

gaacgtgcaa

atgcattggt

aatctggaaa

ctgaccatta

gaaattcctc

ccgagegtgt

gtttgtctgce

gcactgcaaa

tatagcctgt

gcctgcgaag

tcagggcacc

ggcaccgagce

ttattttecg

tacctttecg

tccgagecagt

caccaaagtyg

tgaaacaaaqg

ccgatattgt

ccattagctg

atcagcagaa

gcggtgttcc

gcagcgttga

cgacctttgg

ttatctttcec

tgaataactt

gcggtaatag

caagcaccct

ttacccatca

44

ctggtcaccg

agcaaaagca

gaaccggtta

gcagttctgce

agcctgggca

gataaaaaag

cactattgca

gctcacccag

tcgtgcaage

accgggtcag

ggcacgtttt

accggaagat

tggtggcacc

gcctagtgat

ttatccgegt

ccaagaaagc

gaccctgagc

gggtctgagce

ttagcagcgc
ccagcggtgg
cagttagctyg
aaagcagcgg
cccagaccta
ttgaaccgaa
ctggcactct
agtccggcaa
cagcgtgtta
cctccgaaac
agcggtagcg
tttgccacct
aaactcgaga
gaacagctga
gaagcaaaag
gttaccgaac
aaagcagatt

agtccggtta

aagcaccaaa

caccgcagceca

gaatagcggt

tctgtatagc

tatttgtaat

aagctgctaa

taccgttact

ccctgagegt

gcagcagcac

tgctgattaa

gtagtggcac

attattgtca

ttaaacgtac

aaagcggcac

ttcagtggaa

aggatagcaa

atgaaaaaca

caaaaagttt
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taatcgtggt gaatgtagct cttctgccca tcaccaccat caccattaat aagcttctag

1560

45

aagcttgget gttttggecgg atgagagaag attttcgac
1599

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

4
173
PRT

Escherichia coli

PEPTIDE
(1)..(173)
Wildtyp-Pal-Protein

4

Met Gln Leu Asn Lys

Met

Ser

Asn

Leu

65

Arg

Ser

Gly

Val

Ala

Glu

Gly

50

Gln

Ser

Asn

Thr

Lys
130

Ile

Gly

35

Asn

Gln

Asp

Pro

Pro

115

Met

Ala

20

Met

Met

Asn

Phe

Ser

100

Glu

Tyr

Ala

Leu

Ser

Asn

Ala

85

Tyr

Tyr

Leu

Val

Cys

Gly

Ser

Ile

70

Gln

Lys

Asn

Gln

Leu

Ser

Ala

Glu

55

Val

Met

Val

Ile

Gly
135

Lys

Ser

Gly

40

Glu

Tyr

Leu

Thr

Ser

120

Lys

Gly

Asn

25

Thr

Gln

Phe

Asp

Val

105

Leu

Gly

Leu

10

Lys

Gly

Ala

Asp

Ala

90

Glu

Gly

Val

Met

Asn

Met

Arg

Leu

75

His

Gly

Glu

Ser

Ile

Ala

Asp

Leu

60

Asp

Ala

His

Arg

Ala
140

Ala

Ser

Ala

45

Gln

Lys

Asn

Ala

Arg

125

Asp

Leu

Asn

30

Asn

Met

Tyr

Phe

Asp

110

Ala

Gln

Pro

15

Asp

Gly

Gln

Asp

Leu

95

Glu

Asn

Ile

Val

Gly

Gly

Gln

Ile

80

Arg

Arg

Ala

Ser
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Ile Val Ser Tyr Gly Lys Glu Lys Pro Ala Val Leu Gly His Asp Glu

145

150

155

Ala Ala Tyr Ser Lys Asn Arg Arg Ala Val Leu Val Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

5
167
PRT

165

Artificial Sequence

PalD22-27

PEPTIDE
(1)..(167)

5

Met Gln Leu Asn

1

Met

Ala

Glu

Val

65

Met

Val

Ile

Ala

Gly

Glu

50

Tyr

Leu

Thr

Ser

Ile

Thr

35

Gln

Phe

Asp

Val

Leu
115

Ala

20

Gly

Ala

Asp

Ala

Glu

100

Gly

Lys

Ala

Met

Arg

Leu

His

85

Gly

Glu

Val

Ala

Asp

Leu

Asp

70

Ala

His

Arg

Leu

Ser

Ala

Gln

55

Lys

Asn

Ala

Arg

Lys

Asn

Asn

40

Met

Tyr

Phe

Asp

Ala
120

Gly

Asp

25

Gly

Gln

Asp

Leu

Glu

105

Asn

170

Leu

10

Gly

Gly

Gln

Ile

Arg

80

Arg

Ala

Met

Ser

Asn

Leu

Arg

75

Ser

Gly

Val

Ile

Glu

Gly

Gln

60

Ser

Asn

Thr

Lys

Ala

Gly

Asn

45

Gln

Asp

Pro

Pro

Met
125

Leu

Met
30

Met

Asn

Phe

Ser

Glu

110

Tyr

Pro

15

Leu

Ser

Asn

Ala

Tyr

95

Tyr

Leu

160

Val

Gly

Ser

Ile

Gln

80

Lys

Asn

Gln
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Gly Lys Gly Val Ser Ala Asp Gln Ile Ser Ile Val Ser Tyr Gly Lys

130

135

140

Glu Lys Pro Ala Val Leu Gly His Asp Glu Ala Ala Tyr Ser Lys Asn
150

145

Arg Arg Ala Val Leu Val Tyr

<210> 6
<211> 834
<212> DNA
<213>
<220>
<223>
<220>
<221>
<222>  (1).
<400> 6
caattcgegce
60
tgcacggcgt
120
cctgacgcett
180
ataattttgt
240
ggctgatgat
300
gcaatgacgg
360
acggcaacat
420
acatcgttta
480
atgcacatgc

540

165

misc_feature

. (834)

gcgtaacaaa

cacactttgce

tttatcgcaa

ttaagaattc

tgctctgect

cagcgaaggce

gtcttccgaa

cttcgatctg

aaacttcctyg

Artificial Sequence

DNS-Fragment xTA

agtgtctata

tatgccatag

ctctctactg

taaggaggaa

gttatggcaa

atgctgggtg

gagcaggctc

gacaagtacg

cgtagcaacc

155

atcacggcag

catttttatc

tttctccata

attatatgca

ttgcggcagce

ccggcactgg

gtctgcaaat

atatccgttc

cgtcttacaa

aaaagtccac

cataagatta

cccgtttttt

actgaacaaa

ttcttccaac

tatggatgcg

gcaacagctg

tgacttcgcet

agtcaccgta

160

attgattatt

gcggatccta

tgggctagaa

gtgctgaaag

aagaacgcca

aacggcggca

cagcagaaca

caaatgctgg

gaaggtcacg
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cggacgaacg tggtactccg gaatacaaca
600

ttaagatgta cctgcagggt aaaggcgttt
660

gtaaagaaaa acctgcagta ctgggtcatg
720

cggtactggt ttactaagaa ttgcaagctg
780

tggcggcatt ttaactttct ttaatgaagc
834

<210> 7

<211> 173

<212> PRT

<213> Artificial Sequence

<220>

<223> Pal22A

<220>

<221> PEPTIDE

<222>  (1)..(173)

<400> 7

Met Gln Leu
1

Met Ala Ile

Ser Glu Gly

35

Asn Gly Asn

50

Leu Gln Gln

65

Arg Ser Asp

Asn Lys

Ala
20

Ala

Met Leu

Met Ser

Asn Asn

Phe Ala

85

Val

Ala

Ser

Ile
70

Gln

Leu Lys

Ser Ser

Ala Gly

40

Glu
55

Glu
Val

Tyr

Met Leu

48

tctecctggg

ctgcagacca

acgaagcggc

gccgacgegt

cggaaaaatc

Leu Met

10

Gly

Asn Asn

25

Lys

Thr Gly Met

Gln Ala Arg

Phe Leu

75

Asp

Ala His

90

Asp

tgaacgtegt

gatctccatce

atactccaaa

cccacagccg

ccgegegega

Ile Ala Leu

Ala Asn

30

Ser

Ala
45

Asp Asn

Leu Gln Met

60

Asp Lys Tyr

Ala Asn Phe

gcgaacgccg

gtttcttacg

aaccgtcgtg

ccagttcecge

aggc

Pro Val

15

Asp Gly

Gly Gly
Gln

Gln

Ile
80

Asp

Leu
a5

Arg
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Ser Asn Pro Ser
100

Gly Thr Pro Glu
115

val Lys Met Tyr
130

Ile Val Ser Tyr
145

Ala Ala Tyr Ser

o
Tyr
Leu
Gly

Lys
165

Lys Val Thr

Asn Ile Ser
120

Gln Gly Lys
135

Lys Glu Lys
150

Asn Arg Arg

49

Val Glu

105

Leu Gly

Gly Vval

Pro Ala

Ala Val
170

Gly

Glu

Ser

Val

155

Leu

His

Arg

Ala

140

Leu

Val

Ala Asp Glu Arg

110

Arg Ala Asn Ala

125

Asp Gln Ile

Gly His Asp

Tyr

Ser

Glu
160




