Nepevekb NoOC/AeA0BaTENALHOCTEH

<116>
<128>
<1498> RUZB17134413
<141> 2817-16-83
<168> 18
<178> BiS5AP 1.3.6
<Z19> 1
<21i> 5
<212> PRT
213>
<488> 1
Asn Tyr Ala Met Ser
1 5
<218> 2
<211> 17
<212> PRYT
<213> UCKycCTBEHHaA
<4e88> 2
Ala Ile Asn Ser Gly
1 5
Gly
<218> 3
<211> 13
<212>» PRT
<213> WCKyCCTBEHHAA
<466> 3
Asp Tyr Ala Thr Asn
1 5
<219> 4
<211> 121
<212> PRT
<213> WCKyCcCTBeHHas
<49e> 4
Gln Val Thr Leu Lys
1 5
Ser Leu Arg Leu Ser
28
Ala Met Ser Trp Val
35
Ser Ala Ile Ash Ser
5@
Lys 6ly Arg Phe Thr
65
Leu Gin Met Asn Ser
85
Ala Asp Tyr Ala Thr
18e
Gln Gly Thr Thr Val
115
<2i8> 5

MCHOKNOHANBHOE AHTHUTEAC K IL-5Ra

WCKYCCTBEHHAA NOCNeposaTeibHOCTh

necnefoBaTenbHoOCTe

3AKPHITOE AKUMOHEPHOE OBHECTBO «BUOKANR

Gly Lys Ser Thr Asn Tyr Ala Asp Ser Val Llys

ie

noCASN0BETEALHOCTE

Tyr Gly Val Pro Tyr

ie

NOCAEA0BATENLHOCTL

Glu
Cys
Arg
Gly
Ile
76

Leu

Asn

Thr

Ser
Ala
Gln
Gly
55

sSer
Arg
Tyr

Val

Gly
Ala
Ala
48

Lys
Arg
Ala

Gly

Ser
128

Gly
ser
25

Pro
Ser
Asp
Glu
val

185
Ser

Gly
18

Gly
Gly
Thr
Asn
Asp

99
Pro

Phe Gly

Leu Val
Phe Thr
Lys Gly
Asn Tyr
6@
Ala Lys
75
Thr Ala

Tyr Phe

Ser

Gln
Phe
Leu
45

Ala
Asn

val

Gly

Pro
Ser
36

Glu
Asp
Thr
Tyr

Ser
l1ie

15

Gly
Asn
Trp
Ser
Leu
Tyr

95
Trp

Gly
Tyr
val
val
Tyr
8e

Cys

Gly



<21i> 121
<212> PRT
<213> UcKyccTBeHHan

<480> 5
Gln val
1

Ser Leu

Ala Met

Ser Ala
5@

Lys Gily

65

iLeu Gln

Ala Asp

Gln Gly

<218> 6

Gln
Arg
Ser
35

Tle
Arg
Met
Tyr

Thr
115

<211> 14
<212> PRT
<213> WcxyccTBeHHan

<468> 6

Lewu
lLeu
28

Trp
Asn
Phe
Asn
Ala

186
Met

Gln
5
Ser
val
Ser
Thr
Ser
85
Thr

Val

Ser Gly Ser Arg Ser

1

216> 7
<211» 7

<212> PRT
<213> UCKycCcTBeHHaA

<480> 7

5 .

Asp Asp Asn Asn Arg

1

<218> 8

<211> 12

<212> PRY
<213> UckyccreeHHaA

<489> 8

5

Gln Ser Tyr Asp Ser

1

<2169 9

<211> 112
<212> PRT
<213> UckyccTREHHAA

<489> 9
Gln Ala
1

Arg Val

Tyr Asp

Leu Ile

5
Ser Gly
65

5

Gly Leu Thr

5

Thr Ile Ser

28

val His Trp

35

Phe Asp Asp

Sar Lys Ser

aocnenoBaTeneHOCThL

Glu
Cys
Arg
Gly
Ile
76

Lteu

Asn

Thr

Ser
Ala
Gln
aly
55

Sep
Arg
Tyr

Val

Gly
Ala
Ala
49

Lys
Arg
Ala

Gly

Ser
1z2e

Gly Gly
16

Ser Gly

25

Pro Gly

Ser Thr
Asp Asn

Glu Asp
90

Val Pro

185

Ser

nocneaceRaTenLHICTE

Leu
Phe
Lys
Asn
Ala
75

Thr

Tyr

Val
The
Gly
Tyr
(1%

Lys
Ala

Phe

Gln
Phe
Leu
45

Ala
Asn

Val

Gly

Pro
Ser
38

Glu
Asp
Thr
Tyr

Sepr
118

Asn Ile Gly Ser Gly Tyr Asp Val His

19

aoCcneZoBaTeARHOCTR

Pro

Ser

NnocnNesoBaTEAbHOCTE

Ser Leu Ser Gly His

18

NoCNeZoBaTEALHOCTE

Gln
Cys
Tyr
Asn

Gly
70

Pro
sSer
Gln
Asn

55
Thr

Pro
Gly
Gln
49

Arg

Sepr

Ser Val
16

Ser Arg

25

val Pro

Pro Ser

Ala Ser

Val

Ser
Ser
Gly
Gly

Leu
75

Val

Ala
Asn
Thr
Val

6B
Ala

Ala
Ile
Ala
45

Pro

Ile

Pro
Gly
Pro
Asp

Thr

Gly
15

Asn
Trp
Ser
Leu
Ty

a5
Trp

Gly
Ser
Lys
Arg

Gly

Gly
Tyr
val
Val
Tyr
a8

Cys

Gly

Gln
Gly
Leu
Phe

Leu
80



Gln Ala Glu Asp Glu
85
Leu Ser Gly His Val
100

<218>
<211>
<212>
<213>

10

112

PRT
UCRyCCTBeRHEA

<4pg> 18

Gln Ser Val Leu Thr

1 5

Arg Val Thr Ile Ser
28

val His

35

Tyr

Tyr Asp Trp

Ile Asp
58
Gly

Leu Asp

Sep Ser Ser
65

Gln

Lys

Ala Glu Glu
85

val

Asp

His
160

Leu Ser Gly

<216>
<211>
<212>
<213>

11

451

PRT
WckyccTeeHHaAa

<489> 11

Gin Val Thr Leu Lys

1 5

Ser Leu Arg Leu Ser
28 :

Ala Met Ser Trp Val

35
Ala Tle
5@

Gly

Ser Asn Sear

Lys Phe Thr
65

Lau

Arg

Gln Met Ser
85

Thr

Asn
Ala Ala
180
Thr

Asp Tyr

Gln Thr
115
Pro

Gly Val

Val Phe
139
Leu

tey Ala
Ala
145
Sep

Gly Cys Leu

Trp Asn Ser Gly

165
val Gln Ser Ser
189

Ser

Leu

Ser Leu
195

ser

2ro Ser

Pro Thr
216

Lys

Lys Asn

Asp Thr His Thr

225
Gly Val Phe
245

Pro

Pro Ser

Ile Ser Arg Thr

Ala Asp Tyr Tyr {ys Gln Ser Tyr Asp

1%

Val Phe Gly Gly Gly Thr Lys Leu Thr

185

nocAenoBaTenbHOCTL

Val
1e
Arg

Gln Pro Pro Ser

Ser
25
Leu

Cys Ser Gly

Gln Gln
49

Arg

Tyr Pro

Asn Pro Ser
55

Thr

Ash

Gly Ser Ala Ser

79

Ala Asp Tyr Tyr Cys

9@
Val Phe Gly

Gly Gly

185

NOCREJ0BATENBHOCTD

Glu Ser Gly Gly Gly

19
Ala Ala Ser Gly
25

Pro

Cys

Ala
49
Lys

Arg Gln Gly

Gly Gly Ser Thr
55

Ile Ser

79

Leu

Arg Asp Asn

Arg Ala Glu Asp
46
val Pro
165

Ser

Asn Tyr Gly

Thr Val Ser Ala

128
Pro Ser Ser Ser
135

Lys

Lys

val
156
Ala

Asp Tyr Phe

Leu Thr Ser Gly
178
Ser Leu
185

Thr

Gly Leu Tyr

Thr Gln
280
Asp

Gly Tyr
Val
215
Pra

Lys Lys Arg

Cys Pro Pro
230

Leu

Cys

Phe Pro Pro Lys

256

Giu Val The Cys val

Ser
Ser
aQly
Gly
Leu
75

Gln

Thr

Leu
Phe
Lys
Asn
Ala
75

Thr
Tyr
Ser
Thr
Pro
155
Val
Sepr
Ile
Val
Ala
235

Pro

Val
3

Ala
Asn
Thr
val
517

Ala

Ser

Lys

Val
The
Gly
Tyr
60

Lys
Ala
Phe
Thr
Ser
146
Glu
His
Ser
Cys
Glu
226
Pro

Lys

Val

Ala
Ile
Ala
45

Pro
Ile
Tyr

Leu

Gln
Phe
Leu
a5

Ala
Asn
val
Gly
Lys
125
Gly
Pro
Thr
Val
Asn
285
Pro
Glu

Asp

Asp

116

Pro
Gly
38

Pro
Asp
Thr

Asp

Thr
119

Pro
Ser
38

Glu
Asp
Thr
Tyr
Ser
11e
Gly
aly
Val
Phe
val
196
Val
Lys
Leu

Thr

Val

Ser
95
Val

Gly
15

Ser
Lys
Arg
Gly
Ser

g5
Val

Gly
15

Asn
Trp
Ser
Leu
Tyr
55

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu

255
Ser

Ser

Leu

Gln
Gly
Leu
Phe
Leu
89

Ser

Leu

Gly
Tyr
Val
Val
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
Val
His
Cys
Gly
249

Met

His



Glu
His
Arg
385
Lys
Glu
Tyr
Leu
Trp
385
Val
Asp
His

Pro

<219>
<211>
<212>
<213>

<488>

Asp
Asn
298
Val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys

Glu

Gly
456

12

451
PRT
NCKyCCTBEHHAA

Pro
275
Ala
Val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

12

260
Glu

Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

429
Leu

Val
Thr
Val
Cys
325
Ser
Pro
Val
Gly
Asp
485
Trp

His

Gln Val Gln Leu Gln

1
Ser

Ala
Ser
Lys
65

lLeu
aAla
Gln
Val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly

Ile

Leu
Met
Ala
5@

Gly
Gln
Asp
Gly
Phe
138
Leu
Trp
Leu
Ser
Pro
21@
Lys

Pro

Ser

Arg
Ser
35

Ile
Arg
Meat
Tyr
Thr
115
Pro
Gly
Asn
Gln
S5epr
185
Ser
Thr

Ser

Arg

Leu
28

Trp
Asn
Phe
Asn
Ala
108
Met
teuy
Cys
Ser
Ser
188
Ser
Asn
His
Val

The

5
Ser

Val
Ser
Thr
Ser
85.
Thr
Val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe

245
Pro

Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
3%0
Gly
Gln

Asn

Phe
Pro
295
Thr
Val
Ala
Arg
Gly
375
Pro
S5er

Gln

His

Asn
288
Arg
Val
Ser
Lys
Glu
368
Phe
Glu
Phe
Gly

Tyr
440

265
Trp

Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn

425
Thr

Tyr
Glu
His
Lys
338
Gln
Met
Pro
Asn
Leu
416
Val

Gln

nocnenoBaTeRnbHOCTE

Glu Ser Gly

Cys
Arg
Gly
Ile
79

Leu
Asn
Thr
Pro
Vval
150
Ala
Gly
Gly
Lys
Cys
238

Leu

Glu

Ala
Gln
Gly
55

ser
Arg
Tyr
Val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro

Phe

Val

ala
Ala
48

Lys
Arg
Ala
Gly
Ser
128
Ser
Asp
Thr
Tyr
Gln
2eg
Asp
Pro

Pro

Thr

Gly
Ser
25

Pro
Ser
Asp
Glu
Val
185
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys

Pro

Cys

aly
12

Gly
Gly
Thr
Asn
Asp
9%

Pro
ala
Ser
Phe
Gly
176
Leu
Tyr
Arg
Pro
Lys

258
Val

Val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr

Phe

Lys

Leu
Phe
Lys
Asn
Ala
75

Thr
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
Val
Ala
235

Pro

Val

Asp
Tyr
o0
Asp
Leu
Arg
Lys
Asp
386
Lys
Ser

Ser

Ser

Val
Thr
Gly
Tyr
68

Lys
Ala
Phe
Thr
Ser
148
Glu
His
Ser
Cys
Glu
220
Pro
Lys

val

Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys

Leu
445

Gln
Phe
Leu
45

Ala
Asn
Val
Gly
Lys
125
Gly
Pro
Thr
Val
Asn
285
Pro
Glu
Asp

Asp

270
Val

Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

43@
Ser

Pro
Ser
368

Glu
Asp
Thr
Tyr
Ser
110
Gly
Gly
val
Phe
Val
ioa
Val
Lys
Leu

Thr

Vval

Glu
Thr
Asn
Pro
335
Gin
Val
Val
Pro
Thr
415
Val

Leu

Gly
Asn
Trp
Ser
Leu
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu

255
Ser

Val
Tyr
Gly
326
Ile
Val
Ser
Glu
Pro
480
Vval
Met

Ser

Gly
Tyr
Val
Val
Tyr
86

Cys
Gly
Ser
Ala
Val
i68
Ala
Val
His
Cys
Gly
240

Met

His



Glu
His
Arg
365
Lys
Giu
Tyr
Leu
Tro
385
Val
Asp
His

Pro

<218>
<23il>
<212>
<213>

<406>

Gln
1
Arg
Tyr
Leu
Ser
65
Gln
Leu
Arg
Gln
Tyr
145
Sar
Thr
Lys

Pro

<218>
<211>
<212>
<213»

Asp
Asn
290
Val
Glu
Lys
Thr
Thr
37e
Gly
Leu
Lys
Glu

Gly
458

Ala
Val
Asp
Ila
58

Gly
Ala
Ser
Thr
Ley
i3e
Pro
Gly
Tyr
His

val
21e

i3

219
PRT
WekyceTeeHHaA

13

Pro
275
Ala
Val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

Gly
Thre
val
35

Phe
Ser
Glu
Gly
Val
115
Lys
Arg
Asn
Ser
Lys

185
Thr

14

21¢
PRT
MCKyCCTBeHHAR

269
Glu

Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu

Leu
Ile
29

His
Asp
Lys
Asp
His
199
Ala
Ser
Glu
Ser
Leu
188
Val

Lys

Vai
Thr
Val
Cys
325
Ser
Pro
Val
Gly
Asp
485
rp

His

Thr
5
Sepr
Trp
Asp
Ser
Glu
85
Val
Ala
Gly
Ala
Gln
165
Ser

Tyr

Ser

Lys
Lys
Ley
316
Lys
Lys
Ser
Lys
Gln
399
Gly
Gln

Asnh

Phe
Pro
2585
Thr
Val
Ala
Arg
Gly
375
Pro
Ser

Gln

His

Asn
288
Arg
Val
Ser
Lys
Glu
368
Phe
Glu
Phe
Gly

Tyr
440

265
Trp

Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn

425
Thr

Tyr
Glu
His
Lys
330
Gln
Met
Pro
Asn
Ley
418
Val

Gln

nocCnenfosaTenbHoCTb

Gln
Cys
Tyr
Asn
Gly
78

Ala
val
Pro
Thr
Lys
158
Glu
Ser

Ala

Phe

Pro Pro Ser Val

Ser
Gln
Asn
55

Thr
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys

Asn
215

Gly
Gln
4@

Arg
Ser
Tyr
Gly
Val
128
Ser
Glin
val
Leu
Glu

208
Arg

Ser
25

Val
Pro
Ala
Tyr
Gly
185
Phe
val
Trp
Thr
Thr
185
Val

Gly

1e
Arg

Pro
Ser
Ser
Cys
9e

Gly
Ile
val
Lys
Glu
178
Leu

Thr

Glu

nocnenosaTenbHoCTh

Val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe

Lys

Ser
Ser
Gly
Gly
Leu
75

Gln
Thr
Phe
Cys
Val
155
Gln
Sep
His

Cys

Asp
Tyr
300
Asp
teu
Arg
Lys
Asp
380
Lys
Ser

Ser

Ser

Ala
Asn
Thr
Val
68

Ala
Ser
Lys
Pro
Leu
146
Asp
Asp

Lys

Gln

Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys

fteu
445

Ala
Ile
Ala
45

Pro
Ile
Tyr
Leu
Pro
125
Leu
Asn
Ser

Ala

Gly
285

270
Val

Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

438
Ser

Pro
Gly
3e

Pro
Asp
The
Asp
Thr
11e
Ser
Asn
Ala
Lys
Asp

19¢
Leu

Glu
Thr
Asn
Pro
335
Gln
Val
Val
Pro
Thr
415
Val

Leu

Gly
15

Ser
Lys
Arg
GQly
Ser
a5

val
Asp
Asn
Leu
Asp
175
Tyr

Ser

Val
Tyr
aly
320
Ile
val
Ser
Glu
Pro
400
Val
Met

Ser

Gln
Gly
Leu
Phe
Leu
80

Ser
Leu
Glu
Phe
Gln
160
Ser

Glu

Ser



<400> 14
Gln Ser Val
1
Arg Val Thr
Val
35

Tyr

Tyr Asp
Ile
59
Gly

Leu

Ser
&5
Gln

Ser

Ala Glu

Leu Ser Gly

Thr Val
115
Lys

Arg
Gln Leu
13@
Tyr Pro
145
Ser

Arg

Gly Asn

Thr Tyr Ser

Lys His Lys
185
Val Thr

218

Pro

218> 15
<211> 1353
<212> DNA
<213> Mckyc

<466> 15
caagtaaccc

agctetgetyg
ccaggaaagg
gcggacageg
ctccagatga
actaactatg
agtgctageca
gggggeacag
tcgtggaact
teaggactect
acctacatct
cccaaatett
ggaccgtcag

cctgaggtca

Leu Thr
Ile
20
His

Ser
Trp
Asp Asp
Lys Ser
Glu

85
val

Asp

His
1lee
Ala Ala

ser @ly

Glu Ala

Gln
Cys
Tyr
Asn
6ly
Ala
val
Pro
Thr

Lys

Pro Pro

Ser Gly

Gln Gln
46
Asn Arg
55
Thr Ser

Asp Tyr

Phe Gly
Val
128
Ser

Ser

Ala
135

Val Gln

158

Gln
165
Ser

Ser
Leu

188

Val Tyr

Lys 5er

CTBEHHAA

taaaggaaag
cttetpggett
gecetagaatg
tgaaaggeeg
actccctaag
gagtgccata
ccaagggeec
cggeeeggs
caggegeoect
actccctcag
gcaacgtgaa
gtgacaaaac
tettootott

catgegtggt

Glu

Ser

Ala

Phe

Ser val

Thr Leu

Glu
260
Arg

Cys

Asn
215

tggaggagga
tacttttage
ggtgagegcet
cttcactata
agctgaggac
ctteggaage
atcggtetic
ctgcctegte
BaccagCgec
cagcgtggtyg
tracaagccec
tcacacatgc

ccccccaaaa

ggtggacgtyg

Val
19
Arg

Ser Ser

Ser
25
Leu

Ser

Pro Gly

Pro Ser Gly

Ala Lau
75
Gln

Ser
Tyr Cys
99
Gly Gly Thr
145
Phe

TIle Phe

Val val Cys
Val
155

Ggln

Trp Lys
Giu
178
Leu

Thr

Thr
185
Val

ser

Thr His

Gly GQlu Cys

nocReloBatTeneEHOCTL

cttgiccaac
aactatgcta
atcaatagcg
agtcgggaca
acggctgigt
tgggeccagsg
ceccetggeac
aaggactact
gtegcacacct
accgtgcect
agcaacacca
cecaccgtecc
cccaaggaca

agccacgaag

Ala Ala Pro

Asn Ile Gly

30

Thr Ala Pro
45

Val Pro

60

Ala

Asp

Ile Thr

Ser Tyr Asp
Thr
116

Ser

Lys Leu
Pro
125
Leu

Pro

Leu Asn

140

Asp Asn Ala

Asp Ser Lys

Lys Ala Asp

196

Gln Gly Leu

285

CCBECEBCag
tgtegtgagt
gcegganaaag
atgctaaaaa
actactgecge
gaacgaccegt
cctcctocaa
tcecegaace
tececggetet
ccagcagctt
aggtggacaa
cagcacctga
ccctecatgat

accctgaggt

Gly Gln
15
Ser Gly

Lys Leu

Arg Phe
Leu
Bg
Ser

Gly

Ser
95
Val Leu

Asp Glu

Asn Phe
Gln
169
Sepr

teu
Asp

175

Tyr Glu

Ser Ser

tttaagactt
gcgtcaagcg
cactaactac
cacactgtac
tgattatgcg
aactgtgagt
gagcacctct
ggtgacggty
cctacagtec
ggEcacccag
gagagtigag
actcctgggg
ctcccggacc

caagttcaac

&6

120

180

248

3e8

6@

420

488

548

600

6606

720

78e

848



tgetacgtgg
aacagcacgt
aaggagtaca
tccaaagcea
gagatgacca
atcgeegtge
gtgctggact
tggcageagg
acgcagaaaa
<21e> 16

<211> 1353
<212> DNA

acggcgtgga
accgtgtget
agtgcaaggt
aagggcagec
agaaccaggt
agtgggagag
ccgacggcte
ggaacgtttt

gecteteecet

ggtecataat
cagecgtcctc
ctccaacaaa
ccgagaacca
cagecetgacc
caatgggecag
cttcttecte
ctcatgctec

gtccccgggt

gocaagacaa
accgtcctpge
geocteoccag
caggtgtaca
tgeetgetea
ccggagaaca
tatagcaage
gtgatgeatg

daa

<213> UCKyCccTBeHHaR NOCNeACBaTEeABHOCTL

<498> 16
caagtacaac

agetgtgetg
ccaggaaagg
geggacageg
ctccagatga
actaactatg
agtgctagca
ggggsgcacag
tcgtggaact
tcaggactct
acctacatct
cccaaatcett
ggaccgtcag
cctgaggtca
tgetacgtgg
aacagcacgt
aaggagtaca
tccaaageca
gagatgacca
atcgeegtge

gtgctggact

tacaggaéag
cttctgectt
gcctagaatg
tgaaaggeceg
actccctaag
gagtgccata
ccaagggece
cggeeetgeg
caggcgecct
actcecteag
geaacgtgaa
gtgacaaaac
tettcctett
catgcgtget
acggegtgga
accgtgteget
agtgcaaggt
aagggcagee
agaaccaggt
agtgggaéag

ccgacggetc

Tggaggagga
tacttttage
ggtgageget
cttcactata
agctgaggac
cttcggaage
atcggtcttc
ctgcctggtce
gaccagcggc
cagcgtggtg
tcacaagccc
tcacacatgce
ccceccaaaa
ggtggacgtyg
ggtgcatast
cagcgtectce
ctccaacaaa
ccgagaacca
cagcetgace

caatgggcag

cttctteete

cttgtccaac
aactatgcta
atcaatageg
agtcgggaca
acggctgtgt
Lggegccags
ccectggeac
aaggactact
gtgcacacct
accgtgecct
agcaacacca
ccaccgigce
cccaaggaca
agccacgaag
gccaagacaa
accgtectge
gececteccag
caggtgtaca
tgectggtca
CCggagaaca

tatagcaage
7

agccgegeaa
accaggactg
cccoeatega
ceetgeecec
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

CCRBcencas
tgtcgtgeet
gcggaaaaag
atgctaaaaa
actactgege
gaacgatggt
cctectecaa
tceeegaacc
teceggetgt
ccagcagctt
aggtggacaa
cagcacctga
ccctcatgat
accctgaggt
agccgrggRa
accaggactg
ccceccatega
ccctgececece
aaggcttcta
actacaagac

tcaccgtgga

ggagcagtac
gctgaatgec
gaaaaccatc
atcccgggag
tcccagegac
cacgecteec
Caagagcagsg

caaccactac

tttaagactt
gcgtcaageg
cactaactac
cacactgtac
tgattatgcg
aactgtgagt
gagcacctct
ggtgacggteg
cctacagtcc
gEEgcacccag
gagagttgag
actcctggge
ctceceggace
caagttcaac
ggagcagtac
getgaatggce
gaaaaccatc
atccecgggag
tceccagegac

cacgecetece

caagagcagg

960

966

1828

18808

1148

1206

1268

1328

1353

68

120

180

249

380

369

429

480

540

660

6506

7206

780

84e

200

=Y

18208

1e8e

1148

1269

1268



tggcagcagg ggaacgtctt ctecatgetece gtgatgeatg aggotoetgea caaccactac

BCgCagaaaa gectctocect gtececgegt aaa

<219> 17
<211> 657
<212> DNA

<213> WCKYCCTBEHHAA NOCASAOBATENBHOCTHL

<A4Q0> 17
caggctggac

agctgcagcg
gtaccgggga
ccagaccgtt
Caagctgaag
gtagtgttty
tteatettec
ctgaataact
tegggtaact
agcagcacce
gtcaccceate
18

657
DNA

<216>
<211>
<212>
<213>

<408> 18
cagagtgtgc

agctgcageg
ctaccgggga
ccagacegtt
caagctgaag
gtagtgtttg
ttcatcttce
ctgaataact
tcgggtaact
agcagcaccce

gtcacccate

tgacgcaécc
gaagcagaag
cggctccgaa
ttagcggaag
atgaagctga
gaggaggaac
cgcecatctga
tctatcceag
cccaggagag
tgacgctgag

aggecctgag

tgacgcaacc
gaagcagaag
cggectcceaa
ttagcggaag
atgaagctpga
gaggaggaac
cgceatetga
tctatcecag
coccaggagag
tgacgctgag

aggepcctgag

gcecatetgtyg
caacataggc
actactgata
caaaagtgga
ttattactgt
gaagctgacg
tgagcagttg
agaggccaaa
tgtcacagag
caaagcagac

ctcgecegtce

gcecatctgtg
caacataggc
actactgata
Caaaagtgga
ttattactgt
gaagctgacg
tgagcaglitg
agaggccaaa
tgtcacagag
caaagcagac

ctecgecegtc

agtgcggetc
agtggatacg
tttgacgata
acgagtegcct
cagagctacg
gtattacgta
aaatctggaa
gtacagtgga
caggacagca
tacgagaaac

acaaagagct

UCKyccTBEHHAA NOCAEA0BaTENLHOCTD

agtgcggctc
agtggatacg
tacgacgata
acgagtgect
cagagctacg
gtattacgta
aaatctggaa
gtacagtgga
caggacagca
tacgagaaac

acaaagagct

caggacaacg
acgtacattg
ataatagacc
ctttagceat
acagcagtct
cggiggetge
ctecctetgt
aggtggatasa
aggacagcac
acaaagtcta

tcaacaggeg

caggacaacg
acgtacattg
ataatagacc
ctttagecat
acagcagtct
cgptpgcige
ctgectetet
aggtgeataa
aggacagcac
acaaagtcta

tcaacagggg

ggtgactata
gtaccaacaa
gagcgecgta
aactgecctg
gagtggacac
accatctgtc
tgtgtgeetg
cgeccctecaa
ctacagectce
cgeectgegaa

agagtgt

ggtgactata
gtaccaacaa
gagcgecgta
aactggcctg
gagtggacac
accatctgtc
tgtgtgeety
cgeectccaa
ctacagccte
cgcetigegaa

agagtgt

1320

1353

68

128

188

246

300

360

428

489

540

698

657

68

1z2e

188

240

360

368

420

480

548

6ee

657



