<110>

<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>

<220>
<223>

<400>

5818954
SEQUENCE LISTING

Baxter Healthcare S.A.
Baxter International Inc.

ANTI-MIF TIMMUNOHISTOCHEMISTRY
164 996

18

BissaP 1.2

1

214

PRT

Artificial Sequence

Light chain of RAB9

1

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu

1

5 10

Asp Arg val Thr Ile Thr Cys Arg Ser Ser Gln

20 25

Leu Asn Trp Tyr GIn GlIn Lys Pro Gly Lys Ala

35 40

Phe §S1 Ala Ser His Ser GlIn Ser Gly val Pro
55
ser Gly Ser Glu Thr Asp pPhe Thr Leu Thr Ile

65

70 75

Glu Asp Ser Ala Thr Tyr Tyr Cys GIn Gln Ser

85 80

Thr phe Gly Gly Gly Thr Lys val Glu Ile Lys

100 105

Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu

115 120

Thr Ala Ser val val Cys Leu Leu Asn Asn Phe
130 135
Lys val GlIn Trp Lys val Asp Asn Ala Leu Gln

145

150 155

Glu ser val Thr Glu GIn Asp Ser Lys Asp Ser

165 170

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu

180 185

Ala Cys Glu val Thr His Gln Gly Leu Ser Ser

195 200

Phe Asn Arg Gly Glu Cys
210

<210>
<211>
<Z212>
<213>

<220>
<223>

<400>

2

214

PRT

Artificial Sequence

Light chain of RAB4
2

Asp Ile Gin Met ghr GIn Ser Pro Gly Thr Leu
1

10

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln

20 25

Ser Leu ?13 Trp Tyr GIn GIn Lys Pro Gly Gln
5

Ile Tyr Gly Thr Ser Ser Arg Ala Thr Gly Ile
50

55
Seite 1

Ser
Arg
Pro
ser
60

Ser
Phe
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Ser
Gly
Ala

Pro
60

Ala
Ile
Lys
45

Arg
Gly
Trp
Thr
Leu
125
Pro
Gly
TYr
His

val
205

Leu
val
Pro

45
Asp

ser
Met
30

Leu
Phe
lLeu
Thr
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Ser
Ser
30

Arg

Arg

val
15

The
Ley
Arg
Gln
Pro
95

Ala
ser
Glu
Ser
Leu
175
val

Lys

Pro
15

Ser
Leu

Phe

Gly
Tyr
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gin
160
ser
Tyr

Ser

Gly
Ser
Leu

Ser



Gly Ser
65
Pro Glu
Thr Phe
Pro ser
Thr Ala
130
Lys val
145
Glu Ser
Ser Thr
Ala Cys

Phe Asn
210

<210> 3

Ala
Asp
Gly
val
115
Ser
Gin
val
Leu
Glu

195
Arg

<211> 214
<212> PRT
<213> Artificial Sequence

<220>

Ser
Phe
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Gly
Ala
Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Thr
70

val
Thr
Phe
Cys
val
150
Gln
Ser
His

Cys

Asp
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

<223> Light chain of RABO

<400> 3
%sp Ite

Glu Arg
ser Leu
Ile Tyr
50
Gly ser
65
Pro Glu
Thr phe
Pro Ser
Thr Ala
130
Lys val
145
Glu Ser
Ser Thr
Ala Cys

Phe Asn
210

<210>

GlIn
Ala
Ala
35

Gly
Ala
Asp
Gly
val
115
ser
Gln
val
teu
Glu

195
Arg

4
<211> 214
<212> PRT
<213> Artificial Sequence

<220>

Met
Thr
20

Trp
Thr
Ser
Phe
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Thr
5
Leu
Tyr
ser
Gly
Ala
85
Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Glin
ser
GlIn
ser
Thr
70

val
Thr
Phe
Cys
val
150
Gln
Ser
His

Cys

Ser
Cys
Gin
Arg
55

ASp
Tyr
Lys
Pro
Leu
135
Asp
ASp
Lys

Gin

<223> Light chain of RAB2

<400> 4

Phe
Tyr
val
Pro
120
Leu
Asn
Ser
Ala

Gly
200

Pro
Arg
Lys
Ala
Phe
Tyr
val
Pro
120
Leu
Asn
ser

Ala

Gly
200

Thr
Cys
Glu
105
ser
Asn
Ala
LYsS
Asp

185
Leu

Gly
Ala
25

Pro
Thr
Thr
Cys
Glu
105
Ser
Ash
Ala
Lys
AsSp

185
Leu

5818954

Leu Thr
75

GIn GIn

a0

ITe Lys

Asp Glu

Asn Phe

Leu G1n
155

Asp Ser

170

Tyr Glu

Ser Ser

Thr Leu
10
Ser Gln
Gly G1n
Gly Ile
Leu Thr
75
GIn Gin
Ile Lys
Asp Glu
Asn Phe
teu Gln
155
Asp Sser
170
Tyr Glu

Ser Ser

Seite 2

Ile
Tyr
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Ser
Gly
Ala
Pro
Ile
Tyr
Arg
Gln
Tyr
140
ser
Thr
Lys

Pro

Ser
Gly
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

l.eu
val
Pro
45

AsSp
Ser
Gly
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Arg
Arg
val
110
Lys
Arg
ASN
ser
Lys
190
Thr

ser
Ser
30

Arg
Arg
Arg
Arg
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Leu
Ser
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

Pro
15

Ser
l.eul
Phe
Leu
Ser
95

Ala
Ser
Glu
ser
Leu
175
val

Lys

GIn
80

Leu
Ala
Gly
Ala
Gln
160
ser
Tyr

ser

Gly
Ser
Leu
Ser
Gln
80

teu
Ala
Gly
Ala
GIn
160
Sar
Tyr

ser



Asp
1
Glu
Tyr
Ile
Gly
65
Pro
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala

Phe

Ile
Arg
Leuy
Tyr‘
50

Ser
Glu
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn
210

<210> 5

<211>
<212>
<213>

<220>

<223>

<400> 5

Glu
1
ser
Ser
Ser
Lys
65
Leu
Ala
Thr
Leu
Ccys
145
Ser
Ser
Ser
Asnh

Pro
225

val
Leu
Met
Ser
50

Gly
Gln
Gly
val
Ala
130
Leu
Gly
Ser
Leu
Thr

210
Pro

Gln
Ala
Ala
35

Gly
Gly
Asp
Gly
val
115
Ser
Gln
val
Leu
Glu

195
Arg

445
PRT
Artificial Sequence

Gln
Arg
Asn
35

Ile
Arg
Met
ser
Thr
115
Pro
val
Ala
Gly
Gly
195
Lys

cys

Met
Thr
20

Trp
Ala
Ser
Phe
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Leu
Leu
20

Trp
Gly
Phe
Asn
GlIn
100
val
Cys
Lys
Leu
Leu
180
Thr
val

Pro

Thr
Leu
Tyr
ser
Gly
Ala
35

Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Leu
5
Ser
val
ser
Thr
Ser
85
Trp
Ser
ser
AsSp
Thr
165
Tyr
Lys
Asp

Ala

Gln
Ser
Gln
Asn
Thr
val
Thr
Phe
Cys
val
150
Gln
Ser
His

Cys

Glu
Cys
Arg
Ser
Ile
70

L.eu
Leu
Ser
Arg
Tyr
150
Ser
Ser
Thr
Lys

Pro
230

ser
Cys
Gln
Arg
55

ASp
Tyr
Lys
Pro
Leu
135
ASD
Asp
LyS

GIn

Heavy chain of RAR9

Ser
Ala
GIn
Gly
55

Ser
Arg
Tyt
Ala
Ser
135
Phe
Gly
Leu
Tyr
Arg

215
Glu

Pro
Arg
Lys
Ala
Phe
Tyr
val
Pro
120
Leu
Asn
Ser

Ala

Gly
200

Gly
Ala
Ala
40

Gly
Arg
Ala
Gly
Ser
120
Thr
Pro
val
Ser
Thr
200
val

Phe

val
Ala
25

Pro
Thr
Thr
Cys
Glu
105
Ser
Asn
Ala
Lys
ASp

185
Leu

Gly
Ser
25

Pro
Thr
Asp
Glu
Met
105
Thr
Ser
Glu
His
Ser
185
Cys
Glu

Leu

5818954

Thr
10

Ser
Gly
Gly
Leu
Gin
90

Ile
Asp
ASnh
Ley
Asp
170
Tyr

Ser

Gly
Gly
Gly
Thr
Asn
Asp
a0

Asp
Lys
Glu
Pro
Thr
170
val
Asn
Ser

Gly
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Leu
Gln
Gln
Ile
Thr
75

Gln
Lys
Glu
Phe
GIn
155
Ser
Glu

Ser

Leu
Phe
Lys
Tyr
Ser
75

Thr
val
Gly
ser
val
155
Phe
val
val
Lys

Gly
235

Ser
Ser
Thr
Pro
60

Ile
Tyr
Arg
Gln
Tyr
140
ser
Thr
Lys

Pro

val
Thr
Gly
TYr
60

Lys
Ala
Trp
Pro
Thr
140
Thr
Pro
Thr
Asp
Tyr
220
Pro

Leu
val
Pro
45

ASp
ser
Gly
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Gln
Phe
Leu
45

Ala
Asn
val
Gly
ser
125
Ala
val
Ala
val
His
205
Gly

Ser

Ser
Arg
30

Arg
Arg
Arg
Asn
val
110
Lys
Arg
Asn
ser
Lys

190
Thr

Pro
ser
Glu
ASD
Thr
Tyr
Gln
110
val
Ala
Ser
val
Pro
190
LYS
Pro

val

Pro
15

Ser
Leu
Phe
Leu
Ser
95

Ala
Ser
Glu
Ser
l.eu
175
val

Lys

Gly
15

Ile
Trp
Ser
Leu
Tyr
Gly
Phe
Leu
Trp
Leu
175
Ser
Pro
Pro

Phe

Gly
Ser
Leu
Ser
Glu
80

Leu
Ala
Gly
Ala
Gin
160
Ser
Tyr

Ser

Gly
Tyr
val
val
Tyr
80

Cys
Thr
Pro
Gly
Asnh
160
Gln
Ser
Ser
Cys

Leu
240



5818954
Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
245 250 255
val Thr Cys val val val Asp val Ser G1ln Glu Asp Pro Glu val Gln
260 265 270
Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys
275 280 285
Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg val val Ser val Leu
290 295 300
Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
305 310 315 320
val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys
325 330 335
Ala Lys Gly GIn Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser
340 345 350
GIn Glu Glu Met Thr Lys Asn GIn val Ser Leu Thr Cys Leu val Lys
355 360 365
Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln
370 375 380
Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly
385 390 395 400
Ser Phe Phe Leu Tyr Ser Arg Leu Thr val Asp Lys Ser Arg Trp Gln
405 410 415
Glu Gly Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn
420 425 430
His Tyr Thr GIn Lys Ser tLeu Ser Leu Ser Leu Gly Lys
435 440 445

<210> 6

<211> 454

<212> PRT

<213> Artificial Sequence

<220>
<223> Heavy chain of RAB4

<400> 6
giu val Gin Leu %eu Glu Ser Gly Gly géy Leu val GIn Pro Egy Gly
Ser Leu Arg Leu Ser Cys Ala Ala ger Gly phe Thr Phe %Sr Ile Tyr
20 5
Ala Met ggp Trp val Arg Gln ﬁéa Pro Gly Lys Gly hgu Glu Trp val
Ser Gly Ile val Pro Ser Gly Gly Phe Thr Lys Tyr Ala Asp Ser val
50 55 60
Lys Gly Arg Phe Thr ITe Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu G1n Met Asn ggr t.eu Arg Ala Glu Sgp Thr Ala val Tyr ggr Cys
Ala Arg val Asn val ITe Ala val Ala Gly Thr Gly Tyr Tyr Tyr Tyr
100 105 110
Gly Met Asp val Trp Gly GIn Gly Thr Thr val Thr val Ser Ser Ala
115 120 125
Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser
130 135 140
Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe
145 150 155 160
Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly
165 170 175
val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu
180 185 190
ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr
195 200 205
Thr Cys Asn val Asp His Lys Pro Ser Asn Thr Lys val Asp Lys Arg
210 215 220
val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Phe Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp
245 250 255

Seite 4



5818954
Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp
260 265 270
val ser Gln Glu Asp Pro Glu val GIn Phe Asn Trp Tyr val Asp Gly
275 280 285
val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn
290 295 300
Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His GIn Asp Trp
305 310 315 320
Leu Asn Gly Lys GlU Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro
325 330 335
Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu
340 345 350
Pro GIn val Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn
355 360 365
GIn val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile
370 375 380
Ata val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr iys Thr
385 3380 395 400
Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg
405 410 415
Leu Thr val Asp Lys Ser Arg Trp Gln Glu Gly Asn val pPhe Ser Cys
420 425 430
Ser val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu
435 440 445
Ser Leu Ser Leu Gly Lys
450

<210> 7

<211> 454

<212> PRT

<213> Artificial Sequence

<220>
<223> Heavy chain of RABO

<400> 7
$1u val Gln Leu Eeu Glu Ser Gly Gly ggy Leu val Gln Pro ﬁgy Gly
Ser Leu Arg Egu ser Cys Ala Ala ggr Gly Phe Thr Phe ggr Trp Tyr
Ala Met égp Trp val Arg GIn Qéa Pro Gly Lys Gly Zgu Glu Trp val
Ser Ggy Ile Tyr Pro Ser Gly Gly Arg Thr Lys Tyr Ala Asp Ser val
5 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
teu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg val Asn val Ile Ala val Ala Gly Thr Gly Tyr Tyr Tyr Tyr
100 105 110
Gly Met Asp val Trp Gly G1n Gly Thr Thr val Thr val ser Ser Ala
115 120 125
Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser
130 135 140
Thr Ser Glu Ser Thr aAla Ala Leu Gly Cys Leu val Lys Asp Tyr Phe
145 150 155 160
Pro Glu Pro val Thr val Ser Trp Ash Ser Gly Ala Leu Thr Ser Gly
165 170 175
val His Thr pPhe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu
180 185 190
Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr
195 200 205
Thr Cys Asn val Asp His Lys Pro Ser Asn Thr Lys val Asp Lys Arg
210 215 220
val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Phe Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro LYys ASp
245 250 255

Sejte 5



5818954
Thr Leu Met Ile Ser Arg Thr pro Glu val Thr Cys val val val Asp
260 265 270
val Ser GIn Glu Asp Pro Glu val Gln Phe Asn Trp Tyr val Asp Gly
275 280 285
val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn
290 295 300
Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gln Asp Trp
305 310 315 320
Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro
325 330 335
Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu
340 345 350
Pro Gin val Tyr Thr Leu Pro Pro Ser GIn Glu Glu Met Thr Lys Asn
355 360 365
GIn val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile
370 375 380
Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr
385 390 395 400
Thr Pro Pro val Leu Asp Ser Asp Gly %er Phe Phe Leu Tyr Ser Arg
405 410 415
Leu Thr val Asp Lys Ser Arg Trp GIn Glu Gly Asn val Phe Ser Cys
420 425 430
Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
435 440 445
Ser Leu Ser Leu Gly Lys
450

<210> 8

<211> 454

<212> PRT

<213> Artificial Sequence

<220>
<223> Heavy chain of RAB2

<400> 8
Glu val Gln Leu Leu Glu Ser Gly Gly Gly Leu val Gln pPro Gly Gly
1 5 10 15
ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ile Tyr
20 25 30
Ala Met Asp Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ser géy ITe val Pro Ser ggy Gly Phe Thr Lys E%r Ala Asp Ser val
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Ssp Thr Ala val Tyr gyr Cys
85 0 5
Ala Arg val Asn val Ile Ala val Ala Gly Thr Gly Tyr Tyr Tyr Tyr
100 105 110
Gly Met Asp val Trp Gly G1n Gly Thr Thr val Thr val Ser Ser Ala
115 120 125
Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Cys Ser Arg Ser
130 135 140
Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe
145 150 155 160
Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly
165 170 175
va'l His Thr pPhe Pro Ala val Leu GIn Ser Ser Gly Leu Tyr Ser Leu
180 185 190
Ser Ser val val Thr val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr
195 200 205
Thr Cys Asn val Asp His Lys Pro Ser Asn Thr Lys val Asp Lys Arg
210 215 220
val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu
225 230 235 240
Phe Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp
245 250 255
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Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp
260 265 270
val ser Gln Glu Asp Pro Glu val Gln Phe Asn Trp Tyr val Asp Gly
275 280 285
val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Phe Asn
290 295 300
Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His GIn Asp Trp
305 310 315 320
Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro
325 330 335
Ser Ser Ile Glu Lys Thr ITe Ser Lys Ala Lys Gly GIn Pro Arg Glu
340 345 350
Pro Gln val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn
355 360 365
Gln val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile
370 375 380
Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr
385 390 395 400
Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg
405 410 415
Leu Thr val Asp Lys Ser Arg Trp GIn Glu Gly Asn val Phe Ser Cys
420 425 430
Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
435 440 445
Ser Leu Ser Leu Gly Lys
450

<210> 9

<211> 457

<212> PRT

<213> Artificial Sequence

<220>
<223> RAMOhc

<400> 9

Glu val G¢1In Leu teu Glu Ser Gly Gly Gly Leu val GIln Pro G}y Gly

1 5 10 1

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Trp Tyr
20 25 30

Ala Met ggp Trp val Arg Gln Aga Pro Gly Lys Gly Lgu Glu Trp val

4 4

ser géy Ile Tyr Pro Ser ggy Gly Arg Thr Lys Egr Ala Asp Ser val

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

65 70 75 80

Leu Gln Met Asn ggr Leu Arg Ala Glu Sgp Thr Ala val Tyr ggr Cys

Ala Arg val Asn val Ite Ala val Ala Gly Thr Gly Tyr Tyr Tyr Tyr
100 105 110

Gly Met Asp val Trp Gly GIn Gly Thr Thr val Thr val Ser Ser Ala

115 120 125
Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser
130 135 140

Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe

145 150 155 160

Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly

165 170 175

val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu
180 185 190

ser ser val val Thr val Pro Ser Ser Ser Leu Gly Thr GIn Thr Tyr

195 200 205
ITe Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Arg
210 215 220

val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro

225 230 235 240

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys

245 250 255

Seite 7



PO
val
val
Gin
305
Gln
Ala
Pro
Thr
Ser
385
Tyr
Tyr
Phe

Lys

<210>
<211>
<212>
<213>

LyS
val
Asp
290
Tyr
Asp
Leu
Arg
Lys
370
Asp
Lys
Ser
Ser

ser
450

<220>

<223>
<400>

Asp
1
Glu
Ser
Ile
Gly
65
Pro
Thr
Pro
Thr
Lys
145
Glu
ser
Ala

Phe

Ile
Arg
Leu
Tyr
50

Sar
Glu
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn
210

Asp
ASp
275
Gly
Asn
Trp
Pro
Glu
355
Asn
Ile
Thr
Lys
Cys

435
Leu

10
214
PRT
Artificial Seguence

Gin
Ala
Ala
35

Gly
Ala
Asp
Gly
val
115
ser
Glin
val
Leu
Glu

195
Arg

<210> 11
<211> 448
<212> PRT

Thr
260
val
val
Ser
Leu
ala
340
Pro
Gln
Ala
Thr
Leu
420
ser

ser

RAMOT ¢
10

Met
Thr
20

Trp
Thr
Ser
Phe
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Leu
s5er
Glu
Thr
Ash
325
Pro
Gin
val
val
Pro
405
Thr
val

Leu

Thr
Leu
Tyr
Ser
Galy
Ala
Gly
Ile
val
Lys
GTu
165
Leu

Thr

Glu

Met
His
val
Tyr
310
Gly
Ile
val
Ser
Giu
390
Pro
val
Met

ser

GIn
ser
Gln
ser
Thr
va'l
Thr
phe
Cys
val
150
Gln
ser
His

Cys

Ile
Glu
His
295
Arg
Lys
Glu
Tyr
Leu
375
Trp
val
Asp
His

Pro
455

ser
Cys
GIn
Arg
55

ASp
Tyr
Lys
Pro
teu
135
Asp
Asp
Lys

Gln

Ser
Asp
280
Asn
val
Glu
Lys
Thr
360
Thr
Glu
Leu
Lys
Glu

440
Gly

Pro
Arg
LYyS
Ala
Phe
Tyr
val
Pro
120
lLeu
Asn
Ser

Ala

Gly
200

Arg
265
Pro
Ala
vatl
Tyr
Thr
345
Leu
Cys
ser
Asp
Ser
425
Ala

LysS

Gly
Ala
25

Pro
Thr
Thr
Cys
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

5818954

Thr
Glu
LYS
ser
Lys
330
Ile
Pro
teu
Asn
Ser
410
Arg

Leu

Thr
10

Ser
Gly
Gly
Leu
Gin
90

Ile
Asp
Asn
Leu
ASp
170
Tyr

ser

seite 8

Pro
val
Thr
val
315
Cys
ser
Pro
val
Gly
395
ASp
Trp

His

Leu
Gin
Gln
Ile
Thr
75

GIn
Lys
Glu
Phe
GIn
155
Ser
Glu

ser

Glu
Lys
LYS
300
Leu
Lys
Lys
Ser
Lys
380
Gin
Gly
GIn

Asn

Ser
Gly
Ala
Pro
Ile
Tyr
Arg
Glin
Tyr
140
Ser
Thr
LysS

Pro

val
Phe
285
Pro
Thr
val
Ala
Arg
365
Gly
Pro
Ser
Gln

His
445

Leu
val
Pro
45

Asp
Sar
Gly
Thr
Leu
125
Pro
Gly
TYr
His

val
205

Thr
270
Asn
Arg
val
ser
Lys
350
Glu
Phe
Glu
Phe
Gly

430
Tyr

Ser
ser
30

Arg
Arg
Arg
Arg
val
110
LyS
Arg
ASh
Ser
Lys

190
Thr

Cys
Trp
Glu
Leu
Asn
335
Gly
Glu
TYr
ASn
Phe
415
Asn

Thr

Pro
15

ser
Leu
Phe
Leu
Ser
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

val
Tyr
Glu
His
320
Lys
Gln
Met
Pro
Asn
400
Leu
val

GlIn

Gly
Ser
Leu
Ser
Gln
80

Leu
Ala
Gly
Ala
Gln
160
Ser
TYyr

ser
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<213> Artificial Sequence

<220>
<223> RAMShc

<400> 11
$1u val GIn Leu %eu Glu ser Gly Gly iéy Leu val G1n pPro Gly Gly
15
ser Leu Arg Egu Ser Cys Ala Ala ger Gly Phe Thr Phe Ser Ile Tyr
5 30
ser Met %gn Trp val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp val
40 45
ser ggr Ile Gly Ser Ser Gly Gly Thr Thr Tyr E%r Ala Asp Ser val
55
tys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
teu Gln Met Asn ger Leu Arg Ala Glu Aép Thr Ala val Tyr gyr Cys
5 9 5
Ala Gly ser Gln Trp Leu Tyr Gly Met Asp val Trp Gly Gln Gly Thr
100 105 110
Thr val Thr val ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro
115 120 125
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly
130 135 140
Cys Leu val Lys Asp Tyr Phe Pro Glu pPro val thr val Ser Trp Asn
145 150 155 160
ser Gly Ala Leu Thr Ser Gly val His Thr Phe Pro Ala val Leu GIn
165 170 175
Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val Thr val Pro Ser Ser
180 185 190
ser teu Gly Thr &In Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser
195 200 205
Asn Thr Lys val Asp Lys Arg val Glu Pro Lys Ser Cys Asp Lys Thr
210 215 220
His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser
225 230 235 240
val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
245 250 255
Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu Asp Pro
260 265 270
Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala
275 280 285
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg val val
290 295 300
ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr
305 310 315 320
Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
325 330 335
Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu
340 345 350
Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn val Ser Leu Thr Cys
355 360 365
Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser
370 375 380
Asn Gly GIn Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp
385 390 395 400
ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser
405 410 415
Arg Trp GIn GIn Gly Asn val Phe Ser Cys Ser val Met His Glu Ala
420 425 430
Leu His Asn HWis Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 12
<211> 214
<212> PRT

Seite 9



o 5818954
<213> Artificial Sequence

<220>
<223> RAMY]c

<400> 12
?Sp Ile Gln Met ghr Gln Ser Pro Ser igr Leu Ser Ala Ser val Gly
15
Asp Arg val ggr Ile Thr Cys Arg ggr Ser GIn Arg Ile Met Thr Tyr
30
Leu Asn ggp Tyr GIn GIn Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
40 45
Phe g81 Ala Ser His Ser gén Ser Gly val Pro ggr Arg Phe Arg Gly
ser Gly Ser Glu Thr Asp Phe Thr Leu Thr Ile Ser Gly Leu GIn Pro
65 70 75 80
Glu Asp Ser Ala Thr Tyr Tyr Cys Gln ggn Ser Phe Trp Thr g;o Leu
85
Thr rPhe Gly Gly Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110
Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu GIn Leu Lys Ser Gly
115 120 125
Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
Lys val GIn Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160
Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190
Ala Cys Glu val Thr His GIin Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205
Phe Asn Arg Gly Glu Cys
210

<210> 13

<211> 457

<212> PRT

<213> Artificial Sequence

<220>
<223> RAM4hc

<400> 13

Glu val GIn Leu Leu Glu Ser Gly Gly g%y Leu val Gln Pro g}y Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr pPhe ggr Ile Tyr
20 25

Ala Met Asp Trp val Arg Gln Aga Pro Gly Lys Gly Leu Glu Trp val

35 4 43
Ser ggy Ile val Pro Ser Gly Gly Phe Thr Lys E5r Ala Asp Ser val
55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Sap Thr Ala val Tyr ggr Cys

85

Ala Arg val Asn val Ile Ala val Ala Gly Thr Gly Tyr Tyr Tyr Tyr
100 105 110

Gly Met Asp val Trp Gly GIn Gly Thr Thr val Thr val Ser Ser Ala

115 120 125
Ser Thr Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser
130 135 140

Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe

145 150 155 160

Pro Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly

165 170 175

val His Thr Phe Pro Ala val Leu Gln Ser Ser Gly Leu Tyr Ser Leu

180 185 190

Seite 10



ser
Ile
val
225
Ala
Pro
val
val
Gln
305
GIn
Ala
Pro
Thr
Ser
385
Tyr
Tyr
Phe

LysS

<210>
<211>
<212>
<213>

ser
Cys
210
Glu
Pro
Lys
val
ASp
290
Tyr
ASp
Leu
Arg
Lys
370
Asp
L.ys
Ser
Ser

ser
450

<220>

<223>
<400>

Asp
1
Glu
Ser
Ile
Gly
65
Pro
Thr
Pro
Thr
LysS
145
Glu

ser

Ile
Arg
l.eu
TYIr
50

ser
Glu
Phe
Ser
Ala
130
val
Ser

Thr

14

214
PRT
Artificial Sequence

val
195
Asn
Pro
Glu
Asp
AsSp
275
Gly
Asn
Trp
Pro
Glu
355
Ash
Ile
Thr
Lys
Cys

435
Leu

Gln
Ala
Ala
35

Gly
Ala
AsSp
Gly
val
115
Ser
Gln
val

Leu

val
val
Lys
Leu
Thr
260
val
val
Ser
Leu
Ala
340
Pro
Gln
Ala
Thr
Leu
420
Ser

ser

RAM4 T C
14

Met
Thr
20

Trp
Thr
ser
Phe
Gly
100
Phe
val
Trp
Thr

Thr
180

Thr
Asn
Ser
Leu
245
Leu
Ser
Glu
Thr
Asn
325
Pro
Gln
val
val
Pro
405
Thr
val

Leu

Thr
Leu
Tyr
Ser
Gly
Ala
85

Gly
Ile
val
Lys
Glu

165
Leu

val
His
Cys
230
Gly
Met
His
val
Tyr
310
Gly
Ile
val
Ser
Glu
390
Pro
val
Met

Ser

Gln
Ser
GIn
ser
Thr
val
Thr
Phe
Cys
val
150
Gln

ser

Pro
LysS
215
Asp
Gly
Ile
Glu
His
295
Arg
LyS
Glu
TYr
Leu
375
Trp
val
ASD
His

Pro
455

ser
Cys
GIn
Arg
55

Asp
Tyr
LyS
Pro
Leu
135
ASp
Asp

Lys

Ser
200
Pro
Lys
Pro
Ser
AsSp
280
AsSn
val
Glu
LyS
Thr
360
Thr
Glu
Leu
Lys
Glu

440
Gly

Pro
Arg
Lys
Ala
Phe
Tyr
val
Pro
120
Leu
Asn

Ser

Ala

Ser
Ser
Thr
Ser
Arg
265
Pro
Ala
val
Tyr
Thr
345
lLeu
Cys
Ser
AsSp
Ser
425
Ala

Lys

Gly
Ala
25

Pro
Thr
Thr
Cys
Glu
105
Ser
Asn
Ala
Lys

ASp
185

5818954

Ser
AsSh
His
val
250
Thr
Glu
Lys
Ser
Lys
330
Ile
Pro
Leu
AsSh
Ser
410
Arg

Leu

Thr
10

sSer
Gly
Gly
Leu
Gln
90

Ile
Asp
Asn
Leu
Asp

170
Tyr

Leu
Thr
Thr
235
Phe
Pro
val
Thr
val
315
Cys
Ser
Pro
val
Gly
395
Asp
Trp

His

Leu
Gln
GIn
Ile
Thr
75

Gln
Lys
Glu
Phe
GIn
155
Ser

Glu

Gly
LYyS
220
Cys
Leu
Glu
Lys
Lys
300
Leu
Lys
Lys
ser
LyS
380
Gln
Gly
Gln

Asn

Setr
Gly
Ala
Pro
60

Ile
Tyr
Arg
Ggin
Tyr
140
Ser

Thr

Lys

Seite 11

Thr
205
val
Pro
Phe
val
Phe
285
Pro
Thr
val
Ala
Arg
365
Gly
Pro
ser
Gln

His
445

Leu
val
Pro
45

Asp
Ser
Gly
Thr
Leu
125
Pro
Gly
Tyr

His

Gin
ASD
Pro
Pro
Thr
270
Asn
Arg
val
ser
Lys
i
Phe
Glu
Phe
Gly

430
Tyr

ser
ser
30

Arg
Arg
Arg
Arg
val
110
Lys
Arg
Asn

Ser

LYyS
190

Thr Tyr
Lys Arg

Cys Pro
240

Pro Lys

255

Cys val

Trp Tyr
Glu Glu

Leu His
320

Asn LyS

335

Gly GlIn

Glu Met

Tyr Pro

ASh Asn
400

Phe Leu

415

Asn val

Thr Gln

Pro Gly
15
Ser ser

Leu Leu
Phe ser
Lteu GIn

80
ser Leu
Ala Ala
Ser Gly
Glu Ala
Ser Gin

160
Leu Ser

175
val Tyr



5818954

Ala Cys E;g val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
205

Phe Asn Arg Gly Glu Cys

210

<210> 15

<211>
<212>
<213>

<220>

<223>

<400> 15

Gln
1
Thr
Tyr
Ile
Lys
65
Met
Tyr
val
Ala
Leu
145
Gly
Ser
Gln
Asp
Pro
225
Lys
val
Ash
Phe
Asp
305
Leu
Leu
Ser
Asp
Lys
385
Ser

Thr

Glu
Leu
Tyr
Gly
50

Gly
Thr
Thr
Thr
Pro
130
val
Thr
Gly
Pro
Lys
210
Glu
Asp
Asp
Asn
Asn
290
Trp
Pro
Glu
Arg
Tle
370
Thr
Lys

cys

440
PRT L.
Artificial sequence

Gln
Thr
Met
35

Tyr
Arg
Ser
Asp
val
115
Cys
Lys
Ley
Leu
val
195
Thr
Leu
Thr
val
Glu
275
Ser
Leu
Ala
Pro
Ser
355
Ser
Thr
Leu

Ser

Leu
Leu
20

Ala
Ile
Phe
Leu
Ile
100
Ser
Cys
Gly
Thr
Tyr
180
Thr
val
Leu
Lau
Ser
260
Gln
Thr
Arg
Pro
Lys
340
val
val
Pro
Ser

val
420

LysS
5
Thr
Trp
Ser
Thr
Thr
85
Asn
Ser
Gly
Tyr
Asn
165
ser
Cys
Ala
Gly
Met
245
Gln
val
Ile
Gly
Ile
325
val
Ser
Glu
Ala
val

405
Met

anti-RAM9-68-1hc

Glu
Cys
val
Gly
Ile
70

Thr
AsSn
Gly
ASD
Leu
150
Gly
Leu
Asnh
Pro
Gly
230
Ile
ASp
Arg
Arg
Lys
310
Glu
Tyr
Leu
Trp
val
390
Pro

His

Ser
Lys
Arg
Gly
55

ser
Glu
Gly
GIn
Thr
135
Pro
val
ser
val
Ser
215
Pro
Ser
Asp
Thr
val
295
Glu
Lys
Thr
Thr
Glu
375
Leu
Thr

Glu

200

Gly
Ala
Gln
Gly
Arg
ASp
Ile
Pro
120
Pro
Glu
Arg
ser
Ala
200
Thr
Ser
Arg
Pro
Ala
280
val
Phe
Thr
Met
Cys
360
Lys
Asp
Ser

Ala

Gly
Ser
Ala
Ser
Thr
Thr
Asp
105
Lys
sSer
Pro
Thr
val
185
His
Cys
val
Thr
Glu
265
Arg
Ser
Lys
Ile
Gly
345
Met
ASn
Ser
Glu

Leu
425

Arg
10

Gly
Pro
Pro
Ser
Ala
90

Leu
Ala
ser
val
Phe
170
val
Pro
Ser
Phe
Pro
250
val
Pro
Thr
Cys
Ser
330
Pro
Ile
Gly
Asp
Trp

410
His

Leu
Met
Gly
Tyr
Thr
75

Thr
Trp
Pro
Thr
Thr
155
Pro
Ser
Ala
Lys
Ile
235
Glu
Gln
Pro
Leu
Lys
315
Lys
Pro
Asn
LysS
Gly
395
Gln

Asn

val
AsSp
Lys
Tyr
60

Thr
Tyr
Gly
Sar
val
140
val
Ser
val
Thr
Pro
220
Phe
val
Phe
Leu
Pro
300
val
Ala
Arg
Gly
Ala
380
Ser
Arg

His

Seite 12

Lys
Phe
Gly
Ala
val
Phe
Pro
val
125
Thr
Thr
val
Thr
Asn
205
Thr
Pro
Thr
Thr
Arg
285
Ile
His
Arg
Glu
Phe
365
Glu
Tyr
Gly
TYr

Pro
Asn
30

L.eu
Ser
Asp
Cys
Gly
110
Phe
Leu
Trp
Arg
Ser
190
Thr
Cys
Pro
Cys
Trp
270
Glu
Ala
Asn
Gly
Glu
350
Tyr
Asp
Phe
Asp

Thr
430

Gly
15

ASnh
Glu
Trp
Leu
Gly
Thr
Pro
Gly
Asn
Gln
175
Ser
Lys
Pro
Lys
val
255
Tyr
Gln
His
Lys
Gln
335
Leu
Pro
Asn
Leu
val

415
GIn

Gly
Tyr
Trp
Ala
Lys
80

Arg
Leu
Leu
Cys
Ser
160
Ser
Ser
val
Pro
Pro
240
val
Ile
GIn
Gln
Ala
320
Pro
ser
Ser
Tyr
Tyr
400
Phe

Lys



Ser Ile Ser Arg Ser Pro Gly Lys
435

<210> 16
<211> 21
<212> PR

<213>

<220>

<223>

<400> 16

Asp
1
Gly
Leu
Tyr
Ser
65
Ala
Tyr
Asp
val
Pro
145
Gly
Asn
Lys

Ser

Ile
Thr
Ala
Leu
50

Gly
Asp
Gly
Pro
Ala
130
AsSD
Ile
Leu
Glu

Phe
210

<210> 17
<211> 44
<212> PRT

<213>

<220>

<223>

<400> 17

Gln
1
Leu
Asp
Ala
Lys
65
Gln
Arg
Thr

Pro

ser
Thr
Met
Cys
50

Gly
Met
Gly
Leu

Leu
130

5
T

val
val
Trp
35

Ala
ser
Ala
Arg
val
115
Thr
val
Glu
ser
Tyr

195
Asn

2

Leu
Leu
Cys
35

Ile
Arg
Thr
Ala
val

115
Ala

Met
Thr
20

Tyr
Ser
Gly
Ala
Asn
100
Ala
Gly
Thr
Asn
ser
180
Thr

Arg

Glu
Thr
20

Trp
TYr
Phe
Gly
ser
100
Thr

Pro

Thr
5
Ile
Gln
Ser
Thr
Ile
85
Ala
Pro
Thr
val
Ser
165
Thr
Cys

Gly

Glu
5
Cys
val
Asp
Thr
Leu
85
Gly
val

Cys

anti-RAMI-68-11c

Gln
Asn
Gln
Leu
Glu
70

Tyr
Phe
Thr
val
Thr
150
Lys
Leu
Lys
Asp

anti-RAM9-54-5hc

Ser
Thr
Arg
Gly
Ile
70

Thr
TYyr
ser

Cys

Artificial Sequence

Thr
Cys
Lys
Thr
55

Phe
Tyr
Gly
val
Thr
135
Trp
Thr
Thr
val

Cys
215

Artificial Sequence

Gly
Ala
GIn
ASD
55

Ser
Ala
Leu

ser

Gly
135

430

Pro
Gln
Pro
40

ser
Thr
Cys
Gly
Leu
120
Ile
Glu
Pro
Leu

Thr
200

Gly
Ser
Ala
val
Arg
Ala
Ser
Gly

120
Asp

Ser
Ala
Gly
Gly
Leu
Gln
Gly
e
val
val
Gln
Thr

185
Gln

Asp
Gly
25

Pro
Arg
Thr
Asp
Ala
105
Gln

Thr

5818954

ser val
10
ser Gglu

GIn Pro
val Pro
Thr Ile
75
AsSn Asn
a0
Thr Glu
Phe Pro
Cys val
Asp Gly
155
Asn Ser
170
Ser Thr

Gly Thr

Leu val
10

Phe Ser
Gly Lys
Thr Tyr
Ser Ser

75

Thr Ala
90

Leu Tyr
Pro Lys

Pro Ser

seite 13

Ser
Asn
Pro
sar
60

Ser
Tyr
val
Pro
Ala
140
Thr
Ala
Gln

Thr

Lys
Phe
Gly
Tyr
60

Thr
Thr
Leu
Ala

ser
140

Glu
Ile
Lys
45

Arg
ASp
Gly
val
Ala
125
Asn
Thr
Asp
Tyr

Ser
205

Pro
ser
Leu
Ala
Thr
Tyr
Trp
Pro

125
Thr

Pro
TYr
30

Leu
Phe
L.eu
Asp
val
110
Ala
Lys
Gln
Cys
Ash

190
val

Gly
Ser
30

Glu
Ser
Met
Leu
Gly
110
Ser

val

val
15

Ser
Leu
Lys
Glu
val
95

Lys
Asp
Tyr
Thr
Thr
175
Ser

val

Ala
15

Gly
Trp
Trp
Thr
Cys
95

Pro
val

Thr

Gly
Asn
1le
Gly
Cys
80

Arg
Gly
GIn
Phe
Thr

160
Tyr

GIn

ser
Tyr

Ile

Leu
Ala
Gly
Phe

Leu



5818954
Gly Cys Leu val Lys Gly Tyr teu Pro Glu Pro val Thr val Thr Trp
145 150 155 160
Asn Ser Gly Thr Leu Thr Asn Gly val Arg Thr pPhe Pro Ser val Arg
165 170 175
GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser val val ser val Thr Ser
180 185 190
Ser Ser Gln Pro val Thr Cys Asn val Ala His Pro Ala Thr Asn Thr
195 200 205
Lys val Asp Lys Thr val Ala Pro Ser Thr Cys Ser Lys Pro Thr Cys
210 215 220
Pro Pro Pro Glu Leu Leu Gly Gly Pro Ser val pPhe rle Phe Pro Pro
225 230 235 240
Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val TFhr Cys
245 250 255
val val val Asp val Ser GIn Asp Asp Pro Glu val GIn Phe Thr Trp
260 265 270
Tyr Ile Asn Asn Glu Gln val Arg Thr Ala Arg Pro Pro Leu Arg Glu
275 280 285
GIn Gl1n Phe Asn Ser Thr Ile Arg val val Ser Thr Leu Pro Ile Ala
290 295 300
His GIn Asp Trp Lteu Arg Gly Lys Glu Phe Lys Cys Lys val His Asn
305 310 315 320
Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Arg Gly
325 330 335
GIn Pro Leu Glu Pro Lys val Tyr Thr Met Gly Pro Pro Arg Glu Glu
340 345 350
Leu Ser Ser Arg Ser val Ser Leu Thr Cys Met Ile Asn Gly Phe Tyr
355 360 365
Pro Ser Asp Ile Ser val Glu Trp Glu Lys Asn Gly Lys Ala Glu Asp
370 375 380
Asn Tyr Lys Thr Thr pPro Ala val Leu Asp Ser Asp Gly Ser Tyr Phe
385 390 395 400
Leu Tyr Ser Lys Leu Ser val Pro Thr Ser Glu Trp Gln Arg Gly Asp
405 410 415
val Phe Thr Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr
420 425 430
GIn Lys Ser Ile Ser Arg Ser Pro Gly Lys
435 440

<210> 18

<211> 212

<212> PRT

<213> Artificial Sequence

<220>
<223> anti-RAM9-54-5Tc

<400> 18

Asp val val Met Ehr Gln Thr Pro Ala SSr val Ser Glu Pro {g] Gly

1 1

Gly Thr val ;Br ITe Lys Cys GlIn éga ser Phe Thr Ile ;Br ser Asn

Leu Ala ;gp Tyr GIn GIn Lys 260 Gly GIn Pro Pro hgs Leu Leu Ile

Tyr Gly Ala Ser Asn Leu Ala Ser Gly val Ser Ser Arg Phe Arg Gly
50 55 60

Ser Gly Phe Gly Thr Glu Phe Thr Leu Thr Ile Ser Asp Leu Glu Cys

65 70 75 80

Ala Asp Ala Ala ggr Tyr Tyr Cys GIn g%s Ala ala val Leu ggr Ser

Trp Thr Phe Gly Gly Gly Thr Glu val val val Lys Gly Asp Pro val

100 105 110
Ala pro Thr val Leu Ile Phe Pro Pro Ala Ala Asp Gln val Ala Thr
115 120 125

Gly Thr val Thr ITe val Cys val Ala Asn Lys Tyr Phe Pro Asp val
130 135 140

Thr val Thr Trp Glu val Asp Gly Thr Thr Gin Thr Thr Gly Ile Glu

145 150 155 160
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5818954
Asn Ser Lys Thr Pro GlIn Asn Ser Ala Asp Cys Thr Tyr Asn Leu Ser
165 170 175
Ser Thr Leu Thr Leu Thr Ser Thr GIn Tyr Asn Ser His Lys Glu Tyr
180 185 190
Thr Cys Lys val Thr GlIn Gly Thr Thr Ser val val Gln Ser Phe Asn
195 200 205
Arg Gly Asp Cys
210
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