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SEQUENCE LISTING

<110> vaximm GmbH

<120> Novel MSLN targeting DNA vaccine for cancer immunotherapy
<130> 110154P885PC

<160> 2

<170> PatentIn version 3.5

<210> 1

<211> 630

<212> PRT

<213> Homo sapiens
<400> 1

Met Ala Leu Pro Thr Ala Arg Pro Leu Leu Gly Ser Cys Gly Thr Pro
1 5 10 15

Ala Leu Gly Ser Leu Leu Phe Leu Leu Phe Ser Leu Gly Trp val Gln
20 25 30

Pro Ser Arg Thr Leu Ala Gly Glu Thr Gly Gln Glu Ala Ala Pro Leu
35 40 45

Asp Gly val Leu Ala Asn Pro Pro Asn Ile Ser Ser Leu Ser Pro Arg
50 55 60

GIn Leu Leu Gly Phe Pro Cys Ala Glu val Ser Gly Leu Ser Thr Glu
65 70 75 80

Arg val Arg Glu Leu Ala val Ala Leu Ala GIn Lys Asn val Lys Leu
85 90 95

Ser Thr Glu GIn Leu Arg Cys Leu Ala His Arg Leu Ser Glu Pro Pro
100 105 110

Glu Asp Leu Asp Ala Leu Pro Leu ASp Leu Leu Leu Phe Leu Asnh Pro
115 120 125

Asp Ala Phe Ser Gly Pro GIn Ala Cys Thr Arg Phe Phe Ser Arg Ile
130 135 140

Thr Lys Ala Asn val Asp Leu Leu Pro Arg Gly Ala Pro Glu Arg Gln
145 150 155 160

Arg Leu Leu Pro Ala Ala Leu Ala Cys Trp Gly val Arg Gly Ser Leu
165 170 175

Leu Ser Glu Ala Asp val Arg Ala Leu Gly Gly Leu Ala Cys Asp Leu
180 185 190

Pro Gly Arg Phe val Ala Glu Ser Ala Glu val Leu Leu Pro Arg Leu
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Arg
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Gln
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450

Trp
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Cys

Leu
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275

Pro

Lys

Leu

val

Lys

His

Trp

Lys

val
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Pro
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260
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Glu

Asn

340

Leu
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420

Asp

Leu

val
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Gly

Met
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Arg

Arg

Phe

Arg
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Asp

Gly

val

His

405

Thr

Thr

Ser

Arg

Pro

Asp

ser

Asp

Arg

Glu

310

Cys

Ile

Glu

Tyr

Thr

390

Glu

Leu

Leu

Pro

Pro

Leu
215

Pro

Arg

Ile

val

Pro

Leu

Leu

375

Ser

Met

Ile

Asp

200

Asp

Pro

Leu

Pro

ser
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Phe
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440

Glu

Asp
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Pro

Arg

Gln
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Trp

val
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Thr
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Glu
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Arg
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Leu

Tyr

Arg

Glu

Ser
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330

Tyr

Gln

Lys

Thr

Gln
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Thr

Ser

Gly

235

Leu

Ile

Gln

Lys

Leu
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Leu

Glu
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Met

Leu

395
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val

Ala
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Gln
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Leu
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Asp Thr Cys
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205

Glu

Pro

Pro

Ala

Glu

285

Ala

Phe

Ala

Leu

Pro
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Pro
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Gly

Tyr
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Asp

Ala

Ser

val

Ala
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Arg

cys

Tyr

Thr

350

Glu

Glu

Leu

Arg

Pro

Pro

Ala

Thr

Leu

255

Trp

Thr

Pro

Lys

Gln

val

Ser

Asp

Leu

Pro

415
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Gly

Ser

Arg

Arg

Trp

Gly

Arg

Ile

Ser

Lys

320

Met

Leu

val
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Glu
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ser
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465

Leu Asp val

Gly Ser Glu

Thr Glu Asp

515

Thr Phe

530

Ala

Ala Glu val

545 -

Glu Glu Arg

Asp Asp Leu

Gly Leu

595

Tyr

Pro Cys Leu

610

Leu Ala Ser

625

<210> 2

<211> 1893
<212> DNA
<213> Homo

<400> 2
atggccttgce

ctcctgttec
acagggcagg
ctctecectce
cgtgtccggg
ctgcgctgtc
gacctgctgc
ttctcccgea
cggctgctgce
gatgtgcggg

470

Leu

TYyr
500

Leu Lys

Met

Lys

Gln Lys

Pro

val

Ala

Leu

Leu

Lys Ala

Ile

Lys

Ser
520

Leu
Thr

Arg

Leu Gly

550

val Leu

Gly

Leu

Thr Leu

Pro

Leu

Asp

Pro

val Arg

Leu

Gly

Ser
600

Leu

Pro

Ala

630

sapiens

caacggctcg
tgctcttcag
aggctgcgcec
gccaactcct
agctggctgt
tggctcaccg
tattcctcaa
tcacgaaggc

ctgcggctct
ctctgggagg

acccctgttg
cctcggatgg
cctggacgga
tggcttcccg
ggccttggca
gctctctgag
cccagatgcg
caatgtggac

ggcctgctgg
cctggcttge

Arg

Gln.

505

Gln

Asp

Pro

Asp

Gly

Met

val
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475

Leu Ala
490

Ser Phe

Gln Asn
val

Ala

val
555

His

Ile

Gln

Gln Glu

Leu Thr

gggtcctgtg
gtgcagccct
gtcctggcca
tgtgcggagg
cagaagaatg
ccccccgagg
ttctcggggc
ctgctcccga
ggtgtgcggg

gacctgcctg
Seite 3

txt

Phe Asn

Leu Gly Gly
5

val Ser Met

525

Leu Pro Leu

540

Glu Gly Leu

Leu Arg Glin

Ile
590

Gly Gly

Ala Leu Ser

605

val Ala

620

Leu

ggacccccgce
cgaggaccct
acccacctaa
tgtccggect
tcaagctctc
acctggacgc
cccaggcectg
ggggggctcc
ggtctctgct
ggcgctttgt

480

Met
495

Asn
Ala Pro
Asp Leu
val

Thr

Ala
560

Lys

Arg Gln

Pro Asn

Gly Thr

Leu Leu

cctcggeagce
ggctggagag
catttccagc
gagcacggag
aacagagcag
cctcccattg
cacccgtttc
cgagcgacag
gagcgaggct
ggccgagtcg

60
120
180
240
300
360
420
480
540
600



gccgaagtgce
gaggcagcca
tctgtctcca
cgcagcatcc
tggcggcagce
gcctgtectt
tgggagctgg
gccatccect
ccacaaggtt
cctgaggaca
gtcaacaaag
accctgatcg
ctgaccgcect
ccccccagea
ctggacgtcc
ttcgtgaaga
cagcagaatg
ccgttgactg
gaggagcggc
acgctggggce
atgcaagagg

ctggcactgce

tgctaccccg
gggcggctct
cgatggacgc
cgcagggcat
ctgaacggac
caggcaagaa
aagcctgegt
tcacctacga
accccgagtc
ttcgcaagtg
ggcacgaaat
accgctttgt
tctaccctgg
gcatctgggc
tctatcccaa
tccagtcctt
tgagcatgga
tggctgaggt
accgceccggt
tggggctaca
ccctctcggg

tcctagcectc

gctggtgagc
gcagggeggg
tctgeggggce
cgtggccgeg
catcctccgg
ggcccgcgag
ggatgcggcc
gcagctggac
tgtgatccag
gaatgtgacg
gagtcctcag
gaagggaagg
gtacctgtgc
ggtcaggccc
ggcccgectt
cctgggtggg
cttggccacg
gcagaaactt
gcgggactgg
gggcggcatc
gacgccctgc

caccctggcec
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tgcccgggac
ggacccccct
ctgctgececg
tggcggcaac
ccgecggttcc
atagacgaga
ctgctggcca
gtcctaaagc
cacctgggct
tccctggaga
gctccteggce
ggccagctag
tccctcagec
caggacctgg
gctttccaga
gcccccacgg
ttcatgaagc
ctgggacccc
atcctacggc
cccaacggct
ctcctaggac

tga
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ccctggacca
acggcccccc
tgctgggceca
gctcctctcg
ggcgggaagt
gcctcatctt
cccagatgga
ataaactgga
acctcttect
ccctgaaggc
ggcccctecc
acaaagacac
ccgaggagct
acacgtgtga
acatgaacgg
aggatttgaa
tgcggacgga
acgtggaggg
agcggcagga
acctggtcct

ctggacctgt

ggaccagcag
gtcgacatgg
gcccatcatc
ggacccatcc
ggagaagaca
ctacaagaag
ccgcgtgaac
tgagctctac
caagatgagc
tttgcttgaa
acaggtggcc
cctagacacc
gagctccgtg
cccaaggcag
gtccgaatac
ggcgctcagt
tgcggtgctg
cctgaaggcg
cgacctggac
agacctcagc

tctcaccgtc

660

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1893



