913116_ST25
SEQUENCE LISTING

<110> Katholieke Universiteit Leuven
CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE
UNIVERSITE DE BORDEAUX
UNIVERSITE DE BORDEAUX

<120> A YEAST MODEL FOR SYNERGISTIC TOXICITY
<130> 913116-IR/AC/FD

<140> PCT(NYK)

<141> 2014-

11-07

<150> GB1319656.3

<151> 2013-

<160> 55

11-07

<170> PatentIn version 3.5

<210> 1
<211> 43
<212> PRT
<213> Homo
<400> 1
Asp Ala Glu
1

Leu val Phe

Gly Leu Met
35

<210> 2
<211> 38
<212> PRT
<213> Homo
<400> 2

Asp Ala Glu
1
Leu val Phe

Gly Leu Met
35

<210> 3
<211> 39
<212> PRT
<213> Homo
<400> 3
Asp Ala Glu
1

sapiens
Phe Arg

5

Phe Ala
20

val Gly

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens

Phe Arg
5

His Asp Ser Gly Tyr Glu val His His Gln Lys
10 15

Glu Asp val Gly Ser Asn Lys Gly ééa Ile Ile
25

Gly val val ITe Ala Thr
40

His Asp Ser Gly Tyr Glu Val His His Gln Lys
15

T
10

Glu Asp val Gly Ser Asn Lys Gly §1a Ile Ile
25 0

Gly

His Asp Ser Gly Tyr Glu val His His Gln Lys
10 15
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Leu val Phe
Gly Leu Met
35

<210> 4
<211> 40
<212> PRT
<213> Homo
<400> 4
Asp Ala Glu
1

Leu val Phe

Gly Leu Met
35

<210> 5
<211> 41
<212> PRT
<213> Homo
<400> 5
Qsp Ala Glu

Leu Val Phe
Gly Leu Met
35

<210> 6
<211> 42
<212> PRT
<213> Homo
<400> 6

Asp Ala Glu

1

Leu val Phe

Gly Leu Met
35

<210> 7

Phe Ala
20

val Gly

sapiens

Phe Arg
5

Phe Ala
20

val Gly

sapiens
Phe Arg
5

Phe Ala
20

val Gly

sapiens

Phe Arg
5

Phe Ala
20

val Gly

Glu

Gly

His

Glu

Gly

His

Glu

Gly

His

Glu

Gly
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Asp Val Gly Ser Asn Lys Gly Ala Ile Ile
25 30

val

Asp

Asp

val

AsSp

ASp

val

Asp

Asp

val

Ser

val

val
40

ser

val

val
40

Ser

val

val
40

Gly Tyr Glu val His His GIn Lys
10 15

Gly Ser Asn Lys Gly Ala Ile Ile
25 30

Gly Tyr Glu val His His GIn Lys
10 15

Gly Ser Asn Lys Gly Ala Ile Ile

25 30

Ile

Gly Tyr Glu val His His Gln Lys
10 15
Gly ser Asn Lys Gly gga Ile Ile

25

Ile Ala
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<211> 42
<212> PRT
<213> Homo
<400> 7
Asp Thr Glu
1

Leu val Phe

Gly Leu Met
35

<210> 8
<211> 42
<212> PRT
<213> Homo
<400> 8
Asp Ala Glu
1

Leu val Phe
Gly Leu Met
35

<210> 9
<211> 42
<212> PRT
<213> Homo

<400> 9
Asp Ala Glu
1

Leu Val Phe

Gly Leu Met
35

<210> 10
<211> 42
<212> PRT
<213> Homo
<400> 10

qsp Ala Glu

Leu val Phe

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens

Phe Arg
5

Phe Gly

His

Glu

Gly

Arg

Glu

Gly

His

Glu

Gly

His

Glu

Asp

Asp

val

Asp

Asp

val

Asn

Asp

val

ASp

Asp

Ser

val

val
40

Ser

val

val
40

ser

val

val
40

ser

val
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Gly
Gly

25

Ile

Gly
Gly

25

Ile

Gly

Gly
25

Gly

Gly

Tyr Glu val His His GlIn Lys
10 15

Ser Asn Lys Gly A&a Ile Ile
3

Ala

Tyr Glu val His His Gln Lys
15
Ser Asn Lys Gly géa ITe Ile

Ala

Tyr Glu val His His GIn Lys
10 15

Ser Asn Lys Gly éga Ile Ile

Tyr Glu val His His Gln Lys
10 15

Ser Asn Lys Gly Ala Ile Ile
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20

Gly Leu Met val Gly
35

<210> 11
<211> 42
<212> PRT

<213> Homo sapiens
<400> 11

Asp Ala Glu Phe Arg
1 5

Leu val Phe Phe Ala
20

Gly Leu Met val Gly
35

<210> 12
<211> 42
<212> PRT

<213> Homo sapiens
<400> 12

Asp Ala Glu Phe Arg
1 5

Leu val Phe Phe Ala
20
Gly Leu Met val Gly
35
<210> 13
<211> 42
<212> PRT

<213> Homo sapiens
<400> 13

Asp Ala Glu Phe Arg
i 5

Leu val Phe Phe Ala
20

Gly Leu Met val Gly
35

<210> 14

<211> 42

<212> PRT

<213> Homo sapiens

Gly

His

Gly

Gly

Gln

Gly

His

Lys

Gly

val

ASp

Asp

val

Asp

Asp

val

Asp

ASp

val

val
40

ser

val

val
40

ser

val

val
40

Ser

val

val
40
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25

Ile

Gly

Gly
25

Ile

Gly

Gly
25

Ile

Gly

Gly
25

Ile

30

Ala

Tyr Glu val His His Gln Lys
10 15

Ser Asn Lys Gly Ala Ile Ile
30

Ala

Tyr Glu val His His GIn Lys
10 15

Ser Asn Lys Gly Aga Ile Ile
3

Ala

Tyr Glu val His His GIn Lys
10 15

Ser Ash Lys Gly gaa Ile 1le

Ala
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<400> 14
Asp Ala Glu
1
Leu val Phe
Gly Leu Met
35
<210> 15
<211> 42
<212> PRT
<213> Homo
<400> 15
Asp Ala Glu
1
Leu Val Phe

Gly Leu Met
35

<210> 16
<211> 42
<212> PRT
<213> Homo
<400> 16
Asp Ala Glu
1

Leu val Phe

Gly Leu Met
35

<210> 17
<211> 42
<212> PRT
<213> Homo
<400> 17

Asp Ala Glu
1

Leu val Phe

Phe Arg
5
Phe Ala

20

val Gly

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens

Phe Arg
5

Phe Ala
20

val Gly

sapiens
Phe Arg
5

Phe Ala
20

His

Glu

Gly

His

Glu

Gly

His

Glu

Gly

His

Glu

AsSp

Asn

val

Asp

Asp

val

Asp

Asp

val

Asp

Asp

Ser

val

val
40

ser

val

val
40

ser

val

val
40

ser

val
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Gly
Gly

25

Ile

Gly
Gly

25

Ile

Gly
Gly

25

Ile

Gly

Gly
25

Tyr Glu val His His Gln Lys

10 15

Ser Asnh Lys Gly Aéa Ile Ile
3

Ala

Tyr Glu val His His GIn Lys
10 15

ser Asn Lys Gly gga Ile Ile

Thr

Tyr Glu val His His Gln Lys
10 15

Ser Asn Lys Gly gsa Ile Ile

val

Tyr Glu val His His GIn Lys
10 15

ser Asn Lys Gly ¥a1 Ile Ile
0
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Gly Leu Met

<210>
<211>
<212>
<213>

<400>

35

18
42
PRT
Homo

18

Asp Ala Glu
1

Leu Val Phe

Gly Leu Met
35

<210> 19
<211> 42
<212> PRT
<213> Homo
<400> 19
Asp Ala Glu
1

Leu vVal Phe

val Leu Met

<210>
<211>
<212>
<213>

<400>

20
42
PRT
Homo

20

Asp Ala Glu
1

Leu Val Phe

Gly Thr Met

<210>
<211>
<212>
<213>

<400>

35

21
42
PRT
Homo

21

val Gly

sapiens
Phe Arg

5
Phe Ala
20

val Gly

sapiens
Phe Arg
5

Phe Ala
20

val Gly

sapiens

Phe Arg
5

Phe Ala
20

val Gly

sapiens

Gly

His

Glu

Gly

His

Glu

Gly

His

Glu

Gly

val

Asp

Asp

val

Asp

Asp

val

Asp

Asp

val

val
40

ser

val

val
40

Ser

val

val
40

ser

val

val
40
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Ile

Gly

Gly
25

Ile

Gly

Gly
25

Ile

Gly

Gly
25

Ile

Ala

Tyr Glu val His His %%n Lys
ser Asn Lys Gly éga Thr Ile

Ala

Tyr Glu val His His GIn Lys
10 15

ser Asn Lys Gly gga Ile Ile

Ala

Tyr Glu val His His GIn Lys
10 15

Sser Asn Lys Gly gga Ile Ile

Ala
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Asp Ala Glu

1

Leu val Phe

Gly Leu Met
35

<210>
<211>
<212>
<213>

<400>

22
42
PRT
Homo

22

Asp Ala Glu
1

Leu val Phe

Gly Leu Met
35

<210>
<211>
<2125
<213>

<220>
<223>

<400>

23
281
PRT

Phe

Phe
20

val

Arg
5
Ala

Cys

sapiens

Phe

Phe
20

val

Arg
5

Ala

Gly

Glu

Gly

His

Glu

Gly

Asp

Asp

val

Asp

Asp

val

Artificial Sequence

synthetic polypeptide

23

Met Asp Ala
1

Lys

Ile

Glu

val

65

Thr

Pro

Leu

Gly

Leu

50

Asn

Tyr

val

val

Leu

35

Phe

Gly

Gly

Pro

Glu

Phe

20

Met

Thr

His

Lys

Phe
5
Phe
val
Gly
Lys
Leu
85

Pro

Ser

val

val
40

ser

val

Ile
40

Arg His Asp

Ala

Gly

val

Phe

70

Thr

Thr

Glu

Gly

val

55

Ser

Leu

Leu

Asp

val

40

Pro

val

Lys

val

913116_ST25 ) .
Gly Tyr Glu val His His GIn Lys
10

Gly
25

Ile

Gly
Gly

25

Ile

Ser

val

25

val

Ile

ser

Phe

Thr
105

15

Ser Asn Lys Gly %&a Ile Ile

Ala

Tyr
10

ser

Ala

Gly
10

Gly
Ile
Leu
Gly
Ile
90

Thr

Glu val His His Gln Lys
15

Asn Lys Gly Aga ITle Ile
3

Tyr Glu

Ser Asn

Ala Met

val Glu

60

Glu Gly
75

Cys Thr

Phe Gly
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val

Lys

ser

45

Leu

Glu

Thr

Tyr

His

Gly

30

Lys

ASD

Gly

Gly

Gly

His

15

Ala

Gly

Gly

Asp

Gln

Ile

Glu

Asp

Ala

80

Leu

GlIn



cys

Ser

Asp

Thr

Gly

val

Lys

Tyr

Asn

Lys

Thr

Phe

Ala

130

Asp

Leu

Asn

Tyr

Ile

210

Gln

His

Arg

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

Ala

115

Met

Gly

val

Ile

Ile

195

Arg

GlIn

TYyr

Asp

Gly

275

24
135
PRT

Arg

Pro

Asn

Asn

Leu

180

Met

His

Asn

Leu

His

260

Met

Tyr

Glu

Tyr

165

Gly

Ala

Asn

Thr

Ser

245

Met

Asp

Pro

Gly

His

Asp

Ile

Pro

230

Thr

val

Glu

Glu

Lys

Lys

Glu

215

GlIn

Leu

Leu

Artificial Sequence

synthetic polypeptide

24

His

120

val

Arg

Leu

Leu

GlIn

200

Asp

Gly

ser

Leu

Tyr

Met Arg Phe Pro Ser Ile Phe Thr
5

Ala Leu Ala Ala Pro val Asn Thr

20

Ile Pro Ala Glu Ala val Ile géy

Asp val Ala val Leu Pro Phe Ser
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Met

Gln

Ala

Lys

Glu

185

Lys

Gly

Asp

Ala

Glu

265

Lys

Ala
Thr
25

Tyr

Asn

Lys GIn His

Glu Arg Thr
140

Glu val Lys
155

Gly ITe Asp

Tyr Asn Tyr

Asn Gly Ile

Ser val GlIn
220

Gly Pro val
235

Leu Ser Lys
250

phe val Thr

val Leu Phe
10

Thr Glu Asp

Leu Asp Leu

Ser Thr Asn
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Asp

Ile

Phe

Phe

Asn

Leu

ASp

Ala

Ala

Glu

Glu

45

Asn

Phe

Phe

Glu

Lys

Ser

190

val

Ala

Leu

Pro

Ala
270

Ala
Thr
30

Gly

Gly

Phe

Phe

Gly

Glu

175

His

Asn

Asp

Pro

Asn

255

Gly

ser
15
Ala

Asp

Leu

Lys

Lys

AsSp

160

Asp

Asn

Phe

His

240

Glu

Ile

ser

Gln

Phe

Leu




Phe

65

ser

Phe

Phe

val

50

Ile

Leu

Arg

Ala

Gly
130

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

Ala

Ile

Asp

Phe

65

ser

Phe

Phe

val

Leu

Pro

val

50

Ile

Leu

Arg

Ala

Gly

Asn

Asp

His

Glu

115

Gly

25
373
PRT

Thr

Lys

Asp

Asp

val

Thr

Arg

85

ser

val

val

Ile
70

Glu
Gly

Gly

Ile

55

Ala

Ala

Tyr

Ser

Ala
135

Artificial Sequence

Ser

Glu

Glu

Asn
120

synthetic polypeptide

25

Ala

Ala

35

Ala

Asn

Asp

His

Glu

115

Gly

Ala

20

Glu

val

Thr

Lys

Asp

val

Pro

Ala

Leu

Thr

Arg

85

Ser

val

val

val

val

Pro

Ile

70

Glu

Gly

Gly

Ile

Asn

Phe

55

Ala

Ala

Tyr

ser

Ala

Met Arg Phe Pro Ser Ile Phe Thr
5

Thr

Gly

40

Ser

ser

Glu

Glu

Asnh

120

Met

9131165725
60

Ile

Ala

val

105

Lys

Ala

Thr

25

Tyr

Asn

Ile

Ala

val

105

Lys

ser

Ala
Gln
90

His

Gly

val

10

Thr

Leu

Ser

Ala

GlIn

90

His

Gly

Ala

75

val

His

Ala

Leu

Glu

Asp

Thr

Ala

75

val

His

Ala

Lys

Thr

Gln

Ile

Phe

AsSp

Leu

Asn

60

Lys

Thr

Gln

Lys Gly Glu

140
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Glu

Met

Lys

Ile
125

Ala

Glu

Glu

45

Asn

Glu

Met

Lys

Ile

125

Glu

Glu

Asp

Leu

110

Gly

Ala

Thr

30

Gly

Gly

Glu

Asp

Leu

110

Gly

Leu

Gly
Ala
95

val

Leu

ser

15

Ala

Asp

Leu

Gly

Ala

95

val

Leu

Phe

val

80

Glu

Phe

Met

Ser

Phe

Leu

val

80

Glu

Phe

Met

Thr




Gly val

Lys Phe

Leu Thr

Pro Thr

Tyr Pro
210

Glu Gly
225

Tyr Lys

Arg Ile

Gly His

Ala Asp
290

Asn Ile
305

Thr Pro

Sser Thr

Met val

Asp Glu
370

<210>
<211>
<212>
<213>

<220>
<223>

val Pro Ile Leu Val
150

ser val Ser Gly Glu
165

Leu Lys Phe Ile Cys
180

Leu val Thr Thr pPhe
195

Asp His Met Lys Gln
215

Tyr val GIn Glu Arg
230

Thr Arg Ala Glu val
245

Glu Leu Lys Gly Ile
260

Lys Leu Glu Tyr Asn

Lys Gln Lys Asn Gly

Glu Asp Gly Ser val
310

Ile Gly Asp Gly Pro
325

Gln Ser Ala Leu Ser
340

Leu Leu Glu Phe val
355

Leu Tyr Lys

26
379
PRT
Artificial Sequence

synthetic polypeptide

Glu

Gly

Thr

Gly

His

Thr

Lys

Asp

TYyr

280

Ile

Gln

val

Lys

Thr
360
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Leu Asp Gly Asp
155

Glu

Thr

185

Tyr

Asp

Ile

Phe

Phe

265

Asn

Lys

Leu

Leu

Asp

345

Ala

Gly

170

Gly

Gly

Phe

Phe

Glu

250

Lys

Ser

val

Ala

Leu

330

Pro

Ala

Asp

Lys

val

Phe

Phe

235

Gly

Glu

His

Asn

315

Pro

Asn

Gly

Ala

Leu

Gln

Lys

220

Lys

ASp

Asp

Asn

Phe

300

His

Asp

Glu

Ile
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val

Thr

Pro

Cys

205

ser

Asp

Thr

Gly

val

285

Lys

Tyr

Asn

Lys

Thr
365

Asn

Tyr

val

190

Phe

Ala

Asp

Leu

Asn

270

Tyr

Ile

GIn

His

Arg

350

His

Gly

Gly

Pro

Ala

Met

Gly

val

255

Ile

Ile

Arg

Gln

TYyr

Asp

Gly

His

160

Lys

Trp

Arg

Pro

Asn

240

Asn

Leu

Met

His

Asn

320

Leu

Met




<400>

26

Met Arg Phe

1

Ala

Ile

ASp

Phe

65

sSer

Phe

Phe

val

Asp

Lys

val

Phe

225

Phe

Gly

Leu

Pro

val

50

Ile

Leu

Arg

Ala

Gly

Glu

Asp

Ala

Leu

GlIn

210

Lys

Lys

Asp

Ala

Ala

35

Ala

Asn

Asp

His

Glu

115

Gly

Glu

val

Thr

Pro

195

Cys

Ser

Asp

Thr

Pro

Ala

20

Glu

val

Thr

Lys

Asp

Asp

val

Leu

Asn

Tyr

180

val

Phe

Ala

Asp

Leu

Ser

Pro

Ala

Leu

Thr

Arg

85

Ser

val

val

Phe

Pro

Ala

Met

Gly

val

val

val

Pro

Ile

70

Glu

Gly

Gly

Ile

Thr

150

His

Lys

Trp

Arg

Pro

230

Asn

Asn

Phe

Asn

Ile

Phe

55

Ala

Ala

Tyr

ser

Ala

135

Gly

Lys

Leu

Pro

215

Glu

Tyr

Arg

Thr

Thr

Gly

40

Ser

ser

Glu

Glu

Asn

120

Gly

val

Phe

Thr

Thr

200

Pro

Gly

Lys

Ile

913116_5T25

Ala val Leu Phe

Thr

25

Tyr

Asn

Ile

Ala

val

105

Lys

Ala

val

ser

Leu

185

Leu

Asp

Tyr

Thr

Glu

10

Thr

Leu

Ser

Ala

GlIn

90

His

Gly

Gly

Pro

val

170

Lys

val

His

val

Arg
250

Glu

Asp

Thr

Ala

75

val

His

Ala

Ala

Ile

155

Ser

Phe

Thr

Met

Gln

235

Ala

Asp

Leu

Asn

60

Lys

Thr

GlIn

Ile

Gly

Ile

Thr

Lys

220

Glu

Glu

Leu Lys Gly
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Ala

Glu

Glu

45

Asn

Glu

Met

Lys

Ile

125

Ala

val

Glu

Cys

Phe

205

Gln

Arg

val

Ile

Ala

Thr

30

Gly

Gly

Glu

Asp

Leu

110

Gly

Met

Glu

Gly

Thr

190

Gly

His

Thr

Lys

Asp

Ser

15

Ala

Asp

Leu

Gly

Ala

95

val

Leu

ser

Leu

Glu

175

Thr

TYyr

Asp

Ile

Phe

255

Phe

ser

Gln

Phe

Leu

val

80

Glu

Phe

Met

Lys

Asp

Gly

Gly

Gly

Phe

Phe

240

Glu

Lys



Glu

His

Asn

305

Asp

Pro

Asn

Gly

Asp

Asn

290

Phe

His

Asp

Glu

Ile
370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gly

val

Lys

Tyr

Asn

27
135
PRT

260

Asn

Tyr

Ile

GlIn

His

340

Arg

His

Ile

Ile

Arg

Gln

325

TYr

Asp

Gly

Leu

Met

His

310

Asn

Leu

His

Met

Gly

Ala

295

Asn

Thr

ser

Met

Asp
375

Artificial Sequence

His
280

Asp

Pro

Thr

val

360

Glu

Synthetic polypeptide

27

Met Arg Phe

1

Ala

Ile

Asp

Phe

65

Ser

Phe

Leu

Pro

val

50

Ile

Leu

Arg

Ala

Ala

35

Ala

Asn

Asp

His

Pro

Ala

20

Glu

val

Thr

Lys

100

Ser

Pro

Ala

Leu

Thr

Arg

85

Ser

Ile Phe Thr

val

val

Pro

Ile

70

Glu

Gly

Asn

Ile

Phe

55

Ala

Ala

Tyr

Thr

Gly

40

Ser

Ser

Glu

Glu

913116_ST25

265

Lys Leu Glu

Lys

Glu

Ile

Gln

345

Leu

Leu

Ala

Thr

25

Tyr

Asn

Ile

Ala

val
105

Gln

Asp

Gly

Ser

Leu

Tyr

val

10

Thr

Leu

ser

Ala

GlIn

90

His

Lys

Asp

Ala

Glu

Lys

Leu

Glu

Asp

Thr

Ala

75

val

His

Tyr

Asn

300

Ser

Gly

Leu

Phe

Phe

Asp

Leu

Asn

60

Lys

Thr

Gln
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Asn

285

Gly

val

Pro

ser

val
365

Ala

Glu

Glu

45

Asn

Glu

Met

Lys

270

Tyr

Ile

Gln

val

Ala

Thr

30

Gly

Gly

Glu

Asp

Leu
110

Asn

Lys

Leu

Leu

335

Asp

Ala

Ser

15

Ala

Asp

Leu

Gly

Ala

95

val

Ser

val

Ala

320

Leu

Pro

Ala

Ser

GIn

Phe

Leu

val

80

Glu

Phe




9131165725

Phe Ala Glu Asp val Gly Ser Asn Lys Gly Ala Ile Ile Gly Leu Met
120

val cys Gly val val Ile Ala
130

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

28
379
PRT

135

Artificial Sequence

synthetic polypeptide

28

Met Arg Phe Pro

L

Ala

Ile

Asp

Phe

65

Ser

Phe

Phe

val

Asp

Lys

Leu

Pro

val

50

Ile

Leu

Arg

Ala

Cys

Glu

Asp

Ala

Leu

Ala

Ala

35

Ala

Asn

Asp

His

Glu

115

Gly

Glu

val

Thr

Pro

Ala

20

Glu

val

Thr

Lys

Asp

100

Asp

val

Leu

Asn

Tyr

180

val

ser
5
Pro
Ala
Leu
Thr
Arg
85
ser
val

val

Phe

Pro

Ile

val

val

Pro

Ile

70

Glu

Gly

Gly

Ile

Thr

150

His

Lys

Trp

Phe

Asn

Ile

Phe

55

Ala

Ala

Tyr

ser

Ala

135

Gly

Lys

Leu

Pro

Thr

Thr

Gly

40

Ser

ser

Glu

Glu

Asn

120

Gly

val

Phe

Thr

Thr

Ala

Thr

25

Tyr

Asn

Ile

Ala

val

105

Lys

Ala

val

ser

Leu

185

Leu

val

10

Thr

Leu

Ser

Ala

Gln

90

His

Gly

Gly

Pro

val

170

Lys

Leu

Glu

Asp

Thr

Ala

75

val

His

Ala

Ala

Ile

155

Ser

Phe

Phe

Asp

Leu

Asn

60

Lys

Thr

Gln

Gly

Leu

Gly

Ile

val Thr Thr
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125

Ala

Glu

Glu

45

Asn

Glu

Met

Lys

Ile

125

Ala

val

Glu

Cys

Phe

Ala

Thr

30

Gly

Gly

Glu

Asp

Leu

110

Gly

Met

Glu

Gly

Thr

190

Gly

Ser

15

Ala

Asp

Leu

Gly

Ala

95

val

Leu

Ser

Leu

Glu

175

Thr

Tyr

Ser

Gln

Phe

Leu

val

80

Glu

Phe

Met

Lys

Asp

160

Gly

Gly

Gly



val

Phe

225

Phe

Gly

Glu

His

Asn

305

Asp

Pro

Asn

Gly

GlIn

210

Lys

Lys

Asp

Asp

Asn

290

Phe

His

Asp

Glu

Ile
370

<210>
<211>
<212>
<213>

<400>

195

Cys

Ser

Asp

Thr

Gly

val

Lys

Tyr

Asn

29
441
PRT
Homo

29

Tet Ala Glu

Thr Tyr Gly

GIn Asp Gln
35

GIn Thr Pro

50

Phe

Ala

Asp

Leu

260

Asn

Tyr

Ile

GlIn

His

340

Arg

His

Ala

Met

Gly

val

Ile

Ile

Arg

GlIn

325

Tyr

Asp

Gly

sapiens

Pro

Arg
5

Arg

Pro

230

Asn

Asn

Leu

Met

His

310

Asn

Leu

His

Met

Gln

Leu Gly Asp

20

Glu Gly Asp

Thr

Glu

Asp

215

Glu

Tyr

Arg

Gly

Ala

295

Asn

Thr

Ser

Met

Asp

Glu

Arg

Thr

Gly
55

200

Pro

Gly

Lys

Ile

His

280

Asp

Ile

Pro

Thr

val

360

Glu

Phe

Lys

Asp

40

Ser

913116._5T25

Asp

Tyr

Thr

Glu

265

Lys

Lys

Glu

Ile

GlIn

345

Leu

Leu

Glu

Asp

25

Ala

Glu

His Met Lys

val

Leu

GlIn

Asp

Gly

Ser

Leu

Tyr

val
10
Gln

Gly

Glu

Gln

235

Ala

Lys

Glu

Lys

Asp

Ala

Glu

Lys

Met

Gly

Leu

Pro

220

Glu

Glu

Gly

Tyr

Asn

300

Ser

Gly

Leu

Phe

Glu

Gly

Lys

Gly
60
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205

Gln

Arg

val

Ile

Asn

285

Gly

val

Pro

ser

val
365

Asp

TYyr

Glu

45

ser

His

Thr

Lys

Asp

270

Tyr

Ile

Gln

val

His

Thr

30

Ser

Glu

Asp

Ile

Phe

255

Phe

Asn

Lys

Leu

Leu

335

Asp

Ala

Ala

15

Met

Pro

Thr

Phe

Phe

240

Lys

ser

val

Ala

320

Leu

Pro

Gly

His

Leu

Ser




Asp

65

Asp

Ile

Ser

ser

Ala

145

Pro

ASp

Arg

Lys

Gly

Ser

Ser

305

Lys

Ala

Glu

Pro

Leu

ASp

Gln

Ala

Arg

Ser

210

val

Arg

ser

Lys

Lys

val

Cys

Lys

Gly

Glu

Glu

115

Ser

Gly

Lys

Pro

Ser

195

Arg

Ala

Leu

Lys

val

275

cys

Gln

Gly

Ser

Ala

Gly

100

ASp

Lys

Lys

Gly

Lys

Gly

Thr

val

Gln

Ile

260

Gln

Gly

Ile

Ser

Thr

Pro

85

Thr

Glu

ASp

Thr

GlIn

165

Thr

Tyr

Pro

val

Thr

245

Gly

Ile

ser

val

Leu
325

Pro

70

Gly

Thr

Ala

Gly

Pro

Ser

ser

Arg

230

Ala

Ser

Ile

LysS

TYIr

Gly

Thr

Lys

Ala

Ala

Thr

135

Ile

Asn

Pro

ser

Leu

215

Thr

Pro

Thr

Asn

Asp

295

Lys

Asn

Ala

Gln

Glu

Gly

Gly

Ala

Ala

ser

Pro

200

Pro

Pro

val

Glu

Lys

Asn

Pro

Ile

913116_5ST25

Glu Asp val Thr
75

Ala

Glu

105

His

Ser

Thr

Thr

Ser

185

Gly

Thr

Pro

Pro

Asn

265

Lys

Ile

val

His

Ala

90

Ala

val

Asp

Pro

Arg

Gly

ser

Pro

Lys

Met

250

Leu

Leu

Lys

ASp

His
330

Ala

Gly

Thr

Asp

Glu

Pro

Pro

Ser

235

Pro

Lys

ASp

Leu
315

Lys

Gln

Ile

Gln

Lys

140

Gly

Pro

Pro

Gly

Thr

220

Pro

Asp

His

Leu

val

300

Ser

Pro
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Ala

Pro

Gly

Ala

125

Lys

Ala

Ala

Pro

Thr

205

Arg

ser

Leu

Gln

Ser

285

Pro

Lys

Gly

Pro

His

110

Arg

Ala

Ala

Lys

Glu

Ser

Lys

Pro

270

Asn

Gly

val

Gly

Leu

Thr

95

Thr

Met

Lys

Pro

Thr

175

Ser

Gly

Pro

Ala

Asn

255

Gly

val

Gly

Thr

Gly

val

80

Pro

val

Gly

Pro

160

Pro

Gly

ser

Lys

Gly

Gln

Gly

ser

320

Gln




val

Lys

Lys

Lys

Gly

Ile

Ser

Glu

Ile

Asp

Asp

Ala

<210>
<211>
<212>
<213>

<400>

val

Asp

Thr

Met

ser
435

30
441
PRT
Homo

30

Met Ala Glu

1

Thr

GIn

Gln

Asp

65

ASp

Ile

ser

Tyr

ASp

Thr

50

Ala

Glu

Pro

Leu

Gly

GlIn

35

Pro

Lys

Gly

Glu

Glu
115

Lys

Ser

His

sSer

val

420

Leu

Ser

Leu

Thr

Gly

Pro

405

Asp

Ala

sapiens

Pro

Leu

20

Glu

Thr

ser

Ala

Arg

5

Gly

Gly

Glu

Thr

Pro

85

Thr

Glu

Glu

Asp

His

Ala

390

Arg

Ser

Lys

Gln

Asp

Asp

Asp

Pro

70

Gly

Thr

Ala

Lys

Asn

Lys

Glu

His

Pro

Gln

Glu

Arg

Thr

Gly

55

Thr

Lys

Ala

Ala

Leu

Ile

360

Leu

Ile

Leu

Gln

Gly

Phe

Lys

Asp

40

ser

Ala

Gln

Glu

Gly

913116_5T25

Asp Phe Lys Asp

345

Thr

Thr

val

ser

Leu

425

Leu

Glu

AsSp

25

Ala

Glu

Glu

Ala

Glu

105

His

His

Phe

Tyr

Asn

410

Ala

val

10

Gln

Gly

Glu

Asp

Ala

90

Ala

val

Arg

395

val

Thr

Met

Gly

Leu

Pro

val

75

Ala

Gly

Pro

Glu

380

sSer

Ser

Leu

Glu

Gly

Lys

Gly

60

Thr

GIn

Ile

val Thr Gln
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Pro

Ser

Ala

Asp

TYyr

Glu

45

Ser

Ala

Pro

Gly

Ala
125

val

350

Gly

Ala

val

Thr

Asp
430

His

Thr

30

Ser

Glu

Pro

His

Asp

Arg

Gln

Gly

Lys

val

Gly

Glu

Ala
15

Met
Pro
Thr
Leu
Thr
95

Thr

Met

sSer

Asn

Ala

ser

400

ser

val

Gly

Leu

Ser

val

80

Glu

Pro

val




ser

Ala

145

Gly

Pro

Asp

Arg

Lys

225

Ser

Lys

Gly

ser

Ser

305

Lys

val

Lys

Lys

Lys

130

Asp

Gln

Ala

Arg

Ser

210

val

Arg

ser

Lys

Lys

290

val

Cys

Glu

Ile

Lys

Thr

ser

Gly

Lys

Pro

ser

195

Arg

Ala

Leu

Lys

val

275

cys

GlIn

Gly

val

ASp

Lys

Lys

Gly

Lys

Gly

Thr

val

GlIn

Ile

260

GIn

Gly

Ile

ser

Glu

His

Asp

Thr

Gln

165

Thr

Tyr

Pro

val

Thr

245

Gly

Ile

Ser

val

Leu

325

ser

Leu

Thr

Gly

Gly

Lys

150

Ala

Pro

ser

ser

230

Ala

Ser

Ile

Lys

Tyr

310

Gly

Glu

ASp

His

Ala
390

Thr

135

Ile

Asn

Pro

ser

Leu

215

Thr

Pro

Thr

Asn

Asp

LysS

Asn

Lys

Asn

Lys

375

Glu

Gly

Ala

Ala

Ser

Pro

200

Pro

Pro

val

Glu

Lys

Asn

Pro

Ile

Leu

Ile

360

Leu

Ile

913116_5T25

ser Asp Asp Lys

Thr

Thr

Ser

185

Gly

Thr

Pro

Pro

Asn

265

Lys

Ile

val

His

345

Thr

Thr

val

Pro

Arg

Gly

ser

Pro

Lys

Met

250

Leu

Leu

Lys

Asp

His

330

Phe

His

Phe

Tyr

Arg

155

Ile

Glu

Pro

Pro

Ser

235

Pro

Lys

Asp

His

Leu

315

Lys

Lys

val

Arg

Lys
395

140

Gly

Pro

Pro

Gly

Thr

220

Pro

Asp

His

Leu

val

300

ser

Pro

Asp

Pro

Glu

380

Ser
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Lys

Ala

Ala

Pro

Thr

205

Arg

ser

Leu

Gln

ser

285

Leu

Lys

Gly

Arg

Gly

Asn

Pro

Ala

Ala

Lys

Lys

Pro

Glu

ser

Lys

Pro

270

Asn

Gly

val

Gly

val

350

Gly

Ala

val

Lys

Pro

Thr

175

Ser

Gly

Pro

Ala

Asn

255

Gly

val

Gly

Thr

Gly

GIn

Gly

Lys

val

Gly

Pro

160

Pro

Gly

ser

Lys

Lys

240

val

Gly

Gln

Gly

ser

320

Gln

ser

Asn

Ala

Ser
400




Gly Asp Thr
ITe Asp Met
Ser Ala ser
435
<210> 31
<211> 440
<212> PRT
<213> Homo
<400> 31

Met Ala Glu
1

Thr

GlIn

GIn

Asp

65

Asp

Ile

Ser

Ser

Ala

145

Gly

Pro

Tyr

Asp

Thr

50

Ala

Glu

Pro

Leu

Asp

Gln

Ala

Gly

G1n

35

Pro

Lys

Gly

Glu

Glu

115

ser

Gly

Lys

Pro

ser

val
420

Leu

Pro
405

Asp

Ala

sapiens

Pro

Leu

20

Glu

Thr

Ser

Ala

Gly

Asp

Lys

Lys

Gly

Lys

Arg

5

Gly

Gly

Glu

Thr

Pro

85

Thr

Glu

Asp

Thr

Gln

165

Thr

Arg

ser

Lys

Gln

Asp

ASp

Asp

Pro

70

Gly

Thr

Ala

Gly

Lys

Ala

Pro

His

Pro

GlIn

Glu

Arg

Thr

Gly

55

Thr

Lys

Ala

Ala

Thr

135

Ile

Asn

Pro

Leu

GlIn

Gly

Phe

Lys

Asp

40

ser

Ala

Gln

Glu

Gly

Gly

Ala

Ala

Ser

913116_5T25

Ser Asn val Ser Ser Thr Gly Ser

410

415

Leu Ala Thr Leu Ala Asp Glu val

425

Leu

Glu

ASp

25

Ala

Glu

Glu

Ala

Glu

105

His

Ser

Thr

Thr

ser
185

val

10

GlIn

Gly

Glu

Asp

Ala

90

Ala

val

Asp

Pro

Arg

170

Gly

Met

Gly

Leu

Pro

val

75

Ala

Gly

Thr

Asp

Glu

Glu

Gly

Lys

Gly

60

Thr

Gln

Ile

Gln

Lys

140

Gly

Pro

Pro
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AsSp

Tyr

Glu

45

Ser

Ala

Pro

Gly

Ala

125

Lys

Ala

Ala

Pro

430

His

Thr

30

Ser

Glu

Pro

His

Asp

110

Arg

Ala

Ala

Lys

LysS

Ala

15

Met

Pro

Thr

Leu

Thr

95

Thr

Met

Lys

Pro

Thr

175

ser

Gly

His

Leu

ser

val

80

Glu

Pro

val

Gly

Pro

160

Pro

Gly




Asp

Arg

Lys

Gly

Lys

val

305

cys

Glu

Ile

Lys

Thr

385

ASp

Asp

Ala

Arg

Ser

210

val

Arg

ser

Lys

cys

290

Gln

Gly

val

Gly

Ile

370

Asp

Thr

Met

ser

<210>
<211>
<212>
<213>

ser

195

Arg

Ala

Leu

Lys

val

275

Gly

Ile

Ser

Lys

ser

355

Glu

ser

val

Leu
435

32
441
PRT
Homo

Gly

Thr

val

GIn

Ile

260

Gln

Ser

val

Leu

Ser

340

Leu

Thr

Gly

Pro

ASp

Ala

TYr

Pro

val

Thr

245

Gly

Ile

Lys

Tyr

Gly

Glu

Asp

His

Ala

405

ser

Lys

sapiens

Ser

ser

Ser

Ile

Asp

Lys

Asn

Lys

Glu

390

His

Pro

GlIn

Ser

Leu

215

Thr

Pro

Thr

Asn

Asn

295

Pro

Ile

Leu

Leu

375

Ile

Leu

GIn

Gly

Pro

200

Pro

Pro

val

Glu

Lys

Ile

val

His

Asp

Thr

360

Thr

val

ser

Leu

Leu
440

913116_ST25
Gly Ser Pro Gly

Thr

Pro

Pro

Asn

265

Leu

Lys

Asp

Phe

345

His

Phe

Tyr

Asn

Ala
425

Pro

Lys

Met

250

Leu

ASp

His

Leu

Lys

val

Arg

Lys

val

410

Thr

Pro

ser

235

Pro

Lys

Leu

val

Ser

315

Pro

Asp

Pro

Glu

ser

395

Ser

Leu

Thr

220

Pro

Asp

His

Ser

Pro

300

Lys

Gly

Arg

Gly

Asn

380

Pro

Ser

Ala
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Thr

205

Arg

ser

Leu

Gln

Asn

285

Gly

val

Gly

val

val

Thr

Asp

Pro

Glu

Ser

Lys

Pro

270

val

Gly

Thr

Gly

GlIn

350

Gly

Lys

val

Gly

Glu
430

Gly

Pro

Ala

Asn

255

Gly

Gln

Gly

ser

Asn

Ala

Ser

Ser

415

val

Ser

Lys

Lys

val

Gly

Ser

Ser

Lys

Lys

Lys

Gly

Ile

ser



<400>

32

Met Ala Glu

1

Thr

Gln

Gln

Asp

65

Asp

Ile

ser

ser

Ala

145

Gly

Pro

Asp

Arg

Lys

Tyr

Asp

Thr

50

Ala

Glu

Pro

Leu

Asp

Gln

Ala

Arg

Ser

210

val

Arg

ser

Gly

Gln

35

Pro

Lys

Gly

Glu

Glu

115

Ser

Gly

Lys

Pro

ser

195

Arg

Ala

Leu

Lys

Pro

Leu

20

Glu

Thr

Ser

Ala

Gly

AsSp

Lys

Lys

Gly

Lys

Gly

Thr

val

G1In

Ile

Arg
5
Gly
Gly
Glu
Thr
Pro
85
Thr
Glu
Asp
Thr
Gln
165
Thr
Tyr
Pro
val
Thr

245

Gly

Gln

ASp

Asp

Asp

Pro

70

Gly

Thr

Ala

Gly

Pro

Ser

ser

Arg

Ala

ser

Glu

Arg

Thr

Gly

55

Thr

Lys

Ala

Ala

Thr

135

Asn

Pro

ser

Leu

215

Thr

Pro

Thr

Phe

Lys

Asp

40

ser

Ala

Gln

Glu

Gly

Gly

Ala

Ala

ser

Pro

200

Pro

Pro

val

Glu

913116_ST25

Glu

Asp

25

Ala

Glu

Glu

Ala

Glu

105

His

ser

Thr

Thr

Ser

185

Gly

Thr

Pro

Pro

Asn

val Met Glu

10

GIn

Gly

Glu

Asp

Ala

90

Ala

val

Asp

Pro

Arg

170

Gly

Ser

Pro

Lys

Met

250

Leu

Gly

Leu

Pro

val

75

Ala

Gly

Thr

Asp

Glu

Pro

Pro

ser

235

Pro

Lys

Gly

Lys

Gly

60

Thr

Gln

Ile

Gln

Lys

140

Gly

Pro

Pro

Gly

Thr

220

Pro

ASp

His
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ASp

Tyr

Glu

45

Ser

Ala

Pro

Gly

Ala

125

Lys

Ala

Ala

Pro

Thr

205

Arg

ser

Leu

Gln

His

Thr

30

ser

Glu

Pro

His

Asp

Arg

Ala

Ala

Lys

Lys

190

Pro

Glu

ser

Lys

Pro

Ala

15

Met

Pro

Thr

Leu

Thr

95

Thr

Met

Lys

Pro

Thr

175

ser

Gly

Pro

Ala

Asn

255

Gly

Gly

Leu

ser

val

80

Glu

Pro

val

Gly

Pro

160

Pro

Gly

ser

Lys

Lys

val

val




Gly

Ser

ser

305

Lys

val

Lys

Lys

Gly

Ile

Ser

Lys

Lys

val

cys

Glu

Ile

Asp

Asp

Ala

<210>
<211>
<212>
<213>

<400>

val

275

Cys

GlIn

Gly

val

Gly

Ile

Asp

Thr

Met

ser

435

33
441
PRT
Homo

33

Met Ala Glu
1

Thr Tyr Gly

GIn Asp Gln
35

GIn Thr Pro

50

260

Gln

Gly

Ile

Ser

Glu

His

ser

val

420

Leu

Ile

Ser

val

Leu

325

Ser

Leu

Thr

Gly

Pro

405

Asp

Ala

sapiens

Pro

Arg
5

Ile

Lys

Tyr

310

Gly

Glu

ASp

His

Ala

390

Arg

Ser

Lys

Gln

Leu Gly Asp
20

Glu Gly Asp

Thr

Glu

ASp

Asn

295

Lys

Asn

Lys

Asn

His

Pro

Gln

Glu

Arg

Thr

Gly
55

Lys

Asn

Pro

Ile

Leu

Ile

360

Leu

Ile

Leu

Gln

Gly

Phe
Lys
Asp
40

Ser

913116_ST25

265

Lys Leu Asp Leu

Ile

val

His

Asp

Thr

Thr

val

Ser

Leu

425

Leu

Glu

Asp
25

Ala

Lys His
Asp Leu

315
His Lys
330
Phe Lys
His val
Phe Arg
Tyr Lys
Asn val
410

Ala Thr

val Met
10
GIn Gly

Gly Leu

Glu Pro

val

300

ser

Pro

Asp

Pro

Glu

380

Ser

ser

Leu

Glu

Gly

Lys

Gly
60

Pagina 21

Ser

285

Pro

Lys

Gly

Arg

Gly

Asn

Pro

Ser

Ala

Asp
Tyr
Glu
45

Ser

270

Asn

Gly

val

Gly

val

350

Gly

Ala

val

Thr

Asp
430

His
Thr
30

Ser

Glu

val

Gly

Thr

Gly

Gln

Gly

Lys

val

Ala
15
Met

Pro

Thr

Gln

Gly

Ser

320

Gln

ser

Asn

Ala

ser

400

ser

val

Gly

His

Leu

Ser




ASp

65

Asp

Ile

Ser

ser

Ala

145

Gly

Pro

Asp

Arg

Lys

sSer

Lys

Gly

Ser

ser

305

Lys

Ala

Glu

Pro

Leu

Asp

Gln

Ala

Arg

Ser

210

val

Arg

ser

Lys

Lys

val

Cys

Lys

Gly

Glu

Glu

115

Ser

Gly

Lys

Pro

ser

195

Arg

Ala

Leu

Lys

val

275

Cys

Gln

Gly

ser

Ala

Gly

ASp

Lys

LyS

Gly

Thr

val

Gln

Ile

260

GlIn

Gly

Ile

Ser

Thr

Pro

85

Thr

Glu

Asp

Thr

Gln

165

Thr

Tyr

Pro

val

Thr

245

Gly

Ile

Ser

val

Leu
325

Pro

70

Gly

Thr

Ala

Gly

Pro

ser

Ser

230

Ala

Ser

Ile

Lys

TYr

310

Gly

Thr

Lys

Ala

Ala

Thr

135

Ile

Asn

Pro

ser

Leu

215

Thr

Pro

Thr

Asn

295

Lys

Asn

Ala

GlIn

Glu

Gly

Gly

Ala

Ala

ser

Pro

200

Pro

Pro

val

Glu

Lys

Asn

Pro

Ile

913116_5T25

Glu Asp val Thr
75

Ala

Glu

105

His

Ser

Thr

Thr

Ser

185

Gly

Thr

Pro

Pro

Asn

265

Lys

Ile

val

His

Ala

90

Ala

val

ASp

Pro

Ser

Pro

Lys

Met

250

Leu

Leu

Lys

Asp

His
330

Ala

Gly

Thr

Asp

Arg

155

Glu

Pro

Pro

ser

235

Pro

Lys

Asp

His

Leu

315

Lys

Gln

Ile

Gln

Lys

Gly

Pro

Pro

Gly

Thr

220

Pro

Asp

His

Leu

val

300

Ser

Pro
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Ala

Pro

Gly

Ala

125

Lys

Ala

Ala

Pro

Thr

205

Arg

ser

Leu

GIn

Ser

285

Pro

Lys

Gly

Pro

His

Asp

110

Arg

Ala

Ala

Lys

Lys

Pro

Glu

ser

Lys

Pro

270

Asn

Gly

val

Gly

Leu

Thr

95

Thr

Met

Lys

Pro

Thr

175

ser

Gly

Pro

Ala

Asn

255

Gly

val

Gly

Thr

Gly

val

80

Glu

Pro

val

Gly

Pro

160

Pro

Gly

ser

Lys

Gly

Gln

Gly

Ser

320

GIn




Met

LyS

Lys

Ile

Ser

Glu

Ile

Lys

370

Thr

Asp

Asp

<210>
<211>
<212>
<213>

<400>

val

Asp

Thr

Met

ser
435

34
441
PRT
Homo

34

Met Ala Glu

1

Thr

GlIn

Gln

Asp

65

ASp

Ile

Ser

Tyr

Asp

Thr

50

Ala

Glu

Pro

Leu

Gly

Gln

35

Pro

Lys

Gly

Glu

Glu
115

Glu

His

sSer

val

420

Leu

Ser

Leu

Thr

Gly

Pro

405

Asp

Ala

sapiens

Pro

Leu

20

Glu

Thr

ser

Ala

Gly

ASp

Arg
5
Gly
Gly
Glu
Thr
Pro
85

Thr

Glu

Glu

Asp

His

Ala

390

Arg

Ser

Lys

Gln

Asp

Asp

Asp

Pro

70

Gly

Thr

Ala

Lys

Asn

Lys

Glu

His

Pro

Gln

Glu

Arg

Thr

Gly

55

Thr

Lys

Ala

Ala

Leu

Ile

360

Leu

Ile

Leu

Gln

Gly

Phe

Lys

Asp

40

ser

Ala

Gln

Glu

Gly

913116_ST25

Asp Phe Lys Asp

345

Thr

Thr

val

Ser

Leu

425

Leu

Glu

Asp

25

Ala

Glu

Glu

Ala

Glu

105

His

His

Phe

Tyr

Asn

410

Ala

val

10

GlIn

Gly

Glu

Asp

Ala

90

Ala

val

val

Arg

395

val

Thr

Met

Gly

Leu

Pro

val

75

Ala

Gly

Thr

Pro

Glu

380

ser

ser

Leu

Glu

Gly

Lys

Gly

60

Thr

GIn

Ile

Gln

Pagina 23

Arg

Gly

Asn

Pro

Ser

Ala

Asp

Tyr

Glu

45

ser

Ala

Pro

Gly

Ala
125

val
350
Gly
Ala

val

Thr

His

Thr

30

ser

Glu

Pro

His

Asp

Arg

Gln

Gly

Lys

val

Gly

Glu

Ala
15

Met
Pro
Thr
Leu
Thr
95

Thr

Met

ser

Asn

ser
400

ser

val

Gly

His

Leu

ser

val

80

Glu

Pro

val



Ser

Ala

145

Gly

Pro

Asp

Arg

Lys

Gly

ser

ser

305

Lys

val

Lys

Lys

Lys

Lys

Asp

Gln

Ala

Arg

ser

210

val

Arg

ser

Lys

Lys

val

Cys

Glu

Ile

ser

Gly

Lys

Pro

ser

195

Arg

Ala

Leu

Lys

val

275

cys

GIn

Gly

val

Gly

Ile

Asp

Lys

Lys

Gly

Lys

Gly

Thr

val

Gln

Ile

260

GIn

Gly

Ile

ser

Lys

340

ser

Glu

His

AsSp

Thr

Gln

165

Thr

Tyr

Pro

val

Thr

245

Gly

ser

val

Leu

325

ser

Leu

Thr

Gly

Pro

ser

ser

ser

Ile

Lys

Tyr

310

Gly

Glu

Asp

His

Ala
390

Thr

135

Ile

Asn

Pro

Ser

Leu

215

Thr

Pro

Thr

Asn

Asp

295

Lys

Asn

Lys

Asn

Gly

Ala

Ala

Ser

Pro

200

Pro

Pro

val

Glu

Pro

Ile

Leu

Ile

360

Leu

Ile

913116_ST25

Ser Asp Asp Lys
140

Thr

Thr

ser

185

Gly

Thr

Pro

Pro

Asn

265

Lys

Ile

val

His

Asp

345

Thr

Thr

val

Pro

Ser

Pro

Lys

Met

250

Leu

Leu

Lys

Asp

His

330

Phe

His

Phe

Tyr

Glu

Pro

Pro

ser

235

Pro

Lys

Asp

His

Leu

315

Lys

Lys

val

Arg

Lys
395

Gly

Pro

Pro

Gly

Thr

220

Pro

Asp

His

Leu

val

300

Ser

Pro

Asp

Pro

Glu

380

ser
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Lys

Ala

Ala

Pro

Thr

205

Arg

Ser

Leu

Gln

Ser

285

Pro

Lys

Gly

Arg

Gly

Asn

Pro

Ala

Ala

Lys

Lys

Pro

Glu

ser

Lys

Pro

270

Asn

Gly

val

Gly

val

350

Gly

Ala

val

Lys

Pro

Thr

175

ser

Gly

Pro

Ala

Asn

255

Gly

val

Gly

Thr

Gly

Gln

Gly

Lys

val

Gly

Pro

160

Pro

Gly

ser

Lys

Lys

240

val

Gly

GlIn

Gly

ser

320

Gln

Ser

Asn

Ala

ser
400



Gly Asp Thr Ser

Ile Asp Met val

420

Ser Ala Ser Leu

<210>
<211>
<212>
<213>

<400>

435

35
238
PRT

Aequorea

35

Met Ser Lys Gly
1

Glu

Gly

Thr

Gly

65

His

Thr

Lys

Asp

TYIr

Ile

GlIn

Leu

Glu

Thr

50

Tyr

Asp

Ile

Phe

Phe

130

Asn

Lys

Leu

Asp

Gly

35

Gly

Gly

Phe

Phe

Glu

115

Lys

ser

val

Ala

Gly

20

ASp

Lys

val

Phe

Phe

100

Gly

Glu

His

Asn

Asp
180

Pro Trp His

405

Asp Ser Pro

Ala Lys GlIn

victoria

Glu Glu Leu

5

Asp

Ala

Leu

Gln

Lys

Lys

Asp

Asp

Asn

Phe

165

His

val

Thr

Pro

Cys

70

ser

Asp

Thr

Gly

val

150

Lys

Tyr

Asn

Tyr

val

55

Phe

Ala

Asp

Leu

Asn

135

Tyr

Ile

Gln

Leu
Gln

Gly
4

Phe
Gly
Gly
40

Pro
Ala
Met
Gly
val
120
Ile
Ile

Arg

Gln

913116_ST25

Ser Asn val Ser Ser Thr Gly Ser

410

415

Leu Ala Thr Leu Ala Asp Glu val

425

Leu

Thr Gly
10

His Lys
25

Lys Leu

Trp Pro

Arg Tyr

Pro Glu
90

Asn Tyr
105

Asn Arg

Leu Gly

Met Ala

His Asn

170

Asn Thr
185

val

Phe

Thr

Thr

Pro

75

Gly

Lys

His

Pro

val

ser

Leu

Leu

60

Asp

Tyr

Thr

Glu

Lys

140

Lys

Glu

Ile

Pagina 25

Pro

val

Lys

val

His

val

Arg

Leu

125

Leu

Gln

Asp

Gly

430

Ile

sSer

30

Phe

Thr

Met

Gln

Ala

110

Lys

Glu

Lys

Gly

190

Leu
b

Gly

Thr

Lys

Glu

95

Glu

Gly

Tyr

Asn

ser

175

Gly

val

Glu

Cys

Phe

GIn

80

Arg

val

Asn
Gly
160

val

Pro




195

200

_ 913116_5T25
val Leu Leu Pro Asp Asn His Tyr Leu Ser Thr GIn Ser Ala Leu Ser

205

Lys Asp Pro Asn Glu Lys Arg Asp His Met val Leu Leu Glu Phe val
215

210

225 230
<210> 36

211> 6

<212> PRT

<213> Artificial Sequence
<220> .

<223> Synthetic polypeptide

<400>

36

Gly Ala Gly Ala g1y Ala
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

37

a2

PRT

Artificial Sequence

synthetic polypeptide
37

Met Arg Phe Pro Ser Ile Phe

1

Ala

Asp

Phe
65

ser

Leu

Pro

val

50

Ile

Leu

<210>
<211>
<212>
<213>

<220>
<223>

Ala Ala Pro val Asn
20

Ala Glu Ala val Ile
35

Ala val Leu Pro Pge
5

Asn Thr Thr Ile Ala
70

Asp Lys Arg Glu Ala
85

38

846

DNA

Artificial Sequence

synthetic polynucleot

Thr

Thr

Gly

40

ser

ser

Glu

ide

Ala

Thr

25

Tyr

Asn

Ile

Ala

val Leu
10

Thr Glu

Leu Asp

Ser Thr

Ala Ala

75

GIn val
g0

220

Thr Ala Ala Gly Ile Thr His Gly Met Asp g;u Leu Tyr Lys
5

Phe Ala Ala

Asp Glu Thr
30

Leu Glu Gly
45

Asn Asn Gly
60

Lys Glu Glu

Thr

Pagina 26

Ser

15

Ala

ASp

Leu

Gly

ser

Gln

Phe

Leu

val
80




<400> 38
atggatgcag

tttgcagaag
gtcatagcga
ttagatggtg
acttacggta
ccaaccttag
atgaaacaac
atttttttca
accttagtta
ggtcacaaat
aagaatggta
ttagctgacc
aaccattact
atggtcttgt
aaataa
<210> 39
<211> 405
<212> DNA
<213>

<220>
<223>

<400> 39
atgagatttc

ccagtcaaca
tacttagatt
aacgggttat
tctttggata
tcaggatatg
aaaggtgcaa
<210>
<211>
<212>
<213>

<220>
<223>

40
1122
DNA

<400> 40

aattccgaca
atgtgggttc
tgtctaaagg
atgttaatgg
aattgacctt
tcactacttt
atgacttttt
aagatgacgg
atagaatcga
tggaatacaa
tcaaagttaa
attatcaaca
tatccactca

tagaatttgt

cttcaatttt
ctacaacaga
tagaagggga
tgtttataaa
aaagagaggc
aagttcatca

tcattggact

tgactcagga
aaacaaaggt
tgaagaatta
tcacaaattt
aaaatttatt
cggttatggt
caagtctgcc
taactacaag
attaaaaggt
ctataactct
cttcaaaatt
aaatactcca
Atcrgcctta

tactgctgcet

Artificial Sequence

synthetic polynucleotide

tactgcagtt
agatgaaacg
tttcgatgtt
tactactatt
tgaagctcag
tcaaaaattg

catggtgggc

Artificial Sequence

synthetic polynucleotide

913116_ST25

tatgaagttc
gcaatcattyg
ttcactyggtyg
tctgtctecg
tgtactactg
gttcaatgtt
atgccagaadg
accagagctg
attgatttta
cacaatgttt
agacacaaca
attggtgatg
tccaaagatc

ggtattaccc

ttattcgcag
gcacaaattc
gctgttttgc
gccagcattg
gtcaccatgg
gtgttctttg

ggtgttgtca

atcatcaaaa
gactcatggt
ttgtcccaat
gtgaaggtga
gtaaattgcc
ttgctagata
gttatgttca
aagtcaagtt
aagaagatgg
acatcatggc
ttgaagatgg
gtccagtctt
caaacgaaaa

atggtatgga

catcctecgce
cggctgaagc
cattttccaa
ctgctaaaga
atgcagaatt
cagaagatgt

tagcg

attggtgttc
gggcggtgtt
tttggttgaa
aggtgatgct
agttccatgg
cccagatcat
agaaagaact
tgaaggtgat
taacatttta
tgacaaacaa
ttctgttcaa
gttaccagac
gagagaccac

tgaattgtac

attagctgct
tgtcatcggt
cagcacaaat
agaaggggta
ccgacatgac

gggttcaaac

atgagatttc cttcaatttt tactgcagtt ttattcgcag catcctccgc attagetget

ccagtcaaca ctacaacaga agatgaaacg gcacaaattc cggctgaagc tgtcatcggt
Pagina 27

60
120
180
240
300
360
420
480
540
600
660
720
780
840
846

60
120
180
240
300
360
405

60
120



tacttagatt
aacgggttat
tctttggata
tcaggatatg
aaaggtgcaa
gaattattca
aaattttctg
tttatttgta
tatggtgttc
tctgecatgce
tacaagacca
aaaggtattg
aactctcaca
aaaattagac
actccaattg
gccttatceca
gctgctggta
<210>
<211>
<212>
<213>

<220>
<223>

41

DNA

<400> 41
atgagatttc

ccagtcaaca
tacttagatt
aacgggttat
tctttggata
tcaggatatg
aaaggtgcaa
gctatgtcta
ggtgatgtta
ggtaaattga
ttagtcacta

caacatgact

1140

tagaagggga
tgtttataaa

aaagagaggc
aagttcatca
tcattggact
ctggtgttgt
tctccggtga
ctactggtaa
aatgttttgc
cagaaggtta
gagctgaagt
attttaaaga
atgtttacat
acaacattga
gtgatggtcc
aagatccaaa

ttacccatgg

cttcaatttt
ctacaacaga
tagaagggga
tgtttataaa
aaagagaggc
aagttcatca
tcattggact
aaggtgaaga
atggtcacaa
ccttaaaatt
ctttcggtta

ttttcaagtc

tttcgatgtt
tactactatt
tgaagctcag
tcaaaaattg
catggtgggc
cccaattttg
aggtgaaggt
attgccagtt
tagataccca
tgttcaagaa
caagtttgaa
agatggtaac
catggctgac
agatggttct
agtcttgtta
cgaaaagaga

tatggatgaa

artificial Sequence

synthetic polynucleotide

tactgcagtt
agatgaaacg
tttcgatgtt
tactactatt
tgaagctcag
tcaaaaattg
catggtgggc
attattcact
attttctgtc
tatttgtact
tggtgttcaa

tgccatgeca

913116_ST25

gctgttttgce
gccagcattg
gtcaccatgg
gtgttctttg
ggtgttgtca
gttgaattag
gatgctactt
ccatggccaa
gatcatatga
agaactattt
ggtgatacct
attttaggtc
aaacaaaaga
gttcaattag
ccagacaacc
gaccacatgg

ttgtacaaat

ttattcgcag
gcacaaattc
gctgttttge
gccagcattg
gtcaccatgg
gtgttcttty
ggtgttgtca
ggtgttgtcc
tccggtgaag
actggtaaat
tgttttgcta

gaaggttatg

cattttccaa
ctgctaaaga
atgcagaatt
cagaagatgt
tagcgatgtc
atggtgatgt
acggtaaatt
ccttagtcac
aacaacatga
ttttcaaaga
tagttaatag
acaaattgga
atggtatcaa
ctgaccatta
attacttatc
tcttgttaga

ad

catcctcecgce
cggctgaagce
cattttccaa
ctgctaaaga
atgcagaatt
cagaagatgt
tagcgggtgce
caattttggt
gtgaaggtga
tgccagttcec
gatacccaga

ttcaagaaag

Pagina 28

cagcacaaat
agaaggggta
ccgacatgac
gggttcaaac
taaaggtgaa
taatggtcac
gaccttaaaa
tactttcggt
ctttttcaag
tgacggtaac
aatcgaatta
atacaactat
agttaacttc
tcaacaaaat
cactcaatct

atttgttact

attagctgct
tgtcatcggt
cagcacaaat
agaaggggta
ccgacatgac
gggttcaaac
tggcgceggt
tgaattagat
tgctacttac
atggccaacc
tcatatgaaa

aactattttt

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1122

60
120
180
240
300
360
420
480
540
600
660
720




ttcaaagatg
gttaatagaa
aaattggaat
ggtatcaaag
gaccattatc
tacttatcca
ttgttagaat
<210> 42

<211> 405
<212> DNA
<213>

<220>
<223>

<400> 42
atgagatttc

ccagtcaaca
tacttagatt
aacgggttat
tctttggata
tcaggatatg
aaaggtgcaa
<210> 43

<211>
<212>
<213>

<220>
<223>

<400> 43
atgagatttc

DNA

ccagtcaaca
tacttagatt
aacgggttat
tctttggata
tcaggatatg
aaaggtgcaa
gctatgtcta
ggtgatgtta

ggtaaattga

1140

acggtaacta
tcgaattaaa
acaactataa
ttaacttcaa
aacaaaatac
ctcaatctygc

ttgttactgc

cttcaatttt
ctacaacaga
tagaagggga
tgtttataaa
aaagagaggc
aagttcatca

tcattggact

cttcaatttt
ctacaacaga
tagaagggga
tgtttataaa
aaagagaggc
aagttcatca
tcattggact
aaggtgaaga
atggtcacaa

ccttaaaatt

caagaccaga
aggtattgat
ctctcacaat
aattagacac
tccaattggt
cttatccaaa

tgctggtatt

Artificial Sequence

synthetic polynucleotide

tactgcagtt
agatgaaacg
tttcgatgtt
tactactatt
tgaagctcag
tcaaaaattg

catggtgtgc

Artificial Sequence

synthetic polynucleotide

tactgcagtt
agatgaaacg
tttcgatgtt
tactactatt
tgaagctcag
tcaaaaattg
catggtgtgc
attattcact
attttctgtc

tatttgtact

913116_ST25

gctgaagtca
tttaaagaag
gtttacatca
aacattgaag
gatggtccag
gatccaaacg

acccatggta

ttattcgcag
gcacaaattc
gctgttttge
gccagcattg
gtcaccatgg
gtgttctttg

ggtgttgtca

ttattcgcag
gcacaaattc
gctgttttgc
gccagcatty
gtcaccatgg
gtgttcttty
ggtgttgtca
ggtgttgtcc
tccggtgaag

actggtaaat

agtttgaagg
atggtaacat
tggctgacaa
atggttctgt
tcttgttacc
aaaagagaga

tggatgaatt

catcctccgc
cggctgaagc
cattttccaa
ctgctaaaga
atgcagaatt
cagaagatgt

tagcg

catcctccgce
cggctgaagc
cattttccaa
ctgctaaaga
atgcagaatt
cagaagatgt
tagcgggtgc
caattttggt
gtgaaggtga
tgccagttcc
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tgatacctta
tttaggtcac
acaaaagaat
tcaattagct
agacaaccat
ccacatggtc

gtacaaataa

attagctgct
tgtcatcggt
cagcacaaat
agaaggggta
ccgacatgac

gggttcaaac

attagctgct
tgtcatcggt
cagcacaaat
agaaggggta
ccgacatgac
gggttcaaac
tggcgecggt
tgaattagat
tgctacttac

atggccaacc

780
840
900
960
1020
1080
1140

60
120
180
240
300
360
405

60
120
180
240
300
360
420
480
540
600




ttagtcacta
caacatgact
ttcaaagatg
gttaatagaa
aaattggaat
ggtatcaaag
gaccattatc
tacttatcca

ttgttagaat

<210> 44
<211>
<212>

<213>

<400> 44
atggctgagc

DNA

ggggacagga
gctggectga
tctgaaacct
gatgagggag
accacagctg
cacgtgaccc
aaagccaagg
ggccagaagg
acaccaccca
ggctccccag
cgggagccca
agccgectgc
ggctccactg
aagctggatc
ccgggaggcy
aagtgtggct
tctgagaagc
acccacgtcec

dacgccaaag

ggggacacgt

1326

ctttcggtta
ttttcaagtc
acggtaacta
tcgaattaaa
acaactataa
ttaacttcaa
aacaaaatac
ctcaatctgc

ttgttactgc

Homo sapiens

cccgcecagga
aagatcaggg
aagaatctcc
ctgatgctaa
ctcccggeaa
aagaagcagg
aagctcgcat
gggctgatgg
gccaggccaa
gctctggtga
gcactcceygg
agaaggtggc
agacagcccc
agaacctgaa
ttagcaacgt
gcagtgtgca
cattaggcaa
ttgacttcaa
ctggcggagg
ccaagacaga

ctccacggea

tggtgttcaa
tgccatgcca
caagaccaga
aggtattgat
ctctcacaat
aattagacac
tccaattggt
cttatccaaa

tgctggtatt

gttcgaagtg
gggctacacc
cctgcagacc
gagcactcca
gcaggctgcec
cattggagac
ggtcagtaaa
taaaacgaag
cgccaccagg
acctccaaaa
cagccgctcc
agtggtccgt
cgtagcccatg
gcaccagcecg
ccagtccaag
aatagtctac
catccatcat
ggacagagtc
aaataaaaag

ccacggggacyg

tctcagcaat

913116_ST25

tgttttgcta
gaaggttatg
gctgaagtca
tttaaagaag
gtttacatca
aacattgaag
gatggtccag
gatccaaacg

acccatggta

atggaagatc
atgcaccaag
cccactgagy
acagcggaag
gcgcageccc
acccccagcec
agcaaagacg
atcgccacac
attccagcaa
tcaggggatc
cgcaccccgt
actccaccca
ccagacctga
dgaggcggga
tgtggctcaa
aaaccagttg
aaaccaggag
cagtcgaaga
attgaaaccc
gagatcgtgt

gtctcctcca

gatacccaga
ttcaagaaag
agtttgaagg
atggtaacat
tggctgacaa
atggttctgt
tcttgttacc
aaaagagaga

tggatgaatt

acgctgggac
accaagaggg
acggatctga
atgtgacagc
acacggagat
tggaagacga
ggactggaag
cgcggggagce
aaaccccgcec
gcagcggcta
cccttecaac
agtcgccegtc
agaatgtcaa
aggtgcagat
aggataatat
acctgagcaa
gtggccaggt
ttgggtccct
acaagctgac
acaagtcgcc

ccggcageat

Pagina 30

tcatatgaaa
aactattttt
tgatacctta
tttaggtcac
acaaaagaat
tcaattagct
agacaaccat
ccacatggtc

gtacaaataa

gtacgggttg
tgacacggac
ggaaccgggc
acccttagtg
cccagaagga
agctgctggt
cgatgacaaa
agcccctceca
cgctccaaag
cagcagcccc
cccacccacc
ttccgccaagd
gtccaagatc
aattaataag
caaacacgtc
ggtgacctcc
ggaagtaaaa
ggacaatatc
cttccgecgag
agtggtgtct

cgacatggta

660
720
780
840
900
960
1020
1080
1140

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



gactcgceecc

ttgtga

<210> 45
<211>
<212>
<213>

<400> 45
atggctgagc

DNA

ggggacagga
gctggcctga
tctgaaacct
gatgagggag
accacagctg
cacgtgaccc
aaagccaagg
ggccagaagg
acaccaccca
ggctccccag
cgggagccca
agcecgectge
ggctccactg
aagctggatc
ctgggaggcg
aagtgtggcet
tctgagaagc
acccacgtcc
aacgccaaag
ggggacacgt
gactcgeccc
ttgtga
<210>

<211>

<212>

<213>

<400> 46
tggctgagcc

46
DNA

gggacaggaa

1326

1322

agctcgecac

Homo sapiens

cccgecagga
aagatcaggg
aagaatctcc
ctgatgctaa
ctccecggeaa
aagaagcagg
aagctcgcat
gggctgatgg
gccaggccaa
gctctggtga
gcactcccgg
agaaggtggc
agacagcccc
agaacctgaa
ttagcaacgt
gcagtgtgca
cattaggcaa
ttgacttcaa
ctggcggagg
ccaagacaga
ctccacggea

agctcgcecac

Homo sapiens

ccgccaggag

agatcagggg

gctagctgac

gttcgaagty
gggctacacc
cctgcagacc
gagcactcca
gcaggctgcc
cattggagac
ggtcagtaaa
taaaacgaag
cgccaccagg
acctccaaaa
cagccgcetcc
agtggtccgt
catgcccaty
gcaccagccy
ccagtccaag
aatagtctac
catccatcat
ggacagagtc
aaataaaaag
ccacggggcy
tctcagcaat

gctagctgac

ttcgaagtga

ggctacacca

913116_ST25

gaggtgtctg

atggaagatc
atgcaccaag
cccactgagg
acagcggaag
gcgcagceccc
acccccagec
agcaaagacg
atcgccacac
attccagcaa
tcaggggatc
cgcaccccegt
actccaccca
ccagacctga
ggaggcggga
tgtggctcaa
aaaccagttg
aaaccaggag
cagtcgaaga
attgaaaccc
gagatcgtgt
gtctcctcca

gaggtgtctg

tggaagatca

tgcaccaaga

cctcecctggce

acgctgggac
accaagaggg
acggatctga
atgtgacagc
acacggagat
tggaagacga
ggactggaag
cgcggggagce
aaaccccgcec
gcagcggcta
cccttccaac
agtcgccgtc
agaatgtcaa
aggtgcagat
aggataatat
acctgagcaa
gtggccaggt
ttgggtcect
acaagctgac
acaagtcgcec
ccggcagcat

cctcectggce

cgctgggacg
ccaagagggt

Pagina 31

caagcagggt

gtacgggttg
tgacacggac
ggaaccgggc
acccttagtg
cccagaagga
agctgctggt
cgatgacaaa
agcccctceca
cgctccaaag
cagcagcccc
cccacccacce
ttcecgecaag
gtccaagatc
aattaataag
caaacacgtc
ggtgacctcc
ggaagtaaaa
ggacaatatc
cttccgcegag
agtggtgtct
cgacatggta

caagcagggt

tacagggttgg

gacacggacg

1320
1326

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1326

60
120



ctggcctgaa
ctgaaacctc
atgagggagc
ccacagctga
acgtgaccca
aagccaaggg
gccagaaggg
caccacccag
gctccccagg
gggagcccaa
gcecgectgea
gctccactga
tggatcttag
gaggcggcag
gtggctcatt
agaagcttga
acgtccctyg
ccaaagccaa
acacgtctcc
cgccccagcet
ga

<210>
<211>

<212>
<213>

47
DNA
<400> 47
atggctgagc
ggggacagga
gctggcctga
tctgaaacct
gatgagggag
accacagctg
cacgtgaccc
aaagccaagg

gdaccagaagd

dcaccaccca

1326

agaatctccc
tgatgctaag
tccecggcaag
agaagcaggc
agctcgcatg
ggctgatggt
ccaggccaac
ctctggtgaa
cactcccggc
gaaggtggca
gacagccccc
gaacctgaag
caacgtccag
tgtgcaaata
aggcaacatc
cttcaaggac
cggaggaaat
gacagaccac
acggcatctc

cgccacgcta

Homo sapiens

cccgecagga
aagatcaggg
aagaatctcc
ctgatgctaa
ctccecggcaa
aagaagcagg
aagctcgcat
gggctgatgg
gccaggccaa

gctctggtga

ctgcagaccc
agcactccaa
caggctgcecyg
attggagaca
gtcagtaaaa
aaaacgaaga
gccaccagga
cctccaaaat
agccgctecc
gtggtccgta
gtgcccatgc
caccagccgg
tccaagtgtyg
gtctacaaac
catcataaac
agagtccagt
aaaaagattg
ggggcggaga
agcaatgtct

gctgacgagd

gttcgaagtg
gggctacacc
cctgcagacc
gagcactcca
gcaggctgcc
cattggagac
ggtcagtaaa
taaaacgaag
cgccaccagg

acctccaaaa

913116_ST25

ccactgagga
cagcggaaga
cgcagcccca
ccceccagect
gcaaagacgg
tcgecacace
ttccagcaaa
caggggatcg
gcaccccgtc
ctccacccaa
cagacctgaa
gaggcgggaa
gctcaaagga
cagttgacct
caggaggtgg
cgaagattgg
aaacccacaa
tcgtgtacaa
cctccaccgg

tgtctgectc

atggaagatc
atgcaccaag
cccactgagg
acagcggaag
gcgcagcccc
acccccagec
agcaaagacg
atcgccacac
attccagcaa

tcaggggatc

cggatctgag
tgtgacagca
cacggagatc
ggaagacgaa
gactggaagc
gcggggagca
aaccccgecec
cagcggctac
ccttccaacc
gtcgcecgtcet
gaatgtcaag
ggtgcagata
taatatcaaa
gagcaaggtg
ccaggtggaa
gtccctggac
gctgaccttc
gtcgccagtg
cagcatcgac

cctggccaag

acgctgggac
accaagaggg
acggatctga
atgtgacagc
acacggagat
tggaagacga
ggactggaag
€gcdagggagce
aaaccccgcec

gcagcggcta

Pagina 32

gaaccgggct
cccttagtgg
ccagaaggaa
gctgctggtc
gatgacaaaa
gcecectecag
gctccaaaga
agcagccccg
ccacccaccc
tcecgecaaga
tccaagatcg
attaataagc
cacgtcccgg
acctccaagt
gtaaaatctg
aatatcaccc
cgcgagaacg
gtgtctgggg
atggtagact

cagggtttgt

atacgggttg

tgacacggac
ggaaccgggc
acccttagtg
cccagaagga
agctgctggt
cgatgacaaa
agcccctceca
cgctccaaag

cagcagcccc

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1322

60
120
180
240
300
360
420
480
540
600




ggctccccag
cgggagccca
agccgectgce
ggctccactg
aagctggatc
ccgggaggcg
aagtgtggct
tctgagaagc
acccacgtcc
daacgccaaag
ggggacacgt
gactcgcccc
ttgtga
<210> 48
<211>
<212>
<213>

<400> 48
atggctgagc

DNA

ggggacagga
gctggectga
tctgaaacct
gatgagggag
accacagctg
cacgtgaccc
aaagccaagg
ggccagaagg
acaccaccca
ggctccccag
cgggagccca
agccgectgc
ggctccactg
aagctggatc
ccgggaggceyg
aagtgtggct

1326

gcactcccgd
agaaggtggc
agacagcccc
agaacctgaa
ttagcaacgt
gcagtgtgca
cattaggcaa
ttgacttcaa
ctggcggagg
ccaagacaga
ctccacggcea

agctcgccac

Homo sapiens

cccgecagga
aagatcaggg
aagaatctcc
ctgatgctaa
ctcccggeaa
aagaagcagg
aagctcgcat
gggctgatgg
gccaggccaa
gctctggtga
gcactccegg
agaaggtggc
agacagcccc
agaacctgaa
ttagcaacgt
gcagtgtgca

cattaggcaa

cagccgctcc
agtggtccgt
cgtgcccatg
gcaccagccg
ccagtccaag
aatagtctac
catccatcat
ggacagagtc
aaataaaaag
ccacggggcg
tctcagcaat

gctagctgac

gttcgaagtg
gggctacacc
cctgcagacc
gagcactcca
gcaggctgcc
cattggagac
ggtcagtaaa
taaaacgaag
cgccaccagg
acctccaaaa
cagccgctcc
agtggtccgt
cgtgcccatg
gcaccagccy
ccagtccaag
aatagtctac

catccatcat

8913116 ST25

cgcaccccgt
actccaccca
ccagacctga
ggagtcggga
tgtggctcaa
aaaccagttg
aaaccaggag
cagtcgaaga
attgaaaccc
gagatcgtgt
gtctcctcca

gaggtgtctg

atggaagatc
atgcaccaag
cccactgagg
acagcggaag
gcgcagceccc
acccccagcec
agcaaagacg
atcgccacac
attccagcaa
tcaggggatc
cgcaccccgt
actccaccca
ccagacctga
ggaggcggga
tgtggctcaa
aaaccagttg

aaaccaggag

cccttccaac
agtcgcegtce
agaatgtcaa
aggtgcagat
aggataatat
acctgagcaa
gtggccaggt
ttgggtccct
acaagctgac
acaagtcgcec
ccggcagceat

cctecectgge

acgctgggac
accaagaggg
acggatctga
atgtgacagc
acacggagat
tggaagacga
ggactggaag
cgcggagagce
aaaccccgec
gcagcggcta
cccttecaac
agtcgcegtc
agaatgtcaa
aggtgcagat
aggataatat
acctgagcaa

gtggccagat

Pagina 33

cccacccacc
ttccgccaag
gtccaagatc
aattaataag
caaacacgtc
ggtgacctcc
ggaagtaaaa
ggacaatatc
cttccgcgag
agtggtgtct
cgacatggta

caagcagggt

gtacgggttg
tgacacggac
ggaaccgggc
acccttagtg
cccagaagga
agctgctggt
cgatgacaaa
agcccctcca
cgctccaaag
cagcagcccc
cccacccacc
ttccgcecaag
gtccaagatc
aattaataag
caaacacgtc
ggtgacctcc

ggaagtaaaa

660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1326

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020



tctgagaagc
acccacgtcc
aacgccaaag
dgggacacgt
gactcgcecc
ttgtga
<210>

<211>

<212>
<213>

49

DNA
<400> 49

atggctgagc
ggggacagga
gctggcctga
tctgaaacct
gatgagggag
accacagctg
cacgtgaccc
aaagccaagg
ggccagaagg
acaccaccca
ggctccccag
cgggagccca
agcegcectgce
ggctccactg
aagctggatc
ccgggagyceg
aagtgtggct
tctgagaagc
acccacgtcc
aacgccaaag
ggggacacgt
gactcgeccecec

ttgtga

1326

ttgacttcaa
ctggcggagg
CCaagacada
ctccacggca

agctcgcecac

Homo sapiens

cccgccagga
aagatcaggg
aagaatctcc
ctgatgctaa
ctcceggeaa
aagaagcagg
aagctcgeat
gggctgatgg
gccaggccaa
gctctggtga
gcactccecgg
agaaggtggc
agacagcccc
agaacctgaa
ttagcaacgt
gcagtgtgca
cattaggcaa
ttgacttcaa
ctggcggagg
ccaagacaga
ctccatggca

agctcgecac

<210>
<211>

50
717

ggacagagtc
aaataaaaag
ccacggggcg
tctcageaat

gctagctgac

gttcgaagtg
gggctacacc
cctgcagacc
gagcactcca
gcaggctgcec
cattggagac
ggtcagtaaa
taaaacgaag
cgccaccagg
acctccaaaa
cagccgctcc
agtggtccgt
cgtgcccatg
gcaccagccg
ccagtccaag
aatagtctac
catccatcat
ggacagagtc
aaataaaaadg
ccacggggcy
tctcagcaat

gctagctgac

913116_8T25

cagtcgaaga
attgaaaccc
gagatcgtgt
gtctcctcca

gaggtgtctg

atggaagatc
atgcaccaag
cccactgagg
acagcggaag
gcgcageccc
acccccagec
agcaaagacg
atcgccacac
attccagcaa
tcaggggatc
cgcaccccgt
actccaccca
ccagacctga
ggaggcggga
tgtggctcaa
aaaccagttg
aaaccaggag
cagtcgaaga
attgaaaccc
gagatcgtgt
gtctccteca

gaggtgtcty

ttgggtccct
acaagctgac
acaagtcgcc
ccggcageat

cctcectgge

acgctgggac
accaagaggg
acggatctga
atgtgacagc
acacggagat
tggaagacga
ggactggaag
cgcggggagce
aaaccccgcec
gcagcggcta
cccttcecaac
agtcgccgtc
agaatgtcaa
aggtgcagat
aggataatat
acctgagcaa
gtggccaggt
ttgggtccct
acaagctgac
acaagtcgcc
ccggcagceat

cctecectggce

Pagina 34

ggacaatatc
cttccgcgag
agtggtgtct
cgacatggta

caagcagggt

gtacgggttg
tgacacggac
ggaaccgggc
acccttagtg
cccagaagga
agctgctggt
cgatgacaaa
agcccctceca
cgctccaaag
cagcagcccc
cccacccacc
ttccgecaag
gtccaagatc
aattaataag
caaacacgtc
ggtgacctcc
ggaagtaaaa
ggacaatatc
cttccygcgag
agtggtgtct
cgacatggta

caagcagggt

1080
1140
1200
1260
1320
1326

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1326




<212>
<213>

DNA
<400> 50

atgtctaaag
gatgttaatg
aaattgacct
gtcactactt
catgactttt
aaagatgacg
aatagaatcg
ttggaataca
atcaaagtta
cattatcaac
ttatccactc
ttagaatttg
<210> 51

<211> 18

<212> DNA
<213>

<220>
<223>

<400> 51
ggtgctggcg

<210> 52

<211> 616
<212> DNA
<213>

<220>
<223>

<400> 52
ttagcctaaa

tattgaagta
tccgtgegte
ctgctccgaa
ggcagtaacc
ataatgcgat
ttgatctcga
ttagtgctga
gcatgtgctc

gtgaagaatt
gtcacaaatt
taaaatttat
tcggttatgy
tcaagtctgc
gtaactacaa
aattaaaadg
actataactc
acttcaaaat
aaaatactcc
aatctgectt

ttactgctgc

ccggtget

aaaaccttct
cggattagaa
ctcgtcttca
caataaagat
tggccccaca
tagtttttta
cctcgagceadg
cacatacagg

tgtatgtata

Aequorea victoria

attcactggt
ttctgtctcec
ttgtactact
tgttcaatgt
catgccagaa
gaccagagct
tattgatttt
tcacaatgtt
tagacacaac
aattggtgat
atccaaagat

tggtattacc

Artificial Sequence

synthetic nucleotide

Artificial Sequence

synthetic nucleotide

ctttggaact
gccgeegage
ccggtegegt
tctacaatac
aaccttcaaa
gccttatttc
atccgccagg
catatatata

taaaactctt

913116_ST25

gttgtcccaa
ggtgaaggtg
ggtaaattgc
tttgctagat
ggttatgttc
gaagtcaagt
aaagaagatg
tacatcatgg
attgaagatg
ggtccagtct
ccaaacgaaa

catggtatgy

ttcagtaata
gggtgacagc
tcctgaaacy
tagcttttat
tgaacgaatc
tggggtaatt
cgtgtatata
tgtgtgcgac

gttttcttct

ttttggttga
aaggtgatgc
cagttccatg
acccagatca
aagaaagaac
ttgaaggtga
gtaacatttt
ctgacaaaca
gttctgttca
tgttaccaga
agagagacca

atgaattgta

cgcttaactg
ccteccgaagg
cagatgtgcc
ggttatgaag
aaattaacaa
aatcagcgaa
gcgtggatgg
gacacatgat

tttctctaaa

Pagina 35

attagatggt
tacttacggt
gccaacctta
tatgaaacaa
tatttttttc
taccttagtt
aggtcacaaa
aaagaatggt
attagctgac
caaccattac
catggtcttg

caaataa

ctcattgcta
aagactctcc
tcgcgecgcea
aggaaaaatt
ccataggatg
gcgatgattt
ccaggcaact
catatggcat

tattctttcc

60
120
180
240
300
360
420
480
540
600
660
717

18

60
120
180
240
300
360
420
480
540



tacacacact

<210> 53

<211> 681
<212> DNA
<213>

<400> 53
tcagttcgag

tagtgatttt
tacatgccca
aacagtttat
gaaaaaaaaa
tccattctct
cctcaatgga
catgtatcta
aagctgaaaa
tatataaaga
ttctactttt
aaacacacat
<210> 54
<211> 4
<212> PRT
<213>

<400> 54

aaatta

tttatcatta
cctaacttta
aaataggggg
tcctggeatc
gaatcccagce
tagcgcaact
gtgatgcaac
tctcattttc
aaaaggttga
cggtaggtat
atagttagtc

dddCddacaad

Homo sapiens

Lys Asp Glu Leu
1

<210> 55
<211> 4
<212> PRT
<213>

<400> 55

His Asp Glu Leu
1

Saccharomyces cerevisiae

tcaatactgc
tttagtcaaa
cgggttacac
cactaaatat
accaaaatat
acagagaaca
ctgcctggag
ttacaccttc
aaccagttcc
tgattgtaat
ttttttttag

a

saccharomyces cerevisiae

913116_5ST25
ttatacatta ggtcctttgt agcataaatt actatacttc tatagacacg caaacacaaa

catttcaaag
aaattagcct
agaatatata
aatggagccc
tgttttcttc
ggggcacaaa
taaatgatga
tattaccttc
ctgaaattat
tctgtaaatc

ttttaaaaca

aatacgtaaa
tttaattctg
acatcgtagyg
gctttttaag
accaaccatc
caggcaaaaa
cacaaggcaa
tgctctctct
tcccctactt
tatttcttaa

ccaagaactt

Pagina 36

taattaatag
ctgtaacccg
tgtctgggtg
ctggcatcca
agttcatagg
acgggcacaa
ttgacccacg
gatttggaaa
gactaataag
acttcttaaa

agtttcgaat

600
616

60
120
180
240
300
360
420
480
540
600
660
681




