674-107_ST25.txt
SEQUENCE LISTING

<110> BioNTech AG

<120> Method and kit for determining whether a subject shows an immune

response
<130> 674-107
<160> 28

<170> PatentIn version 3.5

<210> 1
<211> 1119
<212> DNA

<213> human

<220>

<221> misc_feature

<222> (72)..(72)

<223> nis a, c, g, or t

<220>

<221> misc_feature

<222> (97)..(98)

<223> nisa, ¢, g, ort

<220>

<221> misc_feature

<222> (142)..(142)

<223> nisa, ¢, g, or t

<220>

<221> misc_feature

<222> (144)..(144)

<223> nis a, ¢, g, or t

<220>

<221> misc_feature

<222> (175)..(175)

<223> nisa, ¢, g, ort

<220>

<221> misc_feature

<222> (193)..(193)

<223> nisa, ¢, g, ort

<220>

<221> misc_feature

<222> (200)..(201)

<223> nisa, c, g, or t

<220>

<221> misc_feature

<222> (206)..(206)

<223> nisa, ¢, g, or t

<220>

<221> misc_feature

<222> (213)..(213)

<223> nisa, ¢, g, or t

<220>

<221> misc_feature

<222> (222)..(0222)

<223> nisa, c, g, or t
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

misc_feature
(256)..(0257)
nisa, c, g,

misc_feature
(261)..(261)
nis a, c, g,

misc_feature
(266) .. (266)
nis a, ¢, g,

misc_feature
(270)..(273)
nis a, ¢, g,

misc_feature
(277)..(0278)
nis a, ¢, g,

misc_feature
(280)..(280)
nis a, ¢, g,

misc_feature
(282)..(283)
nis a, ¢, g,

misc_feature
(292)..(0292)
nis a, ¢, g,

misc_feature
(299)..(299)
nis a, ¢, g,

misc_feature
(301)..(30D)
nis a, c, g,

misc_feature
(307)..Q307)
nisa, ¢, g,

misc_feature
(31D)..(311D
nis a, ¢, g,

misc_feature
(313)..(313)
nis a, c, g,

misc_feature
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

(319)..(319)
nis a, c, g,

misc_feature
(341)..(341)
nis a, ¢, g,

misc_feature
(353)..(353)
nis a, ¢, g,

misc_feature
(355)..(355)
nis a, ¢, g,

misc_feature
(362)..(363)
nis a, ¢, g,

misc_feature
(368)..(368)
nisa, ¢, g,

misc_feature
(379)..(379)
nis a, ¢, g,

misc_feature
(385)..(385)
nisa, ¢, g,

misc_feature
(387)..(387)
nis a, ¢, g,

misc_feature
(413)..(418)
nisa, ¢, g,

misc_feature
(418)..(419)
nis a, ¢, g,

misc_feature
(453)..(453)
nis a, ¢, g,

misc_feature
(468)..(468)
nisa, ¢, g,

misc_feature
477)..0477)
nis a, c, g,
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

misc_feature
(485) .. (486)
nisa, c, g,

misc_feature
(506)..(506)
nisa, ¢, g,

misc_feature
(524)..(524)
nisa, ¢, g,

misc_feature
(527)..(527)
nis a, ¢, g,

misc_feature
(538)..(538)
nis a, c, g,

misc_feature
(559)..(560)
nis a, ¢, @,

misc_feature
(618)..(618)
nis a, ¢, g,

misc_feature
(756) ..(756)
nis a, c, g,

misc_feature
(846) .. (846)
nis a, ¢, g,

misc_feature
(966) ..(966)
nis a, ¢, g,

misc_feature
(972)..(0972)
nis a, ¢, g,

misc_feature
(981)..(981)
nis a, c, g,

misc_feature
(984)..(984)
nis a, ¢, ¢,

misc_feature
(1004)..(1004)

or

674-107_ST25.txt
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

atgsbsgtca
sagacctggg
cgcggdgagc
gacagcgacg
ccggagtatt
nvcctgngga
annatgtnyg
gcctacgacg
gacanngcrg
agagcctacc
gagacgctgc
catgargcca
tggcagcggg
ggrgatrgaa
tacacntgcc
tcttcccagy
vtvdynryyv
dvaggrrgbw
mhvrbhdswd

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

nisa, c, g, or

misc_feature
(1011)..(101L)
n is a, ¢, g, or

misc_feature
(1013)..(1013)

nis a, C,

misc_feature
(1076) ..(1076)
nis a, ¢, g, or

1

426
DNA
human

TCRa-constant

(1)..(426)

yggcgecccg aaccstevtce
cnkgctccca ctccatgagg
cccgcttcat cncngtgggc
ccncgagycn nagrvnggag
gggacnngva nacacngahn
ncnbgcdeng ctactacaac
gctgcgacnt ggggncngac
gcaaggatta catcgccctg

ctcagatcac cvagcncaag

tggagggcnn

agcgcdcnga

gtgcgtggag
hvvccemaar
ccctgaggtg ctgggcecctg
atggbgagga

ccttccagaa

ccaracycag
gtgggcvgct
ygagggkytg
catcgtgggc

atgtdcagca
ccaccrtccc
kngbhgybgt ngbnrcygtd
vctvybvdvm dgcddsvwsy

rwrwrkshtg aatcgcttgt

674-107_ST25.txt

ctgctrctct
tatttcnnca
tacgtggacg
ccncgggcegce
nnnaagnncn
cagagcgagg
gggcgcbtcc
aangaggacc
tgggaggcgg
tggctccgea
acrcayvtga
rgcttctacc
gacacngagc
gtggtggtgc
ccvragceccc
atyvttgctg
rtgdbkdgka
dvcavyvvbs

aaagcctga

bggsrgchst
chdccvtgtc
acacvcdgtt
cntggdtrga
anncacagrc
ncggdtctca
tccgegggya
tghgctcntg
ccentgnggce
gatacctgga
cycaccahvc
ctgcggagat
tygtggagac
cttctggava
tcaccctgag
gcctggytst
ggangavbdb

mbsvsksydv

ggccctgacc
ccggeccggce
cgtgnggttc
gcaggagggg
tnaccgagng
cancntccag
yvnncagnnc
gaccgcngcg
ggagcagndg
gaacgggaag
yvtctctgac
cacactgacc
cagrccdgca
rgagcagaga
atgggagccr
cytdgbdgyy
ndndvgdrra

tgwbdnbbyy

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1119

nucleotide sequence encoding the constant region of the TCR alpha

chain
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;gggzcciga accctgaccc tgccgtgtac cagctgagag actctaaatc cagtgacaag 60
tctgtctgcc tattcaccga ttttgattct caaacaaatg tgtcacaaag taaggattct 120
gatgtgtata tcacagacaa aactgtgcta gacatgaggt ctatggactt caagagcaac 180
agtgctgtgg cctggagcaé caaatctgac tttgcatgtg caaacgcctt caacaacagc 240
attattccag aagacacctt cttccccagc ccagaaagtt cctgtgatgt caagctggtc 300
gagaaaagct ttgaaacaga tacgaaccta aactttcaaa acctgtcagt gattgggttc 360
cgaatcctcc tcctgaaagt ggccgggttt aatctgctca tgacgctgeg getgtggtec 420
agctga 426
<210> 3

<211> 533

<212> DNA

<213> human

<220>

<221> TCRBlconstant

<222> (1)..(533) i

<223> nucleotide sequence encoding the constant region of the TCR

bl-chain

<400> 3

aggacctgaa caaggtgttc ccacccgagg tcgctgtgtt tgagccatca gaagcagaga 60
tctcccacac ccaaaaggcc acactggtgt gcctggccac aggcttcttc cccgaccacg 120
tggagctgag ctggtgggtg aatgggaagg aggtgcacag tggggtcagc acggacccgce 180
agcccctcaa ggagcagccce gccctcaatg actccagata ctgcctgage agccgectga 240
gggtctcggc caccttctgg cagaaccccc gcaaccactt ccgctgtcaa gtccagttct 300
acgggctctc ggagaatgac gagtggaccc aggatagggc caaacccgtc acccagatcg 360
tcagcgccga ggcctggggt agagcagact gtggctttac ctcggtgtecc taccagcaag 420
gggtcctgtc tgccaccatc ctctatgaga tcctgctagg gaaggccacc ctgtatgcetg 480
tgctggtcag cgcccttgtg ttgatggcca tggtcaagag aaaggatttc tga 533
<210> 4

<211> 539

<212> DNA

<213> human

<220>

<221> TCRb2constant

<222> (1)..(539)

<223> nucleotide sequence encoding the constant region of the TCR

b2-chain
<400> 4
aggacctgaa aaacgtgttc ccacccgagg tcgctgtgtt tgagccatca gaagcagaga 60
tctcccacac ccaaaaggcec acactggtgt gcctggccac aggcttctac cccgaccacg 120
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tggagctgag ctggtgggtg aatgggaagg aggtgcacag tggggtcagc acagacccgc 180
agcccctcaa ggagcagcecc gccctcaatg actccagata ctgcctgagc agccgcctga 240
gggtctcggc caccttctgg cagaaccccc gcaaccactt ccgctgtcaa gtccagttct 300
acgggctctc ggagaatgac gagtggaccc aggatagggc caaacctgtc acccagatcg 360
tcagcgcecga ggectggggt agagcagact gtggcttcac ctccgagtct taccagcaag 420
gggtcctgtc tgccaccatc ctctatgaga tcttgctagg gaaggccacc ttgtatgecg 480
tgctggtcag tgccctcgtg ctgatggcca tggtcaagag aaaggattcc agaggctga 539
<210> 5

<211> 30

<212> DNA

<213> human

<220>
<221> TS-chim
<222> (1)..@30)

<400> 5
aagcagtggt atcaacgcag agtacgcggg 30

<210> 6
<211> 20
<212> DNA
<213> human

<220>

<221> Stepl_TRBC

<222> (1)..20)

<223> TRBC / TRBC_1st Strand

<400> 6
cacgtggtcg gggwagaagc 20

<210> 7
<211> 25
<212> DNA
<213> human

<220>

<221> Stepl_TRAC

<222> (1D..(25

<223> TRAC / TRAC_lstStrand_

<400> 7
catcagaatc cttactttgt gacac 25

<210> 8
<211> 24
<212> DNA
<213> human

<220>
<221> HLA-I_cDNAex4_as
<222> (1D..(0249)
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<223>
<400>

674-107_ST25.txt
HLA-I_cDNAex4_as

8

ctcagrgtgr cytcatggtc agag

<210> 9
<211> 24
<212> DNA
<213> human

<220>

<221> HLA-II_cDNAex3_as
<222> (1..24%

<223> HLA-II_cDNAex3_as

<400> 9
cagcatcttg ytctgkgcag attc

<210> 10
<211> 23
<212> DNA
<213> human

<220>

<221> TS-PCR
<222> (1)..(23)
<223> TS-PCR

<400> 10
aagcagtggt atcaacgcag agt

<210> 11
<211> 25
<212> DNA
<213> human

<220>

<221> TRBCexl-as

<222> (D..25

<223> TRBCexl-as, Step2_TRBC

<400> 11
ggctcaaaca cagcgacctc gggtg

<210> 12
<211> 28
<212> DNA
<213> human

<220>

<221> TRACex1l-Ph-as

<222> (1)..(28)

<223> TRACex1l-Ph-as Step2_TRAC

<400> 12
ttagagtctc tcagctggta cacggcag

<210> 13
<211> 21

24

24

23

25

28



674-107_ST25.txt
<212> DNA
<213> human

<220>

<221> HLA-I_ex3_as
<222> (1..R2D
<223> HLA-I_ex3_as

<400> 13
ctgcggagcs mstccacgca C 21

<210> 14
<211> 24
<212> DNA
<213> human

<220>

<221> DRB_ex3_as
<222> (1..024%8
<223> DRB_ex3_as

<400> 14
ccacctgact tcaatgctgc ctgg 24

<210> 15
<211> 23
<212> DNA
<213> human

<220>

<221> DQB_ex3_as
<222> ()..(23)
<223> DQB_ex3_as

<400> 15
gttgtggtgg ttgagggcct ctg 23

<210> 16
<211> 28
<212> DNA
<213> human

<220>

<221> TS-5N-PCR

<222> (1)..(28)

<223> TS-5N-PCR SN_TS_PCR

<220>

<221> misc_feature

<222> (1..(5)

<223> nis a, c, g, ort

<400> 16
nnnnnaagca gtggtatcaa cgcagagt 28

<210> 17
<211> 24
<212> DNA
<213> human
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<220>
<221> TRBClnest-as
<222> (1..(2%

<223> TRBClnest-as Step3_TRBC1

<400> 17
cgggtgggaa caccttgttc aggt

<210> 18
<211> 24
<212> DNA

<213> human

<220>
<221> TRBCZnest-as
<222> (D..Q24)

<223> TRBC2nest-as Step3_TRBC2

<400> 18
cgggtgggaa cacgtttttc aggt

<210> 19
<211> 22
<212> DNA
<213> human

<220>
<221> TRACnestl-as
<222> (D..(22D

<223> TRACnestl-as Step3__TRAC

<400> 19
gtacacggca gggtcagggt tc

<210> 20
<211> 21
<212> DNA
<213> human

<220>

<221> HLA-I_ex3_as
<222> (1)..(Q2LD)
<223> HLA-I_ex3_as

<400> 20
ctgcggages mstccacgca ¢

<210> 21
<211> 24
<212> DNA

<213> human

<220>

<221> DRB_ex3_as
<222> (1..(2%)
<223> DRB_ex3_as

<400> 21
ccacctgact tcaatgctgc ctgg

674-107_ST25. txt
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

22

23
DNA
human

DQB_ex3_as
L..23)
DQB_ex3_as

22

gttgtggtgg ttgagggcct ctg

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

23

23
DNA
human

HLA-I_ex2_s
D..23)
HLA-I_ex2_s

23

gctcycaytc catgargtat ttc

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

gacagtgaca ytgayggtgc tgag

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

caactgtbac cttgatgctg kcg

<210>
<211>
<212>
<213>

24

24
DNA
human

DRB_ex1_s
(1)..02%)
DRB_ex1_s

24

25

23
DNA
human

DQBl_ex1_s
(D..23)
DQBl_exl_s

25

26
801
DNA
human

674-107_ST25.txt
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23



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

674-107_ST25.txt

DRB1
(1)..(801)
Consensus sequence for DRB Locus 1

misc_feature
(14)..(148
nisa, ¢, g, or t

misc_feature
37)..37)
nisa, ¢, g, or t

misc_feature
(4D..042)
nisa, ¢c, g, or t

misc_feature
(97)..097)
nisa, ¢, g, or t

misc_feature
(112)..(113)
nisa, ¢, g, ort

misc_feature
(115)..0115)
nisa, ¢, g, ort

misc_feature
(117)..(0119)
nisa, c, g, or t

misc_feature
(122)..(122)
nisa, ¢, g, ort

misc_feature
(124)..(125)
nisa, c, g, ort

misc_feature
(144)..(144)
nisa, ¢, g, ort

misc_feature
(181)..(181)
nisa,c, g, ort

misc_feature
(189)..(189)
nisa, ¢, g, ort

misc_feature
(196)..(197)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

nisa, ¢, g,

misc_feature
(227)..Q227)
nisa, ¢, g,

misc_feature
(257)..(258)
nisa, ¢, g,

misc_feature
(261)..(261)
nis a, c, g,

misc_feature
(286)..(286)
nis a, ¢, g,

misc_feature
(294)..(295
nis a, ¢, 9,

misc_feature
(297)..(299)
n is a, ¢, g,

misc_feature
(307)..(308)
n is a, ¢, g,

misc_feature
(344)..(345)
nis a, ¢, g,

misc_feature
(438)..(438)
nis a, ¢, g,

misc_feature
(489)..(489)
n is a, ¢, g,

misc_feature
(505)..(505)
nis a, ¢, g,

misc_feature
(534)..(534)
nis a, ¢, g,

misc_feature
(630)..(630)
nis a, ¢, g,

674-107_ST25.txt
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<221> misc_feature
<222> (705)..(705)
<223> nisa, c, g, or t

<220>

<221> misc_feature

<222> (785)..(785)

<223> nisa, ¢, g, ort

<400> 26

atggtgtgtc tgangctccc tggaggctcc tgcatgncag nnctgacagt gacactgatg 60
gtgctgagct ccccactgge tttggctggg gacaccngac cacgtttctt gnngnannnt 120
angnntgagt gtcatttctt caangggacg gagcgggtgc ggttcctgga cagatacttc 180
nataaccang aggaghncgt gcgcttcgac agcgacgtgg gggagtnccg ggcggtgacg 240
gagctggggc ggcctgnngc ngagtactgg aacagccaga aggacntcct ggannannng 300
cgggcecnngg tggacaccta ctgcagacac aactacgggg ttgnngagag cttcacagtg 360
cagcggcgag tccatcctaa ggtgactgtg tatccttcaa agacccagcc cctgcagcac 420
cacaacctcc tggtctgntc tgtgagtggt ttctatccag gcagcattga agtcaggtgg 480
ttccggaang gccaggaaga gaagnctggg gtggtgtcca caggcctgat ccanaatgga 540
gactggacct tccagaccct ggtgatgctg gaaacagttc ctcggagtgg agaggtttac 600
acctgccaag tggagcaccc aagcgtgacn agccctctca cagtggaatg gagagcacgg 660
tctgaatctg cacagagcaa gatgctgagt ggagtcgggg gcttngtgct gggcectgctc 720
ttccttgggg ccgggetgtt catctacttc aggaatcaga aaggacactc tggacttcag 780
ccaanaggat tcctgagctg a 801
<210> 27

<211> 801

<212> DNA

<213> human

<220>

<221> DRB3-4-5

<222> (1)..(801) _

<223> Consensus sequence for DRB Loci 3, 4, and 5

<220>

<221> misc_feature

<222> (@(31)..(3L)

<223> nis a, c, g, or t

<220>

<221> misc_feature

<222> (33)..(34)

<223> nisa, c, g, ort

<220>

<221> misc_feature

<222> (43)..(43)

<223> nis a, ¢, g, or t

<220>
<221> misc_feature
<222> (55)..(55%)
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

nis a, ¢, g,

misc_feature
(59)..(59)
nis a, c, g,

misc_feature
(74)..(74)
nis a, ¢, g,

misc_feature
(84)..(84)
nis a, ¢, g,

misc_feature
(98)..(98)
nis a, ¢, g,

misc_feature
(112)..(112)
nis a, ¢, ¢,

misc_feature
(116)..(116)
nis a, ¢, g,

misc_feature
(118)..(119)
nisa, ¢, g,

misc_feature
(125)..(125)
nis a, ¢, g,

misc_feature
(144)..(144)
nis a, ¢, g,

misc_feature
(164)..(164)
nis a, c, g,

misc_feature
(169)..(169
nis a, c, g,

misc_feature
(17D ..0Q17D
nisa, c, g,

misc_feature
(175)..(0175)
nisa, c, g,

674-107_ST25.txt
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

misc_feature
(178)..(178)
nis a, ¢, g,

misc_feature
(181)..(181)
nis a, ¢, g,

misc_feature
(189)..(189)
nis a, ¢, g,

misc_feature
(196)..(197)
nis a, ¢, g,

misc_feature
(199)..(200)
nisa, ¢, g,

misc_feature
(239)..(239)
nis a, c, g,

misc_feature
(257)..(258)
nis a, ¢, @,

misc_feature
(261)..(261)
nis a, ¢, g,

misc_feature
(266) . .(266)
nis a, c, g,

misc_feature
(286)..(286)
nis a, c, g,

misc_feature
(299)..(299)
nisa, ¢, g,

misc_feature
(305)..(305)
nisa, c, g,

misc_feature
(307)..(308)
nis a, ¢, g,

misc_feature
(317)..(318)
nisa, ¢, g,

or

674-107_ST25.txt
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

misc_feature
(344)..(345)
nis a, ¢, g,

misc_feature
(372)..(373)
nis a, c, g,

misc_feature
(375)..(37%)
nis a, c, g,

misc_feature
(379)..(379)
nis a, ¢, g,

misc_feature
(397)..(@397)
nis a, ¢, g,

misc_feature
(401)..(401)
n is a, ¢, g,

misc_feature
(409)..(409)
nis a, c, g,

misc_feature
(446)..(446)
nis a, ¢, g,

misc_feature
(490)..(490)
nis a, ¢, g,

misc_feature
(522)..(522)
nis a, ¢, g,

misc_feature
(570)..(570)
nis a, ¢, g,

misc_feature
(618)..(618)
nisa, ¢, g,

misc_feature
(625)..(625)
nis a, ¢, g,

misc_feature

674-107_ST25.txt
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<222> (627)..(627)
<223> n 1'5 a, C, gv
<220>

<221> misc_feature
<222> (629)..(629)
<223> nis a, ¢, g,
<220>

<221> misc_feature
<222> (646)..(646)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (654)..(654)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (730)..(730)
<223> nis a, ¢, g,
<220>

<221> misc_feature
<222> (732)..(732)
<223> n is a, ¢, g,
<220>

<221> misc_feature
<222> (790)..(790)
<223> nis a, c, g,
<220>

<221> misc_feature
<222> (793)..(793)
<223> nis a, ¢, g,
<400> 27

atggtgtgtc tgaagctccc
gtgctgagct cccnactggce
aagtntgagt gtcatttctt
nataaccang aggagnncnn
gagctgggge ggcctgnngc
cgggncnngg tggacannta
cagcggcgag tnnancctna
cacaacctcc tggtctgctc
ttccggaacn gccaggaaga
gactggacct tccagaccct
acctgccaag tggagcancc
tctgaatctg cacagagcaa
ttccttgggn cngggctgtt
ccaacaggan tcntgagctg

or t

tggaggctcc
tttngctggg
caangggacg
gcgcttcgac
ngagtnctgg
ctgcagacac
ggtgactgtg
tgtgantggt
gaaggctggg
ggtgatgctn
aagcntnang
gatgctgagt
catctacttc

a

674-107_ST25.txt

ngnntggcag
gacacccnac
gagcgggtgce
agcgacgtgg
aacagccaga
aactacgggg
tatcctncaa
ttctatccag
gtggtgtcca
gaaacagttc
agccctctca

ggagtcgggg
aggaatcaga

Page 18

cgntgacagt
cacgtttctt
ggtncctgna
gggagtaccg
aggacntcct
ttgnngagag
ngacccagnc
gcagcattga
cnggcctgat
ctcggagtgg
cagtgnaatg
gctttgtget

aaggacactc

gacantgang
gnagcngnnt
naganacntc
ggcggtgang
ggagcagang
cttcacagtg
cctgcagcac
agtcaggtgg
ccagaatgga
agaggtttac
gagngcacgg
gggcctgetc

tggacttcag

60
120
180
240
300
360
420
480
540
600
660
720
780
801
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<210> 28
<211> 810
<212> DNA

<213> human

<220>

<221> DQB1

<222> (1)..(810)

<223> Consensus sequence for DQB Locus 1

<220>

<221> misc_feature

<222> (260)..(260)

<223> niis a, ¢, g, or t

<220>

<221> misc_feature

<222> (266)..(266)

<223> nis a, ¢, g, or t

zigthtéga araagkcttt gcggatcccy ggagrccttc gggyagcaac tgtbaccttg 60
atgctgkcga tsctgagcdc cyyrstggct gagggcagag acyctcccga ggatttegtg 120
twccagttta aggbcmtgtg ctacttcacc aacgggacvg agcgcgtgcg kbdtgtrasc 180
agahrcatct ataaccgaga rgagdwcgyr cgcttcgaca gcgacgtggr ggwgtwycgs 240
gcggtgacgc ygcwggggen gcytgnygcc gagtactgga abagccagaa ggamrtcctg 300
gagrrgrmmc grgcgkmgbt ggacasvgtr tgcagacaca actacsagkt ggvgywccgc 360
rsgaycytgc agmggmgagt ggagcccaca gtgaccatct ccccatccag gacagaggcc 420
ctcaaccacc acaacctgct grtctgctcr gtgacagatt tctatccars ccagatcaaa 480
gtccrgtggt ttcggaatga ycaggaggag acarcyggcg ttgtgtccac ccccctyatt 540
aggaayggtg actggacytt ccagatcctg gtgatgctgg aaatgactcc ccagcrtgga 600
gaygtctaca cctgccacgt ggagcacccc agcctccaga rccccatcay cgtggagtgg 660
cgggctcart ctgaatctgc ccagarcaag atgctgagtg gcrttggagg cttcgtgctg 720
gggctsatct tcctygggct kggccttaty atccrtcama ggagtcrgaa aggacctcaa 780
gggcctccac cagcagggct yctgcactga 810

Page 19



