<110>

<120>
<130>

<140>
<141>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>
<400>

Met Thr
1

Ala Leu
Met Ser
val Tyr

50

Glu Glu
65

Gln Gly
ser Leu
Gly Leu
val val

130

Lys Asp
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50

PatentIn version 3.5

1

288

PRT

Acinetobacter baumannii

1

Ala Ile §1n Pro Leu Phe Thr ggu Leu

Ala Asp Ala Pro Ile Gly Ile Phe Asp
20 25

val Ala Ala Glu Ile Ala Lys Tyr Leu
35 40

Tyr Ala Asp Thr Ala Tyr val Pro Tyr
55

Ile Arg Glu Leu Thr Ala Arg Ala val
70 75

Cys Lys Ile Ala val val Ala Cys Asn
85 90

Asp His Leu Arg Glu His Tyr Gly Glu
100 105

val Pro Ala Leu Lys Pro Ala val Leu
115 120

Ala val Leu Ala Thr Pro Ala Thr Phe
135

val val Glu Lys Phe Ala val Pro Ala
150 155

Seite 1

Glu

ser

Pro

Gly

60

Asp

Thr

His

Gln

Arg

Gly

Pro

Gly

Asn

45

Pro

Trp

Ala

Phe

Thr

125

Gly

val

Met

Ile

30

Glu

Arg

Leu

sSer

Pro

110

Arg

Gln

Lys

Pro
15

Gly
Arg
Ser
Tyr
Ala
95

Ile
sSer

Leu

val

Lys

Gly

Ile

Asp

Arg

80

Phe

val

Lys

Ile

Met
160



Thr

Met

val

Phe

val

225

Lys

Glu

Gln

Leu

ser

Glu

Leu

210

Asp

Asn

Cys

Asn

<210>
<211>
<212>
<213>

<400>

Met Asn Asn

1

Gly

Ile

Ser

Thr

65

Ala

Ala

Leu

Ile

Asp

50

His

val

Ile

Thr

Pro

Gln

195

Asn

Ser

Glu

Tyr

Met

275

2
266
PRT

Ser

val

180

Gly

Glu

Gly

Leu

val

260

Ile

Leu

165

Cys

Ala

Ala

Leu

Leu

245

Ser

Pro

Glu

Leu

Asp

Ile

Ala

230

Cys

Gly

Gln

Leu

Asn

Tyr

His

215

val

Asp

Asn

Glu

val

Ala

Leu

200

His

Ala

Gln

Asn

Leu
280

Acinetobacter baumannii

2

Ser

Tyr

Trp

Gly

Ala

Glu

Asn

Leu

20

Phe

Ile

Lys

val

Pro
100

Asn

Phe

Ala

val

Cys

Glu

85

Ala

Asn

Lys

Asp

Ser

val

Pro

TYyr

ser

Arg

55

Ala

Ile

Lys

Ile

Ile

Lys

Thr

Ile

Arg

Pro

Pro

Leu

185

val

Leu

Arg

Ile

Ala

265

Thr

Gly

Arg

25

Tyr

Thr

val

Ala

Ala
105

6906065

Cys val
170

Arg Glu
Leu Gly
Phe Asp

Gln Thr
235

Arg Gln
250

Asp Ala

Trp Thr

Met Ile
10

Gln Ala
val Pro
His Leu
Ile Ala

75

Gln Ile
90

val Ala

Seite 2

Glu

val

Cys

Asn

220

Ala

Asn

Leu

Leu

Asp

Leu

Tyr

Ile

60

cys

Asn

Met

Ala

Leu

Thr

205

Gln

Arg

val

Gln

His
285

Ser

Pro

Gly

45

Ser

Asn

val

Thr

Gly

Gln

190

Phe

Ile

Ala

Pro

270

Asn

Gly

Asn

30

ASp

Asn

Thr

Pro

Leu
110

Gln

175

Pro

Tyr

Thr

Leu

Arg

val

Leu

Leu

15

Glu

Arg

Leu

Met

Leu

95

Ser

Gln

Ala

Pro

Leu

Ile

240

Ile

Leu

Ser

Gly

Asp

Glu

val

Thr

80

Ile

LysS



His Ile

Lys Ser
130

Pro Cys
145

Ala Glu
Gln Lys
Ser Asp

Pro Ser
210

His Leu
225

Ser Ser
Thr Arg

<210>
<211>
<212>
<213>
<400>

Met Ala
1

Pro Ser
Gly Leu

Tyr Ile
50

Glu Ala
65

Glu Arg

Ala
115

Leu

val
val
Thr
195
Glu
Ser

Asp

Leu

3
285
PRT

val

Gly

Lys

Ala

Ser

Pro

Pro
260

Leu

Glu

Leu

Gln

val

Glu

Leu

245

val

Ala

Thr

Ala

150

Tyr

Ile

Glu

Thr

ser

230

Glu

Glu

Escherichia coli

3
Thr

Glu

Ser

35

Tyr

Phe

Tyr

Lys

Pro

20

val

Ala

Ile

Pro

Leu

Arg

Tyr

Phe

val

Leu

Gln

Pro

Asp

Asp

Glu

70

Ala

Thr

Tyr

Glu

Leu

Ile

Ile

Ala

215

Pro

val

Thr

Asp

Thr

Glu

Asn

55

Arg

Leu

Ala

120

Ala

Lys

Lys

Leu

val

200

Gln

Asn

Ala

Thr

Gly

val

Ile

40

val

val

Ala

Thr

Gln

Ile

Asn

Gly

Gly

Leu

Glu

Asp

Asp

Asn

Leu

25

Arg

Ala

val

val

6906065
Thr val

Asp Ile

Glu Thr

Ile Leu
170

Cys Thr

Arg Asp

Ile Arg

Gly Asn
235

val Thr
250

Phe

Thr Pro
10

val Phe

His Leu

Phe Pro

Ala Ile

75

val Ala
Seite 3

Lys

Lys

140

Gly

Ala

His

Ile

Gln

220

His

Phe

Cys

Asp

Leu

Tyr

60

val

cys

Lys

Pro

Tyr

Gln

205

Leu

Ile

ser

Leu

Ser

Pro

45

Gly

Thr

Asn

Lys
Ser
Ala
Leu
Pro
190
Asn
Ile

Leu

Ala
Gly
30

Asp
Glu

Ala

Thr

Asn

Leu

His

val

175

Phe

Ile

Gln

Trp

Leu
255

Ala

15

val

Leu

Lys

val

Ala

Leu

val

Thr

160

Glu

val

Glu

TYyr

Thr

240

Gly

Thr

Gly

Ser

Gln
80

ser



Thr

Gly

Ile

His

145

Gly

Asp

Met

Leu

val

225

His

Met

val

val

val

130

Glu

ser

val

Lys

Leu

210

Asp

Glu

Ala

Ser

val

115

Gly

Leu

Ala

Ser

Glu

195

Gln

Ser

Ala

Met

Tyr Gly Phe

<210>
<211>
<212>
<213>

<400>

275

4
265
PRT

Leu

100

Pro

Leu

Ile

Glu

Leu

180

Pro

Glu

Gly

Pro

Thr

260

Glu

85

Pro

Ala

Leu

Ala

Met

165

Asp

Pro

Glu

Ala

245

Pro

Thr

Ala

Ile

Ala

Arg

150

val

Asp

Leu

Ala

230

Ala

Gly

Leu

Leu

Lys

Thr

135

Phe

Glu

Leu

Thr

Leu

215

Lys

Ala

Glu

Arg

Pro

120

Arg

Ala

Leu

Lys

val

200

Gln

Ala

Ser

Glu

Lys
280

Pseudomonas aeruginosa

4

Met Ala val Glu Ser Ala Ala val
1 5

Gly Leu Ser val Leu Arg Glu Ile
20

Leu Leu Tyr val Ala Asp Asn Ala
35 40

Glu

105

Ala

Gly

Asn

Ala

val

Arg

Ala

Gln

265

Leu

Gly

Arg
25

His

6906065
920

Lys

Ala

Thr

Glu

Glu

170

Ile

Leu

Leu

Arg

250

Leu

Ala

val
10

Ala

Phe

Arg

val

Leu

Gly

Pro

Thr

235

Ala

Leu

val

Phe

Arg

Asp

Leu

Lys

Gln

Lys

Arg

Cys

Glu

220

Ala

Asn

Pro

Leu

Asp

Leu

val Pro Tyr

Seite 4

Phe

Thr

125

Arg

Ile

Leu

Pro

Thr

205

Gly

Trp

Ile

val

Gly

ser

Pro

Gly
45

95

Pro val val
110

Ala Asn Gly
ser Tyr Thr

Glu Met Leu
160

His Gly Glu
Trp Leu Arg
His Phe Pro
Thr Arg Leu

Leu Leu Glu
240

Ala Phe Cys
255

Leu Gln Arg
270

Gly val Gly
15

Ser Glu Ser
30

Glu Lys Ser



Ala

Glu

65

Ala

Ala

Arg

Ala

Pro

145

Pro

Gln

Lys

Thr

Ala

225

Ala

Pro

Glu

50

Gln

Ala

Met

val

Ala

130

Cys

Gln

Gly

Pro

Gly

Leu

Leu

Glu

<210>
<211>
<212>
<213>

<400>

Tyr

Gly

Ala

Glu

Pro

Thr

cys

Leu

195

Ala

Leu

Pro

Ser

3
266
PRT

Staphylococcus aureus

5

Ile

Ala

Ala

Pro

100

val

Leu

Gly

Arg

Leu

Ala

Ala

Glu

val
260

Arg

Lys

Glu

85

Ala

Leu

Asp

Leu

Ala

165

Thr

Ala

val

Ser

Glu

245

Gly

Glu

Ala

70

Leu

val

Ala

Arg

val

150

Leu

Leu

Glu

Ala

Gly

Met

Lys

Arg

55

Leu

Arg

Lys

Thr

Phe

135

Glu

Leu

Leu

Arg

Gln

Glu

Leu

cys

val

Pro

Thr

120

Ala

Arg

Glu

Leu

Ile

200

Gln

Ala

Arg

val

get Asn Lys Pro g]e Gly val 1Ile

Glu

Leu

Arg

Ala

105

Gly

Ser

Leu

Ala

val
265

6906065

Arg Ile

Ala Cys

75

Tyr Pro

Ala Ala

Thr Leu

Asp val

Glu Ala

Leu Leu

170

Cys Thr

Ala Glu

Glu Arg

Thr Pro

235

Leu Pro
250

Gly
60

Asn
Gln
Ala
Lys
Gln
140
Gly
Ala
His
Met
val
220

Arg

Ile

Asp

Thr

val

Thr

ser

125

val

Asp

Pro

Tyr

Ala

205

Leu

Phe

Leu

Phe
Ala

Pro

Phe
Leu
Ile
Pro
190
val
Ser

Trp

Trp

Leu

Thr

Leu

95

Asn

Arg

Thr

Tyr

Leu

175

Phe

Ile

Ala

Thr

N O
i

Leu

Ala

80

val

Gly

Phe

Gln

Gly

Glu

val

Asp

Arg

Ser

240

ser

Asp Ser Gly val Gly Gly Leu Thr
10 15

Seite 5



val

Leu

val

Ile

65

Glu

Pro

val

Ile

Ser

Pro

Leu

His

Asp

val

Ala

Gly

Lys

Lys

Tyr

Gly

Leu

Lys

Phe

Ser

Asp

Glu
210
Ala

Pro

Asn

<210>
<211>
<212>

Lys

Asp

35

Gln

Met

Leu

Ala

Arg

val

Ile

Thr

Tyr

195

Thr

Ser

Thr

val

6
282
PRT

Glu

20

Ile

Tyr

Leu

Gln

Ile

Pro

val

val

180

Asp

Ala

TYyr

His

Glu
260

Ile

Gly

Thr

val

Lys

Thr

Glu

Asn

Leu

Ile

165

Ile

Tyr

Arg

Thr

Ile

245

Arg

Met
Arg
val
Ile
70

Thr
Ala
Gly
Pro
val
150
His
Leu
Phe
Glu
Glu
230

Thr

Ile

Arg
Cys
Glu
55

Ala
Leu
Ile
Thr
His
135
Glu
Gln
Gly
Gly
val
215
His
Asn

Ser

Gln

Pro

40

Ile

cys

Ser

Met

Ile

120

val

Gln

Thr

Cys

Pro

Ile

val

Leu

25

TYyr

Ala

Asn

Ile

Thr

105

Lys

Met

Leu

Thr

185

Lys

Ala

Asp

Ile

Asn
265

6906065

Pro Asn Glu

Gly

Arg

Thr

Pro

90

Thr

Ser

val

Arg

Lys

His

Lys

Leu

His

Lys

250

Asp

Seite 6

Pro

Lys

Ala

75

val

Arg

Glu

His

Tyr

155

Arg

Tyr

Thr

Leu

Arg

235

Glu

Arg
Leu

60

Thr

Asn

Ala

Trp

Pro

val

Thr

220

Phe

Trp

Thr

Pro

45

Met

Ala

Gly

Gln

Tyr

125

val

Asp

Arg

Leu

Ile

205

Phe

Phe

Leu

Ile
30

Gly
Glu
val
val
Asn
110
Arg
Ala
Pro
Asn
Leu
190
Ser
Ser

Ala

Asn

Tyr

Glu

Phe

Ala

Ile

95

val

Thr

cys

Thr

Ser

175

Tyr

Ser

Asn

Thr

Leu
255

Tyr

G1n

ASp

Leu

80

Glu

Leu

His

Pro

Ile

160

Lys

Gly

Glu



<213>

<400>. 6

1

Lys
Glu
Tyr
Tyr
65
Asn
Ala
val
Gly
Ile
145
val
Thr

Tyr

val

val ser

Tyr Ile
35

Glu Arg

50

Ser val

Gln Ile

Glu Arg

Ala Tyr

val Asn

130

Lys Ser

Lys Tyr

Glu Gly

Thr His

195

Ile Lys
210

Phe Thr

Thr ser

TYyr

20

Arg

Phe

Glu

Glu

Asn

100

Thr

Gly

Leu

Asn

Ser

180

Pro

Lys

val

Ala

Asn

val

Leu

Glu

Thr

85

Lys

val

Asn

Ala

165

Ser

Asp

Glu
245

Asp

Tyr

Arg

Leu

70

Gly

Ser

ser

Thr

Leu

150

val

Ser

Asn

Ala

Phe

230

val

Staphylococcus aureus

Arg
Asn
Ser
55

Ile

Ala

Phe

Tyf

val

135

Leu

Glu

Asn

Asn

Glu

215

Leu

Thr

Met Glu Lys Ile Phe Leu Asn Gly
5

Gly

Gly

40

Ala

Glu

Ile

Pro

Asp

120

Glu

Gly

Ala

Ala

Tyr

200

Asp

Lys

Pro

Glu
Tyr
Lys
Asn
Leu
Tyr
Thr
105
Arg
Asp
Asn
Ile
TYyr
185
Ile
TYyr

Asn

val

6906065

Phe

10

val

Leu

Glu

Ser

Ile

90

Pro

Pro

Ile

val

Gln

170

Ala

Leu

Asn

Ala

Ile
250

val ser
Phe Gly
Phe Thr
Ile Gly

60
Arg Lys
75
Gln Ala
Glu val
Tyr Asp
Arg Trp

1
Leu Ala
155
His Arg
Ile Lys
Asn Gly
Ile Pro

220

Asp Glu

Lys Leu

Seite 7

Pro

Asp

val
45

Leu

Leu

Thr

Glu

His

Leu

Lys

Gly

Asp

Ile

205

Phe

val

Asp

ser
Gly
30

Thr
Asp
val
Arg
Pro
110
Leu
Arg

Glu

Glu

Lys

Ile

Gly

Glu

15

Glu

Leu

Asp

Gly

95

Ala

Glu

Cys

Tyr

Thr

175

val

Arg

Glu

val

Glu

Ala

Tyr

His

Asn

Met

80

val

Ile

Asn

Asp

Ala

160

val

Ile

Glu

ser
240

Pro



val Asn Asp g%y Lys val Gly Pro Ile Thr Arg GIn Leu Gln Glu Gly
0

265

6906065

Phe Glu 5¥§ Tyr Ile Glu Ser His Ser Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

32

DNA

Artificial Sequence
UP0O380(NOtI)F

7

cccgecggecg cggggtcctg cacctacgat ga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

30

DNA

Artificial Sequence

UP0380(BamHI)R
8

cccggatccg ggacctccaa tacctgaatc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

30

DNA

Artificial Sequence

DOWNO380(BamHI)F
9

cccggatccg gggctctgtt gtaggcattc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10
30
DNA
Artificial Sequence

DOWNO380(SphI)R
10

cccgcatgeg ggcatccttg tgattgcatt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

32

DNA

Artificial Sequence

UP3398(NotI)F_II
11

cccgeggecg cgggttggtc aggtccttgt tg

Seite 8

32

30

30

30

32



<210> 12

<211> 30

<212> DNA

<213> Artificial Sequence
<220>

<223> UP3398(BamHI)R_II
<400> 12

cccggatccg ggtacagccg tcatggtgtt

<210> 13

<211> 30

<212> DNA

<213> Artificial Sequence
<220>

<223> DOWN3398(BamHI)F
<400> 13

cccggatccg ggacgegttt acctgtagaa

<210> 14

<211> 30

<212> DNA

<213> Artificial Ssequence
<220>

<223> DOWN3398(SphI)R
<400> 14

cccgecatgeg ggagcggtac aactaattgg

<210> 15

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> EXTFwW0380

<400> 15

gcaattaggc acttgagg

<210> 16

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> EXTRV0380

<400> 16

atacgctcag gttgcatc

<210> 17

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> INTFw0380

6906065

Seite 9

30

30

30

18

18



<400> 17
agcctatgtt ccgtatgg

<210> 18

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> INTRVO0380

<400> 18
tcaaccagtg tgaattgg

<210> 19

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> EXTFwW3398

<400> 19
ccgattggaa tgattgac

<210> 20

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> EXTRV3398

<400> 20

agagcattct ggtcgaag

<210> 21

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> INTFwW3398

<400> 21
tagcaataga accagcgg

<210> 22

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> INTRV3398

<400> 22
ttgtgccgtt acagcttc

<210> 23

<211> 30

<212> DNA

<213> Artificial Sequence

6906065

Seite 10

18

18

18

18

18

18



<220>
<223> UPPA4662(HindIII)F_II

<400> 23
cccaagcttg ggggcaatcc gccgtatatc

<210> 24

<211> 32

<212> DNA

<213> Artificial Sequence

<220>
<223> UPPA4662(NOtI)R

<400> 24
cccgcggecg cgggggegtt gcccgcagac gg

<210> 25

<211> 32

<212> DNA

<213> Artificial Sequence

<220>
<223> DOWNPA4662(NOotI)F

<400> 25
cccgeggecg cgggtcgtte ctggcagacg tg

<210> 26
<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> DOWNPA4662(XbaI)R

<400> 26
ccctctagag ggtccgctct cgcagtccga

<210> 27

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> EXTFWPA4662

<400> 27
gtatcggcaa ggtggagt

<210> 28

<211> 18

<212> DNA

<213> Artificial Sequence

<220>
<223> EXTRVPA4662

<400> 28
gaatggcttg atcgagtc

6906065
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30

32

32

30

18

18



<210>
<211>
<212>
<213>

<220>
<223>

<400>

29

18

DNA

Artificial Sequence

INTFWPA4662
29

atccgaatcg ttgctcta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30
18
DNA
Artificial Sequence

INTRVPA4662
30

acaatacgcg ctccagct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31
30
DNA
Artificial Sequence

murIUP(MTuI)F
31

cccacgegtg ggccgaaaca aaaaacagta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32

32

DNA

Artificial Sequence

murIUP(NotI)R
32

cccgeggecyg cgggattcgg tcatccttac tt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

32

DNA

Artificial Sequence

murIDOWN(NOtI)F
33

cccgcggecg cggggaggat ttttaatgaa ag

<210>
<211>
<212>
<213>

<220>
<223>

34

30

DNA

Artificial Sequence

murIDOWN(BgI1II)R

6906065
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18

18

30

32

32



<400> 34
cccagatctg ggtttcttcc attgaacttc

<210> 35

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> murIF

<400> 35

tgtcggaggt ttgacagtag

<210> 36

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> muriR

<400> 36

ctaacttcac gagccgtttc

<210> 37

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> mMUrIextF

<400> 37

gcttgcccta aaggtattcc

<210> 38

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> murIEXtR

<400> 38

gggccactca tacttatgac
<210> 39

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> murlsegF

<400> 39

atgactgaac aatcagtgaa

<210> 40
<211> 20
<212> DNA

<213> Artificial Sequence

6906065
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<220>
<223> murIsegR
<400> 40

tgatggtgcc atgtaaagtt

<210> 41

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> datuP(MIuI)F

<400> 41

cccacgcgtg aaacgtattc atatgat

<210> 42

<211> 29

<212> DNA

<213> Artificial Sequence
<220>

<223> datuP(NotI)R

<400> 42

cccgecggecg catattattc ctccacgeca

<210> 43

<211> 29

<212> DNA

<213> Artificial Sequence
<220>

<223> datDOWN(NOtI)F
<400> 43

cccgcggecg caattctttc atcatattt

<210> 44

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> datDOWN(BgIII)R
<400> 44

cccagatctg cgaatctaaa ctcggta

<210> 45

<211> 20

<212> DNA

<213> Artificial Sequence
<220>

<223> datF

<400> 45

tattcaagca acgcgtggtg

6906065
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

46
20
DNA
Artificial Sequence

datR
46

agttgacgtg taattgggcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

47

20

DNA

Artificial Sequence

datExtF
47

gtcatgggtg acgtgacaac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

48

20

DNA

Artificial Sequence

datExtR
48

gcaccacctg ctgaatcaag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

49
20
DNA
Artificial Sequence

datseqF
49

gccggttgta acagaagatg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

50
20
DNA
Artificial Sequence

datseqrR
50

caattgccgg gtctgcaatc

6906065
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