Amended Sequence
SEQUENCE LISTING

<110> EVOLVA SA

<120>
<130>
<140>
<141>
<150>
<151>
<150>
<151>

<160> 136

<170>
<210> 1

<211> 1616

<212> DNA

<213>
<220>
<223>

<400> 1

cttgegtgta
cgccggagaa
ctagccaatg
aaacccaaaa
caagacgaac
attatcaacg
tctgaagaag
tctgttgetg
tttcatgcac
aaaacccgtt
tctgegtatt
aaagcatctt
actgttatcc
gcctcettceca
ccgccaagtt
ttcttggaaa
cctgggtttg
agaggacgta
gcattctgga
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aacgtcagtc
taatattatt
tgttgtactc
catctaatta
gcatttccaa
aacacggagc
atgaagaggt
acagtcttaa
atgtttcact
tggaagaaca
cgaactggca
caggagtcat
gtgagatccce
gcagcttact
cggtactgta
tagctcgtgg
tcaagggttc
ttgtgaaatg
ctcatagecgg
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PatentIn version 3.5

Artificial Sequence

Synthetic oligonucleotide

aaacccaatg
cccggtacca
taaaggattc
ccctcactte
tctaccgact
tgacgaatta
atcgtgttta
ccteccgacgg
tcctcagttt
agcgagtggg
aatactcaaa
ctggaactca
ggctccaagt
agaccacgat
tgttagtttt
gttggttgat
gacgtgggtc
ggttccacag
atggaactct
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gaaaataaaa
tttcaaggcc
agtatcacca
actttcagat
catggteccge
cgacgcgaac
atcacggatg
cttgttttga
gatgagcttg
tttcctatge
gagatattag
tttaaggaac
ttcttgatac
cgaaccgttt
ggtagtacta
agcaagcagt
gaaccgttge
caagaagtgc
acgttggaaa
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cggagaccac
acattaaccc
tctttcacac
tcatcctcega
tcgetggtat
tggaactgtt
ctctttggta
tgacaagcag
gttacctcga
taaaagtgaa
ggaagatgat
tcgaagagtce
cactccccaa
ttcaatggtt
gtgaagtgga
cgtttttatg
cagatgggtt
tagctcatgg
gcgtttgtga

RECTIFIED SHEET (RULE 91) ISA/EP

cgttecgeegg
aattcttcag
caacttcaac
caacgaccca
gcggattceg
gatgttagcet
cttcgecgeaa
cttgtttaat
tcctgatgac
agacatcaag
aaaacaaaca
tgagctcgaa
gcatttgaca
agaccaacaa
tgagaaagat
ggtggttcga
cttgggtgaa
agcaataggc
aggtgttecct

METHODS FOR IMPROVED PRODUCTION OF REBAUDIOSIDE D AND REBAUDIOSIDE M
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Amended Sequence

atgattttct
ttgaaggtag
agaagagtta
caaaaggcag
gtttcttaca
ctagctgagt
taaaggatgg
cttcatatgt
1200

1260

1320

1380

1440

1500

1560

1616

<210>

<211>

<212>

<213>

2

458

PRT

Stevia reba
<400> 2

Met Glu Asn
1510 15
Leu Phe Pro
20 25 30
Ala Asn Val
35 40 45
Asn Phe Asn
50 55 60
Phe Ile Leu
65 70 75 80
Thr His Gly
85 90 95
Gly Ala
100 105
Glu Glu
115 120
Phe Ala
130 135
Met Thr
145 150
Phe Asp
165 170
Page 2

Asp
110
Asp
125
Gln
140
Ser
155
Glu
175

cggattttgg
gggtgtattt
tggtggatga
atgtttettt
tttcatcgtt
agctggtaat
ttgttggtta
ttcttattgt

udiana

Lys Thr

Val Pro

Leu Tyr

Lys Pro

Asp Asn

Pro Leu

Glu Leu

Glu Glu

Ser Val

Ser Leu
160

Leu Gly

Glu
Phe
Ser
Lys
Asp
Ala
Arg
Val
Ala
Phe

Tyr

gctcgatcaa
ggaaaatggg
agaaggagaa
gatgaagggt
gtaaataaca
ttgagttatt
tgtgagctag
ttctgtttet

Thr Thr

Gln Gly
Lys Gly
Thr Ser
Pro Gln
Gly Met
Arg Glu
Ser Cys
Asp Ser
Asn Phe

Leu Asp

Val
His
Phe
Asn
Asp
Arg
Leu
Leu
Leu
His

Pro
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ccgttgaatg
tgggaaagag
tacattagac
ggttcgtcectt
cgatgattaa
agaagcaaag
tttatgttat
aaggtgaaaa

Arg Arg

Ile Asn

Ser Ile

Tyr Pro

Glu Arg

Ile Pro

Glu Leu
Ile Thr
Asn Leu
Ala His

Asp Asp

Page 2 of 219

ctagatacat
gagagatagc
agaatgcaag
acgaatcatt
tcaagcactt
actacttggt
gttttgtagg
aaatgctcgt

Arg Arg Arg

Pro Ile Leu

Thr Ile Phe

His Phe Thr

Ile Ser Asn

Ile Ile Asn

Leu Met Leu

Asp Ala Leu

Arg Arg Leu

Val Ser Leu

Lys Thr Arg

RECTIFIED SHEET (RULE 91) ISA/EP

gagtgatgtt
aaatgcaata
agttttgaaa
agagtctcta
ggattgcatg
ttaaattaaa
ctataaaagc
ttttat

Ile Ile

Gln Leu

His Thr
Phe Arg
Leu Pro
Glu His

Ala Ser

Trp Tyr
Val Leu

Pro Gln

Leu Glu
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Amended Sequence
Glu Gln Ala Ser Gly Phe Pro Met Leu Lys Val Lys Asp Ile Lys Ser
180 185 190

Ala Tyr Ser Asn Trp Gln Ile Leu Lys Glu Ile Leu Gly Lys Met Ile
195 200 205

Lys Gln Thr Lys Ala Ser Ser Gly Val Ile Trp Asn Ser Phe Lys Glu
210 215 220

Leu Glu Glu Ser Glu Leu Glu Thr Val Ile Arg Glu Ile Pro Ala Pro
225 230 235 240

Ser Phe Leu Ile Pro Leu Pro Lys His Leu Thr Ala Ser Ser Ser Ser
245 250 255

Leu Leu Asp His Asp Arg Thr Val Phe Gln Trp Leu Asp Gln Gln Pro
260 265 270

Pro Ser Ser Val Leu Tyr Val Ser Phe Gly Ser Thr Ser Glu Val Asp
275 280 285

Glu Lys Asp Phe Leu Glu Ile Ala Arg Gly Leu Val Asp Ser Lys Gln
290 295 300

Ser Phe Leu Trp Val Val Arg Pro Gly Phe Val Lys Gly Ser Thr Trp
305 310 315 320

Val Glu Pro Leu Pro Asp Gly Phe Leu Gly Glu Arg Gly Arg Ile Val
325 330 335

Lys Trp Val Pro Gln Gln Glu Val Leu Ala His Gly Ala Ile Gly Ala
340 345 350

Phe Trp Thr His Ser Gly Trp Asn Ser Thr Leu Glu Ser Val Cys Glu
355 360 365

Gly Val Pro Met Ile Phe Ser Asp Phe Gly Leu Asp Gln Pro Leu Asn
370 375 380

Ala Arg Tyr Met Ser Asp Val Leu Lys Val Gly Val Tyr Leu Glu Asn
385 390 395 400

Gly Trp Glu Arg Gly Glu Ile Ala Asn Ala Ile Arg Arg Val Met Val
405 410 415

Asp Glu Glu Gly Glu Tyr Ile Arg Gln Asn Ala Arg Val Leu Lys Gln
420 425 430

Lys Ala Asp Val Ser Leu Met Lys Gly Gly Ser Ser Tyr Glu Ser Leu
435 440 445
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Amended Sequence
Glu Ser Leu Val Ser Tyr Ile Ser Ser Leu

450 455

<210> 3

<211> 1446

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 3

atggatgcaa
caatctcaca
ataactttcg
tgtttggacg
ccagaggcct
gatcgtttca
ggctttetgt
tactggactc
aagggttttg
attgactggg
acagacctta
gtttcacatc
tctctaagat
cctgaagaga
gaaccagaat
ttcggaagta
aattcaaatc
gtattacctc
tctcaggaaa
ggctctacaa
gaccaactta
acaaaggtta
cacaagatga
aacgggtcat
aactaa 1446

<210> 4
<211> 707
<212> PRT

<213>

tggcaactac
taaaggcaat
tgaataccga
gagccccagg
ccatcccaat
ttgacttggt
cagtgtttac
ttgctgecatg
ctccactgaa
taccaggtat
atgataaagt
atatctttca
acaatcatat
aaaagcaaac
gttttcaatg
caacagtcat
attactttct
cagaattgga
aggtattgaa
tcgaatcact
caaattgtag
aacgtgatga
gaaacaaggc
cctctctaaa

Stevia rebaudiana

Page 4

tgagaaaaag
gctaaagtta
cttcatccat
gtttagattc
aagagagagt
cacaaaactt
tatcgacgcet
cggtttcatg
agatgcatca
ggaaggtata
attgatgttt
cacctttgat
ctacactatt
tggtattaca
gctacaaagt
gtcecttggaa
atggattatc
ggaacacatc
acatccttcet
aagtgcagga
gtatatctgt
agtgaaaaga
caaagattgg
cattgataag
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cctcatgtga
gcacaactat
aatcaatttc
gaaacaattc
ttactgaggt
ccagacccac
gccaaaaagt
ggtttctatc
tacttaacca
agacttaaag
actacagaag
gaattggaac
ggtccattac
tccttacacg
aaagagccta
gatatgactg
aggtccaatt
aaaaagagag
gttggtggtt
gttccaatga
aaagagtggg
ttggttcagg
aaggaaaaag
atggtcaaag
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tcttcattcce
tacaccataa
tggaatctag
ctgacggtgt
caatagaaac
caacttgcat
tgggtatccce
acatccattc
acggctacct
attttccttt
ctccacaaag
catcaatcat
aattacttct
gctactcttt
attctgtggt
aatttggttg
tggtaatagg
gtttcattgce
tcecttactceca
tttgttggcece
aagttggatt
agttgatggg
ccagaattgc
agattacagt

RECTIFIED SHEET (RULE 91) ISA/EP

atttcctgeca
gggattacag
tggccctcat
ttcacattcc
caactttttg
aatctctgat
agttatgatg
tcttatcgaa
ggatactgtt
ggattggtct
atctcataag
caaaaccttg
agatcaaatt
agtgaaagag
ctacgtcaac
gggccttget
ggaaaacgcc
ttcctggtgt
ttgcggttgg
atattcatgg
agaaatggga
ggaaggtggc
tattgctect
cttagccaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440



PCT/EP 2014/052 363 - 08-06-2015
Page 5 of 219

Amended Sequence

<400> 4

Met Gln Ser Asn Ser Val Lys Ile Ser Pro Leu Asp Leu Val Thr Ala
1510 15

Leu Phe Ser Gly Lys Val Leu Asp Thr Ser Asn Ala Ser Glu Ser Gly
20 25 30

Glu Ser Ala Met Leu Pro Thr Ile Ala Met Ile Met Glu Asn Arg Glu
35 40 45

Leu Leu Met TIle Leu Thr Thr Ser Val Ala Val Leu Ile Gly Cys Val
50 55 60

Val Val Leu Val Trp Arg Arg Ser Ser Thr Lys Lys Ser Ala Leu Glu
65 70 75 80

Pro Pro Val Ile Val Val Pro Lys Arg Val Gln Glu Glu Glu Val Asp
85 90 95

Asp Gly Lys Lys Lys Val Thr Val Phe Phe Gly Thr Gln Thr Gly Thr
100 105 110

Ala Glu Gly Phe Ala Lys Ala Leu Val Glu Glu Ala Lys Ala Arg Tyr
115 120 125

Glu Lys Ala Val Phe Lys Val Ile Asp Leu Asp Asp Tyr Ala Ala Asp
130 135 140

Asp Asp Glu Tyr Glu Glu Lys Leu Lys Lys Glu Ser Leu Ala Phe Phe
145 150 155 160

Phe Leu Ala Thr Tyr Gly Asp Gly Glu Pro Thr Asp Asn Ala Ala Arg
165 170 175

Phe Tyr Lys Trp Phe Thr Glu Gly Asp Ala Lys Gly Glu Trp Leu Asn
180 185 190

Lys Leu Gln Tyr Gly Val Phe Gly Leu Gly Asn Arg Gln Tyr Glu His
195 200 205

Phe Asn Lys Ile Ala Lys Val Val Asp Asp Gly Leu Val Glu Gln Gly
210 215 220

Ala Lys Arg Leu Val Pro Val Gly Leu Gly Asp Asp Asp Gln Cys Ile
225 230 235 240

Glu Asp Asp Phe Thr Ala Trp Lys Glu Leu Val Trp Pro Glu Leu Asp
245 250 255

Gln Leu Leu Arg Asp Glu Asp Asp Thr Thr Val Ala Thr Pro Tyr Thr
Page 5
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PCT/EP 2014/052 363 - 08-06-2015
Page 6 of 219

Amended Sequence
260 265 270

Ala Ala Val Ala Glu Tyr Arg Val Val Phe His Glu Lys Pro Asp Ala
275 280 285

Leu Ser Glu Asp Tyr Ser Tyr Thr Asn Gly His Ala Val His Asp Ala
290 295 300

Gln His Pro Cys Arg Ser Asn Val Ala Val Lys Lys Glu Leu His Ser
305 310 315 320

Pro Glu Ser Asp Arg Ser Cys Thr His Leu Glu Phe Asp Ile Ser Asn
325 330 335

Thr Gly Leu Ser Tyr Glu Thr Gly Asp His Val Gly Val Tyr Cys Glu
340 345 350

Asn Leu Ser Glu Val Val Asn Asp Ala Glu Arg Leu Val Gly Leu Pro
355 360 365

Pro Asp Thr Tyr Ser Ser Ile His Thr Asp Ser Glu Asp Gly Ser Pro
370 375 380

Leu Gly Gly Ala Ser Leu Pro Pro Pro Phe Pro Pro Cys Thr Leu Arg
385 390 395 400

Lys Ala Leu Thr Cys Tyr Ala Asp Val Leu Ser Ser Pro Lys Lys Ser
405 410 415

Ala Leu Leu Ala Leu Ala Ala His Ala Thr Asp Pro Ser Glu Ala Asp
420 425 430

Arg Leu Lys Phe Leu Ala Ser Pro Ala Gly Lys Asp Glu Tyr Ser Gln
435 440 445

Trp Ile Val Ala Ser Gln Arg Ser Leu Leu Glu Val Met Glu Ala Phe
450 455 460

Pro Ser Ala Lys Pro Ser Leu Gly Val Phe Phe Ala Ser Val Ala Pro
465 470 475 480

Arg Leu Gln Pro Arg Tyr Tyr Ser Ile Ser Ser Ser Pro Lys Met Ala
485 490 495

Pro Asp Arg Ile His Val Thr Cys Ala Leu Val Tyr Glu Lys Thr Pro
500 505 510

Ala Gly Arg Ile His Lys Gly Val Cys Ser Thr Trp Met Lys Asn Ala
515 520 525

Val Pro Met Thr Glu Ser Gln Asp Cys Ser Trp Ala Pro Ile Tyr Val
Page 6
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530 535
Amended Sequence540
Arg Thr Ser Asn Phe Arg Leu Pro Ser Asp Pro Lys Val Pro Val Ile
545 550 555 560
Met Ile Gly Pro Gly Thr Gly Leu Ala Pro Phe Arg Gly Phe Leu Gln
565 570 575
Glu Arg Leu Ala Leu Lys Glu Ala Gly Thr Asp Leu Gly Leu Ser Ile
580 585 590
Leu Phe Phe Gly Cys Arg Asn Arg Lys Val Asp Phe Ile Tyr Glu Asn
595 600 605
Glu Leu Asn Asn Phe Val Glu Thr Gly Ala Leu Ser Glu Leu Ile Val
610 615 620
Ala Phe Ser Arg Glu Gly Pro Thr Lys Glu Tyr Val Gln His Lys Met
625 630 635 640
Ser Glu Lys Ala Ser Asp Ile Trp Asn Leu Leu Ser Glu Gly Ala Tyr
645 650 655
Leu Tyr Val Cys Gly Asp Ala Lys Gly Met Ala Lys Asp Val His Arg
660 665 670
Thr Leu His Thr Ile Val Gln Glu Gln Gly Ser Leu Asp Ser Ser Lys
675 680 685
Ala Glu Leu Tyr Val Lys Asn Leu Gln Met Ser Gly Arg Tyr Leu Arg
690 695 700
Asp Val Trp
705
<210>
<211>
<212>
<213>
5
2124
DNA
Artificial Sequence
<220>
<223> Synthetic oligonucleotide
<400> 5
atgcaatcta actccgtgaa gatttcgeccg cttgatctgg taactgeget gtttagegge 60
aaggttttgg acacatcgaa cgcatcggaa tcgggagaat ctgcectatget geccgactata 120
gcgatgatta tggagaatcg tgagctgttg atgatactca caacgtcggt tgectgtattg 180
atcggatgcg ttgtcgtttt ggtgtggegg agatcgtcta cgaagaagtc ggegttggag 240
ccaccggtga ttgtggttce gaagagagtg caagaggagg aagttgatga tggtaagaag 300
aaagttacgg ttttcttcgg cacccaaact ggaacagetg aaggcttcecge taaggcactt 360
Page 7
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Amended Sequence

gttgaggaag
tatgctgetg
tttttggcta
tttactgagg
ttgggtaaca
gtagaacagg
gaagatgact
gatgaggatg
gtttttcatg
gttcatgatg
cctgaatctg
tatgaaactg
gctgaaagat
gacgggtcge
aaagcattga
ctagctgcete
gccggaaagg
atggaagcat
cgcttacaac
catgttacat
tgttcaactt
ccaatatacg
atgattggac
ttaaaggaag
aaagtggatt
gagcttattg
agtgagaagg
ggtgatgcca
cagggatctc
agatacctcce

<210> 6
<211> 2358

<212> DNA

ctaaagctcg
atgacgatga
cgtatggaga
gagatgcgaa
gacaatatga
gtgcaaagcg
tcaccgcecatg
acacaactgt
aaaaaccaga
ctcaacatcc
accggtettg
gggaccatgt
tagtaggatt
cacttggcgg
cgtgttatgce
atgccaccga
atgaatattc
tcecegtceage
caagatacta
gtgcattagt
ggatgaagaa
tccgaacatce
ctggcactgg
ccggaactga
tcatatatga
ttgectttecte
cttcggatat
aaggcatggc
ttgactcgtce
gtgacgtttg

atatgaaaag
gtatgaggag
tggtgagcca
aggagaatgg
acattttaac
tecttgttect
gaaagagtta
tgctactcca
cgcgcetttet
atgcagatcc
cactcatctt
tggagtttac
accaccagac
agcctcattg
tgatgttttg
tcccagtgaa
tcaatggata
taagccttca
ctctatttcet
ctatgagaaa
cgcagtgecect
caatttcaga
tttggctect
cctecggttta
aaacgagctt
ccgtgaagge
ctggaacttg
caaagatgta
aaaggcagaa
gtaa 2124

<213> Artificial Sequence

<220>

<223>

Synthetic oligonucleotide

Page 8

PCT/EP 2014/052 363 - 08-06-2015

gctgtcttta
aaactaaaga
acagataatg
cttaataagc
aagatcgcaa
gttggacttg
gtatggccgg
tacacagctg
gaagattata
aacgtggctg
gaatttgaca
tgtgaaaact
acttactcct
ccgectecett
agttctccceca
gctgatagat
gttgcaagcc
cttggtgttt
tcctcaccca
acacctgcag
atgaccgaga
ctaccatctg
tttagaggtt
tccattttat
aacaactttg
ccgactaagg
ctttctgaag
catcgaaccc
ctctacgtga
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aagtaattga
aagaatcttt
ctgccagatt
ttcaatatgg
aagtggttga
gagatgatga
agttggatca
ctgttgcaga
gttatacaaa
tcaaaaagga
tctcgaacac
tgagtgaagt
ccatccacac
tcecegecatg
agaagtcggce
tgaaatttct
aaagaagtct
tctttgecatce
agatggcacc
gccgcatcceca
gtcaagattg
accctaaggt
tccttcaaga
tctteggatg
tggagactgg
aatatgtgca
gagcatattt
tccacacaat
agaatctaca

RECTIFIED SHEET (RULE 91) ISA/EP

tttggatgat
ggccttttte
ttataaatgg
agtatttggt
tgatggtctt
tcaatgtatt
attacttcegt
atatcgcegtt
tggccatget
acttcatagt
cggactatca
tgtgaatgat
tgatagtgaa
cactttaagg
tttgettgea
tgcatcececce
ccttgaagtce
tgttgceceeg
ggataggatt
caaaggagtt
cagttgggcce
cceggttate
gcggttaget
taggaatcgce
tgctetttet
acacaagatg
atacgtatgt
tgtgcaagaa
aatgtcagga

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



Amended Sequence

<400> 6

atgtctatta
ggtctagact
aagatcagga
gtagctatgg
tggctacttg
agcttaaaga
ggaataggcg
gttaccgatg
aagtacgcca
atcaggaaaa
gcttatcttg
aaatatcaga
actcaatttg
gccgecagtge
ttagaatcat
acctataggt
cttgctttta
tttgcagagg
gtattagagce
tgttgctgga
agggacaagt
ttagaaagaa
gtaaccaaga
gtcgacgatt
tggatagtgg
tactttagtg
gctaagggag
gaagagcttg
tactcttcag
ggtgataaag
ttggacttac
tctttggaag
ccagctacat

Page 9

atttgagatc
ctgaagttca
aaatgcttga
tcccatcace
ataatcaaca
aagatgtgtt
aaagacagat
aaactataca
gggaccttaa
gagatctaga
cctatgttct
gaaagaacgg
gcaatgacgg
ctagtgtata
tgggaattga
actggcttag
ggttgetttt
aatctggttt
ttttcaaggce
caaaacaata
acttgaaaaa
gtgaccacag
cctcttacag
tcaacttttg
agaatagact
gcgctgcecac
gtgttctaac
agaacttaat
agcatgtaga
cctttacata
ttaagagcat
attacatgga
accttatagg

ttceggttgt
aacaagagca
gaaggtcgag
atccagtcaa
tgaggacggce
gtcatccaca
caataagggt
aaaacctaca
tttgaccata
cttaaagtgt
tgaaggaact
tagtctattt
ttgcttgagg
tccatttgat
cagagatttc
aggtgacgaa
agcccacggce
cagcgatacc
tgcccaaagt
tctagaaatg
ggaagtggag
aaggaaaatt
gttgcataat
ccaatctatt
acaggaatta
actattctct
cacagtagtc
tcacttggtg
aataattttc
tcagggcaga
gctaagggag
gaatgcctat
acctccacta
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agctccccaa
aacaatgtat
ttgagecgtga
aacgcacctc
tcttggggat
ttagcctcta
ctacagttca
ggtttcgaca
cctettgget
gatagcgaga
aggaacttga
gatagtccag
tacttatgtt
caatacgcta
aagactgaga
gaaatttgcc
tatgacgtgt
cttgagggat
taccctcatg
gaactaagtt
gatgctttgg
cttaatggct
atatgtacat
catagagagg
aagttcgcceca
ccagaattgt
gatgactttt
gaaaagtggg
tctgtecctaa
aacgttactc
gctgaatggt
atcagcttcg
cctgaaaaga
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taagcgcaac
cttttgagceca
gtgcctatga
ttttceccaca
tggataacca
tcctagetcet
ttgaattaaa
tcatttttce
cagaagtagt
aattcagcaa
aggactggga
ctacaaccge
cacttttaca
gattaagcat
taaaaagcat
tagatttggce
catacgatcc
atgttaaaaa
agagtgcettt
catgggttaa
catttccatc
cagcagttga
cagatatctt
aaatggaaag
gacaaaaatt
ctgacgcaag
ttgatgttgg
atcttaatgg
gagacactat
accatattgt
ccagtgacaa
cattaggtcc
ctgtcgactce

RECTIFIED SHEET (RULE 91) ISA/EP

tttggaaagg
gaccaaagag
cactagttgg
gtgcgtcaaa
cgaccatcag
taagaaatgg
ctctgcacta
aggaatgatt
cgacgatatg
aggtagagag
cttaattgtg
cgcagcttte
gaaattcgag
aatcgtcact
attggatgag
cacatgtgca
tctaaagcca
caccttttce
gaaaaagcag
aacaagcgtt
atatgcctct
aaacacaaga
aaaacttgct
attggataga
ggcttactgt
gatctcatgg
cggtagtaaa
agttcctgaa
cttagaaacc
gaaaatatgg
atcaacccca
tattgtattg
ccaccaatat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
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Amended Sequence

aatcaattat acaaattggt tagtaccatg ggtagactat taaacgatat ccagggcttt 2040
aagagggaat cagccgaggg aaaacttaat gcagtgtctce tacatatgaa gcatgaaaga 2100
gacaacagaa gcaaagaggt tattatagaa tccatgaaag gattggctga aaggaaaaga 2160
gaggaattac acaaacttgt actagaagag aaaggtagtg tcgttccaag agaatgcaag 2220
gaagccttct taaaaatgtc aaaagtgttg aacctttttt ataggaagga tgatggecttc 2280
acatctaacg acttgatgag ccttgtgaaa tccgtcatct acgagecctgt ttcacttcaa 2340
aaggagagtc taacttga 2358

<210>

<211>

<212>

<213>

7

785

PRT

Arabidopsis thaliana

<400> 7

Met Ser Ile Asn Leu Arg Ser Ser Gly Cys Ser Ser Pro Ile Ser Ala

1510 15

Thr Leu Glu Arg Arg Leu Asp Ser Glu Val Gln Thr Arg Ala Asn Asn

20 25 30

Val Ser Phe Glu Gln Thr Lys Glu Lys Ile Arg Lys Met Leu Glu Lys

35 40 45

Val Glu Leu Ser Val Ser Ala Tyr Asp Thr Ser Trp Val Ala Met Val

50 55 60

Pro Ser Pro Ser Ser Gln Asn Ala Pro Leu Phe Pro Gln Cys Val Lys

65 70 75 80

Trp Leu Leu Asp Asn Gln His Glu Asp Gly Ser Trp Gly Leu Asp Asn

85 90 95

His Asp His Gln Ser Leu Lys Lys Asp Val Leu Ser Ser Thr Leu Ala

100 105 110

Ser Ile Leu Ala Leu Lys Lys Trp Gly Ile Gly Glu Arg Gln Ile Asn

115 120 125

Lys Gly Leu Gln Phe Ile Glu Leu Asn Ser Ala Leu Val Thr Asp Glu

130 135 140

Thr Ile Gln Lys Pro Thr Gly Phe Asp Ile Ile Phe Pro Gly Met Ile

145 150 155 160

Lys Tyr Ala Arg Asp Leu Asn Leu Thr Ile Pro Leu Gly Ser Glu Val

165 170 175

Val Asp Asp Met Ile Arg Lys Arg Asp Leu Asp Leu Lys Cys Asp Ser

180 185 190

Page 10

RECTIFIED SHEET (RULE 91) ISA/EP
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Amended Sequence

Glu Lys Phe Ser Lys Gly Arg Glu Ala Tyr Leu Ala Tyr Val Leu Glu
195 200 205

Gly Thr Arg Asn Leu Lys Asp Trp Asp Leu Ile Val Lys Tyr Gln Arg
210 215 220

Lys Asn Gly Ser Leu Phe Asp Ser Pro Ala Thr Thr Ala Ala Ala Phe
225 230 235 240

Thr Gln Phe Gly Asn Asp Gly Cys Leu Arg Tyr Leu Cys Ser Leu Leu
245 250 255

Gln Lys Phe Glu Ala Ala Val Pro Ser Val Tyr Pro Phe Asp Gln Tyr
260 265 270

Ala Arg Leu Ser Ile Ile Val Thr Leu Glu Ser Leu Gly Ile Asp Arg
275 280 285

Asp Phe Lys Thr Glu Ile Lys Ser Ile Leu Asp Glu Thr Tyr Arg Tyr
290 295 300

Trp Leu Arg Gly Asp Glu Glu Ile Cys Leu Asp Leu Ala Thr Cys Ala
305 310 315 320

Leu Ala Phe Arg Leu Leu Leu Ala His Gly Tyr Asp Val Ser Tyr Asp
325 330 335

Pro Leu Lys Pro Phe Ala Glu Glu Ser Gly Phe Ser Asp Thr Leu Glu
340 345 350

Gly Tyr Val Lys Asn Thr Phe Ser Val Leu Glu Leu Phe Lys Ala Ala
355 360 365

Gln Ser Tyr Pro His Glu Ser Ala Leu Lys Lys Gln Cys Cys Trp Thr
370 375 380

Lys Gln Tyr Leu Glu Met Glu Leu Ser Ser Trp Val Lys Thr Ser Val
385 390 395 400

Arg Asp Lys Tyr Leu Lys Lys Glu Val Glu Asp Ala Leu Ala Phe Pro
405 410 415

Ser Tyr Ala Ser Leu Glu Arg Ser Asp His Arg Arg Lys Ile Leu Asn
420 425 430

Gly Ser Ala Val Glu Asn Thr Arg Val Thr Lys Thr Ser Tyr Arg Leu
435 440 445

His Asn Ile Cys Thr Ser Asp Ile Leu Lys Leu Ala Val Asp Asp Phe

450 455 460
Page 11
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Amended Sequence

Asn Phe Cys Gln Ser Ile His Arg Glu Glu Met Glu Arg Leu Asp Arg
465 470 475 480

Trp Ile Val Glu Asn Arg Leu Gln Glu Leu Lys Phe Ala Arg Gln Lys
485 490 495

Leu Ala Tyr Cys Tyr Phe Ser Gly Ala Ala Thr Leu Phe Ser Pro Glu
500 505 510

Leu Ser Asp Ala Arg Ile Ser Trp Ala Lys Gly Gly Val Leu Thr Thr
515 520 525

Val Val Asp Asp Phe Phe Asp Val Gly Gly Ser Lys Glu Glu Leu Glu
530 535 540

Asn Leu Ile His Leu Val Glu Lys Trp Asp Leu Asn Gly Val Pro Glu
545 550 555 560

Tyr Ser Ser Glu His Val Glu Ile Ile Phe Ser Val Leu Arg Asp Thr
565 570 575

Ile Leu Glu Thr Gly Asp Lys Ala Phe Thr Tyr Gln Gly Arg Asn Val
580 585 590

Thr His His Ile Val Lys Ile Trp Leu Asp Leu Leu Lys Ser Met Leu
595 600 605

Arg Glu Ala Glu Trp Ser Ser Asp Lys Ser Thr Pro Ser Leu Glu Asp
610 615 620

Tyr Met Glu Asn Ala Tyr Ile Ser Phe Ala Leu Gly Pro Ile Val Leu
625 630 635 640

Pro Ala Thr Tyr Leu Ile Gly Pro Pro Leu Pro Glu Lys Thr Val Asp
645 650 655

Ser His Gln Tyr Asn Gln Leu Tyr Lys Leu Val Ser Thr Met Gly Arg
660 665 670

Leu Leu Asn Asp Ile Gln Gly Phe Lys Arg Glu Ser Ala Glu Gly Lys
675 680 685

Leu Asn Ala Val Ser Leu His Met Lys His Glu Arg Asp Asn Arg Ser
690 695 700

Lys Glu Val TIle Ile Glu Ser Met Lys Gly Leu Ala Glu Arg Lys Arg
705 710 715 720

Glu Glu Leu His Lys Leu Val Leu Glu Glu Lys Gly Ser Val Val Pro

725 730 735
Page 12

RECTIFIED SHEET (RULE 91) ISA/EP



Amended

Arg Glu
740 745

Phe
755

Tyr
760

Val
770

Lys
775

Thr
785

<210> 8
<211> 1503

<212> DNA

Sequence

PCT/EP 2014/052 363 - 08-06-2015

Page 13 of 219

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 8

atggaagcct
actcaactta
attggacact
aagtacggac
ccatcagcag
acattgtttg
tggcgtaatce
tttcatgata
tcteectgtta
atctctggca
tttcgagaaa
ttaccaatat
aaaaagagag
aaagtaggca
cctgagtact
agtgatactt
gtattgaaga
gagtcagaca
tatccagcag
tacaatatac
aaagtctggg
Page 13

cttacctata
gaaggaagag
tatacttact
caatactgca
cagaagagtg
gcaaaatagt
taaggagagt
tcagagtgga
ctcttataac
aaagatattt
tcttagacga
tgaactggtt
atgacttttt
aaggtagaaa
atacagatgc
cagcgggcac
aagctcaagc
ttggaaatat
ggccattgtt
ctagaggtac
atgatcctga

catttctatt
cgctaatcta
caaaaagcct
attacaactc
ctttaccaat
gggtggaaca
agcttcetate
tgagaacaga
agtcttttat
cgacagtggg
aacgttgcett
gggagttaag
ccagggtttg
aacgatgatc
tatgataaga
tatggaatgg
tgaaatcgat
cccttacatce
gttcccacat
aatgttaatc
aacctttaaa

ttgcttttac
ccaccaaccg
ctttatagaa
ggctacagac
aacgatgtaa
tccecttggea
gaaatcctat
ttgttaatta
gctctaacat
gatagagaat
ctagceggtg
tctcttgaaa
attgaacagg
gaactcttat
tcttttgtee
gccatgagcet
agagttatcg
gggtgtatta
gaaagttctg
gtaaaccaat
cctgaaagat

tggcatcata
tgttteccatce
ctttagcaaa
gtgttctggt
tcttcgcaaa
gtttatccta
cagttcatag
gaaaacttag
tgaacgtcat
tggaggagga
cttctaatgt
agaaattgat
ttagaaaatc
tatctttgeca
taggtctget
tactggtcaa
gtaataacag
tcaatgaaac
ccgactgegt
gggcgattca
ttcaaggatt

RECTIFIED SHEET (RULE 91) ISA/EP

Cys Lys Glu Ala Phe Leu Lys Met Ser Lys Val Leu Asn Leu
750

Arg Lys Asp Asp Gly Phe Thr Ser Asn Asp Leu Met Ser Leu
765

Ser Val Ile Tyr Glu Pro Val Ser Leu Gln Glu Glu Ser Leu
780

cctgttcace
aataccaatc
aattgccgcet
gatttcctca
tagacctaag
cggcgatcaa
gttgaacgaa
aagttcatct
tatgagaatg
aggtaagaga
tggcgactac
cgetttgecag
tcgtggtgcet
agagtcagaa
ggctgcaggt
tcacccacat
attgattgac
tctaagactce
tatttcecggt
tcacgatcct
agaaggaact

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
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Amended Sequence

agagatggtt tcaaacttat gccattcggt tctgggagaa gaggatgtcc aggtgaaggt
ttggcaataa ggctgttagg gatgacacta ggctcagtga tccaatgttt tgattgggag
agagtaggag atgagatggt tgacatgaca gaaggtttgg gtgtcacact tcctaaggec
gttccattag ttgccaaatg taagccacgt tccgaaatga ctaatctceccet atccgaactt
taa

1320

1380

1440

1500

1503

<210>

<211>

<212>

<213>

<400>

9

712

PRT

Arabidopsis thaliana

9

Met Ser Ser Ser Ser Ser Ser Ser Thr Ser Met Ile Asp Leu Met Ala
1510 15

Ala Ile Ile Lys Gly Glu Pro Val Ile Val Ser Asp Pro Ala Asn Ala
20 25 30

Ser Ala Tyr Glu Ser Val Ala Ala Glu Leu Ser Ser Met Leu Ile Glu
35 40 45

Asn Arg Gln Phe Ala Met Ile Val Thr Thr Ser Ile Ala Val Leu Ile
50 55 60

Gly Cys Ile Val Met Leu Val Trp Arg Arg Ser Gly Ser Gly Asn Ser
65 70 75 80

Lys Arg Val Glu Pro Leu Lys Pro Leu Val Ile Lys Pro Arg Glu Glu
85 90 95

Glu Ile Asp Asp Gly Arg Lys Lys Val Thr Ile Phe Phe Gly Thr Gln
100 105 110

Thr Gly Thr Ala Glu Gly Phe Ala Lys Ala Leu Gly Glu Glu Ala Lys
115 120 125

Ala Arg Tyr Glu Lys Thr Arg Phe Lys Ile Val Asp Leu Asp Asp Tyr
130 135 140

Ala Ala Asp Asp Asp Glu Tyr Glu Glu Lys Leu Lys Lys Glu Asp Val
145 150 155 160

Ala Phe Phe Phe Leu Ala Thr Tyr Gly Asp Gly Glu Pro Thr Asp Asn
165 170 175

Ala Ala Arg Phe Tyr Lys Trp Phe Thr Glu Gly Asn Asp Arg Gly Glu
180 185 190

Trp Leu Lys Asn Leu Lys Tyr Gly Val Phe Gly Leu Gly Asn Arg Gln
Page 14
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Amended Sequence
195 200 205

Tyr Glu His Phe Asn Lys Val Ala Lys Val Val Asp Asp Ile Leu Val
210 215 220

Glu Gln Gly Ala Gln Arg Leu Val Gln Val Gly Leu Gly Asp Asp Asp
225 230 235 240

Gln Cys Ile Glu Asp Asp Phe Thr Ala Trp Arg Glu Ala Leu Trp Pro
245 250 255

Glu Leu Asp Thr Ile Leu Arg Glu Glu Gly Asp Thr Ala Val Ala Thr
260 265 270

Pro Tyr Thr Ala Ala Val Leu Glu Tyr Arg Val Ser Ile His Asp Ser
275 280 285

Glu Asp Ala Lys Phe Asn Asp Ile Thr Leu Ala Asn Gly Asn Gly Tyr
290 295 300

Thr Val Phe Asp Ala Gln His Pro Tyr Lys Ala Asn Val Ala Val Lys
305 310 315 320

Arg Glu Leu His Thr Pro Glu Ser Asp Arg Ser Cys Ile His Leu Glu
325 330 335

Phe Asp Ile Ala Gly Ser Gly Leu Thr Met Lys Leu Gly Asp His Val
340 345 350

Gly Val Leu Cys Asp Asn Leu Ser Glu Thr Val Asp Glu Ala Leu Arg
355 360 365

Leu Leu Asp Met Ser Pro Asp Thr Tyr Phe Ser Leu His Ala Glu Lys
370 375 380

Glu Asp Gly Thr Pro Ile Ser Ser Ser Leu Pro Pro Pro Phe Pro Pro
385 390 395 400

Cys Asn Leu Arg Thr Ala Leu Thr Arg Tyr Ala Cys Leu Leu Ser Ser
405 410 415

Pro Lys Lys Ser Ala Leu Val Ala Leu Ala Ala His Ala Ser Asp Pro
420 425 430

Thr Glu Ala Glu Arg Leu Lys His Leu Ala Ser Pro Ala Gly Lys Asp
435 440 445

Glu Tyr Ser Lys Trp Val Val Glu Ser Gln Arg Ser Leu Leu Glu Val
450 455 460

Met Ala Glu Phe Pro Ser Ala Lys Pro Pro Leu Gly Val Phe Phe Ala
Page 15
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Amended Sequence
465 470 475 480

Gly Val Ala Pro Arg Leu Gln Pro Arg Phe Tyr Ser Ile Ser Ser Ser
485 490 495

Pro Lys Ile Ala Glu Thr Arg Ile His Val Thr Cys Ala Leu Val Tyr
500 505 510

Glu Lys Met Pro Thr Gly Arg Ile His Lys Gly Val Cys Ser Thr Trp
515 520 525

Met Lys Asn Ala Val Pro Tyr Glu Lys Ser Glu Lys Leu Phe Leu Gly
530 535 540

Arg Pro Ile Phe Val Arg Gln Ser Asn Phe Lys Leu Pro Ser Asp Ser
545 550 555 560

Lys Val Pro Ile Ile Met Ile Gly Pro Gly Thr Gly Leu Ala Pro Phe
565 570 575

Arg Gly Phe Leu Gln Glu Arg Leu Ala Leu Val Glu Ser Gly Val Glu
580 585 590

Leu Gly Pro Ser Val Leu Phe Phe Gly Cys Arg Asn Arg Arg Met Asp
595 600 605

Phe Ile Tyr Glu Glu Glu Leu Gln Arg Phe Val Glu Ser Gly Ala Leu
610 615 620

Ala Glu Leu Ser Val Ala Phe Ser Arg Glu Gly Pro Thr Lys Glu Tyr
625 630 635 640

Val Gln His Lys Met Met Asp Lys Ala Ser Asp Ile Trp Asn Met Ile
645 650 655

Ser Gln Gly Ala Tyr Leu Tyr Val Cys Gly Asp Ala Lys Gly Met Ala
660 665 670

Arg Asp Val His Arg Ser Leu His Thr Ile Ala Gln Glu Gln Gly Ser
675 680 685

Met Asp Ser Thr Lys Ala Glu Gly Phe Val Lys Asn Leu Gln Thr Ser
690 695 700

Gly Arg Tyr Leu Arg Asp Val Trp
705 710

<210> 10

<211> 2139

<212> DNA

<213> Artificial Sequence
Page 16

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence

<220>

PCT/EP 2014/052 363 - 08-06-2015

Page 17 of 219

<223> Synthetic oligonucleotide

<400> 10

atgtcttcct
ggtgaaccag
gaattgtctt
gctgttttga
aaaagagtcg
ggtagaaaga
aaagccttag
ttggatgact
gcatttttct
tacaaatggt
gtttteggtt
gatattttgg
caatgtatag
atcttgagag
tacagagttt
ggtaacggtt
agagaattac
ggttceggtt
gaaactgttg
cacgctgaaa
tgtaacttaa
gcettggttg
ttagcatctce
ttgttagaag
ggtgtagcac
gaaactagaa
cacaagggtg
ttgttcttag
aaggttccaa
caagaaagat
ggttgtagaa
tctggtgcecat

Page 17

cttectette
ttatcgtctce
caatgttgat
tcggttgtat
aacctttgaa
aagttacaat
gtgaagaagc
atgccgcetga
ttttggcaac
ttacagaggg
tgggtaacag
tcgaacaagg
aagatgactt
aagaaggtga
ccatccatga
atacagtttt
atacaccaga
taaccatgaa
atgaagcatt
aagaagatgg
gaacagcctt
ctttageccege
cagccggtaa
ttatggcaga
ctagattgca
ttcatgttac
tatgctctac
gtagaccaat
taatcatgat
tggctttagt
acagaagaat
tggccgaatt

cagtacctct
cgacccagca
cgaaaacaga
tgtcatgttg
accattagta
atttttecggt
taaggcaaga
tgacgatgaa
ctatggtgac
taatgatcgt
acaatacgaa
tgctcaaaga
tactgectgg
caccgecegtt
tagtgaagac
cgatgcacaa
atccgacaga
gttgggtgac
gagattgttg
tacaccaatt
gaccagatac
tcatgctagt
agatgaatat
atttccatct
accaagattc
atgtgcatta
ttggatgaaa
cttcgtaaga
aggtcctggt
tgaatctggt
ggatttcatc
atctgtagcet

atgattgatt
aatgcctctg
caattcgcca
gtatggagaa
attaagccaa
acccaaactg
tacgaaaaga
tacgaagaaa
ggtgaaccaa
ggtgaatggt
catttcaaca
ttagtccaag
agagaagctt
gctaccccat
gcaaagttta
cacccttaca
agttgtatac
catgtaggtg
gatatgtccc
tccagttcett
gcttgettgt
gatcctactg
tcaaagtggg
gccaagccte
tactcaatca
gtctacgaaa
aatgctgtte
caatcaaact
acaggtttag
gtcgaattag
tatgaagaag
ttttcaagag

tgatggctgce
cttatgaatc
tgatcgtaac
gatccggtag
gagaagaaga
gtacagctga
ctagattcaa
agttgaagaa
ctgacaatgce
tgaaaaactt
aagttgcaaa
taggtttggg
tgtggccetga
atactgctge
atgatatcac
aagctaacgt
acttggaatt
ttttatgcga
ctgacactta
taccacctcce
tatcatcccece
aagcagaaag
tagttgaatc
cattaggtgt
gttcttcacc
agatgccaac
cttacgaaaa
tcaagttgcc
ccccattecag
gtccttcagt
aattgcaaag
aaggtccaac

RECTIFIED SHEET (RULE 91) ISA/EP

tattattaaa
agttgctgca
tacatcaatc
tggtaattct
aatagatgac
aggttttgca
gatagtcgat
agaagatgtt
agccagattc
aaagtacggt
ggttgtcgac
tgacgatgac
attagacaca
agtattagaa
tttggccaat
tgcagtcaag
tgatatcgcet
caatttgtct
ttttagtttg
attccctcca
taaaaagtcc
attgaaacac
tcaaagatca
cttctttget
taagatcgcet
cggtagaatt
atcagaaaag
ttctgattca
aggtttcttg
tttgttettt
attcgtcgaa
taaggaatac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
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Amended Sequence

gttcaacata agatgatgga taaggcatcc gacatatgga acatgatcag tcaaggtgct
tatttgtacg tttgcggtga cgcaaagggt atggccagag atgtccatag atctttgcac
acaattgctc aagaacaagg ttccatggat agtaccaaag ctgaaggttt cgtaaagaac
ttacaaactt ccggtagata cttgagagat gtctggtga

1980

2040

2100

2139

<210>

<211>

<212>

<213>

11

500

PRT

Stevia rebaudiana

<400> 11

Met Glu Ala Ser Tyr Leu Tyr Ile Ser Ile Leu Leu Leu Leu Ala Ser
1510 15

Tyr Leu Phe Thr Thr Gln Leu Arg Arg Lys Ser Ala Asn Leu Pro Pro
20 25 30

Thr Val Phe Pro Ser Ile Pro Ile Ile Gly His Leu Tyr Leu Leu Lys
35 40 45

Lys Pro Leu Tyr Arg Thr Leu Ala Lys Ile Ala Ala Lys Tyr Gly Pro
50 55 60

Ile Leu Gln Leu Gln Leu Gly Tyr Arg Arg Val Leu Val Ile Ser Ser
65 70 75 80

Pro Ser Ala Ala Glu Glu Cys Phe Thr Asn Asn Asp Val Ile Phe Ala
85 90 95

Asn Arg Pro Lys Thr Leu Phe Gly Lys Ile Val Gly Gly Thr Ser Leu
100 105 110

Gly Ser Leu Ser Tyr Gly Asp Gln Trp Arg Asn Leu Arg Arg Val Ala
115 120 125

Ser Ile Glu Ile Leu Ser Val His Arg Leu Asn Glu Phe His Asp Ile
130 135 140

Arg Val Asp Glu Asn Arg Leu Leu Ile Arg Lys Leu Arg Ser Ser Ser
145 150 155 160

Ser Pro Val Thr Leu Ile Thr Val Phe Tyr Ala Leu Thr Leu Asn Val
165 170 175

Ile Met Arg Met Ile Ser Gly Lys Arg Tyr Phe Asp Ser Gly Asp Arg
180 185 190

Glu Leu Glu Glu Glu Gly Lys Arg Phe Arg Glu Ile Leu Asp Glu Thr
195 200 205

Page 18
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Amended Sequence
Leu Leu Leu Ala Gly Ala Ser Asn Val Gly Asp Tyr Leu Pro Ile Leu
210 215 220

Asn Trp Leu Gly Val Lys Ser Leu Glu Lys Lys Leu Ile Ala Leu Gln
225 230 235 240

Lys Lys Arg Asp Asp Phe Phe Gln Gly Leu Ile Glu Gln Val Arg Lys
245 250 255

Ser Arg Gly Ala Lys Val Gly Lys Gly Arg Lys Thr Met Ile Glu Leu
260 265 270

Leu Leu Ser Leu Gln Glu Ser Glu Pro Glu Tyr Tyr Thr Asp Ala Met
275 280 285

Ile Arg Ser Phe Val Leu Gly Leu Leu Ala Ala Gly Ser Asp Thr Ser
290 295 300

Ala Gly Thr Met Glu Trp Ala Met Ser Leu Leu Val Asn His Pro His
305 310 315 320

Val Leu Lys Lys Ala Gln Ala Glu Ile Asp Arg Val Ile Gly Asn Asn
325 330 335

Arg Leu Ile Asp Glu Ser Asp Ile Gly Asn Ile Pro Tyr Ile Gly Cys
340 345 350

Ile Ile Asn Glu Thr Leu Arg Leu Tyr Pro Ala Gly Pro Leu Leu Phe
355 360 365

Pro His Glu Ser Ser Ala Asp Cys Val Ile Ser Gly Tyr Asn Ile Pro
370 375 380

Arg Gly Thr Met Leu Ile Val Asn Gln Trp Ala Ile His His Asp Pro
385 390 395 400

Lys Val Trp Asp Asp Pro Glu Thr Phe Lys Pro Glu Arg Phe Gln Gly
405 410 415

Leu Glu Gly Thr Arg Asp Gly Phe Lys Leu Met Pro Phe Gly Ser Gly
420 425 430

Arg Arg Gly Cys Pro Gly Glu Gly Leu Ala Ile Arg Leu Leu Gly Met
435 440 445

Thr Leu Gly Ser Val Ile Gln Cys Phe Asp Trp Glu Arg Val Gly Asp
450 455 460

Glu Met Val Asp Met Thr Glu Gly Leu Gly Val Thr Leu Pro Lys Ala
465 470 475 480

Page 19

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence
Val Pro Leu Val Ala Lys Cys Lys Pro Arg Ser Glu Met Thr Asn Leu

485 490 495

Leu Ser Glu Leu

500

<210> 12

<211> 2490

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015

Page 20 of 219

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 12
atggttttgt
cttggteccett
gcaggaaggt
gcaaagggca
tggccaaccg
tccatgtctg
ccaagattag
aaccagttgce
atcaataccc
ggtagaggac
tcaatgccta
ggtgtccatg
atcaaaatga
agtttggagg
ggaagttttt
aggtgtttta
tatccagtgg
tccaggtact
gaggacggta
gcctttagac
gaaaaggacg
tacaacttaa
ggtgccttcet
tggatcattt
ggcaacttac
gtttggattg
Page 20

cttettettg
ggagcagtag
ggagaagggc
gcagtttgac
atgacgatga
atggtgacat
acggcggtga
ctgacggaag
ttgecectgegt
tatctttttt
ttggcttcega
acttccctta
agaggattcc
gtatgecctgg
tgttctcacce
gctacatcga
atctatttga
tccaaaagga
tttgttgggce
ttcttaggtt
gtgaattttt
acagagcaag
catatgagtt
ctaaagatct
ctagagtcga
gcaagacatt

tactacagta
gattaaaaag
cttggctaga
ccctatagtg
cgccgaacct
ttcegtgage
aggtcctcaa
ttggggcgat
tgtaactttg
gggtaggaac
attagcattt
tgatcaccag
aaaagaagtg
cctagattgg
agctgccact
tagaacagta
acatatttgg
gatcgaacaa
aaggaactct
gcacggctac
cgcatttgtce
ccagatatcc
cttgaggaga
acctggtgaa
ggccagagac
gtataggatg

ccacacttat
aaaaccgata
gcacagcaca
agaactgacg
ttagtggatg
gcatacgata
tttccagcag
gccgecattat
acaaggtggt
atgtggaaat
ccatctttga
gccctacaag
atgcataccg
gctaaactac
gcatatgctt
aagaaattca
gccgttgata
tgcatggatt
gatgtcaaag
agcgtcagtce
ggacagtcta
ttceccaggeg
aaagaagcag
gttgtgtata
tacctagagce
ccacttgtaa

cttcattage
ctgttgcagt
catcagaatc
ctgagtcaag
agatcagggc
cagcctgggt
ctgtgagatg
tctectgecta
ccctagaacce
tagcaactga
tagagcttgce
gaatctactc
ttccaacatc
ttaaactaca
taatgaatac
acggcggcegt
gacttgaaag
atgtaaacag
aggtggacga
ctgatgtgtt
atcaagctgt
aggatgtgcect
agggagcttt
ctttggattt
aatacggagg
acaatgatgt

RECTIFIED SHEET (RULE 91) ISA/EP

tgtcgtgcaa
accagccgcet
cgcagctgtce
gagaacaaga
aatgcttact
cggattggtt
gataagaaat
tgacaggctt
agagatgaga
agatgaagag
taagagccta
ttcaagagag
aatattgcac
gagcagcgac
cggagatgac
ccctaatgtt
attaggaatc
gcattggact
cacagctatg
taaaaacttc
taccggtatg
tcatagagcet
gagggacaag
tccatggtac
tggtgatgac
atatttggaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



Amended Sequence

PCT/EP 2014/052 363 - 08-06-2015

Page 21 of 219

ttggcaagaa tggatttcaa ccactgccag gctttgcatc
aaaagatggt atactgaaaa taggttgatg gactttggtg
agagcttatt ttcttgcagce cgcatctgtt tacgagcectt
gcatgggcta gagccgcaat actagctaac gccgtgagceca
tcattcagag aaaggttaga gcattctctt aggtgtagac
tcectggttta actcctcaag tggctcectgat gcagttttag
actgattcat tagccaggga agcacagcca atccatggag
cacaagttgt taagatctgc ttgggccgag tgggttaggg
agcgtgtgca atggtagttc tgcagtagaa caagagggat
cagacctgtc tattattggc tagaatgatc gaaatttctg
gcagccagtg aggacggcga tagaagaata attcaattaa
cttaagcaaa aaatgctagt ttcacaggac cctgaaaaaa
gtggatgacg aattgaagtt gaggattaga gagttcgttc
gaaaaaaaga ctggatctag cgaaaccagg caaacatttt
tactatgctg ctcattgcce acctcatgtce gttgatagac
gagccagtaa gtgccgcaaa gtaaccgcegg 2490

<210> 13

<211> 827

<212> PRT

<213> Zea mays

<400> 13

Met Val Leu Ser Ser Ser Cys Thr Thr Val Pro
1510 15

Ala Val Val Gln Leu Gly Pro Trp Ser Ser Arg
20 25 30

Asp Thr Val Ala Val Pro Ala Ala Ala Gly Arg
35 40 45

Ala Arg Ala Gln His Thr Ser Glu Ser Ala Ala
50 55 60

Ser Leu Thr Pro Ile Val Arg Thr Asp Ala Glu
65 70 75 80

Trp Pro Thr Asp Asp Asp Asp Ala Glu Pro Leu
85 90 95

Ala Met Leu Thr Ser Met Ser Asp Gly Asp Ile
100 105 110

Page 21

agttagagtg
tcgcceccaaga
gtagagctgce
cccacttaag
ctagtgaaga
taaaggctgt
gtgacccaga
aaaaggcaga
caagaatggt
ccggtaggge
caggctccat
atgaagagat
aatatttgct
taagtatagt
acattagtag

His Leu Ser

Ile Lys Lys

Trp Arg Arg

Val Ala Lys

Ser Arg Arg

Val Asp Glu

Ser Val Ser

RECTIFIED SHEET (RULE 91) ISA/EP

gcaaggacta
agatgccctt
cgagaggctt
aaatagccca
gacagatggc
cttaagactt
agatattata
cgctgecgat
ccatgataaa
agctggtgaa
ctgcgacagt
gatgtctcac
tagactaggt
gaaatcatgt
agtgattttc

Ser Leu

Lys Thr
Ala Leu
Gly Ser
Thr Arg
Ile Arg

Ala Tyr

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
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Amended Sequence

Asp Thr Ala Trp Val Gly Leu Val Pro Arg Leu Asp Gly Gly Glu Gly
115 120 125

Pro Gln Phe Pro Ala Ala Val Arg Trp Ile Arg Asn Asn Gln Leu Pro
130 135 140

Asp Gly Ser Trp Gly Asp Ala Ala Leu Phe Ser Ala Tyr Asp Arg Leu
145 150 155 160

Ile Asn Thr Leu Ala Cys Val Val Thr Leu Thr Arg Trp Ser Leu Glu
165 170 175

Pro Glu Met Arg Gly Arg Gly Leu Ser Phe Leu Gly Arg Asn Met Trp
180 185 190

Lys Leu Ala Thr Glu Asp Glu Glu Ser Met Pro Ile Gly Phe Glu Leu
195 200 205

Ala Phe Pro Ser Leu Ile Glu Leu Ala Lys Ser Leu Gly Val His Asp
210 215 220

Phe Pro Tyr Asp His Gln Ala Leu Gln Gly Ile Tyr Ser Ser Arg Glu
225 230 235 240

Ile Lys Met Lys Arg Ile Pro Lys Glu Val Met His Thr Val Pro Thr
245 250 255

Ser Ile Leu His Ser Leu Glu Gly Met Pro Gly Leu Asp Trp Ala Lys
260 265 270

Leu Leu Lys Leu Gln Ser Ser Asp Gly Ser Phe Leu Phe Ser Pro Ala
275 280 285

Ala Thr Ala Tyr Ala Leu Met Asn Thr Gly Asp Asp Arg Cys Phe Ser
290 295 300

Tyr Ile Asp Arg Thr Val Lys Lys Phe Asn Gly Gly Val Pro Asn Val
305 310 315 320

Tyr Pro Val Asp Leu Phe Glu His Ile Trp Ala Val Asp Arg Leu Glu
325 330 335

Arg Leu Gly Ile Ser Arg Tyr Phe Gln Lys Glu Ile Glu Gln Cys Met
340 345 350

Asp Tyr Val Asn Arg His Trp Thr Glu Asp Gly Ile Cys Trp Ala Arg
355 360 365

Asn Ser Asp Val Lys Glu Val Asp Asp Thr Ala Met Ala Phe Arg Leu
370 375 380

Page 22
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Amended Sequence

Leu Arg Leu His Gly Tyr Ser Val Ser Pro Asp Val Phe Lys Asn Phe
385 390 395 400

Glu Lys Asp Gly Glu Phe Phe Ala Phe Val Gly Gln Ser Asn Gln Ala
405 410 415

Val Thr Gly Met Tyr Asn Leu Asn Arg Ala Ser Gln Ile Ser Phe Pro
420 425 430

Gly Glu Asp Val Leu His Arg Ala Gly Ala Phe Ser Tyr Glu Phe Leu
435 440 445

Arg Arg Lys Glu Ala Glu Gly Ala Leu Arg Asp Lys Trp Ile Ile Ser
450 455 460

Lys Asp Leu Pro Gly Glu Val Val Tyr Thr Leu Asp Phe Pro Trp Tyr
465 470 475 480

Gly Asn Leu Pro Arg Val Glu Ala Arg Asp Tyr Leu Glu Gln Tyr Gly
485 490 495

Gly Gly Asp Asp Val Trp Ile Gly Lys Thr Leu Tyr Arg Met Pro Leu
500 505 510

Val Asn Asn Asp Val Tyr Leu Glu Leu Ala Arg Met Asp Phe Asn His
515 520 525

Cys Gln Ala Leu His Gln Leu Glu Trp Gln Gly Leu Lys Arg Trp Tyr
530 535 540

Thr Glu Asn Arg Leu Met Asp Phe Gly Val Ala Gln Glu Asp Ala Leu
545 550 555 560

Arg Ala Tyr Phe Leu Ala Ala Ala Ser Val Tyr Glu Pro Cys Arg Ala
565 570 575

Ala Glu Arg Leu Ala Trp Ala Arg Ala Ala Ile Leu Ala Asn Ala Val
580 585 590

Ser Thr His Leu Arg Asn Ser Pro Ser Phe Arg Glu Arg Leu Glu His
595 600 605

Ser Leu Arg Cys Arg Pro Ser Glu Glu Thr Asp Gly Ser Trp Phe Asn
610 615 620

Ser Ser Ser Gly Ser Asp Ala Val Leu Val Lys Ala Val Leu Arg Leu
625 630 635 640

Thr Asp Ser Leu Ala Arg Glu Ala Gln Pro Ile His Gly Gly Asp Pro
645 650 655

Page 23

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015

Page 24 of 219
Amended Sequence
Glu Asp Ile Ile His Lys Leu Leu Arg Ser Ala Trp Ala Glu
660 665 670
Arg Glu Lys Ala Asp Ala Ala Asp Ser Val Cys Asn Gly Ser
675 680 685
Val Glu Gln Glu Gly Ser Arg Met Val His Asp Lys Gln Thr
690 695 700
Leu Leu Ala Arg Met Ile Glu Ile Ser Ala Gly Arg Ala Ala
705 710 715 720
Ala Ala Ser Glu Asp Gly Asp Arg Arg Ile Ile Gln Leu Thr
725 730 735
Ile Cys Asp Ser Leu Lys Gln Lys Met Leu Val Ser Gln Asp
740 745 750
Lys Asn Glu Glu Met Met Ser His Val Asp Asp Glu Leu Lys
755 760 765
Ile Arg Glu Phe Val Gln Tyr Leu Leu Arg Leu Gly Glu Lys
770 775 780
Gly Ser Ser Glu Thr Arg Gln Thr Phe Leu Ser Ile Val Lys
785 790 795 800
Tyr Tyr Ala Ala His Cys Pro Pro His Val Val Asp Arg His
805 810 815
Arg Val Ile Phe Glu Pro Val Ser Ala Ala Lys
820 825
<210>
<211>
<212>
<213>
14
1377
DNA
Artificial Sequence
<220>
<223> Synthetic oligonucleotide
<400> 14
atggaaaaca agaccgaaac aacagttaga cgtaggcgta gaatcattct
ccttttcaag ggcacatcaa tccaatacta caactagcca acgttttgta
ttttctatta caatctttca caccaatttc aacaaaccaa aaacatccaa
ttcacattca gattcatact tgataatgat ccacaagatg aacgtatttc
acccacggtc ctttagectgg aatgagaatt ccaatcatca atgaacatgg
cttagaagag aattagagtt acttatgttg gcatccgaag aggacgagga
ctgattactg acgctctatg gtactttgecec caatctgtgg ctgatagttt
Page 24

RECTIFIED SHEET (RULE 91) ISA/EP

Trp Val

Ser Ala

Cys Leu

Gly Glu

Gly Ser

Pro Glu

Leu Arg

Lys Thr

Ser Cys

Ile Ser

gtttccagta
ctctaaaggt
ttacccacat
aaacttacct
tgccgatgag
agtctcttgt
gaatttgagg

60

120
180
240
300
360
420



Amended Sequence
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agattggtac taatgacatc cagtctgttt aactttcacg
tttgacgaat tgggatactt ggaccctgat gacaagacta
ggttttccta tgttgaaagt caaagatatc aagtctgcecct
aaagagatct taggaaagat gatcaaacag acaaaggctt
agtttcaaag agttagaaga gtctgaattg gagactgtaa
tcattcctga taccattacc aaaacatttg actgcettcecct
gacagaacag tttttcaatg gttggaccaa caaccaccta
tttggtagta cttctgaagt cgatgaaaag gacttccttg
gatagtaagc agtcattcct ttgggtcgtg cgtccaggtt
gtcgaaccac ttccagatgg ttttctagge gaaagaggta
caacaggaag ttttagctca tggcgctatt ggggcecattet
tcaactttag aatcagtatg cgaaggggta cctatgatct
caaccactga acgcaagata catgtctgat gttttgaaag
ggctgggaaa ggggtgaaat agctaatgca ataagacgtg
gagtatatca gacaaaacgc aagagtgctg aagcaaaagg
ggaggctctt catacgaatc cttagaatct cttgtttcect
<210> 15

<211> 473

<212> PRT

<213> Stevia rebaudiana

<400> 15

Met Ala Thr Ser Asp Ser Ile Val Asp Asp Arg
1510 15

Ala Thr Phe Pro Trp Leu Ala Phe Gly His Ile
20 25 30

Leu Ser Lys Leu Ile Ala Glu Lys Gly His Lys
35 40 45

Thr Thr Arg Asn Ile Gln Arg Leu Ser Ser His
50 55 60

Asn Val Val Gln Leu Thr Leu Pro Arg Val Gln
65 70 75 80

Ala Glu Ala Thr Thr Asp Val His Pro Glu Asp
85 90 95

Lys Ala Ser Asp Gly Leu Gln Pro Glu Val Thr
100 105 110

Page 25

ctcatgttag
ggttagagga
attctaattg
catctggagt
tcagagaaat
cttecctettt
gttctgtttt
aaatcgcaag
tcgtgaaagg
gaatagtcaa
ggactcattce
tttcagattt
tgggtgtata
ttatggttga
ccgacgttte
acatttcatc

Lys Gln Leu

Leu Pro Tyr

Val Ser Phe

Ile Ser Pro

Glu Leu Pro

Ile Pro Tyr

Arg Phe Leu

RECTIFIED SHEET (RULE 91) ISA/EP

tttaccacaa
acaggcctcet
gcaaatcttg
gatttggaac
tccagcacct
gttggatcat
gtacgtgtca
aggcttagtc
ctcaacatgg
atgggttcct
cggatggaat
tggtcttgat
tctagaaaat
tgaagagggg
tctaatgaag

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320

actgtaa 1377

His Val

Leu Gln

Leu Ser

Leu Ile

Glu Asp

Leu

Lys

Glu Gln
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Amended Sequence
His Ser Pro Asp Trp Ile Ile Tyr Asp Tyr Thr His Tyr Trp Leu Pro
115 120 125

Ser Ile Ala Ala Ser Leu Gly Ile Ser Arg Ala His Phe Ser Val Thr
130 135 140

Thr Pro Trp Ala Ile Ala Tyr Met Gly Pro Ser Ala Asp Ala Met Ile
145 150 155 160

Asn Gly Ser Asp Gly Arg Thr Thr Val Glu Asp Leu Thr Thr Pro Pro
165 170 175

Lys Trp Phe Pro Phe Pro Thr Lys Val Cys Trp Arg Lys His Asp Leu
180 185 190

Ala Arg Leu Val Pro Tyr Lys Ala Pro Gly Ile Ser Asp Gly Tyr Arg
195 200 205

Met Gly Leu Val Leu Lys Gly Ser Asp Cys Leu Leu Ser Lys Cys Tyr
210 215 220

His Glu Phe Gly Thr Gln Trp Leu Pro Leu Leu Glu Thr Leu His Gln
225 230 235 240

Val Pro Val Val Pro Val Gly Leu Leu Pro Pro Glu Ile Pro Gly Asp
245 250 255

Glu Lys Asp Glu Thr Trp Val Ser Ile Lys Lys Trp Leu Asp Gly Lys
260 265 270

Gln Lys Gly Ser Val Val Tyr Val Ala Leu Gly Ser Glu Val Leu Val
275 280 285

Ser Gln Thr Glu Val Val Glu Leu Ala Leu Gly Leu Glu Leu Ser Gly
290 295 300

Leu Pro Phe Val Trp Ala Tyr Arg Lys Pro Lys Gly Pro Ala Lys Ser
305 310 315 320

Asp Ser Val Glu Leu Pro Asp Gly Phe Val Glu Arg Thr Arg Asp Arg
325 330 335

Gly Leu Val Trp Thr Ser Trp Ala Pro Gln Leu Arg Ile Leu Ser His
340 345 350

Glu Ser Val Cys Gly Phe Leu Thr His Cys Gly Ser Gly Ser Ile Val
355 360 365

Glu Gly Leu Met Phe Gly His Pro Leu Ile Met Leu Pro Ile Phe Gly
370 375 380
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Amended Sequence
Asp Gln Pro Leu Asn Ala Arg Leu Leu Glu Asp Lys Gln Val Gly Ile
385 390 395 400

Glu Ile Pro Arg Asn Glu Glu Asp Gly Cys Leu Thr Lys Glu Ser Val
405 410 415

Ala Arg Ser Leu Arg Ser Val Val Val Glu Lys Glu Gly Glu Ile Tyr
420 425 430

Lys Ala Asn Ala Arg Glu Leu Ser Lys Ile Tyr Asn Asp Thr Lys Val
435 440 445

Glu Lys Glu Tyr Val Ser Gln Phe Val Asp Tyr Leu Glu Lys Asn Ala
450 455 460

Arg Ala Val Ala Ile Asp His Glu Ser
465 470

<210> 16

<211> 462

<212> PRT

<213> Oryza sativa

<400> 16

Met Asp Ser Gly Tyr Ser Ser Ser Tyr Ala Ala Ala Ala Gly Met His
1510 15

Val Val Ile Cys Pro Trp Leu Ala Phe Gly His Leu Leu Pro Cys Leu
20 25 30

Asp Leu Ala Gln Arg Leu Ala Ser Arg Gly His Arg Val Ser Phe Val
35 40 45

Ser Thr Pro Arg Asn Ile Ser Arg Leu Pro Pro Val Arg Pro Ala Leu
50 55 60

Ala Pro Leu Val Ala Phe Val Ala Leu Pro Leu Pro Arg Val Glu Gly
65 70 75 80

Leu Pro Asp Gly Ala Glu Ser Thr Asn Asp Val Pro His Asp Arg Pro
85 90 95

Asp Met Val Glu Leu His Arg Arg Ala Phe Asp Gly Leu Ala Ala Pro
100 105 110

Phe Ser Glu Phe Leu Gly Thr Ala Cys Ala Asp Trp Val Ile Val Asp
115 120 125

Val Phe His His Trp Ala Ala Ala Ala Ala Leu Glu His Lys Val Pro
130 135 140

Cys Ala Met Met Leu Leu Gly Ser Ala His Met Ile Ala Ser Ile Ala
Page 27
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Amended Sequence
145 150 155 160

Asp Arg Arg Leu Glu Arg Ala Glu Thr Glu Ser Pro Ala Ala Ala Gly
165 170 175

Gln Gly Arg Pro Ala Ala Ala Pro Thr Phe Glu Val Ala Arg Met Lys
180 185 190

Leu Ile Arg Thr Lys Gly Ser Ser Gly Met Ser Leu Ala Glu Arg Phe
195 200 205

Ser Leu Thr Leu Ser Arg Ser Ser Leu Val Val Gly Arg Ser Cys Val
210 215 220

Glu Phe Glu Pro Glu Thr Val Pro Leu Leu Ser Thr Leu Arg Gly Lys
225 230 235 240

Pro Ile Thr Phe Leu Gly Leu Met Pro Pro Leu His Glu Gly Arg Arg
245 250 255

Glu Asp Gly Glu Asp Ala Thr Val Arg Trp Leu Asp Ala Gln Pro Ala
260 265 270

Lys Ser Val Val Tyr Val Ala Leu Gly Ser Glu Val Pro Leu Gly Val
275 280 285

Glu Lys Val His Glu Leu Ala Leu Gly Leu Glu Leu Ala Gly Thr Arg
290 295 300

Phe Leu Trp Ala Leu Arg Lys Pro Thr Gly Val Ser Asp Ala Asp Leu
305 310 315 320

Leu Pro Ala Gly Phe Glu Glu Arg Thr Arg Gly Arg Gly Val Val Ala
325 330 335

Thr Arg Trp Val Pro Gln Met Ser Ile Leu Ala His Ala Ala Val Gly
340 345 350

Ala Phe Leu Thr His Cys Gly Trp Asn Ser Thr Ile Glu Gly Leu Met
355 360 365

Phe Gly His Pro Leu Ile Met Leu Pro Ile Phe Gly Asp Gln Gly Pro
370 375 380

Asn Ala Arg Leu Ile Glu Ala Lys Asn Ala Gly Leu Gln Val Ala Arg
385 390 395 400

Asn Asp Gly Asp Gly Ser Phe Asp Arg Glu Gly Val Ala Ala Ala TIle
405 410 415

Arg Ala Val Ala Val Glu Glu Glu Ser Ser Lys Val Phe Gln Ala Lys
Page 28

RECTIFIED SHEET (RULE 91) ISA/EP



Amended

420 425 430

Ala Lys

435 440 445

Tyr Ile
450 455

460
<210> 17
<211> 1389

<212> DNA

Sequence
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 17

atggactccg
ccgtggeteg
cggggccacce
cgeceececgege
ctececegacg
ctccaccgga
tgcgecgact
cacaaggtgc
gacagacggc
gcggcggege
ggaatgtccce
cggagcetgeg
cctattacct
gatgccaccg
ggcagcgagg
gccgggacge
ctcceegecg
cctcagatga
aactcgacca
gaccagggac
aacgacggcg
gtggaggaag
gcggacatgg
aaggattga 1

Page 29

gctactccte
cctteggeca
gcgtgtegtt
tcgegeceget
gcgecgagte
gggccttecga
gggtcatcgt
catgtgcaat
tcgagcgege
caacgttcga
tcgeccgageg
tggagttcga
tcettggect
tcegetgget
tgccactggg
gcttectcetg
gcttcgagga
gcatactggce
tcgagggget
cgaacgcgcg
atggatcgtt
aaagcagcaa
cctgeccatga
389

ctecctacgece
cctgectecceg
cgtcteccacg
cgtcgectte
caccaacgac
cgggctegece
cgacgtcecttce
gatgttgttg
ggagacagag
ggtggcgagg
cttcteettg
gccggagacce
tatgccgeceg
cgacgcgcag
agtggagaag
ggctcttagg
gcgcacgegce
gcacgcecgec
catgttcgge
gctaatcgag
cgaccgagaa
agtgtttcaa
gaggtacatc

gccgecgecg
tgcctegace
ccgcggaaca
gtggcgcetge
gtcecceccecacg
gcgeccttet
caccactggg
ggctctgcac
tcgectgegg
atgaagttga
acgctctcega
gtcecgetee
ttgcatgaag
ccggccaagt
gtccacgagce
aagcccactg
ggccgeggceg
gtgggcgegt
cacccgcetta
gcgaagaacg
ggcgtcegegg
gccaaagcca
gacggattca

Asp Gly Phe Ile Gln Gln Leu Arg Ser Tyr Lys Asp

ggatgcacgt
tcgececcageg
tatccegect
cgctceegeg
acaggccgga
cggagttett
ccgcagecgce
atatgatcgce
ctgcecgggea
tacgaaccaa
ggagcagcct
tgtcgacget
gccgecgega
ccgtegtgta
tcgegetegg
gcgtctceecga
tcgtggcgac
tcctgaccca
tcatgcetgee
ccggattgceca
cggcgattcg
agaagctgca
ttcagcaatt

RECTIFIED SHEET (RULE 91) ISA/EP

Lys Leu Gln Glu Ile Val Ala Asp Met Ala Cys His Glu Arg

cgtgatctge
cctegegteg
ccecgeeggtg
cgtcgagggg
catggtcgag
gggcaccgceg
cgctctecgag
ttccatagca
gggacgccca
aggctcatcg
cgtcgteggg
ccgcggtaag
ggacggcgag
cgtecgegeta
gctggagcte
cgeccgaccete
gagatgggtt
ctgeggetgg
gatcttecgge
ggtggcaaga
tgcagtcgeg
ggagatcgtc
gagatcttac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380



Amended Sequence

<210> 18

<211> 1389

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 18

atggatagtg
ccttggttgg
agaggccata
agacctgctc
ttgccagacg
ttgcatagaa
tgtgcagact
cataaggtgc
gatagaagat
gctgecegece
gggatgagtc
agatcctgeg
cctattactt
gatgctactg
ggttctgagg
gccggaacaa
ctaccagctg
ccacaaatga
aactcaacaa
gatcagggac
aatgatggtg
gttgaggaag
gctgacatgg

gctactccte
cctttggtca
gagtatcatt
tagctecctcet
gcgctgaatce
gagcctttga
gggttatagt
cttgtgctat
tggaaagagc
caacctttga
ttgctgaaag
tcgagttecga
tcettggtet
ttaggtggtt
taccactagg
gattcctttg
ggttcgaaga
gtattctagce
tagaaggact
ctaacgcaag
atggttcctt
agtcatctaa
cttgtcacga

aaagactaa 1389

<210> 19

<211> 460

<212> PRT

atcttatgcet
cctgttacca
tgtgtctact
agttgcattc
tactaatgac
tggattggca
cgatgtattt
gatgttgtta
tgaaacagaa
agtggctaga
gttttctetg
acctgaaaca
aatgcctcca
agatgcccaa
ggtggaaaag
ggctttgaga
gagaacaaga
tcatgcagcect
gatgtttggt
attgattgag
tgatagagaa
agttttccaa
aagatacatc

<213> Stevia rebaudiana

<400> 19

gctgcegetg
tgtctggatt
cctagaaata
gttgctcectte
gtaccacatg
gctccatttt
catcactggg
gggtcagcac
tcceccageceg
atgaaattga
acattatcta
gtacctttac
ttacatgaag
cctgctaagt
gtgcatgaat
aaaccaaccg
ggccgtggtg
gtaggggcct
catccactta
gcaaagaacg
ggcgttgcag
gctaaggcca
gatggtttca

gtatgcacgt
tagcccaaag
tctctegttt
cacttccaag
atagacctga
ctgagttecct
ctgctgecage
acatgatcgce
cagcaggaca
ttcgtactaa
gatcatcatt
tatctacttt
gaaggagaga
ctgttgttta
tagcattagg
gtgtttctga
tcgttgcectac
ttctaaccca
ttatgttacc
caggtctgca
ctgccatcag
aaaaattaca
tccaacaatt

tgtgatctge
actggcctca
accaccagtc
agtagaagga
catggtcgaa
gggcacagca
cgcattggaa
atccatagcect
aggtaggcca
aggtagttca
agttgtaggt
gagaggcaaa
agatggtgaa
cgttgcattg
acttgagctg
cgccgacttg
tagatgggtc
ttgcggttgg
aatctttgge
ggttgcacgt
agcagtcgcecce
agagattgtg
gagaagttat

Met Ala Glu Gln Gln Lys Ile Lys Lys Ser Pro His Val Leu Leu Ile

1510 15
Page 30
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
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Amended Sequence

Pro Phe Pro Leu Gln Gly His Ile Asn Pro Phe Ile Gln Phe Gly Lys
20 25 30

Arg Leu Ile Ser Lys Gly Val Lys Thr Thr Leu Val Thr Thr Ile His
35 40 45

Thr Leu Asn Ser Thr Leu Asn His Ser Asn Thr Thr Thr Thr Ser Ile
50 55 60

Glu Ile Gln Ala Ile Ser Asp Gly Cys Asp Glu Gly Gly Phe Met Ser
65 70 75 80

Ala Gly Glu Ser Tyr Leu Glu Thr Phe Lys Gln Val Gly Ser Lys Ser
85 90 95

Leu Ala Asp Leu Ile Lys Lys Leu Gln Ser Glu Gly Thr Thr Ile Asp
100 105 110

Ala Ile Ile Tyr Asp Ser Met Thr Glu Trp Val Leu Asp Val Ala TIle
115 120 125

Glu Phe Gly Ile Asp Gly Gly Ser Phe Phe Thr Gln Ala Cys Val Val
130 135 140

Asn Ser Leu Tyr Tyr His Val His Lys Gly Leu Ile Ser Leu Pro Leu
145 150 155 160

Gly Glu Thr Val Ser Val Pro Gly Phe Pro Val Leu Gln Arg Trp Glu
165 170 175

Thr Pro Leu Ile Leu Gln Asn His Glu Gln Ile Gln Ser Pro Trp Ser
180 185 190

Gln Met Leu Phe Gly Gln Phe Ala Asn Ile Asp Gln Ala Arg Trp Val
195 200 205

Phe Thr Asn Ser Phe Tyr Lys Leu Glu Glu Glu Val Ile Glu Trp Thr
210 215 220

Arg Lys Ile Trp Asn Leu Lys Val Ile Gly Pro Thr Leu Pro Ser Met
225 230 235 240

Tyr Leu Asp Lys Arg Leu Asp Asp Asp Lys Asp Asn Gly Phe Asn Leu
245 250 255

Tyr Lys Ala Asn His His Glu Cys Met Asn Trp Leu Asp Asp Lys Pro
260 265 270

Lys Glu Ser Val Val Tyr Val Ala Phe Gly Ser Leu Val Lys His Gly

275 280 285
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Amended Sequence

Pro Glu Gln Val Glu Glu Ile Thr Arg Ala Leu Ile Asp Ser Asp Val
290 295 300

Asn Phe Leu Trp Val Ile Lys His Lys Glu Glu Gly Lys Leu Pro Glu
305 310 315 320

Asn Leu Ser Glu Val Ile Lys Thr Gly Lys Gly Leu Ile Val Ala Trp
325 330 335

Cys Lys Gln Leu Asp Val Leu Ala His Glu Ser Val Gly Cys Phe Val
340 345 350

Thr His Cys Gly Phe Asn Ser Thr Leu Glu Ala Ile Ser Leu Gly Val
355 360 365

Pro Val Val Ala Met Pro Gln Phe Ser Asp Gln Thr Thr Asn Ala Lys
370 375 380

Leu Leu Asp Glu TIle Leu Gly Val Gly Val Arg Val Lys Ala Asp Glu
385 390 395 400

Asn Gly Ile Val Arg Arg Gly Asn Leu Ala Ser Cys Ile Lys Met Ile
405 410 415

Met Glu Glu Glu Arg Gly Val Ile Ile Arg Lys Asn Ala Val Lys Trp
420 425 430

Lys Asp Leu Ala Lys Val Ala Val His Glu Gly Gly Ser Ser Asp Asn
435 440 445

Asp Ile Val Glu Phe Val Ser Glu Leu Ile Lys Ala
450 455 460

<210> 20

<211> 481

<212> PRT

<213> Stevia rebaudiana

<400> 20

Met Asp Ala Met Ala Thr Thr Glu Lys Lys Pro His Val Ile Phe Ile
1510 15

Pro Phe Pro Ala Gln Ser His Ile Lys Ala Met Leu Lys Leu Ala Gln
20 25 30

Leu Leu His His Lys Gly Leu Gln Ile Thr Phe Val Asn Thr Asp Phe
35 40 45

Ile His Asn Gln Phe Leu Glu Ser Ser Gly Pro His Cys Leu Asp Gly
50 55 60

Page 32

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 33 of 219

Amended Sequence

Ala Pro Gly Phe Arg Phe Glu Thr Ile Pro Asp Gly Val Ser His Ser
65 70 75 80

Pro Glu Ala Ser Ile Pro Ile Arg Glu Ser Leu Leu Arg Ser Ile Glu
85 90 95

Thr Asn Phe Leu Asp Arg Phe Ile Asp Leu Val Thr Lys Leu Pro Asp
100 105 110

Pro Pro Thr Cys Ile Ile Ser Asp Gly Phe Leu Ser Val Phe Thr Ile
115 120 125

Asp Ala Ala Lys Lys Leu Gly Ile Pro Val Met Met Tyr Trp Thr Leu
130 135 140

Ala Ala Cys Gly Phe Met Gly Phe Tyr His Ile His Ser Leu Ile Glu
145 150 155 160

Lys Gly Phe Ala Pro Leu Lys Asp Ala Ser Tyr Leu Thr Asn Gly Tyr
165 170 175

Leu Asp Thr Val Ile Asp Trp Val Pro Gly Met Glu Gly Ile Arg Leu
180 185 190

Lys Asp Phe Pro Leu Asp Trp Ser Thr Asp Leu Asn Asp Lys Val Leu
195 200 205

Met Phe Thr Thr Glu Ala Pro Gln Arg Ser His Lys Val Ser His His
210 215 220

Ile Phe His Thr Phe Asp Glu Leu Glu Pro Ser Ile Ile Lys Thr Leu
225 230 235 240

Ser Leu Arg Tyr Asn His Ile Tyr Thr Ile Gly Pro Leu Gln Leu Leu
245 250 255

Leu Asp Gln Ile Pro Glu Glu Lys Lys Gln Thr Gly Ile Thr Ser Leu
260 265 270

His Gly Tyr Ser Leu Val Lys Glu Glu Pro Glu Cys Phe Gln Trp Leu
275 280 285

Gln Ser Lys Glu Pro Asn Ser Val Val Tyr Val Asn Phe Gly Ser Thr
290 295 300

Thr Val Met Ser Leu Glu Asp Met Thr Glu Phe Gly Trp Gly Leu Ala
305 310 315 320

Asn Ser Asn His Tyr Phe Leu Trp Ile Ile Arg Ser Asn Leu Val Ile
325 330 335
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Amended Sequence

Gly Glu Asn Ala Val Leu Pro Pro Glu Leu Glu Glu His Ile Lys Lys
340 345 350

Arg Gly Phe Ile Ala Ser Trp Cys Ser Gln Glu Lys Val Leu Lys His
355 360 365

Pro Ser Val Gly Gly Phe Leu Thr His Cys Gly Trp Gly Ser Thr Ile
370 375 380

Glu Ser Leu Ser Ala Gly Val Pro Met Ile Cys Trp Pro Tyr Ser Trp
385 390 395 400

Asp Gln Leu Thr Asn Cys Arg Tyr Ile Cys Lys Glu Trp Glu Val Gly
405 410 415

Leu Glu Met Gly Thr Lys Val Lys Arg Asp Glu Val Lys Arg Leu Val
420 425 430

Gln Glu Leu Met Gly Glu Gly Gly His Lys Met Arg Asn Lys Ala Lys
435 440 445

Asp Trp Lys Glu Lys Ala Arg Ile Ala Ile Ala Pro Asn Gly Ser Ser
450 455 460

Ser Leu Asn Ile Asp Lys Met Val Lys Glu Ile Thr Val Leu Ala Arg
465 470 475 480

Asn

<210> 21

<211> 785

<212> PRT

<213> Arabidopsis thaliana

<400> 21

Met Ser Ile Asn Leu Arg Ser Ser Gly Cys Ser Ser Pro Ile Ser Ala
1510 15

Thr Leu Glu Arg Gly Leu Asp Ser Glu Val Gln Thr Arg Ala Asn Asn
20 25 30

Val Ser Phe Glu Gln Thr Lys Glu Lys Ile Arg Lys Met Leu Glu Lys
35 40 45

Val Glu Leu Ser Val Ser Ala Tyr Asp Thr Ser Trp Val Ala Met Val
50 55 60

Pro Ser Pro Ser Ser Gln Asn Ala Pro Leu Phe Pro Gln Cys Val Lys
65 70 75 80
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Amended Sequence
Trp Leu Leu Asp Asn Gln His Glu Asp Gly Ser Trp Gly Leu Asp Asn
85 90 95

His Asp His Gln Ser Leu Lys Lys Asp Val Leu Ser Ser Thr Leu Ala
100 105 110

Ser Ile Leu Ala Leu Lys Lys Trp Gly Ile Gly Glu Arg Gln Ile Asn
115 120 125

Lys Gly Leu Gln Phe Ile Glu Leu Asn Ser Ala Leu Val Thr Asp Glu
130 135 140

Thr Ile Gln Lys Pro Thr Gly Phe Asp Ile Ile Phe Pro Gly Met Ile
145 150 155 160

Lys Tyr Ala Arg Asp Leu Asn Leu Thr Ile Pro Leu Gly Ser Glu Val
165 170 175

Val Asp Asp Met Ile Arg Lys Arg Asp Leu Asp Leu Lys Cys Asp Ser
180 185 190

Glu Lys Phe Ser Lys Gly Arg Glu Ala Tyr Leu Ala Tyr Val Leu Glu
195 200 205

Gly Thr Arg Asn Leu Lys Asp Trp Asp Leu Ile Val Lys Tyr Gln Arg
210 215 220

Lys Asn Gly Ser Leu Phe Asp Ser Pro Ala Thr Thr Ala Ala Ala Phe
225 230 235 240

Thr Gln Phe Gly Asn Asp Gly Cys Leu Arg Tyr Leu Cys Ser Leu Leu
245 250 255

Gln Lys Phe Glu Ala Ala Val Pro Ser Val Tyr Pro Phe Asp Gln Tyr
260 265 270

Ala Arg Leu Ser Ile Ile Val Thr Leu Glu Ser Leu Gly Ile Asp Arg
275 280 285

Asp Phe Lys Thr Glu Ile Lys Ser Ile Leu Asp Glu Thr Tyr Arg Tyr
290 295 300

Trp Leu Arg Gly Asp Glu Glu Ile Cys Leu Asp Leu Ala Thr Cys Ala
305 310 315 320

Leu Ala Phe Arg Leu Leu Leu Ala His Gly Tyr Asp Val Ser Tyr Asp
325 330 335

Pro Leu Lys Pro Phe Ala Glu Glu Ser Gly Phe Ser Asp Thr Leu Glu
340 345 350
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Amended Sequence
Gly Tyr Val Lys Asn Thr Phe Ser Val Leu Glu Leu Phe Lys Ala Ala
355 360 365

Gln Ser Tyr Pro His Glu Ser Ala Leu Lys Lys Gln Cys Cys Trp Thr
370 375 380

Lys Gln Tyr Leu Glu Met Glu Leu Ser Ser Trp Val Lys Thr Ser Val
385 390 395 400

Arg Asp Lys Tyr Leu Lys Lys Glu Val Glu Asp Ala Leu Ala Phe Pro
405 410 415

Ser Tyr Ala Ser Leu Glu Arg Ser Asp His Arg Arg Lys Ile Leu Asn
420 425 430

Gly Ser Ala Val Glu Asn Thr Arg Val Thr Lys Thr Ser Tyr Arg Leu
435 440 445

His Asn Ile Cys Thr Ser Asp Ile Leu Lys Leu Ala Val Asp Asp Phe
450 455 460

Asn Phe Cys Gln Ser Ile His Arg Glu Glu Met Glu Arg Leu Asp Arg
465 470 475 480

Trp Ile Val Glu Asn Arg Leu Gln Glu Leu Lys Phe Ala Arg Gln Lys
485 490 495

Leu Ala Tyr Cys Tyr Phe Ser Gly Ala Ala Thr Leu Phe Ser Pro Glu
500 505 510

Leu Ser Asp Ala Arg Ile Ser Trp Ala Lys Gly Gly Val Leu Thr Thr
515 520 525

Val Val Asp Asp Phe Phe Asp Val Gly Gly Ser Lys Glu Glu Leu Glu
530 535 540

Asn Leu Ile His Leu Val Glu Lys Trp Asp Leu Asn Gly Val Pro Glu
545 550 555 560

Tyr Ser Ser Glu His Val Glu Ile Ile Phe Ser Val Leu Arg Asp Thr
565 570 575

Ile Leu Glu Thr Gly Asp Lys Ala Phe Thr Tyr Gln Gly Arg Asn Val
580 585 590

Thr His His Ile Val Lys Ile Trp Leu Asp Leu Leu Lys Ser Met Leu
595 600 605

Arg Glu Ala Glu Trp Ser Ser Asp Lys Ser Thr Pro Ser Leu Glu Asp
610 615 620
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Met
630
Ala
650
His
665
Leu
680
Asn
695
Glu
710
Glu
730
Glu
745
Tyr
760
Lys
775

Glu
635
Thr
655
Gln
670
Asn
685
Ala
700
Val
715
Leu
735
Cys
750
Arg
765
Ser
780

Tyr
625
Pro
645
Ser
660
Leu
675
Leu
690
Lys
705
Glu
725
Arg
740
Phe
755
Val
770
Thr
785
<210>
<211>
<212>
<213>

22

894

DNA
Artificial
<220>

Asn Ala
640
Tyr Leu

Tyr Asn

Asp Ile

Val Ser

Ile
720
His

Ile
Lys
Lys Glu
Lys Asp

Val Ile

Sequence

Tyr
Ile
Gln
Gln
Leu
Glu
Leu
Ala
Asp

Tyr

Page 37

Ile Ser

Gly Pro

Leu Tyr
Gly Phe
His Met
Ser Met
Val Leu

Phe Leu

Gly Phe

Glu Pro

<223> Synthetic oligonucleotide

<400> 22
atggtcgcac
gaggccctaa
tactcecctee
ttggcaggtg
acaatgtcac
aagccaacta
ttagcttacg
ctacaagtta
Page 37
480

aaactttcaa
gtgctgcetcet
tggcaggtgg
gttctgttga
taattcatga
atcacaaggt
cttttgaaca
ttgctagaat

cctggatacc
tgtgccaget
caaaagatta
acaagccatg
tgacctgcca
gttcggggaa
tattgecttct
cggacacgcc

Phe
Pro
Lys
Lys
Lys
Lys
Glu
Lys
Thr

Val

PCT/EP 2014/052 363 - 08-06-2015

Ala Leu

Leu Pro

Leu Val

Arg Glu

His Glu

Gly Leu

Glu Lys

Met Ser

Ser Asn

Ser Leu

tacttatccc
tatcctgaga
agacctatct
ccaactgcgt
gccatggata
gatatagcca
caaacaagag
gttgctgcaa

of 219

Gly Pro Ile

Glu Lys Thr

Ser Thr Met

Ser Ala Glu

Arg Asp Asn

Ala Glu Arg

Gly Ser Val

Lys Val Leu

Asp Leu Met

Gln Lys Glu

aaagacaaca
gaatatacga
tatgtttagce
gtgcacttga
acgatgattt
tcttagcggg
gagtaccacc
caggcctegt

RECTIFIED SHEET (RULE 91) ISA/EP

Val Leu

Val Asp

Gly Arg

Gly Lys

Arg Ser

Lys Arg

Val Pro

Asn Leu

Ser Leu

Ser Leu

acaagttgaa
agctatgaga
tgcttgcgaa
aatgatccat
cagaagagga
tgatgecgett
tcaattggtg
tggaggccaa

60

120
180
240
300
360
420



Amended Sequence

gtcgtagacc
tcacataaga
gcagatgaag
caaatcgtcg
ggtaaagacc
agacagaaag
caagcagagc

<210> 23
<211> 1542

<212> DNA

ttgaatctga
ctggagcectt
agcttttgge
atgatatcct
aggcagccgce
cggaagagtt
cactcctage

PCT/EP 2014/052 363 - 08-06-2015
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aggtaaagct
gctggaagca
cagattgtct
ggatgttact
aaaggcaact
gattcaatct
gctggcagac

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 23

atggatgctg
gctgtagecat
agatcccaat
aatctgttac
tatggaccta
gagatagcca
aaagccctga
tatcataaaa
aagcatagaa
gtgaaaaaca
ttcggcecttag
ctgaaaatca
ggagcaatcg
aagttcgaaa
atcaaagagc
cttttatctg
atcattgaat
aaaaacccta
aagataaccg
ctgagaagac
ctaggcggcet
atggacaaaa
Page 38

tgacgggttt
tggcggtage
caaatcatct
aattgaagga
tctatagtat
aggaggcatt
aagtacttac
cagttaagag
ttcacagaga
acccagaaca
ctatgagaca
ctatgaatag
atgttgattg
atactattca
acaaaaagag
aagctcaaac
cttcagatac
aattgcaaga
aagagcatct
actcaccagt
accatgttcc
acgtttggga

gttaactgtc
gctaatcttt
tccaagagtg
gaaaaagcca
caaaactggg
ggtgaccaga
agcagataag
acacatactg
tatcatgatg
ggaagaggta
agccttagga
agacgaaatc
gagagacttc
acaaatgtac
aatagecgtca
tttaaccgat
aacaatggtc
taggttgtac
atcacagctg
tcctatcatt
tgctggcaca
aaatccagag

atttccttag
tcagttgtct
cattacgcta
gctacatctg
tatccaagtce
gctaaggaag
ttcatcacac

ccagcaaccg
tggtacctga
cctgaagtcece
tacatgactt
gctacaagta
ttccaatcca
acaatggtcg
accgceegtcet
gataacatat
gaccttagaa
aaggatgttg
tttcaagtcce
tttccatacc
atcagaagag
ggcgaaaagc
cagcaactat
acaacagaat
agagacatta
ccttacatta
cctctaagac
gaacttgcceg
gaatggaacc

aaacattgga
caggcggtat
gagatatagg
aacagttggg
tattgggttt
ccttaagacce
gtcgtcagcea

ctataactat
aatcctacac
caggtgttce
ttacgagatg
tggttgtggt
tatctacaag
caatgtcaga
tgggtcctaa
ctactcaact
aaatctttca
aaagtttgta
ttgttgttga
taaagtgggt
aagctgttat
taaatagtta
tgatgtcctt
gggcaatgta
agtccgtctg
cagctatttt
atgtacatga
ttaacatcta
cagaaagatt

RECTIFIED SHEET (RULE 91) ISA/EP

gtatattcac
tctcgcaggg
cttggetttt
gaaaaccgct
agaagcctct
ttacggttca
ttaa 894

tggtggaact
atcagctaga
attgttagga
ggcagcgaca
atcatctaat
gaacttatct
ttatgatgat
tgcacagaaa
tcatgaattc
atctgagtta
cgttgaagac
tccaatgatg
cccaaacaaa
gaaatcttta
tatcgattac
gtgggaacca
cgaattagct
tggatctgaa
ccacgaaaca
agataccgtt
cggttgcaac
catgaaagag

540
600
660
720
780
840

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
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Amended Sequence

aatgagacaa ttgattttca aaagacgatg gccttecggtg gtggtaagag agtttgtgcet
ggttccttge aagccctttt aactgcatct attgggattg ggagaatggt tcaagagttce
gaatggaaac tgaaggatat gactcaagag gaagtgaaca cgataggcct aactacacaa
atgttaagac cattgagagc tattatcaaa cctaggatct aa

1380

1440

1500

1542

<210>

<211>

<212>

<213>

<400>

24

297

PRT

Synechococcus sp.

24

Met Val Ala Gln Thr Phe Asn Leu Asp Thr Tyr Leu Ser Gln Arg Gln
1510 15

Gln Gln Val Glu Glu Ala Leu Ser Ala Ala Leu Val Pro Ala Tyr Pro
20 25 30

Glu Arg Ile Tyr Glu Ala Met Arg Tyr Ser Leu Leu Ala Gly Gly Lys
35 40 45

Arg Leu Arg Pro Ile Leu Cys Leu Ala Ala Cys Glu Leu Ala Gly Gly
50 55 60

Ser Val Glu Gln Ala Met Pro Thr Ala Cys Ala Leu Glu Met Ile His
65 70 75 80

Thr Met Ser Leu Ile His Asp Asp Leu Pro Ala Met Asp Asn Asp Asp
85 90 95

Phe Arg Arg Gly Lys Pro Thr Asn His Lys Val Phe Gly Glu Asp Ile
100 105 110

Ala Ile Leu Ala Gly Asp Ala Leu Leu Ala Tyr Ala Phe Glu His TIle
115 120 125

Ala Ser Gln Thr Arg Gly Val Pro Pro Gln Leu Val Leu Gln Val Ile
130 135 140

Ala Arg Ile Gly His Ala Val Ala Ala Thr Gly Leu Val Gly Gly Gln
145 150 155 160

Val Val Asp Leu Glu Ser Glu Gly Lys Ala Ile Ser Leu Glu Thr Leu
165 170 175

Glu Tyr Ile His Ser His Lys Thr Gly Ala Leu Leu Glu Ala Ser Val
180 185 190

Val Ser Gly Gly Ile Leu Ala Gly Ala Asp Glu Glu Leu Leu Ala Arg
195 200 205
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Amended Sequence

Leu Ser His Tyr Ala Arg Asp Ile Gly Leu Ala Phe Gln Ile Val Asp
210 215 220

Asp Ile Leu Asp Val Thr Ala Thr Ser Glu Gln Leu Gly Lys Thr Ala
225 230 235 240

Gly Lys Asp Gln Ala Ala Ala Lys Ala Thr Tyr Pro Ser Leu Leu Gly
245 250 255

Leu Glu Ala Ser Arg Gln Lys Ala Glu Glu Leu Ile Gln Ser Ala Lys
260 265 270

Glu Ala Leu Arg Pro Tyr Gly Ser Gln Ala Glu Pro Leu Leu Ala Leu
275 280 285

Ala Asp Phe Ile Thr Arg Arg Gln His
290 295

<210> 25

<211> 513

<212> PRT

<213> Stevia rebaudiana

<400> 25

Met Asp Ala Val Thr Gly Leu Leu Thr Val Pro Ala Thr Ala Ile Thr
1510 15

Ile Gly Gly Thr Ala Val Ala Leu Ala Val Ala Leu Ile Phe Trp Tyr
20 25 30

Leu Lys Ser Tyr Thr Ser Ala Arg Arg Ser Gln Ser Asn His Leu Pro
35 40 45

Arg Val Pro Glu Val Pro Gly Val Pro Leu Leu Gly Asn Leu Leu Gln
50 55 60

Leu Lys Glu Lys Lys Pro Tyr Met Thr Phe Thr Arg Trp Ala Ala Thr
65 70 75 80

Tyr Gly Pro Ile Tyr Ser Ile Lys Thr Gly Ala Thr Ser Met Val Val
85 90 95

Val Ser Ser Asn Glu Ile Ala Lys Glu Ala Leu Val Thr Arg Phe Gln
100 105 110

Ser Ile Ser Thr Arg Asn Leu Ser Lys Ala Leu Lys Val Leu Thr Ala
115 120 125

Asp Lys Thr Met Val Ala Met Ser Asp Tyr Asp Asp Tyr His Lys Thr
130 135 140
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Amended Sequence
Val Lys Arg His Ile Leu Thr Ala Val Leu Gly Pro Asn Ala Gln Lys
145 150 155 160

Lys His Arg Ile His Arg Asp Ile Met Met Asp Asn Ile Ser Thr Gln
165 170 175

Leu His Glu Phe Val Lys Asn Asn Pro Glu Gln Glu Glu Val Asp Leu
180 185 190

Arg Lys Ile Phe Gln Ser Glu Leu Phe Gly Leu Ala Met Arg Gln Ala
195 200 205

Leu Gly Lys Asp Val Glu Ser Leu Tyr Val Glu Asp Leu Lys Ile Thr
210 215 220

Met Asn Arg Asp Glu Ile Phe Gln Val Leu Val Val Asp Pro Met Met
225 230 235 240

Gly Ala TIle Asp Val Asp Trp Arg Asp Phe Phe Pro Tyr Leu Lys Trp
245 250 255

Val Pro Asn Lys Lys Phe Glu Asn Thr Ile Gln Gln Met Tyr Ile Arg
260 265 270

Arg Glu Ala Val Met Lys Ser Leu Ile Lys Glu His Lys Lys Arg Ile
275 280 285

Ala Ser Gly Glu Lys Leu Asn Ser Tyr Ile Asp Tyr Leu Leu Ser Glu
290 295 300

Ala Gln Thr Leu Thr Asp Gln Gln Leu Leu Met Ser Leu Trp Glu Pro
305 310 315 320

Ile Ile Glu Ser Ser Asp Thr Thr Met Val Thr Thr Glu Trp Ala Met
325 330 335

Tyr Glu Leu Ala Lys Asn Pro Lys Leu Gln Asp Arg Leu Tyr Arg Asp
340 345 350

Ile Lys Ser Val Cys Gly Ser Glu Lys Ile Thr Glu Glu His Leu Ser
355 360 365

Gln Leu Pro Tyr Ile Thr Ala Ile Phe His Glu Thr Leu Arg Arg His
370 375 380

Ser Pro Val Pro Ile Ile Pro Leu Arg His Val His Glu Asp Thr Val
385 390 395 400

Leu Gly Gly Tyr His Val Pro Ala Gly Thr Glu Leu Ala Val Asn Ile
405 410 415
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Amended Sequence
Tyr Gly Cys Asn Met Asp Lys Asn Val Trp Glu Asn Pro Glu Glu Trp
420 425 430

Asn Pro Glu Arg Phe Met Lys Glu Asn Glu Thr Ile Asp Phe Gln Lys
435 440 445

Thr Met Ala Phe Gly Gly Gly Lys Arg Val Cys Ala Gly Ser Leu Gln
450 455 460

Ala Leu Leu Thr Ala Ser Ile Gly Ile Gly Arg Met Val Gln Glu Phe
465 470 475 480

Glu Trp Lys Leu Lys Asp Met Thr Gln Glu Glu Val Asn Thr Ile Gly
485 490 495

Leu Thr Thr Gln Met Leu Arg Pro Leu Arg Ala Ile Ile Lys Pro Arg
500 505 510

Ile

<210> 26

<211> 480

<212> PRT

<213> Stevia rebaudiana

<400> 26

Met Asp Ala Met Ala Thr Thr Glu Lys Lys Pro His Val Ile Phe Ile
1510 15

Pro Phe Pro Ala Gln Ser His Ile Lys Ala Met Leu Lys Leu Ala Gln
20 25 30

Leu Leu His His Lys Gly Leu Gln Ile Thr Phe Val Asn Thr Asp Phe
35 40 45

Ile His Asn Gln Phe Leu Glu Ser Ser Gly Pro His Cys Leu Asp Gly
50 55 60

Ala Pro Gly Phe Arg Phe Glu Thr Ile Pro Asp Gly Val Ser His Ser
65 70 75 80

Pro Glu Ala Ser Ile Pro Ile Arg Glu Ser Leu Leu Arg Ser Ile Glu
85 90 95

Thr Asn Phe Leu Asp Arg Phe Ile Asp Leu Val Thr Lys Leu Pro Asp
100 105 110

Pro Pro Thr Cys Ile Ile Ser Asp Gly Phe Leu Ser Val Phe Thr Ile
115 120 125

Asp Ala Ala Lys Lys Leu Gly Ile Pro Val Met Met Tyr Trp Thr Leu
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Amended Sequence
130 135 140

Ala Ala Cys Gly Phe Met Gly Phe Tyr His Ile His Ser Leu Ile Glu
145 150 155 160

Lys Gly Phe Ala Pro Leu Lys Asp Ala Ser Tyr Leu Thr Asn Gly Tyr
165 170 175

Leu Asp Thr Val Ile Asp Trp Val Pro Gly Met Glu Gly Ile Arg Leu
180 185 190

Lys Asp Phe Pro Leu Asp Trp Ser Thr Asp Leu Asn Asp Lys Val Leu
195 200 205

Met Phe Thr Thr Glu Ala Pro Gln Arg Ser His Lys Val Ser His His
210 215 220

Ile Phe His Thr Phe Asp Glu Leu Glu Pro Ser Ile Ile Lys Thr Leu
225 230 235 240

Ser Leu Arg Tyr Asn His Ile Tyr Thr Ile Gly Pro Leu Gln Leu Leu
245 250 255

Leu Asp Gln Ile Pro Glu Glu Lys Lys Gln Thr Gly Ile Thr Ser Leu
260 265 270

His Gly Tyr Ser Leu Val Lys Glu Glu Pro Glu Cys Phe Gln Trp Leu
275 280 285

Gln Ser Lys Glu Pro Asn Ser Val Val Tyr Val Asn Phe Gly Ser Thr
290 295 300

Thr Val Met Ser Leu Glu Asp Met Thr Glu Phe Gly Trp Gly Leu Ala
305 310 315 320

Asn Ser Asn His Tyr Phe Leu Trp Ile Ile Arg Ser Asn Leu Val Ile
325 330 335

Gly Glu Asn Ala Val Leu Pro Pro Glu Leu Glu Glu His Ile Lys Lys
340 345 350

Arg Gly Phe Ile Ala Ser Trp Cys Ser Gln Glu Lys Val Leu Lys His
355 360 365

Pro Ser Val Gly Gly Phe Leu Thr His Cys Gly Trp Gly Ser Thr Ile
370 375 380

Glu Ser Leu Ser Ala Gly Val Pro Met Ile Cys Trp Pro Tyr Ser Trp
385 390 395 400

Asp Gln Leu Thr Asn Cys Arg Tyr Ile Cys Lys Glu Trp Glu Val Gly
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Amended Sequence
405 410 415

Leu Glu Met Gly Thr Lys Val Lys Arg Asp Glu Val Lys Arg Leu Val
420 425 430

Gln Glu Leu Met Gly Glu Gly Gly His Lys Met Arg Asn Lys Ala Lys
435 440 445

Asp Trp Lys Glu Lys Ala Arg Ile Ala Ile Ala Pro Asn Gly Ser Ser
450 455 460

Ser Leu Asn Ile Asp Lys Met Val Lys Glu Ile Thr Val Leu Ala Arg
465 470 475 480

<210> 27

<211> 784

<212> PRT

<213> Stevia rebaudiana

<400> 27

Met Asn Leu Ser Leu Cys Ile Ala Ser Pro Leu Leu Thr Lys Ser Asn
1510 15

Arg Pro Ala Ala Leu Ser Ala Ile His Thr Ala Ser Thr Ser His Gly
20 25 30

Gly Gln Thr Asn Pro Thr Asn Leu Ile Ile Asp Thr Thr Lys Glu Arg
35 40 45

Ile Gln Lys Gln Phe Lys Asn Val Glu Ile Ser Val Ser Ser Tyr Asp
50 55 60

Thr Ala Trp Val Ala Met Val Pro Ser Pro Asn Ser Pro Lys Ser Pro
65 70 75 80

Cys Phe Pro Glu Cys Leu Asn Trp Leu Ile Asn Asn Gln Leu Asn Asp
85 90 95

Gly Ser Trp Gly Leu Val Asn His Thr His Asn His Asn His Pro Leu
100 105 110

Leu Lys Asp Ser Leu Ser Ser Thr Leu Ala Cys Ile Val Ala Leu Lys
115 120 125

Arg Trp Asn Val Gly Glu Asp Gln Ile Asn Lys Gly Leu Ser Phe Ile
130 135 140

Glu Ser Asn Leu Ala Ser Ala Thr Glu Lys Ser Gln Pro Ser Pro Ile
145 150 155 160

Gly Phe Asp Ile Ile Phe Pro Gly Leu Leu Glu Tyr Ala Lys Asn Leu

165 170 175
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Amended Sequence

Asp Ile Asn Leu Leu Ser Lys Gln Thr Asp Phe Ser Leu Met Leu His
180 185 190

Lys Arg Glu Leu Glu Gln Lys Arg Cys His Ser Asn Glu Met Asp Gly
195 200 205

Tyr Leu Ala Tyr Ile Ser Glu Gly Leu Gly Asn Leu Tyr Asp Trp Asn
210 215 220

Met Val Lys Lys Tyr Gln Met Lys Asn Gly Ser Val Phe Asn Ser Pro
225 230 235 240

Ser Ala Thr Ala Ala Ala Phe Ile Asn His Gln Asn Pro Gly Cys Leu
245 250 255

Asn Tyr Leu Asn Ser Leu Leu Asp Lys Phe Gly Asn Ala Val Pro Thr
260 265 270

Val Tyr Pro His Asp Leu Phe Ile Arg Leu Ser Met Val Asp Thr Ile
275 280 285

Glu Arg Leu Gly Ile Ser His His Phe Arg Val Glu Ile Lys Asn Val
290 295 300

Leu Asp Glu Thr Tyr Arg Cys Trp Val Glu Arg Asp Glu Gln Ile Phe
305 310 315 320

Met Asp Val Val Thr Cys Ala Leu Ala Phe Arg Leu Leu Arg Ile Asn
325 330 335

Gly Tyr Glu Val Ser Pro Asp Pro Leu Ala Glu Ile Thr Asn Glu Leu
340 345 350

Ala Leu Lys Asp Glu Tyr Ala Ala Leu Glu Thr Tyr His Ala Ser His
355 360 365

Ile Leu Tyr Gln Glu Asp Leu Ser Ser Gly Lys Gln Ile Leu Lys Ser
370 375 380

Ala Asp Phe Leu Lys Glu Ile Ile Ser Thr Asp Ser Asn Arg Leu Ser
385 390 395 400

Lys Leu Ile His Lys Glu Val Glu Asn Ala Leu Lys Phe Pro Ile Asn
405 410 415

Thr Gly Leu Glu Arg Ile Asn Thr Arg Arg Asn Ile Gln Leu Tyr Asn
420 425 430

Val Asp Asn Thr Arg Ile Leu Lys Thr Thr Tyr His Ser Ser Asn Ile

435 440 445
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Amended Sequence

Ser Asn Thr Asp Tyr Leu Arg Leu Ala Val Glu Asp Phe Tyr Thr Cys
450 455 460

Gln Ser Ile Tyr Arg Glu Glu Leu Lys Gly Leu Glu Arg Trp Val Val
465 470 475 480

Glu Asn Lys Leu Asp Gln Leu Lys Phe Ala Arg Gln Lys Thr Ala Tyr
485 490 495

Cys Tyr Phe Ser Val Ala Ala Thr Leu Ser Ser Pro Glu Leu Ser Asp
500 505 510

Ala Arg Ile Ser Trp Ala Lys Asn Gly Ile Leu Thr Thr Val Val Asp
515 520 525

Asp Phe Phe Asp Ile Gly Gly Thr Ile Asp Glu Leu Thr Asn Leu Ile
530 535 540

Gln Cys Val Glu Lys Trp Asn Val Asp Val Asp Lys Asp Cys Cys Ser
545 550 555 560

Glu His Val Arg Ile Leu Phe Leu Ala Leu Lys Asp Ala Ile Cys Trp
565 570 575

Ile Gly Asp Glu Ala Phe Lys Trp Gln Ala Arg Asp Val Thr Ser His
580 585 590

Val Ile Gln Thr Trp Leu Glu Leu Met Asn Ser Met Leu Arg Glu Ala
595 600 605

Ile Trp Thr Arg Asp Ala Tyr Val Pro Thr Leu Asn Glu Tyr Met Glu
610 615 620

Asn Ala Tyr Val Ser Phe Ala Leu Gly Pro Ile Val Lys Pro Ala Ile
625 630 635 640

Tyr Phe Val Gly Pro Lys Leu Ser Glu Glu Ile Val Glu Ser Ser Glu
645 650 655

Tyr His Asn Leu Phe Lys Leu Met Ser Thr Gln Gly Arg Leu Leu Asn
660 665 670

Asp Ile His Ser Phe Lys Arg Glu Phe Lys Glu Gly Lys Leu Asn Ala
675 680 685

Val Ala Leu His Leu Ser Asn Gly Glu Ser Gly Lys Val Glu Glu Glu
690 695 700

Val Val Glu Glu Met Met Met Met Ile Lys Asn Lys Arg Lys Glu Leu
705 710 715 720
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Amended Sequence

Met Lys Leu Ile Phe Glu Glu Asn Gly Ser Ile Val Pro Arg Ala Cys
725 730 735

Lys Asp Ala Phe Trp Asn Met Cys His Val Leu Asn Phe Phe Tyr Ala
740 745 750

Asn Asp Asp Gly Phe Thr Gly Asn Thr Ile Leu Asp Thr Val Lys Asp
755 760 765

Ile Ile Tyr Asn Pro Leu Val Leu Val Asn Glu Asn Glu Glu Gln Arg
770 775 780

<210> 28

<211> 784

<212> PRT

<213> Stevia rebaudiana

<400> 28

Met Asn Leu Ser Leu Cys Ile Ala Ser Pro Leu Leu Thr Lys Ser Ser
1510 15

Arg Pro Thr Ala Leu Ser Ala Ile His Thr Ala Ser Thr Ser His Gly
20 25 30

Gly Gln Thr Asn Pro Thr Asn Leu Ile Ile Asp Thr Thr Lys Glu Arg
35 40 45

Ile Gln Lys Leu Phe Lys Asn Val Glu Ile Ser Val Ser Ser Tyr Asp
50 55 60

Thr Ala Trp Val Ala Met Val Pro Ser Pro Asn Ser Pro Lys Ser Pro
65 70 75 80

Cys Phe Pro Glu Cys Leu Asn Trp Leu Ile Asn Asn Gln Leu Asn Asp
85 90 95

Gly Ser Trp Gly Leu Val Asn His Thr His Asn His Asn His Pro Leu
100 105 110

Leu Lys Asp Ser Leu Ser Ser Thr Leu Ala Cys Ile Val Ala Leu Lys
115 120 125

Arg Trp Asn Val Gly Glu Asp Gln Ile Asn Lys Gly Leu Ser Phe Ile
130 135 140

Glu Ser Asn Leu Ala Ser Ala Thr Asp Lys Ser Gln Pro Ser Pro Ile
145 150 155 160

Gly Phe Asp Ile Ile Phe Pro Gly Leu Leu Glu Tyr Ala Lys Asn Leu
165 170 175
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Amended Sequence

Asp Ile Asn Leu Leu Ser Lys Gln Thr Asp Phe Ser Leu Met Leu His
180 185 190

Lys Arg Glu Leu Glu Gln Lys Arg Cys His Ser Asn Glu Ile Asp Gly
195 200 205

Tyr Leu Ala Tyr Ile Ser Glu Gly Leu Gly Asn Leu Tyr Asp Trp Asn
210 215 220

Met Val Lys Lys Tyr Gln Met Lys Asn Gly Ser Val Phe Asn Ser Pro
225 230 235 240

Ser Ala Thr Ala Ala Ala Phe Ile Asn His Gln Asn Pro Gly Cys Leu
245 250 255

Asn Tyr Leu Asn Ser Leu Leu Asp Lys Phe Gly Asn Ala Val Pro Thr
260 265 270

Val Tyr Pro Leu Asp Leu Tyr Ile Arg Leu Ser Met Val Asp Thr Ile
275 280 285

Glu Arg Leu Gly Ile Ser His His Phe Arg Val Glu Ile Lys Asn Val
290 295 300

Leu Asp Glu Thr Tyr Arg Cys Trp Val Glu Arg Asp Glu Gln Ile Phe
305 310 315 320

Met Asp Val Val Thr Cys Ala Leu Ala Phe Arg Leu Leu Arg Ile His
325 330 335

Gly Tyr Lys Val Ser Pro Asp Gln Leu Ala Glu Ile Thr Asn Glu Leu
340 345 350

Ala Phe Lys Asp Glu Tyr Ala Ala Leu Glu Thr Tyr His Ala Ser Gln
355 360 365

Ile Leu Tyr Gln Glu Asp Leu Ser Ser Gly Lys Gln Ile Leu Lys Ser
370 375 380

Ala Asp Phe Leu Lys Gly Ile Leu Ser Thr Asp Ser Asn Arg Leu Ser
385 390 395 400

Lys Leu Ile His Lys Glu Val Glu Asn Ala Leu Lys Phe Pro Ile Asn
405 410 415

Thr Gly Leu Glu Arg Ile Asn Thr Arg Arg Asn Ile Gln Leu Tyr Asn
420 425 430

Val Asp Asn Thr Arg Ile Leu Lys Thr Thr Tyr His Ser Ser Asn Ile
435 440 445
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Amended Sequence

Ser Asn Thr Tyr Tyr Leu Arg Leu Ala Val Glu Asp Phe Tyr Thr Cys
450 455 460

Gln Ser Ile Tyr Arg Glu Glu Leu Lys Gly Leu Glu Arg Trp Val Val
465 470 475 480

Gln Asn Lys Leu Asp Gln Leu Lys Phe Ala Arg Gln Lys Thr Ala Tyr
485 490 495

Cys Tyr Phe Ser Val Ala Ala Thr Leu Ser Ser Pro Glu Leu Ser Asp
500 505 510

Ala Arg Ile Ser Trp Ala Lys Asn Gly Ile Leu Thr Thr Val Val Asp
515 520 525

Asp Phe Phe Asp Ile Gly Gly Thr Ile Asp Glu Leu Thr Asn Leu Ile
530 535 540

Gln Cys Val Glu Lys Trp Asn Val Asp Val Asp Lys Asp Cys Cys Ser
545 550 555 560

Glu His Val Arg Ile Leu Phe Leu Ala Leu Lys Asp Ala Ile Cys Trp
565 570 575

Ile Gly Asp Glu Ala Phe Lys Trp Gln Ala Arg Asp Val Thr Ser His
580 585 590

Val Ile Gln Thr Trp Leu Glu Leu Met Asn Ser Met Leu Arg Glu Ala
595 600 605

Ile Trp Thr Arg Asp Ala Tyr Val Pro Thr Leu Asn Glu Tyr Met Glu
610 615 620

Asn Ala Tyr Val Ser Phe Ala Leu Gly Pro Ile Val Lys Pro Ala Ile
625 630 635 640

Tyr Phe Val Gly Pro Lys Leu Ser Glu Glu Ile Val Glu Ser Ser Glu
645 650 655

Tyr His Asn Leu Phe Lys Leu Met Ser Thr Gln Gly Arg Leu Leu Asn
660 665 670

Asp Ile His Ser Phe Lys Arg Glu Phe Lys Glu Gly Lys Leu Asn Ala
675 680 685

Val Ala Leu His Leu Ser Asn Gly Glu Ser Gly Lys Val Glu Glu Glu
690 695 700

Val Val Glu Glu Met Met Met Met Ile Lys Asn Lys Arg Lys Glu Leu
705 710 715 720
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Amended Sequence

Met Lys Leu Ile Phe Glu Glu Asn Gly Ser Ile Val Pro Arg Ala Cys
725 730 735

Lys Asp Ala Phe Trp Asn Met Cys His Val Leu Asn Phe Phe Tyr Ala
740 745 750

Asn Asp Asp Gly Phe Thr Gly Asn Thr Ile Leu Asp Thr Val Lys Asp
755 760 765

Ile Ile Tyr Asn Pro Leu Val Leu Val Asn Glu Asn Glu Glu Gln Arg
770 775 780

<210> 29

<211> 590

<212> PRT

<213> Zea mays

<400> 29

Met Ala Met Pro Val Lys Leu Thr Pro Ala Ser Leu Ser Leu Lys Ala
1510 15

Val Cys Cys Arg Phe Ser Ser Gly Gly His Ala Leu Arg Phe Gly Ser
20 25 30

Ser Leu Pro Cys Trp Arg Arg Thr Pro Thr Gln Arg Ser Thr Ser Ser
35 40 45

Ser Thr Thr Arg Pro Ala Ala Glu Val Ser Ser Gly Lys Ser Lys Gln
50 55 60

His Asp Gln Glu Ala Ser Glu Ala Thr Ile Arg Gln Gln Leu Gln Leu
65 70 75 80

Val Asp Val Leu Glu Asn Met Gly Ile Ser Arg His Phe Ala Ala Glu
85 90 95

Ile Lys Cys Ile Leu Asp Arg Thr Tyr Arg Ser Trp Leu Gln Arg His
100 105 110

Glu Glu Ile Met Leu Asp Thr Met Thr Cys Ala Met Ala Phe Arg Ile
115 120 125

Leu Arg Leu Asn Gly Tyr Asn Val Ser Ser Asp Glu Leu Tyr His Val
130 135 140

Val Glu Ala Ser Gly Leu His Asn Ser Leu Gly Gly Tyr Leu Asn Asp
145 150 155 160

Thr Arg Thr Leu Leu Glu Leu His Lys Ala Ser Thr Val Ser Ile Ser
165 170 175
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Amended Sequence
Glu Asp Glu Ser Ile Leu Asp Ser Ile Gly Ser Arg Ser Arg Thr Leu
180 185 190

Leu Arg Glu Gln Leu Glu Ser Gly Gly Ala Leu Arg Lys Pro Ser Leu
195 200 205

Phe Lys Glu Val Glu His Ala Leu Asp Gly Pro Phe Tyr Thr Thr Leu
210 215 220

Asp Arg Leu His His Arg Trp Asn Ile Glu Asn Phe Asn Ile Ile Glu
225 230 235 240

Gln His Met Leu Glu Thr Pro Tyr Leu Ser Asn Gln His Thr Ser Arg
245 250 255

Asp Ile Leu Ala Leu Ser Ile Arg Asp Phe Ser Ser Ser Gln Phe Thr
260 265 270

Tyr Gln Gln Glu Leu Gln His Leu Glu Ser Trp Val Lys Glu Cys Arg
275 280 285

Leu Asp Gln Leu Gln Phe Ala Arg Gln Lys Leu Ala Tyr Phe Tyr Leu
290 295 300

Ser Ala Ala Gly Thr Met Phe Ser Pro Glu Leu Ser Asp Ala Arg Thr
305 310 315 320

Leu Trp Ala Lys Asn Gly Val Leu Thr Thr Ile Val Asp Asp Phe Phe
325 330 335

Asp Val Ala Gly Ser Lys Glu Glu Leu Glu Asn Leu Val Met Leu Val
340 345 350

Glu Met Trp Asp Glu His His Lys Val Glu Phe Tyr Ser Glu Gln Val
355 360 365

Glu Ile Ile Phe Ser Ser Ile Tyr Asp Ser Val Asn Gln Leu Gly Glu
370 375 380

Lys Ala Ser Leu Val Gln Asp Arg Ser Ile Thr Lys His Leu Val Glu
385 390 395 400

Ile Trp Leu Asp Leu Leu Lys Ser Met Met Thr Glu Val Glu Trp Arg
405 410 415

Leu Ser Lys Tyr Val Pro Thr Glu Lys Glu Tyr Met Ile Asn Ala Ser
420 425 430

Leu Ile Phe Gly Leu Gly Pro Ile Val Leu Pro Ala Leu Tyr Phe Val
435 440 445
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Amended Sequence
Gly Pro Lys Ile Ser Glu Ser Ile Val Lys Asp Pro Glu Tyr Asp Glu
450 455 460

Leu Phe Lys Leu Met Ser Thr Cys Gly Arg Leu Leu Asn Asp Val Gln
465 470 475 480

Thr Phe Glu Arg Glu Tyr Asn Glu Gly Lys Leu Asn Ser Val Ser Leu
485 490 495

Leu Val Leu His Gly Gly Pro Met Ser Ile Ser Asp Ala Lys Arg Lys
500 505 510

Leu Gln Lys Pro Ile Asp Thr Cys Arg Arg Asp Leu Leu Ser Leu Val
515 520 525

Leu Arg Glu Glu Ser Val Val Pro Arg Pro Cys Lys Glu Leu Phe Trp
530 535 540

Lys Met Cys Lys Val Cys Tyr Phe Phe Tyr Ser Thr Thr Asp Gly Phe
545 550 555 560

Ser Ser Gln Val Glu Arg Ala Lys Glu Val Asp Ala Val Ile Asn Glu
565 570 575

Pro Leu Lys Leu Gln Gly Ser His Thr Leu Val Ser Asp Val
580 585 590

<210> 30

<211> 775

<212> PRT

<213> Populus trichocarpa

<400> 30

Met Ser Cys Ile Arg Pro Trp Phe Cys Pro Ser Ser Ile Ser Ala Thr
1510 15

Leu Thr Asp Pro Ala Ser Lys Leu Val Thr Gly Glu Phe Lys Thr Thr
20 25 30

Ser Leu Asn Phe His Gly Thr Lys Glu Arg Ile Lys Lys Met Phe Asp
35 40 45

Lys Ile Glu Leu Ser Val Ser Ser Tyr Asp Thr Ala Trp Val Ala Met
50 55 60

Val Pro Ser Pro Asp Cys Pro Glu Thr Pro Cys Phe Pro Glu Cys Thr
65 70 75 80

Lys Trp Ile Leu Glu Asn Gln Leu Gly Asp Gly Ser Trp Ser Leu Pro
85 90 95

His Gly Asn Pro Leu Leu Val Lys Asp Ala Leu Ser Ser Thr Leu Ala
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Amended Sequence
100 105 110

Cys Ile Leu Ala Leu Lys Arg Trp Gly Ile Gly Glu Glu Gln Ile Asn
115 120 125

Lys Gly Leu Arg Phe Ile Glu Leu Asn Ser Ala Ser Val Thr Asp Asn
130 135 140

Glu Gln His Lys Pro Ile Gly Phe Asp Ile Ile Phe Pro Gly Met Ile
145 150 155 160

Glu Tyr Ala Lys Asp Leu Asp Leu Asn Leu Pro Leu Lys Pro Thr Asp
165 170 175

Ile Asn Ser Met Leu His Arg Arg Ala Leu Glu Leu Thr Ser Gly Gly
180 185 190

Gly Lys Asn Leu Glu Gly Arg Arg Ala Tyr Leu Ala Tyr Val Ser Glu
195 200 205

Gly Ile Gly Lys Leu Gln Asp Trp Glu Met Ala Met Lys Tyr Gln Arg
210 215 220

Lys Asn Gly Ser Leu Phe Asn Ser Pro Ser Thr Thr Ala Ala Ala Phe
225 230 235 240

Ile His Ile Gln Asp Ala Glu Cys Leu His Tyr Ile Arg Ser Leu Leu
245 250 255

Gln Lys Phe Gly Asn Ala Val Pro Thr Ile Tyr Pro Leu Asp Ile Tyr
260 265 270

Ala Arg Leu Ser Met Val Asp Ala Leu Glu Arg Leu Gly Ile Asp Arg
275 280 285

His Phe Arg Lys Glu Arg Lys Phe Val Leu Asp Glu Thr Tyr Arg Phe
290 295 300

Trp Leu Gln Gly Glu Glu Glu Ile Phe Ser Asp Asn Ala Thr Cys Ala
305 310 315 320

Leu Ala Phe Arg Ile Leu Arg Leu Asn Gly Tyr Asp Val Ser Leu Glu
325 330 335

Asp His Phe Ser Asn Ser Leu Gly Gly Tyr Leu Lys Asp Ser Gly Ala
340 345 350

Ala Leu Glu Leu Tyr Arg Ala Leu Gln Leu Ser Tyr Pro Asp Glu Ser
355 360 365

Leu Leu Glu Lys Gln Asn Ser Arg Thr Ser Tyr Phe Leu Lys Gln Gly
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Amended Sequence
370 375 380

Leu Ser Asn Val Ser Leu Cys Gly Asp Arg Leu Arg Lys Asn Ile Ile
385 390 395 400

Gly Glu Val His Asp Ala Leu Asn Phe Pro Asp His Ala Asn Leu Gln
405 410 415

Arg Leu Ala Ile Arg Arg Arg Ile Lys His Tyr Ala Thr Asp Asp Thr
420 425 430

Arg Ile Leu Lys Thr Ser Tyr Arg Cys Ser Thr Ile Gly Asn Gln Asp
435 440 445

Phe Leu Lys Leu Ala Val Glu Asp Phe Asn Ile Cys Gln Ser Ile Gln
450 455 460

Arg Glu Glu Phe Lys His Ile Glu Arg Trp Val Val Glu Arg Arg Leu
465 470 475 480

Asp Lys Leu Lys Phe Ala Arg Gln Lys Glu Ala Tyr Cys Tyr Phe Ser
485 490 495

Ala Ala Ala Thr Leu Phe Ala Pro Glu Leu Ser Asp Ala Arg Met Ser
500 505 510

Trp Ala Lys Asn Gly Val Leu Thr Thr Val Val Asp Asp Phe Phe Asp
515 520 525

Val Gly Gly Ser Glu Glu Glu Leu Val Asn Leu Ile Glu Leu Ile Glu
530 535 540

Arg Trp Asp Val Asn Gly Ser Ala Asp Phe Cys Ser Glu Glu Val Glu
545 550 555 560

Ile TIle Tyr Ser Ala Ile His Ser Thr Ile Ser Glu Ile Gly Asp Lys
565 570 575

Ser Phe Gly Trp Gln Gly Arg Asp Val Lys Ser His Val Ile Lys Ile
580 585 590

Trp Leu Asp Leu Leu Lys Ser Met Leu Thr Glu Ala Gln Trp Ser Ser
595 600 605

Asn Lys Ser Val Pro Thr Leu Asp Glu Tyr Met Thr Thr Ala His Val
610 615 620

Ser Phe Ala Leu Gly Pro Ile Val Leu Pro Ala Leu Tyr Phe Val Gly
625 630 635 640

Pro Lys Leu Ser Glu Glu Val Ala Gly His Pro Glu Leu Leu Asn Leu
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Amended Sequence
645 650 655
Tyr Lys Val Met Ser Thr Cys Gly Arg Leu Leu Asn Asp Trp
660 665 670
Phe Lys Arg Glu Ser Glu Glu Gly Lys Leu Asn Ala Ile Ser
675 680 685
Met Ile His Ser Gly Gly Ala Ser Thr Glu Glu Glu Thr Ile
690 695 700
Phe Lys Gly Leu Ile Asp Ser Gln Arg Arg Gln Leu Leu Gln
705 710 715 720
Leu Gln Glu Lys Asp Ser Ile Ile Pro Arg Pro Cys Lys Asp
725 730 735
Trp Asn Met Ile Lys Leu Leu His Thr Phe Tyr Met Lys Asp
740 745 750
Phe Thr Ser Asn Glu Met Arg Asn Val Val Lys Ala Ile Ile
755 760 765
Pro Ile Ser Leu Asp Glu Leu
770 775
<210> 31
<211> 2358
<212> DNA
<213> Artificial Sequence
<220>
<223> Synthetic oligonucleotide
<400> 31
atgtctatca accttcgete ctceggttgt tcgtctccga tcectcagcectac
ggattggact cagaagtaca gacaagagct aacaatgtga gctttgagca
aagattagga agatgttgga gaaagtggag ctttctgttt cggcctacga
gtagcaatgg ttccatcacc gagctcccaa aatgctccac ttttcecccaca
tggttattgg ataatcaaca tgaagatgga tcttggggac ttgataacca
tctcttaaga aggatgtgtt atcatctaca ctggctagta tcctcecgegtt
ggaattggtg aaagacaaat aaacaagggt ctccagttta ttgagctgaa
gtcactgatg aaaccataca gaaaccaaca gggtttgata ttatatttcc
aaatatgcta gagatttgaa tctgacgatt ccattgggct cagaagtggt
atacgaaaaa gagatctgga tcttaaatgt gatagtgaaa agttttcaaa
gcatatctgg cctatgtttt agaggggaca agaaacctaa aagattggga

RECTIFIED SHEET (RULE 91) ISA/EP

Arg Ser

Leu Tyr

Glu His

Leu Val

Leu Phe

Asp Gly

Asn Glu

tttggaacga
aacaaaggag
tactagttgg
gtgtgtgaaa
tgaccatcaa
aaagaagtgg
ttctgcatta
tgggatgatt
ggatgacatg
gggaagagaa

tttgatagtc

60

120

180

240

300

360

420

480

540

600

660
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aaatatcaaa ggaaaaatgg gtcactgttt gattctccag ccacaacagec agctgetttt 720
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Amended Sequence

actcagtttg
gctgcagtte
cttgaaagct
acctatagat
ttggectttee
tttgcagaag
gtgttagaat
tgttgttgga
cgagataaat
ctagaaagat
gttacaaaaa
gtggatgact
tggattgtgg
tatttctctg
gccaaaggtg
gaagaactgg
tacagctcag
ggagacaaag
ttggatctge
agcttggagg
ccagctacct
aatcagctct
aagagagaaa
gacaatcgca
gaagaattgc
gaagcgttcet
acatcaaatg
aaagaatctt

<210> 32
<211> 785

<212> PRT

ggaatgatgg
cttcagttta

taggaattga
attggetteg
gattattgct
aatctggttt
tatttaaggce
ctaaacaata
acctcaagaa
cagatcacag
cctcatateg
tcaatttctg
agaatagatt
gggctgcaac
gagtacttac
aaaacctcat
aacatgttga
cattcaccta
tcaagtctat
attacatgga
atctgatcgg
acaagctcgt
gcgcggaagg
gcaaagaagt
ataagctagt
tgaaaatgag
atctgatgag
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ttgtctcegt
tccatttgat
tagagatttc
tggggatgaa
tgctcatgge
ctctgatact
tgctcaaagt
tctggagatg
agaggtcgag
gagaaaaata
tttgcacaat
ccagtccata
gcaggaactg
tttattttcet
aacggttgta
acacttggtc
gatcatattc
tcaaggacgc
gttgagagaa
aaatgcgtac
acctccactt
gagcactatg
gaagctgaat
gatcatagaa
tttggaggag
caaagtgttg
tcttgttaaa

taacttga 2358

<213> Arabidopsis thaliana

<400> 32

tatctctgtt
caatatgcac
aaaaccgaaa
gaaatatgtt
tatgatgtgt
ttggaaggat
tatccacatg
gaattgtcca
gatgctcecttg
ctcaatggtt
atttgcacct
caccgtgaag
aaatttgcca
ccagaactat
gacgacttct
gaaaagtggg
tcagttctaa
aatgtgacac
gccgagtggt
atatcatttg
ccagagaaga
ggtcgtette
gcggtttcat
tcgatgaaag
aaaggaagtg
aacttatttt
tcagtgatct

ctcteccettcea
gccttagtat
tcaaaagcat
tggacttggce
cttacgatcce
atgttaagaa
aatcagcettt
gctgggttaa
cttttececte
ctgctgtgga
ctgatatcct
aaatggaacg
gacagaagct
ctgatgctcg
ttgatgttgg
atttgaacgg
gggacaccat
accacattgt
ccagtgacaa
cattaggacc
cagtcgatag
taaatgacat
tgcacatgaa
gtttagcaga
tggttccaag
acaggaagga
acgagcctgt

gaaattcgag
aattgtcact
attggatgaa
cacttgtgcet
gctaaaacca
tacgttttcet
gaagaagcag
gacctctgtt
ctatgcaagc
aaacaccaga
gaagttagcet
tcttgatagg
ggcttactgt
tatatcgtgg
agggtccaaa
tgttcctgag
tctcgaaaca
gaaaatttgg
gtcaacacca
aattgtcctce
ccaccaatat
acaaggtttt
acacgagaga
gagaaagagg
ggaatgcaaa
cgatggattce
tagcttacag

Met Ser Ile Asn Leu Arg Ser Ser Gly Cys Ser Ser Pro Ile Ser Ala

1510 15
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780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
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Amended Sequence
Thr Leu Glu Arg Gly Leu Asp Ser Glu Val Gln Thr Arg Ala Asn Asn
20 25 30

Val Ser Phe Glu Gln Thr Lys Glu Lys Ile Arg Lys Met Leu Glu Lys
35 40 45

Val Glu Leu Ser Val Ser Ala Tyr Asp Thr Ser Trp Val Ala Met Val
50 55 60

Pro Ser Pro Ser Ser Gln Asn Ala Pro Leu Phe Pro Gln Cys Val Lys
65 70 75 80

Trp Leu Leu Asp Asn Gln His Glu Asp Gly Ser Trp Gly Leu Asp Asn
85 90 95

His Asp His Gln Ser Leu Lys Lys Asp Val Leu Ser Ser Thr Leu Ala
100 105 110

Ser Ile Leu Ala Leu Lys Lys Trp Gly Ile Gly Glu Arg Gln Ile Asn
115 120 125

Lys Gly Leu Gln Phe Ile Glu Leu Asn Ser Ala Leu Val Thr Asp Glu
130 135 140

Thr Ile Gln Lys Pro Thr Gly Phe Asp Ile Ile Phe Pro Gly Met Ile
145 150 155 160

Lys Tyr Ala Arg Asp Leu Asn Leu Thr Ile Pro Leu Gly Ser Glu Val
165 170 175

Val Asp Asp Met Ile Arg Lys Arg Asp Leu Asp Leu Lys Cys Asp Ser
180 185 190

Glu Lys Phe Ser Lys Gly Arg Glu Ala Tyr Leu Ala Tyr Val Leu Glu
195 200 205

Gly Thr Arg Asn Leu Lys Asp Trp Asp Leu Ile Val Lys Tyr Gln Arg
210 215 220

Lys Asn Gly Ser Leu Phe Asp Ser Pro Ala Thr Thr Ala Ala Ala Phe
225 230 235 240

Thr Gln Phe Gly Asn Asp Gly Cys Leu Arg Tyr Leu Cys Ser Leu Leu
245 250 255

Gln Lys Phe Glu Ala Ala Val Pro Ser Val Tyr Pro Phe Asp Gln Tyr
260 265 270

Ala Arg Leu Ser Ile Ile Val Thr Leu Glu Ser Leu Gly Ile Asp Arg
275 280 285
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Amended Sequence
Asp Phe Lys Thr Glu Ile Lys Ser Ile Leu Asp Glu Thr Tyr Arg Tyr
290 295 300

Trp Leu Arg Gly Asp Glu Glu Ile Cys Leu Asp Leu Ala Thr Cys Ala
305 310 315 320

Leu Ala Phe Arg Leu Leu Leu Ala His Gly Tyr Asp Val Ser Tyr Asp
325 330 335

Pro Leu Lys Pro Phe Ala Glu Glu Ser Gly Phe Ser Asp Thr Leu Glu
340 345 350

Gly Tyr Val Lys Asn Thr Phe Ser Val Leu Glu Leu Phe Lys Ala Ala
355 360 365

Gln Ser Tyr Pro His Glu Ser Ala Leu Lys Lys Gln Cys Cys Trp Thr
370 375 380

Lys Gln Tyr Leu Glu Met Glu Leu Ser Ser Trp Val Lys Thr Ser Val
385 390 395 400

Arg Asp Lys Tyr Leu Lys Lys Glu Val Glu Asp Ala Leu Ala Phe Pro
405 410 415

Ser Tyr Ala Ser Leu Glu Arg Ser Asp His Arg Arg Lys Ile Leu Asn
420 425 430

Gly Ser Ala Val Glu Asn Thr Arg Val Thr Lys Thr Ser Tyr Arg Leu
435 440 445

His Asn Ile Cys Thr Ser Asp Ile Leu Lys Leu Ala Val Asp Asp Phe
450 455 460

Asn Phe Cys Gln Ser Ile His Arg Glu Glu Met Glu Arg Leu Asp Arg
465 470 475 480

Trp Ile Val Glu Asn Arg Leu Gln Glu Leu Lys Phe Ala Arg Gln Lys
485 490 495

Leu Ala Tyr Cys Tyr Phe Ser Gly Ala Ala Thr Leu Phe Ser Pro Glu
500 505 510

Leu Ser Asp Ala Arg Ile Ser Trp Ala Lys Gly Gly Val Leu Thr Thr
515 520 525

Val Val Asp Asp Phe Phe Asp Val Gly Gly Ser Lys Glu Glu Leu Glu
530 535 540

Asn Leu Ile His Leu Val Glu Lys Trp Asp Leu Asn Gly Val Pro Glu
545 550 555 560
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Amended Sequence
Tyr Ser Ser Glu His Val Glu Ile Ile Phe Ser Val Leu Arg Asp Thr
565 570 575

Ile Leu Glu Thr Gly Asp Lys Ala Phe Thr Tyr Gln Gly Arg Asn Val
580 585 590

Thr His His Ile Val Lys Ile Trp Leu Asp Leu Leu Lys Ser Met Leu
595 600 605

Arg Glu Ala Glu Trp Ser Ser Asp Lys Ser Thr Pro Ser Leu Glu Asp
610 615 620

Tyr Met Glu Asn Ala Tyr Ile Ser Phe Ala Leu Gly Pro Ile Val Leu
625 630 635 640

Pro Ala Thr Tyr Leu Ile Gly Pro Pro Leu Pro Glu Lys Thr Val Asp
645 650 655

Ser His Gln Tyr Asn Gln Leu Tyr Lys Leu Val Ser Thr Met Gly Arg
660 665 670

Leu Leu Asn Asp Ile Gln Gly Phe Lys Arg Glu Ser Ala Glu Gly Lys
675 680 685

Leu Asn Ala Val Ser Leu His Met Lys His Glu Arg Asp Asn Arg Ser
690 695 700

Lys Glu Val Ile Ile Glu Ser Met Lys Gly Leu Ala Glu Arg Lys Arg
705 710 715 720

Glu Glu Leu His Lys Leu Val Leu Glu Glu Lys Gly Ser Val Val Pro
725 730 735

Arg Glu Cys Lys Glu Ala Phe Leu Lys Met Ser Lys Val Leu Asn Leu
740 745 750

Phe Tyr Arg Lys Asp Asp Gly Phe Thr Ser Asn Asp Leu Met Ser Leu
755 760 765

Val Lys Ser Val Ile Tyr Glu Pro Val Ser Leu Gln Lys Glu Ser Leu
770 775 780

Thr
785

<210> 33

<211> 513

<212> PRT

<213> Stevia rebaudiana

<400> 33

Met Asp Ala Val Thr Gly Leu Leu Thr Val Pro Ala Thr Ala Ile Thr
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Amended Sequence
1510 15

Ile Gly Gly Thr Ala Val Ala Leu Ala Val Ala Leu Ile Phe Trp Tyr
20 25 30

Leu Lys Ser Tyr Thr Ser Ala Arg Arg Ser Gln Ser Asn His Leu Pro
35 40 45

Arg Val Pro Glu Val Pro Gly Val Pro Leu Leu Gly Asn Leu Leu Gln
50 55 60

Leu Lys Glu Lys Lys Pro Tyr Met Thr Phe Thr Arg Trp Ala Ala Thr
65 70 75 80

Tyr Gly Pro Ile Tyr Ser Ile Lys Thr Gly Ala Thr Ser Met Val Val
85 90 95

Val Ser Ser Asn Glu Ile Ala Lys Glu Ala Leu Val Thr Arg Phe Gln
100 105 110

Ser Ile Ser Thr Arg Asn Leu Ser Lys Ala Leu Lys Val Leu Thr Ala
115 120 125

Asp Lys Thr Met Val Ala Met Ser Asp Tyr Asp Asp Tyr His Lys Thr
130 135 140

Val Lys Arg His Ile Leu Thr Ala Val Leu Gly Pro Asn Ala Gln Lys
145 150 155 160

Lys His Arg Ile His Arg Asp Ile Met Met Asp Asn Ile Ser Thr Gln
165 170 175

Leu His Glu Phe Val Lys Asn Asn Pro Glu Gln Glu Glu Val Asp Leu
180 185 190

Arg Lys Ile Phe Gln Ser Glu Leu Phe Gly Leu Ala Met Arg Gln Ala
195 200 205

Leu Gly Lys Asp Val Glu Ser Leu Tyr Val Glu Asp Leu Lys Ile Thr
210 215 220

Met Asn Arg Asp Glu Ile Phe Gln Val Leu Val Val Asp Pro Met Met
225 230 235 240

Gly Ala Ile Asp Val Asp Trp Arg Asp Phe Phe Pro Tyr Leu Lys Trp
245 250 255

Val Pro Asn Lys Lys Phe Glu Asn Thr Ile Gln Gln Met Tyr Ile Arg
260 265 270

Arg Glu Ala Val Met Lys Ser Leu Ile Lys Glu His Lys Lys Arg Ile
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Amended Sequence
275 280 285

Ala Ser Gly Glu Lys Leu Asn Ser Tyr Ile Asp Tyr Leu Leu Ser Glu
290 295 300

Ala Gln Thr Leu Thr Asp Gln Gln Leu Leu Met Ser Leu Trp Glu Pro
305 310 315 320

Ile Ile Glu Ser Ser Asp Thr Thr Met Val Thr Thr Glu Trp Ala Met
325 330 335

Tyr Glu Leu Ala Lys Asn Pro Lys Leu Gln Asp Arg Leu Tyr Arg Asp
340 345 350

Ile Lys Ser Val Cys Gly Ser Glu Lys Ile Thr Glu Glu His Leu Ser
355 360 365

Gln Leu Pro Tyr Ile Thr Ala Ile Phe His Glu Thr Leu Arg Arg His
370 375 380

Ser Pro Val Pro Ile Ile Pro Leu Arg His Val His Glu Asp Thr Val
385 390 395 400

Leu Gly Gly Tyr His Val Pro Ala Gly Thr Glu Leu Ala Val Asn Ile
405 410 415

Tyr Gly Cys Asn Met Asp Lys Asn Val Trp Glu Asn Pro Glu Glu Trp
420 425 430

Asn Pro Glu Arg Phe Met Lys Glu Asn Glu Thr Ile Asp Phe Gln Lys
435 440 445

Thr Met Ala Phe Gly Gly Gly Lys Arg Val Cys Ala Gly Ser Leu Gln
450 455 460

Ala Leu Leu Thr Ala Ser Ile Gly Ile Gly Arg Met Val Gln Glu Phe
465 470 475 480

Glu Trp Lys Leu Lys Asp Met Thr Gln Glu Glu Val Asn Thr Ile Gly
485 490 495

Leu Thr Thr Gln Met Leu Arg Pro Leu Arg Ala Ile Ile Lys Pro Arg
500 505 510

Ile

<210> 34

<211> 509

<212> PRT

<213> Arabidopsis thaliana
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Amended Sequence

<400> 34
Met Ala Phe Phe Ser Met Ile Ser Ile Leu Leu Gly Phe Val Ile Ser
1510 15

Ser Phe Ile Phe Ile Phe Phe Phe Lys Lys Leu Leu Ser Phe Ser Arg
20 25 30

Lys Asn Met Ser Glu Val Ser Thr Leu Pro Ser Val Pro Val Val Pro
35 40 45

Gly Phe Pro Val Ile Gly Asn Leu Leu Gln Leu Lys Glu Lys Lys Pro
50 55 60

His Lys Thr Phe Thr Arg Trp Ser Glu Ile Tyr Gly Pro Ile Tyr Ser
65 70 75 80

Ile Lys Met Gly Ser Ser Ser Leu Ile Val Leu Asn Ser Thr Glu Thr
85 90 95

Ala Lys Glu Ala Met Val Thr Arg Phe Ser Ser Ile Ser Thr Arg Lys
100 105 110

Leu Ser Asn Ala Leu Thr Val Leu Thr Cys Asp Lys Ser Met Val Ala
115 120 125

Thr Ser Asp Tyr Asp Asp Phe His Lys Leu Val Lys Arg Cys Leu Leu
130 135 140

Asn Gly Leu Leu Gly Ala Asn Ala Gln Lys Arg Lys Arg His Tyr Arg
145 150 155 160

Asp Ala Leu Ile Glu Asn Val Ser Ser Lys Leu His Ala His Ala Arg
165 170 175

Asp His Pro Gln Glu Pro Val Asn Phe Arg Ala Ile Phe Glu His Glu
180 185 190

Leu Phe Gly Val Ala Leu Lys Gln Ala Phe Gly Lys Asp Val Glu Ser
195 200 205

Ile Tyr Val Lys Glu Leu Gly Val Thr Leu Ser Lys Asp Glu Ile Phe
210 215 220

Lys Val Leu Val His Asp Met Met Glu Gly Ala Ile Asp Val Asp Trp
225 230 235 240

Arg Asp Phe Phe Pro Tyr Leu Lys Trp Ile Pro Asn Lys Ser Phe Glu
245 250 255

Ala Arg Ile Gln Gln Lys His Lys Arg Arg Leu Ala Val Met Asn Ala

260 265 270
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Amended Sequence

Leu Ile Gln Asp Arg Leu Lys Gln Asn Gly Ser Glu Ser Asp Asp Asp
275 280 285

Cys Tyr Leu Asn Phe Leu Met Ser Glu Ala Lys Thr Leu Thr Lys Glu
290 295 300

Gln Ile Ala Ile Leu Val Trp Glu Thr Ile Ile Glu Thr Ala Asp Thr
305 310 315 320

Thr Leu Val Thr Thr Glu Trp Ala Ile Tyr Glu Leu Ala Lys His Pro
325 330 335

Ser Val Gln Asp Arg Leu Cys Lys Glu Ile Gln Asn Val Cys Gly Gly
340 345 350

Glu Lys Phe Lys Glu Glu Gln Leu Ser Gln Val Pro Tyr Leu Asn Gly
355 360 365

Val Phe His Glu Thr Leu Arg Lys Tyr Ser Pro Ala Pro Leu Val Pro
370 375 380

Ile Arg Tyr Ala His Glu Asp Thr Gln Ile Gly Gly Tyr His Val Pro
385 390 395 400

Ala Gly Ser Glu Ile Ala Ile Asn Ile Tyr Gly Cys Asn Met Asp Lys
405 410 415

Lys Arg Trp Glu Arg Pro Glu Asp Trp Trp Pro Glu Arg Phe Leu Asp
420 425 430

Asp Gly Lys Tyr Glu Thr Ser Asp Leu His Lys Thr Met Ala Phe Gly
435 440 445

Ala Gly Lys Arg Val Cys Ala Gly Ala Leu Gln Ala Ser Leu Met Ala
450 455 460

Gly Ile Ala Ile Gly Arg Leu Val Gln Glu Phe Glu Trp Lys Leu Arg
465 470 475 480

Asp Gly Glu Glu Glu Asn Val Asp Thr Tyr Gly Leu Thr Ser Gln Lys
485 490 495

Leu Tyr Pro Leu Met Ala Ile Ile Asn Pro Arg Arg Ser
500 505

<210> 35

<211> 525

<212> PRT

<213> Fusarium fujikuroi
<400>

35
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Amended Sequence

Met Ser Lys Ser Asn Ser Met Asn Ser Thr Ser His Glu Thr Leu Phe
1510 15

Gln Gln Leu Val Leu Gly Leu Asp Arg Met Pro Leu Met Asp Val His
20 25 30

Trp Leu Ile Tyr Val Ala Phe Gly Ala Trp Leu Cys Ser Tyr Val Ile
35 40 45

His Val Leu Ser Ser Ser Ser Thr Val Lys Val Pro Val Val Gly Tyr
50 55 60

Arg Ser Val Phe Glu Pro Thr Trp Leu Leu Arg Leu Arg Phe Val Trp
65 70 75 80

Glu Gly Gly Ser Ile Ile Gly Gln Gly Tyr Asn Lys Phe Lys Asp Ser
85 90 95

Ile Phe Gln Val Arg Lys Leu Gly Thr Asp Ile Val Ile Ile Pro Pro
100 105 110

Asn Tyr Ile Asp Glu Val Arg Lys Leu Ser Gln Asp Lys Thr Arg Ser
115 120 125

Val Glu Pro Phe Ile Asn Asp Phe Ala Gly Gln Tyr Thr Arg Gly Met
130 135 140

Val Phe Leu Gln Ser Asp Leu Gln Asn Arg Val Ile Gln Gln Arg Leu
145 150 155 160

Thr Pro Lys Leu Val Ser Leu Thr Lys Val Met Lys Glu Glu Leu Asp
165 170 175

Tyr Ala Leu Thr Lys Glu Met Pro Asp Met Lys Asn Asp Glu Trp Val
180 185 190

Glu Val Asp Ile Ser Ser Ile Met Val Arg Leu Ile Ser Arg Ile Ser
195 200 205

Ala Arg Val Phe Leu Gly Pro Glu His Cys Arg Asn Gln Glu Trp Leu
210 215 220

Thr Thr Thr Ala Glu Tyr Ser Glu Ser Leu Phe Ile Thr Gly Phe Ile
225 230 235 240

Leu Arg Val Val Pro His Ile Leu Arg Pro Phe Ile Ala Pro Leu Leu
245 250 255

Pro Ser Tyr Arg Thr Leu Leu Arg Asn Val Ser Ser Gly Arg Arg Val
260 265 270
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Amended Sequence

Ile Gly Asp Ile Ile Arg Ser Gln Gln Gly Asp Gly Asn Glu Asp Ile
275 280 285

Leu Ser Trp Met Arg Asp Ala Ala Thr Gly Glu Glu Lys Gln Ile Asp
290 295 300

Asn Ile Ala Gln Arg Met Leu Ile Leu Ser Leu Ala Ser Ile His Thr
305 310 315 320

Thr Ala Met Thr Met Thr His Ala Met Tyr Asp Leu Cys Ala Cys Pro
325 330 335

Glu Tyr Ile Glu Pro Leu Arg Asp Glu Val Lys Ser Val Val Gly Ala
340 345 350

Ser Gly Trp Asp Lys Thr Ala Leu Asn Arg Phe His Lys Leu Asp Ser
355 360 365

Phe Leu Lys Glu Ser Gln Arg Phe Asn Pro Val Phe Leu Leu Thr Phe
370 375 380

Asn Arg Ile Tyr His Gln Ser Met Thr Leu Ser Asp Gly Thr Asn Ile
385 390 395 400

Pro Ser Gly Thr Arg Ile Ala Val Pro Ser His Ala Met Leu Gln Asp
405 410 415

Ser Ala His Val Pro Gly Pro Thr Pro Pro Thr Glu Phe Asp Gly Phe
420 425 430

Arg Tyr Ser Lys Ile Arg Ser Asp Ser Asn Tyr Ala Gln Lys Tyr Leu
435 440 445

Phe Ser Met Thr Asp Ser Ser Asn Met Ala Phe Gly Tyr Gly Lys Tyr
450 455 460

Ala Cys Pro Gly Arg Phe Tyr Ala Ser Asn Glu Met Lys Leu Thr Leu
465 470 475 480

Ala Ile Leu Leu Leu Gln Phe Glu Phe Lys Leu Pro Asp Gly Lys Gly
485 490 495

Arg Pro Arg Asn Ile Thr Ile Asp Ser Asp Met Ile Pro Asp Pro Arg
500 505 510

Ala Arg Leu Cys Val Arg Lys Arg Ser Leu Arg Asp Glu
515 520 525

<210> 36
<211> 499
<212>

PRT
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Amended Sequence

<213> Trametes versicolor

<400> 36

Met Glu Asp Pro Thr Val Leu Tyr Ala Cys Leu Ala Ile Ala Val Ala
1510 15

Thr Phe Val Val Arg Trp Tyr Arg Asp Pro Leu Arg Ser Ile Pro Thr
20 25 30

Val Gly Gly Ser Asp Leu Pro Ile Leu Ser Tyr Ile Gly Ala Leu Arg
35 40 45

Trp Thr Arg Arg Gly Arg Glu Ile Leu Gln Glu Gly Tyr Asp Gly Tyr
50 55 60

Arg Gly Ser Thr Phe Lys Ile Ala Met Leu Asp Arg Trp Ile Val Ile
65 70 75 80

Ala Asn Gly Pro Lys Leu Ala Asp Glu Val Arg Arg Arg Pro Asp Glu
85 90 95

Glu Leu Asn Phe Met Asp Gly Leu Gly Ala Phe Val Gln Thr Lys Tyr
100 105 110

Thr Leu Gly Glu Ala Ile His Asn Asp Pro Tyr His Val Asp Ile Ile
115 120 125

Arg Glu Lys Leu Thr Arg Gly Leu Pro Ala Val Leu Pro Asp Val Ile
130 135 140

Glu Glu Leu Thr Leu Ala Val Arg Gln Tyr Ile Pro Thr Glu Gly Asp
145 150 155 160

Glu Trp Val Ser Val Asn Cys Ser Lys Ala Ala Arg Asp Ile Val Ala
165 170 175

Arg Ala Ser Asn Arg Val Phe Val Gly Leu Pro Ala Cys Arg Asn Gln
180 185 190

Gly Tyr Leu Asp Leu Ala Ile Asp Phe Thr Leu Ser Val Val Lys Asp
195 200 205

Arg Ala TIle Ile Asn Met Phe Pro Glu Leu Leu Lys Pro Ile Val Gly
210 215 220

Arg Val Val Gly Asn Ala Thr Arg Asn Val Arg Arg Ala Val Pro Phe
225 230 235 240

Val Ala Pro Leu Val Glu Glu Arg Arg Arg Leu Met Glu Glu Tyr Gly
245 250 255

Page 66

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 68 of 219

Amended Sequence
Glu Asp Trp Ser Glu Lys Pro Asn Asp Met Leu Gln Trp Ile Met Asp
260 265 270

Glu Ala Ala Ser Arg Asp Ser Ser Val Lys Ala Ile Ala Glu Arg Leu
275 280 285

Leu Met Val Asn Phe Ala Ala Ile His Thr Ser Ser Asn Thr Ile Thr
290 295 300

His Ala Leu Tyr His Leu Ala Glu Met Pro Glu Thr Leu Gln Pro Leu
305 310 315 320

Arg Glu Glu Ile Glu Pro Leu Val Lys Glu Glu Gly Trp Thr Lys Ala
325 330 335

Ala Met Gly Lys Met Trp Trp Leu Asp Ser Phe Leu Arg Glu Ser Gln
340 345 350

Arg Tyr Asn Gly Ile Asn Ile Val Ser Leu Thr Arg Met Ala Asp Lys
355 360 365

Asp Ile Thr Leu Ser Asp Gly Thr Phe Leu Pro Lys Gly Thr Leu Val
370 375 380

Ala Val Pro Ala Tyr Ser Thr His Arg Asp Asp Ala Val Tyr Ala Asp
385 390 395 400

Ala Leu Val Phe Asp Pro Phe Arg Phe Ser Arg Met Arg Ala Arg Glu
405 410 415

Gly Glu Gly Thr Lys His Gln Phe Val Asn Thr Ser Val Glu Tyr Val
420 425 430

Pro Phe Gly His Gly Lys His Ala Cys Pro Gly Arg Phe Phe Ala Ala
435 440 445

Asn Glu Leu Lys Ala Met Leu Ala Tyr Ile Val Leu Asn Tyr Asp Val
450 455 460

Lys Leu Pro Gly Asp Gly Lys Arg Pro Leu Asn Met Tyr Trp Gly Pro
465 470 475 480

Thr Val Leu Pro Ala Pro Ala Gly Gln Val Leu Phe Arg Lys Arg Gln
485 490 495

Val Ser Leu

<210> 37

<211> 1678

<212> DNA

<213> Artificial Sequence
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<223> Synthetic oligonucleotide

<400> 37

aaacaaagaa
tggaaggttt
ccatttectgg
tttgttegtg
ggcgaccgtt
aacaagctgg
ctcacgattc
cctgatgcett
gacgttcatt
tttgagcettg
ggttcecttgt
acacgatttt
attaaagcaa
tcacatttge
gacaacatct
ctcatgaaga
gagatatcga
aaatactcct
tatagagagg
ctgcactgga
tttgacccat
ggggggcecta
cacaatattg
gatcccatgg
ttacttcaag
cagattatgt
acttatgtaa
ataaatgtat

<210> 38
<211> 476

<212> PRT

tgattcaagt
acaagcacca
gcgaaactct
aacggatcaa
ttgcggtgtt
tggcgtcegtg
gtggtgatga
tcgcaactca
ggcgagggaa
catgtegttt
tcaacatttt
atagctccaa
gaaaactgga
ttacatctce
tgttactact
ctecttggega
agacgaaaga
ggagtgttat
cccttgtgga
gtgctgtatce
cacggtttga
gaatgtgttt
tcaccaattt
ctaccccage
catgaatcag
gtttttatgg
tttgtgectg
aattagtaaa

tctaacaccg
gaaaaccaaa
ggcactccta
gaaacacgga
gtgtggacct
gtggccggtt
agctaagtgg
ttatgcegtce
ggaagaggtg
attcatgaac
cttgaaaggc
aaaagcagca
actgaaagaa
agatgaaaat
ctttgegggt
acattctgat
agcatgggag
atgtgaagtc
tattgattat
gacacaaagg
aggcgcagga
agggaaagaa
caaatgggac
aaaggggctt
tgatgtgaag
catgaagaag
taagtaactg
ttttetgete

<213> Stevia rebaudiana

<400>
38
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atccttctcet
atcaatcttce
cgtgcaggtt
agtcctctag
gccggaaaca
ccggtgagga
atgaggaaga
accatggacg
aacgtattcc
ctagacgacc
atcattgagc
gcagctatca
gggaaggcat
ggtatgtttce
catgatacct
gtttatgaca
tcccectgaaat
atgagactaa
gcgggttata
gacgaggcta
ccgactccat
tttgctcgat
ctgttgatac
ccaattcgtce
gtaaaccata
ttatgataaa
aatctattaa
aaaaaaaaaa

tcctcatttt
caccgggaag
gggactcaga
tgtttaagac
agttcctgtt
agcttttegg
tgttgttatce
tcgtcacceg
aaaccgttaa
caaaccacat
ttccaatcga
ggattgaact
catcttcaca
taaccgaaga
cggctcttte
aggtgttaaa
gggaggacat
atccacctgt
ccatccccaa
actttgaaga
tcacctttgt
tggaagtact
ctgatgagaa
ttcatcccca
atggatctta
taaaattgtg
tgttttatgt
aaaaaaaaaa

RECTIFIED SHEET (RULE 91) ISA/EP

cttegtttte
cttcggatgg
gccggagaga
gtcgttgttt
ctgcaacgag
caagtctctg
gtatctcggt
tcggcatatce
gttatatgcc
tgcaaaactc
cgtcccaggg
aaaaaaattg
agacctctta
agagattgta
aatcactttg
agagcaacta
acaaaagatg
tataggaacc
aggatggaag
cgtaacacgt
tcegtttgga
tgcgtttett
aatagaatat
tcaagtttga
ttggtagtta
ttattctaca
gacatgaaac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620

aaaaaaaa 1678
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Amended Sequence

Met Ile Gln Val Leu Thr Pro Ile Leu Leu Phe Leu Ile Phe Phe Val
1510 15

Phe Trp Lys Val Tyr Lys His Gln Lys Thr Lys Ile Asn Leu Pro Pro
20 25 30

Gly Ser Phe Gly Trp Pro Phe Leu Gly Glu Thr Leu Ala Leu Leu Arg
35 40 45

Ala Gly Trp Asp Ser Glu Pro Glu Arg Phe Val Arg Glu Arg Ile Lys
50 55 60

Lys His Gly Ser Pro Leu Val Phe Lys Thr Ser Leu Phe Gly Asp Arg
65 70 75 80

Phe Ala Val Leu Cys Gly Pro Ala Gly Asn Lys Phe Leu Phe Cys Asn
85 90 95

Glu Asn Lys Leu Val Ala Ser Trp Trp Pro Val Pro Val Arg Lys Leu
100 105 110

Phe Gly Lys Ser Leu Leu Thr Ile Arg Gly Asp Glu Ala Lys Trp Met
115 120 125

Arg Lys Met Leu Leu Ser Tyr Leu Gly Pro Asp Ala Phe Ala Thr His
130 135 140

Tyr Ala Val Thr Met Asp Val Val Thr Arg Arg His Ile Asp Val His
145 150 155 160

Trp Arg Gly Lys Glu Glu Val Asn Val Phe Gln Thr Val Lys Leu Tyr
165 170 175

Ala Phe Glu Leu Ala Cys Arg Leu Phe Met Asn Leu Asp Asp Pro Asn
180 185 190

His Ile Ala Lys Leu Gly Ser Leu Phe Asn Ile Phe Leu Lys Gly Ile
195 200 205

Ile Glu Leu Pro Ile Asp Val Pro Gly Thr Arg Phe Tyr Ser Ser Lys
210 215 220

Lys Ala Ala Ala Ala Ile Arg Ile Glu Leu Lys Lys Leu Ile Lys Ala
225 230 235 240

Arg Lys Leu Glu Leu Lys Glu Gly Lys Ala Ser Ser Ser Gln Asp Leu
245 250 255

Leu Ser His Leu Leu Thr Ser Pro Asp Glu Asn Gly Met Phe Leu Thr
260 265 270
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Amended Sequence

Glu Glu Glu Ile Val Asp Asn Ile Leu Leu Leu Leu Phe Ala Gly His
275 280 285

Asp Thr Ser Ala Leu Ser Ile Thr Leu Leu Met Lys Thr Leu Gly Glu
290 295 300

His Ser Asp Val Tyr Asp Lys Val Leu Lys Glu Gln Leu Glu Ile Ser
305 310 315 320

Lys Thr Lys Glu Ala Trp Glu Ser Leu Lys Trp Glu Asp Ile Gln Lys
325 330 335

Met Lys Tyr Ser Trp Ser Val Ile Cys Glu Val Met Arg Leu Asn Pro
340 345 350

Pro Val Ile Gly Thr Tyr Arg Glu Ala Leu Val Asp Ile Asp Tyr Ala
355 360 365

Gly Tyr Thr Ile Pro Lys Gly Trp Lys Leu His Trp Ser Ala Val Ser
370 375 380

Thr Gln Arg Asp Glu Ala Asn Phe Glu Asp Val Thr Arg Phe Asp Pro
385 390 395 400

Ser Arg Phe Glu Gly Ala Gly Pro Thr Pro Phe Thr Phe Val Pro Phe
405 410 415

Gly Gly Gly Pro Arg Met Cys Leu Gly Lys Glu Phe Ala Arg Leu Glu
420 425 430

Val Leu Ala Phe Leu His Asn Ile Val Thr Asn Phe Lys Trp Asp Leu
435 440 445

Leu Ile Pro Asp Glu Lys Ile Glu Tyr Asp Pro Met Ala Thr Pro Ala
450 455 460

Lys Gly Leu Pro Ile Arg Leu His Pro His Gln Val
465 470 475

<210> 39

<211> 476

<212> PRT

<213> Stevia rebaudiana

<400> 39

Met Ile Gln Val Leu Thr Pro Ile Leu Leu Phe Leu Ile Phe Phe Val
1510 15

Phe Trp Lys Val Tyr Lys His Gln Lys Thr Lys Ile Asn Leu Pro Pro
20 25 30
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Amended Sequence
Gly Ser Phe Gly Trp Pro Phe Leu Gly Glu Thr Leu Ala Leu Leu Arg
35 40 45

Ala Gly Trp Asp Ser Glu Pro Glu Arg Phe Val Arg Glu Arg Ile Lys
50 55 60

Lys His Gly Ser Pro Leu Val Phe Lys Thr Ser Leu Phe Gly Asp Arg
65 70 75 80

Phe Ala Val Leu Cys Gly Pro Ala Gly Asn Lys Phe Leu Phe Cys Asn
85 90 95

Glu Asn Lys Leu Val Ala Ser Trp Trp Pro Val Pro Val Arg Lys Leu
100 105 110

Phe Gly Lys Ser Leu Leu Thr Ile Arg Gly Asp Glu Ala Lys Trp Met
115 120 125

Arg Lys Met Leu Leu Ser Tyr Leu Gly Pro Asp Ala Phe Ala Thr His
130 135 140

Tyr Ala Val Thr Met Asp Val Val Thr Arg Arg His Ile Asp Val His
145 150 155 160

Trp Arg Gly Lys Glu Glu Val Asn Val Phe Gln Thr Val Lys Leu Tyr
165 170 175

Ala Phe Glu Leu Ala Cys Arg Leu Phe Met Asn Leu Asp Asp Pro Asn
180 185 190

His Ile Ala Lys Leu Gly Ser Leu Phe Asn Ile Phe Leu Lys Gly Ile
195 200 205

Ile Glu Leu Pro Ile Asp Val Pro Gly Thr Arg Phe Tyr Ser Ser Lys
210 215 220

Lys Ala Ala Ala Ala Ile Arg Ile Glu Leu Lys Lys Leu Ile Lys Ala
225 230 235 240

Arg Lys Leu Glu Leu Lys Glu Gly Lys Ala Ser Ser Ser Gln Asp Leu
245 250 255

Leu Ser His Leu Leu Thr Ser Pro Asp Glu Asn Gly Met Phe Leu Thr
260 265 270

Glu Glu Glu Ile Val Asp Asn Ile Leu Leu Leu Leu Phe Ala Gly His
275 280 285

Asp Thr Ser Ala Leu Ser Ile Thr Leu Leu Met Lys Thr Leu Gly Glu
290 295 300
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Amended Sequence
His Ser Asp Val Tyr Asp Lys Val Leu Lys Glu Gln Leu Glu Ile Ser
305 310 315 320

Lys Thr Lys Glu Ala Trp Glu Ser Leu Lys Trp Glu Asp Ile Gln Lys
325 330 335

Met Lys Tyr Ser Trp Ser Val Ile Cys Glu Val Met Arg Leu Asn Pro
340 345 350

Pro Val Ile Gly Thr Tyr Arg Glu Ala Leu Val Asp Ile Asp Tyr Ala
355 360 365

Gly Tyr Thr Ile Pro Lys Gly Trp Lys Leu His Trp Ser Ala Val Ser
370 375 380

Thr Gln Arg Asp Glu Ala Asn Phe Glu Asp Val Thr Arg Phe Asp Pro
385 390 395 400

Ser Arg Phe Glu Gly Ala Gly Pro Thr Pro Phe Thr Phe Val Pro Phe
405 410 415

Gly Gly Gly Pro Arg Met Cys Leu Gly Lys Glu Phe Ala Arg Leu Glu
420 425 430

Val Leu Ala Phe Leu His Asn Ile Val Thr Asn Phe Lys Trp Asp Leu
435 440 445

Leu Ile Pro Asp Glu Lys Ile Glu Tyr Asp Pro Met Ala Thr Pro Ala
450 455 460

Lys Gly Leu Pro Ile Arg Leu His Pro His Gln Val
465 470 475

<210> 40

<211> 525

<212> PRT

<213> Arabidopsis thaliana

<400> 40

Met Glu Ser Leu Val Val His Thr Val Asn Ala Ile Trp Cys Ile Val
1510 15

Ile Val Gly Ile Phe Ser Val Gly Tyr His Val Tyr Gly Arg Ala Val
20 25 30

Val Glu Gln Trp Arg Met Arg Arg Ser Leu Lys Leu Gln Gly Val Lys
35 40 45

Gly Pro Pro Pro Ser Ile Phe Asn Gly Asn Val Ser Glu Met Gln Arg
50 55 60

Ile Gln Ser Glu Ala Lys His Cys Ser Gly Asp Asn Ile Ile Ser His
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Amended Sequence
65 70 75 80

Asp Tyr Ser Ser Ser Leu Phe Pro His Phe Asp His Trp Arg Lys Gln
85 90 95

Tyr Gly Arg Ile Tyr Thr Tyr Ser Thr Gly Leu Lys Gln His Leu Tyr
100 105 110

Ile Asn His Pro Glu Met Val Lys Glu Leu Ser Gln Thr Asn Thr Leu
115 120 125

Asn Leu Gly Arg Ile Thr His Ile Thr Lys Arg Leu Asn Pro Ile Leu
130 135 140

Gly Asn Gly Ile Ile Thr Ser Asn Gly Pro His Trp Ala His Gln Arg
145 150 155 160

Arg Ile Ile Ala Tyr Glu Phe Thr His Asp Lys Ile Lys Gly Met Val
165 170 175

Gly Leu Met Val Glu Ser Ala Met Pro Met Leu Asn Lys Trp Glu Glu
180 185 190

Met Val Lys Arg Gly Gly Glu Met Gly Cys Asp Ile Arg Val Asp Glu
195 200 205

Asp Leu Lys Asp Val Ser Ala Asp Val Ile Ala Lys Ala Cys Phe Gly
210 215 220

Ser Ser Phe Ser Lys Gly Lys Ala Ile Phe Ser Met Ile Arg Asp Leu
225 230 235 240

Leu Thr Ala TIle Thr Lys Arg Ser Val Leu Phe Arg Phe Asn Gly Phe
245 250 255

Thr Asp Met Val Phe Gly Ser Lys Lys His Gly Asp Val Asp Ile Asp
260 265 270

Ala Leu Glu Met Glu Leu Glu Ser Ser Ile Trp Glu Thr Val Lys Glu
275 280 285

Arg Glu Ile Glu Cys Lys Asp Thr His Lys Lys Asp Leu Met Gln Leu
290 295 300

Ile Leu Glu Gly Ala Met Arg Ser Cys Asp Gly Asn Leu Trp Asp Lys
305 310 315 320

Ser Ala Tyr Arg Arg Phe Val Val Asp Asn Cys Lys Ser Ile Tyr Phe
325 330 335

Ala Gly His Asp Ser Thr Ala Val Ser Val Ser Trp Cys Leu Met Leu
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340 345 350
Ala
360

Leu
365

Leu
355

Ser
375

Ser
370

Cys
380

Thr
390

Val
395

Lys
385

Ala
405

Ile
415

Pro
410

vVal
425

Val
430

Leu
420
His
435

Arg
440

Asp
445

Glu
450

Phe
460

Arg
455

Ile
470

Pro
475

Tyr
465

Gly
485

Met
490

Met
495

Phe
505

Thr
510

Ser
500

Val
520

Glu
525

Leu
515

<210> 41
<211> 526
<212> PRT
<213> Vitis
<400> 41
Met Tyr Phe
1510 15

Ala Thr Leu
20 25 30

Gly Asn Lys
35 40 45

Gly His Leu
50 55 60
Page 74

Sequence

Asn Pro Ser

Lys Asn Gly

Thr
400

Met Val

Val Gly Arg

Pro Lys Gly

Pro Glu Ile

Ser Glu Gly

Phe
480

Gly Leu

Glu Val Lys

Leu Ser Pro

Pro Gln His

vinifera

Leu Leu Gln

Phe Leu Ser

Lys Ile Ala

His Leu Leu

Trp

Ile

Ile

Glu

Val

Trp

Ile

Gly

Val

Thr

Gly

Tyr

Tyr

Pro

Ala

Gln

Pro

Gln

Ala

Cys

Gly

Ser

Pro

Leu

Tyr

Val

Leu

Cys

Glu

Gly

Page 75

Val

Asp

Glu

Ser

Ile

Pro

Lys

Arg

Val

Gln

Val

Asn

Leu

Ala

Gly

Lys

Ala

Thr

Lys

Trp

Asp

Ala

Thr

Ser

His

Ile

Ile

Leu

Ala

Ser
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Ile

Glu

Met

Asp

Thr

Ala

Cys

Cys

Leu

Ser

Arg

Thr

Leu

Ala

His

Arg

Ser

Arg

Ile

Leu

Asn

Lys

Val

Ile

Pro

Val

Thr

Trp

Ala

Gln

Asp

Ile

Leu

Arg

Ile

Asp

Tyr

Gly

Val

Ser

Val

Val

Arg

Trp

Leu
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Amended Sequence

Thr Leu Gly Asn Met Ala Asp Lys Tyr Gly Pro Val Phe Thr Ile Arg
65 70 75 80

Ile Gly Leu His Arg Ala Val Val Val Ser Ser Trp Glu Met Ala Lys
85 90 95

Glu Cys Ser Thr Ala Asn Asp Gln Val Ser Ser Ser Arg Pro Glu Leu
100 105 110

Leu Ala Ser Lys Leu Leu Gly Tyr Asn Tyr Ala Met Phe Gly Phe Ser
115 120 125

Pro Tyr Gly Ser Tyr Trp Arg Glu Met Arg Lys Ile Ile Ser Leu Glu
130 135 140

Leu Leu Ser Asn Ser Arg Leu Glu Leu Leu Lys Asp Val Arg Ala Ser
145 150 155 160

Glu Val Val Thr Ser Ile Lys Glu Leu Tyr Lys Leu Trp Ala Glu Lys
165 170 175

Lys Asn Glu Ser Gly Leu Val Ser Val Glu Met Lys Gln Trp Phe Gly
180 185 190

Asp Leu Thr Leu Asn Val Ile Leu Arg Met Val Ala Gly Lys Arg Tyr
195 200 205

Phe Ser Ala Ser Asp Ala Ser Glu Asn Lys Gln Ala Gln Arg Cys Arg
210 215 220

Arg Val Phe Arg Glu Phe Phe His Leu Ser Gly Leu Phe Val Val Ala
225 230 235 240

Asp Ala Ile Pro Phe Leu Gly Trp Leu Asp Trp Gly Arg His Glu Lys
245 250 255

Thr Leu Lys Lys Thr Ala Ile Glu Met Asp Ser Ile Ala Gln Glu Trp
260 265 270

Leu Glu Glu His Arg Arg Arg Lys Asp Ser Gly Asp Asp Asn Ser Thr
275 280 285

Gln Asp Phe Met Asp Val Met Gln Ser Val Leu Asp Gly Lys Asn Leu
290 295 300

Gly Gly Tyr Asp Ala Asp Thr Ile Asn Lys Ala Thr Cys Leu Thr Leu
305 310 315 320

Ile Ser Gly Gly Ser Asp Thr Thr Val Val Ser Leu Thr Trp Ala Leu

325 330 335
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Ser Leu Val Leu Asn Asn Arg Asp Thr Leu Lys Lys Ala Gln Glu Glu
340 345 350

Leu Asp Ile Gln Val Gly Lys Glu Arg Leu Val Asn Glu Gln Asp Ile
355 360 365

Ser Lys Leu Val Tyr Leu Gln Ala Ile Val Lys Glu Thr Leu Arg Leu
370 375 380

Tyr Pro Pro Gly Pro Leu Gly Gly Leu Arg Gln Phe Thr Glu Asp Cys
385 390 395 400

Thr Leu Gly Gly Tyr His Val Ser Lys Gly Thr Arg Leu Ile Met Asn
405 410 415

Leu Ser Lys Ile Gln Lys Asp Pro Arg Ile Trp Ser Asp Pro Thr Glu
420 425 430

Phe Gln Pro Glu Arg Phe Leu Thr Thr His Lys Asp Val Asp Pro Arg
435 440 445

Gly Lys His Phe Glu Phe Ile Pro Phe Gly Ala Gly Arg Arg Ala Cys
450 455 460

Pro Gly Ile Thr Phe Gly Leu Gln Val Leu His Leu Thr Leu Ala Ser
465 470 475 480

Phe Leu His Ala Phe Glu Phe Ser Thr Pro Ser Asn Glu Gln Val Asn
485 490 495

Met Arg Glu Ser Leu Gly Leu Thr Asn Met Lys Ser Thr Pro Leu Glu
500 505 510

Val Leu Ile Ser Pro Arg Leu Ser Ser Cys Ser Leu Tyr Asn
515 520 525

<210> 42

<211> 479

<212> PRT

<213> Medicago truncatula

<400> 42

Met Glu Pro Asn Phe Tyr Leu Ser Leu Leu Leu Leu Phe Val Thr Phe
1510 15

Ile Ser Leu Ser Leu Phe Phe Ile Phe Tyr Lys Gln Lys Ser Pro Leu
20 25 30

Asn Leu Pro Pro Gly Lys Met Gly Tyr Pro Ile Ile Gly Glu Ser Leu
35 40 45
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Glu Phe Leu Ser Thr Gly Trp Lys Gly His Pro Glu Lys Phe Ile Phe
50 55 60

Asp Arg Met Arg Lys Tyr Ser Ser Glu Leu Phe Lys Thr Ser Ile Val
65 70 75 80

Gly Glu Ser Thr Val Val Cys Cys Gly Ala Ala Ser Asn Lys Phe Leu
85 90 95

Phe Ser Asn Glu Asn Lys Leu Val Thr Ala Trp Trp Pro Asp Ser Val
100 105 110

Asn Lys Ile Phe Pro Thr Thr Ser Leu Asp Ser Asn Leu Lys Glu Glu
115 120 125

Ser Ile Lys Met Arg Lys Leu Leu Pro Gln Phe Phe Lys Pro Glu Ala
130 135 140

Leu Gln Arg Tyr Val Gly Val Met Asp Val Ile Ala Gln Arg His Phe
145 150 155 160

Val Thr His Trp Asp Asn Lys Asn Glu Ile Thr Val Tyr Pro Leu Ala
165 170 175

Lys Arg Tyr Thr Phe Leu Leu Ala Cys Arg Leu Phe Met Ser Val Glu
180 185 190

Asp Glu Asn His Val Ala Lys Phe Ser Asp Pro Phe Gln Leu Ile Ala
195 200 205

Ala Gly Ile Ile Ser Leu Pro Ile Asp Leu Pro Gly Thr Pro Phe Asn
210 215 220

Lys Ala Ile Lys Ala Ser Asn Phe Ile Arg Lys Glu Leu Ile Lys Ile
225 230 235 240

Ile Lys Gln Arg Arg Val Asp Leu Ala Glu Gly Thr Ala Ser Pro Thr
245 250 255

Gln Asp Ile Leu Ser His Met Leu Leu Thr Ser Asp Glu Asn Gly Lys
260 265 270

Ser Met Asn Glu Leu Asn Ile Ala Asp Lys Ile Leu Gly Leu Leu Ile
275 280 285

Gly Gly His Asp Thr Ala Ser Val Ala Cys Thr Phe Leu Val Lys Tyr
290 295 300

Leu Gly Glu Leu Pro His Ile Tyr Asp Lys Val Tyr Gln Glu Gln Met
305 310 315 320
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Glu Ile Ala Lys Ser Lys Pro Ala Gly Glu Leu Leu Asn Trp Asp Asp
325 330 335

Leu Lys Lys Met Lys Tyr Ser Trp Asn Val Ala Cys Glu Val Met Arg
340 345 350

Leu Ser Pro Pro Leu Gln Gly Gly Phe Arg Glu Ala Ile Thr Asp Phe
355 360 365

Met Phe Asn Gly Phe Ser Ile Pro Lys Gly Trp Lys Leu Tyr Trp Ser
370 375 380

Ala Asn Ser Thr His Lys Asn Ala Glu Cys Phe Pro Met Pro Glu Lys
385 390 395 400

Phe Asp Pro Thr Arg Phe Glu Gly Asn Gly Pro Ala Pro Tyr Thr Phe
405 410 415

Val Pro Phe Gly Gly Gly Pro Arg Met Cys Pro Gly Lys Glu Tyr Ala
420 425 430

Arg Leu Glu Ile Leu Val Phe Met His Asn Leu Val Lys Arg Phe Lys
435 440 445

Trp Glu Lys Val Ile Pro Asp Glu Lys Ile Ile Val Asp Pro Phe Pro
450 455 460

Ile Pro Ala Lys Asp Leu Pro Ile Arg Leu Tyr Pro His Lys Ala
465 470 475

<210> 43

<211> 522

<212> PRT

<213> Stevia rebaudiana

<400> 43

Met Gly Leu Phe Pro Leu Glu Asp Ser Tyr Ala Leu Val Phe Glu Gly
1510 15

Leu Ala Ile Thr Leu Ala Leu Tyr Tyr Leu Leu Ser Phe Ile Tyr Lys
20 25 30

Thr Ser Lys Lys Thr Cys Thr Pro Pro Lys Ala Ser Gly Glu His Pro
35 40 45

Ile Thr Gly His Leu Asn Leu Leu Ser Gly Ser Ser Gly Leu Pro His
50 55 60

Leu Ala Leu Ala Ser Leu Ala Asp Arg Cys Gly Pro Ile Phe Thr Ile
65 70 75 80

Page 78

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 80 of 219

Amended Sequence
Arg Leu Gly Ile Arg Arg Val Leu Val Val Ser Asn Trp Glu Ile Ala
85 90 95

Lys Glu Ile Phe Thr Thr His Asp Leu Ile Val Ser Asn Arg Pro Lys
100 105 110

Tyr Leu Ala Ala Lys Ile Leu Gly Phe Asn Tyr Val Ser Phe Ser Phe
115 120 125

Ala Pro Tyr Gly Pro Tyr Trp Val Gly Ile Arg Lys Ile Ile Ala Thr
130 135 140

Lys Leu Met Ser Ser Ser Arg Leu Gln Lys Leu Gln Phe Val Arg Val
145 150 155 160

Phe Glu Leu Glu Asn Ser Met Lys Ser Ile Arg Glu Ser Trp Lys Glu
165 170 175

Lys Lys Asp Glu Glu Gly Lys Val Leu Val Glu Met Lys Lys Trp Phe
180 185 190

Trp Glu Leu Asn Met Asn Ile Val Leu Arg Thr Val Ala Gly Lys Gln
195 200 205

Tyr Thr Gly Thr Val Asp Asp Ala Asp Ala Lys Arg Ile Ser Glu Leu
210 215 220

Phe Arg Glu Trp Phe His Tyr Thr Gly Arg Phe Val Val Gly Asp Ala
225 230 235 240

Phe Pro Phe Leu Gly Trp Leu Asp Leu Gly Gly Tyr Lys Lys Thr Met
245 250 255

Glu Leu Val Ala Ser Arg Leu Asp Ser Met Val Ser Lys Trp Leu Asp
260 265 270

Glu His Arg Lys Lys Gln Ala Asn Asp Asp Lys Lys Glu Asp Met Asp
275 280 285

Phe Met Asp Ile Met Ile Ser Met Thr Glu Ala Asn Ser Pro Leu Glu
290 295 300

Gly Tyr Gly Thr Asp Thr Ile Ile Lys Thr Thr Cys Met Thr Leu Ile
305 310 315 320

Val Ser Gly Val Asp Thr Thr Ser Ile Val Leu Thr Trp Ala Leu Ser
325 330 335

Leu Leu Leu Asn Asn Arg Asp Thr Leu Lys Lys Ala Gln Glu Glu Leu
340 345 350
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Amended Sequence
Asp Met Cys Val Gly Lys Gly Arg Gln Val Asn Glu Ser Asp Leu Val
355 360 365

Asn Leu Ile Tyr Leu Glu Ala Val Leu Lys Glu Ala Leu Arg Leu Tyr
370 375 380

Pro Ala Ala Phe Leu Gly Gly Pro Arg Ala Phe Leu Glu Asp Cys Thr
385 390 395 400

Val Ala Gly Tyr Arg Ile Pro Lys Gly Thr Cys Leu Leu Ile Asn Met
405 410 415

Trp Lys Leu His Arg Asp Pro Asn Ile Trp Ser Asp Pro Cys Glu Phe
420 425 430

Lys Pro Glu Arg Phe Leu Thr Pro Asn Gln Lys Asp Val Asp Val Ile
435 440 445

Gly Met Asp Phe Glu Leu Ile Pro Phe Gly Ala Gly Arg Arg Tyr Cys
450 455 460

Pro Gly Thr Arg Leu Ala Leu Gln Met Leu His Ile Val Leu Ala Thr
465 470 475 480

Leu Leu Gln Asn Phe Glu Met Ser Thr Pro Asn Asp Ala Pro Val Asp
485 490 495

Met Thr Ala Ser Val Gly Met Thr Asn Ala Lys Ala Ser Pro Leu Glu
500 505 510

Val Leu Leu Ser Pro Arg Val Lys Trp Ser
515 520

<210> 44

<211> 710

<212> PRT

<213> Stevia rebaudiana

<400> 44

Met Gln Ser Asp Ser Val Lys Val Ser Pro Phe Asp Leu Val Ser Ala
1510 15

Ala Met Asn Gly Lys Ala Met Glu Lys Leu Asn Ala Ser Glu Ser Glu
20 25 30

Asp Pro Thr Thr Leu Pro Ala Leu Lys Met Leu Val Glu Asn Arg Glu
35 40 45

Leu Leu Thr Leu Phe Thr Thr Ser Phe Ala Val Leu Ile Gly Cys Leu
50 55 60

Val Phe Leu Met Trp Arg Arg Ser Ser Ser Lys Lys Leu Val Gln Asp
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Amended Sequence
65 70 75 80

Pro Val Pro Gln Val Ile Val Val Lys Lys Lys Glu Lys Glu Ser Glu
85 90 95

Val Asp Asp Gly Lys Lys Lys Val Ser Ile Phe Tyr Gly Thr Gln Thr
100 105 110

Gly Thr Ala Glu Gly Phe Ala Lys Ala Leu Val Glu Glu Ala Lys Val
115 120 125

Arg Tyr Glu Lys Thr Ser Phe Lys Val Ile Asp Leu Asp Asp Tyr Ala
130 135 140

Ala Asp Asp Asp Glu Tyr Glu Glu Lys Leu Lys Lys Glu Ser Leu Ala
145 150 155 160

Phe Phe Phe Leu Ala Thr Tyr Gly Asp Gly Glu Pro Thr Asp Asn Ala
165 170 175

Ala Asn Phe Tyr Lys Trp Phe Thr Glu Gly Asp Asp Lys Gly Glu Trp
180 185 190

Leu Lys Lys Leu Gln Tyr Gly Val Phe Gly Leu Gly Asn Arg Gln Tyr
195 200 205

Glu His Phe Asn Lys Ile Ala Ile Val Val Asp Asp Lys Leu Thr Glu
210 215 220

Met Gly Ala Lys Arg Leu Val Pro Val Gly Leu Gly Asp Asp Asp Gln
225 230 235 240

Cys Ile Glu Asp Asp Phe Thr Ala Trp Lys Glu Leu Val Trp Pro Glu
245 250 255

Leu Asp Gln Leu Leu Arg Asp Glu Asp Asp Thr Ser Val Thr Thr Pro
260 265 270

Tyr Thr Ala Ala Val Leu Glu Tyr Arg Val Val Tyr His Asp Lys Pro
275 280 285

Ala Asp Ser Tyr Ala Glu Asp Gln Thr His Thr Asn Gly His Val Val
290 295 300

His Asp Ala Gln His Pro Ser Arg Ser Asn Val Ala Phe Lys Lys Glu
305 310 315 320

Leu His Thr Ser Gln Ser Asp Arg Ser Cys Thr His Leu Glu Phe Asp
325 330 335

Ile Ser His Thr Gly Leu Ser Tyr Glu Thr Gly Asp His Val Gly Val
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Amended Sequence
340 345 350

Tyr Ser Glu Asn Leu Ser Glu Val Val Asp Glu Ala Leu Lys Leu Leu
355 360 365

Gly Leu Ser Pro Asp Thr Tyr Phe Ser Val His Ala Asp Lys Glu Asp
370 375 380

Gly Thr Pro Ile Gly Gly Ala Ser Leu Pro Pro Pro Phe Pro Pro Cys
385 390 395 400

Thr Leu Arg Asp Ala Leu Thr Arg Tyr Ala Asp Val Leu Ser Ser Pro
405 410 415

Lys Lys Val Ala Leu Leu Ala Leu Ala Ala His Ala Ser Asp Pro Ser
420 425 430

Glu Ala Asp Arg Leu Lys Phe Leu Ala Ser Pro Ala Gly Lys Asp Glu
435 440 445

Tyr Ala Gln Trp Ile Val Ala Asn Gln Arg Ser Leu Leu Glu Val Met
450 455 460

Gln Ser Phe Pro Ser Ala Lys Pro Pro Leu Gly Val Phe Phe Ala Ala
465 470 475 480

Val Ala Pro Arg Leu Gln Pro Arg Tyr Tyr Ser Ile Ser Ser Ser Pro
485 490 495

Lys Met Ser Pro Asn Arg Ile His Val Thr Cys Ala Leu Val Tyr Glu
500 505 510

Thr Thr Pro Ala Gly Arg Ile His Arg Gly Leu Cys Ser Thr Trp Met
515 520 525

Lys Asn Ala Val Pro Leu Thr Glu Ser Pro Asp Cys Ser Gln Ala Ser
530 535 540

Ile Phe Val Arg Thr Ser Asn Phe Arg Leu Pro Val Asp Pro Lys Val
545 550 555 560

Pro Val Ile Met Ile Gly Pro Gly Thr Gly Leu Ala Pro Phe Arg Gly
565 570 575

Phe Leu Gln Glu Arg Leu Ala Leu Lys Glu Ser Gly Thr Glu Leu Gly
580 585 590

Ser Ser Ile Phe Phe Phe Gly Cys Arg Asn Arg Lys Val Asp Phe Ile
595 600 605

Tyr Glu Asp Glu Leu Asn Asn Phe Val Glu Thr Gly Ala Leu Ser Glu
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Amended Sequence
610 615 620

Leu Ile Val Ala Phe Ser Arg Glu Gly Thr Ala Lys Glu Tyr Val Gln
625 630 635 640

His Lys Met Ser Gln Lys Ala Ser Asp Ile Trp Lys Leu Leu Ser Glu
645 650 655

Gly Ala Tyr Leu Tyr Val Cys Gly Asp Ala Lys Gly Met Ala Lys Asp
660 665 670

Val His Arg Thr Leu His Thr Ile Val Gln Glu Gln Gly Ser Leu Asp
675 680 685

Ser Ser Lys Ala Glu Leu Tyr Val Lys Asn Leu Gln Met Ser Gly Arg
690 695 700

Tyr Leu Arg Asp Val Trp
705 710

<210> 45

<211> 692

<212> PRT

<213> Arabidopsis thaliana

<400> 45

Met Thr Ser Ala Leu Tyr Ala Ser Asp Leu Phe Lys Gln Leu Lys Ser
1510 15

Ile Met Gly Thr Asp Ser Leu Ser Asp Asp Val Val Leu Val Ile Ala
20 25 30

Thr Thr Ser Leu Ala Leu Val Ala Gly Phe Val Val Leu Leu Trp Lys
35 40 45

Lys Thr Thr Ala Asp Arg Ser Gly Glu Leu Lys Pro Leu Met Ile Pro
50 55 60

Lys Ser Leu Met Ala Lys Asp Glu Asp Asp Asp Leu Asp Leu Gly Ser
65 70 75 80

Gly Lys Thr Arg Val Ser Ile Phe Phe Gly Thr Gln Thr Gly Thr Ala
85 90 95

Glu Gly Phe Ala Lys Ala Leu Ser Glu Glu Ile Lys Ala Arg Tyr Glu
100 105 110

Lys Ala Ala Val Lys Val Ile Asp Leu Asp Asp Tyr Ala Ala Asp Asp
115 120 125

Asp Gln Tyr Glu Glu Lys Leu Lys Lys Glu Thr Leu Ala Phe Phe Cys

130 135 140
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Val Ala Thr Tyr Gly Asp Gly Glu Pro Thr Asp Asn Ala Ala Arg Phe
145 150 155 160

Tyr Lys Trp Phe Thr Glu Glu Asn Glu Arg Asp Ile Lys Leu Gln Gln
165 170 175

Leu Ala Tyr Gly Val Phe Ala Leu Gly Asn Arg Gln Tyr Glu His Phe
180 185 190

Asn Lys Ile Gly Ile Val Leu Asp Glu Glu Leu Cys Lys Lys Gly Ala
195 200 205

Lys Arg Leu Ile Glu Val Gly Leu Gly Asp Asp Asp Gln Ser Ile Glu
210 215 220

Asp Asp Phe Asn Ala Trp Lys Glu Ser Leu Trp Ser Glu Leu Asp Lys
225 230 235 240

Leu Leu Lys Asp Glu Asp Asp Lys Ser Val Ala Thr Pro Tyr Thr Ala
245 250 255

Val Ile Pro Glu Tyr Arg Val Val Thr His Asp Pro Arg Phe Thr Thr
260 265 270

Gln Lys Ser Met Glu Ser Asn Val Ala Asn Gly Asn Thr Thr Ile Asp
275 280 285

Ile His His Pro Cys Arg Val Asp Val Ala Val Gln Lys Glu Leu His
290 295 300

Thr His Glu Ser Asp Arg Ser Cys Ile His Leu Glu Phe Asp Ile Ser
305 310 315 320

Arg Thr Gly Ile Thr Tyr Glu Thr Gly Asp His Val Gly Val Tyr Ala
325 330 335

Glu Asn His Val Glu Ile Val Glu Glu Ala Gly Lys Leu Leu Gly His
340 345 350

Ser Leu Asp Leu Val Phe Ser Ile His Ala Asp Lys Glu Asp Gly Ser
355 360 365

Pro Leu Glu Ser Ala Val Pro Pro Pro Phe Pro Gly Pro Cys Thr Leu
370 375 380

Gly Thr Gly Leu Ala Arg Tyr Ala Asp Leu Leu Asn Pro Pro Arg Lys
385 390 395 400

Ser Ala Leu Val Ala Leu Ala Ala Tyr Ala Thr Glu Pro Ser Glu Ala

405 410 415
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Glu Lys Leu Lys His Leu Thr Ser Pro Asp Gly Lys Asp Glu Tyr Ser
420 425 430

Gln Trp Ile Val Ala Ser Gln Arg Ser Leu Leu Glu Val Met Ala Ala
435 440 445

Phe Pro Ser Ala Lys Pro Pro Leu Gly Val Phe Phe Ala Ala Ile Ala
450 455 460

Pro Arg Leu Gln Pro Arg Tyr Tyr Ser Ile Ser Ser Ser Pro Arg Leu
465 470 475 480

Ala Pro Ser Arg Val His Val Thr Ser Ala Leu Val Tyr Gly Pro Thr
485 490 495

Pro Thr Gly Arg Ile His Lys Gly Val Cys Ser Thr Trp Met Lys Asn
500 505 510

Ala Val Pro Ala Glu Lys Ser His Glu Cys Ser Gly Ala Pro Ile Phe
515 520 525

Ile Arg Ala Ser Asn Phe Lys Leu Pro Ser Asn Pro Ser Thr Pro Ile
530 535 540

Val Met Val Gly Pro Gly Thr Gly Leu Ala Pro Phe Arg Gly Phe Leu
545 550 555 560

Gln Glu Arg Met Ala Leu Lys Glu Asp Gly Glu Glu Leu Gly Ser Ser
565 570 575

Leu Leu Phe Phe Gly Cys Arg Asn Arg Gln Met Asp Phe Ile Tyr Glu
580 585 590

Asp Glu Leu Asn Asn Phe Val Asp Gln Gly Val Ile Ser Glu Leu Ile
595 600 605

Met Ala Phe Ser Arg Glu Gly 2Ala Gln Lys Glu Tyr Val Gln His Lys
610 615 620

Met Met Glu Lys Ala Ala Gln Val Trp Asp Leu Ile Lys Glu Glu Gly
625 630 635 640

Tyr Leu Tyr Val Cys Gly Asp Ala Lys Gly Met Ala Arg Asp Val His
645 650 655

Arg Thr Leu His Thr Ile Val Gln Glu Gln Glu Gly Val Ser Ser Ser
660 665 670

Glu Ala Glu Ala Ile Val Lys Lys Leu Gln Thr Glu Gly Arg Tyr Leu

675 680 685
Page 85

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 87 of 219

Amended Sequence

Arg Asp Val Trp
690

<210> 46

<211> 713

<212> PRT

<213> Fusarium fujikuroi

<400> 46

Met Ala Glu Leu Asp Thr Leu Asp Ile Val Val Leu Gly Val Ile Phe
1510 15

Leu Gly Thr Val Ala Tyr Phe Thr Lys Gly Lys Leu Trp Gly Val Thr
20 25 30

Lys Asp Pro Tyr Ala Asn Gly Phe Ala Ala Gly Gly Ala Ser Lys Pro
35 40 45

Gly Arg Thr Arg Asn Ile Val Glu Ala Met Glu Glu Ser Gly Lys Asn
50 55 60

Cys Val Val Phe Tyr Gly Ser Gln Thr Gly Thr Ala Glu Asp Tyr Ala
65 70 75 80

Ser Arg Leu Ala Lys Glu Gly Lys Ser Arg Phe Gly Leu Asn Thr Met
85 90 95

Ile Ala Asp Leu Glu Asp Tyr Asp Phe Asp Asn Leu Asp Thr Val Pro
100 105 110

Ser Asp Asn Ile Val Met Phe Val Leu Ala Thr Tyr Gly Glu Gly Glu
115 120 125

Pro Thr Asp Asn Ala Val Asp Phe Tyr Glu Phe Ile Thr Gly Glu Asp
130 135 140

Ala Ser Phe Asn Glu Gly Asn Asp Pro Pro Leu Gly Asn Leu Asn Tyr
145 150 155 160

Val Ala Phe Gly Leu Gly Asn Asn Thr Tyr Glu His Tyr Asn Ser Met
165 170 175

Val Arg Asn Val Asn Lys Ala Leu Glu Lys Leu Gly Ala His Arg Ile
180 185 190

Gly Glu Ala Gly Glu Gly Asp Asp Gly Ala Gly Thr Met Glu Glu Asp
195 200 205

Phe Leu Ala Trp Lys Asp Pro Met Trp Glu Ala Leu Ala Lys Lys Met
210 215 220
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Amended Sequence

Gly Leu Glu Glu Arg Glu Ala Val Tyr Glu Pro Ile Phe Ala Ile Asn
225 230 235 240

Glu Arg Asp Asp Leu Thr Pro Glu Ala Asn Glu Val Tyr Leu Gly Glu
245 250 255

Pro Asn Lys Leu His Leu Glu Gly Thr Ala Lys Gly Pro Phe Asn Ser
260 265 270

His Asn Pro Tyr Ile Ala Pro Ile Ala Glu Ser Tyr Glu Leu Phe Ser
275 280 285

Ala Lys Asp Arg Asn Cys Leu His Met Glu Ile Asp Ile Ser Gly Ser
290 295 300

Asn Leu Lys Tyr Glu Thr Gly Asp His Ile Ala Ile Trp Pro Thr Asn
305 310 315 320

Pro Gly Glu Glu Val Asn Lys Phe Leu Asp Ile Leu Asp Leu Ser Gly
325 330 335

Lys Gln His Ser Val Val Thr Val Lys Ala Leu Glu Pro Thr Ala Lys
340 345 350

Val Pro Phe Pro Asn Pro Thr Thr Tyr Asp Ala Ile Leu Arg Tyr His
355 360 365

Leu Glu Ile Cys Ala Pro Val Ser Arg Gln Phe Val Ser Thr Leu Ala
370 375 380

Ala Phe Ala Pro Asn Asp Asp Ile Lys Ala Glu Met Asn Arg Leu Gly
385 390 395 400

Ser Asp Lys Asp Tyr Phe His Glu Lys Thr Gly Pro His Tyr Tyr Asn
405 410 415

Ile Ala Arg Phe Leu Ala Ser Val Ser Lys Gly Glu Lys Trp Thr Lys
420 425 430

Ile Pro Phe Ser Ala Phe Ile Glu Gly Leu Thr Lys Leu Gln Pro Arg
435 440 445

Tyr Tyr Ser Ile Ser Ser Ser Ser Leu Val Gln Pro Lys Lys Ile Ser
450 455 460

Ile Thr Ala Val Val Glu Ser Gln Gln Ile Pro Gly Arg Asp Asp Pro
465 470 475 480

Phe Arg Gly Val Ala Thr Asn Tyr Leu Phe Ala Leu Lys Gln Lys Gln
485 490 495
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Amended Sequence

Asn Gly Asp Pro Asn Pro Ala Pro Phe Gly Gln Ser Tyr Glu Leu Thr
500 505 510

Gly Pro Arg Asn Lys Tyr Asp Gly Ile His Val Pro Val His Val Arg
515 520 525

His Ser Asn Phe Lys Leu Pro Ser Asp Pro Gly Lys Pro Ile Ile Met
530 535 540

Ile Gly Pro Gly Thr Gly Val Ala Pro Phe Arg Gly Phe Val Gln Glu
545 550 555 560

Arg Ala Lys Gln Ala Arg Asp Gly Val Glu Val Gly Lys Thr Leu Leu
565 570 575

Phe Phe Gly Cys Arg Lys Ser Thr Glu Asp Phe Met Tyr Gln Lys Glu
580 585 590

Trp Gln Glu Tyr Lys Glu Ala Leu Gly Asp Lys Phe Glu Met Ile Thr
595 600 605

Ala Phe Ser Arg Glu Gly Ser Lys Lys Val Tyr Val Gln His Arg Leu
610 615 620

Lys Glu Arg Ser Lys Glu Val Ser Asp Leu Leu Ser Gln Lys Ala Tyr
625 630 635 640

Phe Tyr Val Cys Gly Asp Ala Ala His Met Ala Arg Glu Val Asn Thr
645 650 655

Val Leu Ala Gln Ile Ile Ala Glu Gly Arg Gly Val Ser Glu Ala Lys
660 665 670

Gly Glu Glu Ile Val Lys Asn Met Arg Ser Ala Asn Gln Tyr Gln Val
675 680 685

Cys Ser Asp Phe Val Thr Leu His Cys Lys Glu Thr Thr Tyr Ala Asn
690 695 700

Ser Glu Leu Gln Glu Asp Val Trp Ser
705 710

<210> 47

<211> 480

<212> PRT

<213> Stevia rebaudiana

<400> 47

Met Asp Ala Met Ala Thr Thr Glu Lys Lys Pro His Val Ile Phe Ile
1510 15
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Amended Sequence
Pro Phe Pro Ala Gln Ser His Ile Lys Ala Met Leu Lys Leu Ala Gln
20 25 30

Leu Leu His His Lys Gly Leu Gln Ile Thr Phe Val Asn Thr Asp Phe
35 40 45

Ile His Asn Gln Phe Leu Glu Ser Ser Gly Pro His Cys Leu Asp Gly
50 55 60

Ala Pro Gly Phe Arg Phe Glu Thr Ile Pro Asp Gly Val Ser His Ser
65 70 75 80

Pro Glu Ala Ser Ile Pro Ile Arg Glu Ser Leu Leu Arg Ser Ile Glu
85 90 95

Thr Asn Phe Leu Asp Arg Phe Ile Asp Leu Val Thr Lys Leu Pro Asp
100 105 110

Pro Pro Thr Cys Ile Ile Ser Asp Gly Phe Leu Ser Val Phe Thr Ile
115 120 125

Asp Ala Ala Lys Lys Leu Gly Ile Pro Val Met Met Tyr Trp Thr Leu
130 135 140

Ala Ala Cys Gly Phe Met Gly Phe Tyr His Ile His Ser Leu Ile Glu
145 150 155 160

Lys Gly Phe Ala Pro Leu Lys Asp Ala Ser Tyr Leu Thr Asn Gly Tyr
165 170 175

Leu Asp Thr Val Ile Asp Trp Val Pro Gly Met Glu Gly Ile Arg Leu
180 185 190

Lys Asp Phe Pro Leu Asp Trp Ser Thr Asp Leu Asn Asp Lys Val Leu
195 200 205

Met Phe Thr Thr Glu Ala Pro Gln Arg Ser His Lys Val Ser His His
210 215 220

Ile Phe His Thr Phe Asp Glu Leu Glu Pro Ser Ile Ile Lys Thr Leu
225 230 235 240

Ser Leu Arg Tyr Asn His Ile Tyr Thr Ile Gly Pro Leu Gln Leu Leu
245 250 255

Leu Asp Gln Ile Pro Glu Glu Lys Lys Gln Thr Gly Ile Thr Ser Leu
260 265 270

His Gly Tyr Ser Leu Val Lys Glu Glu Pro Glu Cys Phe Gln Trp Leu
275 280 285
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Amended Sequence
Gln Ser Lys Glu Pro Asn Ser Val Val Tyr Val Asn Phe Gly Ser Thr
290 295 300

Thr Val Met Ser Leu Glu Asp Met Thr Glu Phe Gly Trp Gly Leu Ala
305 310 315 320

Asn Ser Asn His Tyr Phe Leu Trp Ile Ile Arg Ser Asn Leu Val Ile
325 330 335

Gly Glu Asn Ala Val Leu Pro Pro Glu Leu Glu Glu His Ile Lys Lys
340 345 350

Arg Gly Phe Ile Ala Ser Trp Cys Ser Gln Glu Lys Val Leu Lys His
355 360 365

Pro Ser Val Gly Gly Phe Leu Thr His Cys Gly Trp Gly Ser Thr Ile
370 375 380

Glu Ser Leu Ser Ala Gly Val Pro Met Ile Cys Trp Pro Tyr Ser Trp
385 390 395 400

Asp Gln Leu Thr Asn Cys Arg Tyr Ile Cys Lys Glu Trp Glu Val Gly
405 410 415

Leu Glu Met Gly Thr Lys Val Lys Arg Asp Glu Val Lys Arg Leu Val
420 425 430

Gln Glu Leu Met Gly Glu Gly Gly His Lys Met Arg Asn Lys Ala Lys
435 440 445

Asp Trp Lys Glu Lys Ala Arg Ile Ala Ile Ala Pro Asn Gly Ser Ser
450 455 460

Ser Leu Asn Ile Asp Lys Met Val Lys Glu Ile Thr Val Leu Ala Arg
465 470 475 480

<210> 48

<211> 787

<212> PRT

<213> Stevia rebaudiana

<400> 48

Met Lys Thr Gly Phe Ile Ser Pro Ala Thr Val Phe His His Arg Ile
1510 15

Ser Pro Ala Thr Thr Phe Arg His His Leu Ser Pro Ala Thr Thr Asn
20 25 30

Ser Thr Gly Ile Val Ala Leu Arg Asp Ile Asn Phe Arg Cys Lys Ala
35 40 45

Val Ser Lys Glu Tyr Ser Asp Leu Leu Gln Lys Asp Glu Ala Ser Phe
Page 90
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Amended Sequence
50 55 60

Thr Lys Trp Asp Asp Asp Lys Val Lys Asp His Leu Asp Thr Asn Lys
65 70 75 80

Asn Leu Tyr Pro Asn Asp Glu Ile Lys Glu Phe Val Glu Ser Val Lys
85 90 95

Ala Met Phe Gly Ser Met Asn Asp Gly Glu Ile Asn Val Ser Ala Tyr
100 105 110

Asp Thr Ala Trp Val Ala Leu Val Gln Asp Val Asp Gly Ser Gly Ser
115 120 125

Pro Gln Phe Pro Ser Ser Leu Glu Trp Ile Ala Asn Asn Gln Leu Ser
130 135 140

Asp Gly Ser Trp Gly Asp His Leu Leu Phe Ser Ala His Asp Arg Ile
145 150 155 160

Ile Asn Thr Leu Ala Cys Val Ile Ala Leu Thr Ser Trp Asn Val His
165 170 175

Pro Ser Lys Cys Glu Lys Gly Leu Asn Phe Leu Arg Glu Asn Ile Cys
180 185 190

Lys Leu Glu Asp Glu Asn Ala Glu His Met Pro Ile Gly Phe Glu Val
195 200 205

Thr Phe Pro Ser Leu Ile Asp Ile Ala Lys Lys Leu Asn Ile Glu Val
210 215 220

Pro Glu Asp Thr Pro Ala Leu Lys Glu Ile Tyr Ala Arg Arg Asp Ile
225 230 235 240

Lys Leu Thr Lys Ile Pro Met Glu Val Leu His Lys Val Pro Thr Thr
245 250 255

Leu Leu His Ser Leu Glu Gly Met Pro Asp Leu Glu Trp Glu Lys Leu
260 265 270

Leu Lys Leu Gln Cys Lys Asp Gly Ser Phe Leu Phe Ser Pro Ser Ser
275 280 285

Thr Ala Phe Ala Leu Met Gln Thr Lys Asp Glu Lys Cys Leu Gln Tyr
290 295 300

Leu Thr Asn Ile Val Thr Lys Phe Asn Gly Gly Val Pro Asn Val Tyr
305 310 315 320

Pro Val Asp Leu Phe Glu His Ile Trp Val Val Asp Arg Leu Gln Arg
Page 91
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Amended Sequence
325 330 335

Leu Gly Ile Ala Arg Tyr Phe Lys Ser Glu Ile Lys Asp Cys Val Glu
340 345 350

Tyr Ile Asn Lys Tyr Trp Thr Lys Asn Gly Ile Cys Trp Ala Arg Asn
355 360 365

Thr His Val Gln Asp Ile Asp Asp Thr Ala Met Gly Phe Arg Val Leu
370 375 380

Arg Ala His Gly Tyr Asp Val Thr Pro Asp Val Phe Arg Gln Phe Glu
385 390 395 400

Lys Asp Gly Lys Phe Val Cys Phe Ala Gly Gln Ser Thr Gln Ala Val
405 410 415

Thr Gly Met Phe Asn Val Tyr Arg Ala Ser Gln Met Leu Phe Pro Gly
420 425 430

Glu Arg Ile Leu Glu Asp Ala Lys Lys Phe Ser Tyr Asn Tyr Leu Lys
435 440 445

Glu Lys Gln Ser Thr Asn Glu Leu Leu Asp Lys Trp Ile Ile Ala Lys
450 455 460

Asp Leu Pro Gly Glu Val Gly Tyr Ala Leu Asp Ile Pro Trp Tyr Ala
465 470 475 480

Ser Leu Pro Arg Leu Glu Thr Arg Tyr Tyr Leu Glu Gln Tyr Gly Gly
485 490 495

Glu Asp Asp Val Trp Ile Gly Lys Thr Leu Tyr Arg Met Gly Tyr Val
500 505 510

Ser Asn Asn Thr Tyr Leu Glu Met Ala Lys Leu Asp Tyr Asn Asn Tyr
515 520 525

Val Ala Val Leu Gln Leu Glu Trp Tyr Thr Ile Gln Gln Trp Tyr Val
530 535 540

Asp Ile Gly Ile Glu Lys Phe Glu Ser Asp Asn Ile Lys Ser Val Leu
545 550 555 560

Val Ser Tyr Tyr Leu Ala Ala Ala Ser Ile Phe Glu Pro Glu Arg Ser
565 570 575

Lys Glu Arg Ile Ala Trp Ala Lys Thr Thr Ile Leu Val Asp Lys Ile
580 585 590

Thr Ser Ile Phe Asp Ser Ser Gln Ser Ser Lys Glu Asp Ile Thr Ala
Page 92
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Amended Sequence

595

Phe
610

Asn
625
His
645

Pro
660

Gly
675

Ala
690

Arg
705
His
725

Leu
740

Met
755

Trp
770

Ile
785

600

Ile
615

Gly
630

Gly
650

Gln
665

vVal
680

Gly
695

Leu
710

Asn
730

Val
745

Lys
760

Cys
775

Val

605

Asp
620

Glu
635

Phe
655

Leu
670

Asp
685

Arg
700

Ser
715

Phe
735

Gln
750

Gln
765

Asp
780

Ile

<210> 49
<211> 527
<212> PRT
<213> Streptomyces clavuligerus
<400> 49
Met Pro Asp Ala His Asp Ala Pro
1510 15

Lys

Pro

640

Ala

His

vVal

Trp

Thr

720

Lys

Leu

Thr

Pro

Phe

Trp

Leu

Gln

Thr

Val

Val

Glu

Val

Phe

Asn

Arg

His

Asp

Ala

Ala

Ser

Thr

Asn

Phe

Leu

Thr

Asn

Glu

Ala

Trp

Glu

Lys

Asn

Ser

Ser

Thr

Ile

Lys

Val

Leu

Glu

Leu

Glu

Ser

Thr

Asp

Val

Asn

Leu Val Asp Glu Ala Thr Gln Leu

20 25 30

Trp Gly Glu Val Ser Val Ser Glu

35 40 45
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Ser Ser Ser Lys Lys His Ser Ile

Met Val Ala Leu Lys Lys Thr Leu

Met Thr His Ser Gln Asp Ile His

Met Trp Leu Thr Lys Leu Gln Asp

Met Val Gln Met Ile Asn Met Thr

Leu Leu Thr His Pro Gln Tyr Gln

Val Cys His Asp Ile Thr Lys Leu

Thr Val Asp Ser Lys Val Gln Glu

Thr Pro Asp Asp Leu Asp Gln Asp

Met Lys Thr Phe Tyr Tyr Lys Ala

Asp His Ile Ser Lys Val Phe Glu

Pro Pro Gln Ile Arg Gln Arg Thr

Leu Thr Glu Ser Ala Glu Asp Ala

Tyr Glu Thr Ala Arg Leu Val Ala

RECTIFIED SHEET (RULE 91) ISA/EP
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Amended Sequence

His Ala Thr Trp Leu Gly Gly His Ala Thr Arg Val Ala Phe Leu Leu
50 55 60

Glu Arg Gln His Glu Asp Gly Ser Trp Gly Pro Pro Gly Gly Tyr Arg
65 70 75 80

Leu Val Pro Thr Leu Ser Ala Val His Ala Leu Leu Thr Cys Leu Ala
85 90 95

Ser Pro Ala Gln Asp His Gly Val Pro His Asp Arg Leu Leu Arg Ala
100 105 110

Val Asp Ala Gly Leu Thr Ala Leu Arg Arg Leu Gly Thr Ser Asp Ser
115 120 125

Pro Pro Asp Thr Ile Ala Val Glu Leu Val Ile Pro Ser Leu Leu Glu
130 135 140

Gly Ile Gln His Leu Leu Asp Pro Ala His Pro His Ser Arg Pro Ala
145 150 155 160

Phe Ser Gln His Arg Gly Ser Leu Val Cys Pro Gly Gly Leu Asp Gly
165 170 175

Arg Thr Leu Gly Ala Leu Arg Ser His Ala Ala Ala Gly Thr Pro Val
180 185 190

Pro Gly Lys Val Trp His Ala Ser Glu Thr Leu Gly Leu Ser Thr Glu
195 200 205

Ala Ala Ser His Leu Gln Pro Ala Gln Gly Ile Ile Gly Gly Ser Ala
210 215 220

Ala Ala Thr Ala Thr Trp Leu Thr Arg Val Ala Pro Ser Gln Gln Ser
225 230 235 240

Asp Ser Ala Arg Arg Tyr Leu Glu Glu Leu Gln His Arg Tyr Ser Gly
245 250 255

Pro Val Pro Ser Ile Thr Pro Ile Thr Tyr Phe Glu Arg Ala Trp Leu
260 265 270

Leu Asn Asn Phe Ala Ala Ala Gly Val Pro Cys Glu Ala Pro Ala Ala
275 280 285

Leu Leu Asp Ser Leu Glu Ala Ala Leu Thr Pro Gln Gly Ala Pro Ala
290 295 300

Gly Ala Gly Leu Pro Pro Asp Ala Asp Asp Thr Ala Ala Val Leu Leu
305 310 315 320
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Amended Sequence

Ala Leu Ala Thr His Gly Arg Gly Arg Arg Pro Glu Val Leu Met Asp
325 330 335

Tyr Arg Thr Asp Gly Tyr Phe Gln Cys Phe Ile Gly Glu Arg Thr Pro
340 345 350

Ser Ile Ser Thr Asn Ala His Val Leu Glu Thr Leu Gly His His Val
355 360 365

Ala Gln His Pro Gln Asp Arg Ala Arg Tyr Gly Ser Ala Met Asp Thr
370 375 380

Ala Ser Ala Trp Leu Leu Ala Ala Gln Lys Gln Asp Gly Ser Trp Leu
385 390 395 400

Asp Lys Trp His Ala Ser Pro Tyr Tyr Ala Thr Val Cys Cys Thr Gln
405 410 415

Ala Leu Ala Ala His Ala Ser Pro Ala Thr Ala Pro Ala Arg Gln Arg
420 425 430

Ala Val Arg Trp Val Leu Ala Thr Gln Arg Ser Asp Gly Gly Trp Gly
435 440 445

Leu Trp His Ser Thr Val Glu Glu Thr Ala Tyr Ala Leu Gln Ile Leu
450 455 460

Ala Pro Pro Ser Gly Gly Gly Asn Ile Pro Val Gln Gln Ala Leu Thr
465 470 475 480

Arg Gly Arg Ala Arg Leu Cys Gly Ala Leu Pro Leu Thr Pro Leu Trp
485 490 495

His Asp Lys Asp Leu Tyr Thr Pro Val Arg Val Val Arg Ala Ala Arg
500 505 510

Ala Ala Ala Leu Tyr Thr Thr Arg Asp Leu Leu Leu Pro Pro Leu
515 520 525

<210> 50

<211> 516

<212> PRT

<213> Bradyrhizobium diazoefficiens

<400> 50

Met Asn Ala Leu Ser Glu His Ile Leu Ser Glu Leu Arg Arg Leu Leu
1510 15

Ser Glu Met Ser Asp Gly Gly Ser Val Gly Pro Ser Val Tyr Asp Thr
20 25 30
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Amended Sequence

Ala Gln Ala Leu Arg Phe His Gly Asn Val Thr Gly Arg Gln Asp Ala
35 40 45

Tyr Ala Trp Leu Ile Ala Gln Gln Gln Ala Asp Gly Gly Trp Gly Ser
50 55 60

Ala Asp Phe Pro Leu Phe Arg His Ala Pro Thr Trp Ala Ala Leu Leu
65 70 75 80

Ala Leu Gln Arg Ala Asp Pro Leu Pro Gly Ala Ala Asp Ala Val Gln
85 90 95

Thr Ala Thr Arg Phe Leu Gln Arg Gln Pro Asp Pro Tyr Ala His Ala
100 105 110

Val Pro Glu Asp Ala Pro Ile Gly Ala Glu Leu Ile Leu Pro Gln Phe
115 120 125

Cys Gly Glu Ala Ala Trp Leu Leu Gly Gly Val Ala Phe Pro Arg His
130 135 140

Pro Ala Leu Leu Pro Leu Arg Gln Ala Cys Leu Val Lys Leu Gly Ala
145 150 155 160

Val Ala Met Leu Pro Ser Gly His Pro Leu Leu His Ser Trp Glu Ala
165 170 175

Trp Gly Thr Ser Pro Thr Thr Ala Cys Pro Asp Asp Asp Gly Ser Ile
180 185 190

Gly Ile Ser Pro Ala Ala Thr Ala Ala Trp Arg Ala Gln Ala Val Thr
195 200 205

Arg Gly Ser Thr Pro Gln Val Gly Arg Ala Asp Ala Tyr Leu Gln Met
210 215 220

Ala Ser Arg Ala Thr Arg Ser Gly Ile Glu Gly Val Phe Pro Asn Val
225 230 235 240

Trp Pro Ile Asn Val Phe Glu Pro Cys Trp Ser Leu Tyr Thr Leu His
245 250 255

Leu Ala Gly Leu Phe Ala His Pro Ala Leu Ala Glu Ala Val Arg Val
260 265 270

Ile Val Ala Gln Leu Glu Ala Arg Leu Gly Val His Gly Leu Gly Pro
275 280 285

Ala Leu His Phe Ala Ala Asp Ala Asp Asp Thr Ala Val Ala Leu Cys
290 295 300
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Amended Sequence

Val Leu His Leu Ala Gly Arg Asp Pro Ala Val Asp Ala Leu Arg His
305 310 315 320

Phe Glu Ile Gly Glu Leu Phe Val Thr Phe Pro Gly Glu Arg Asn Ala
325 330 335

Ser Val Ser Thr Asn Ile His Ala Leu His Ala Leu Arg Leu Leu Gly
340 345 350

Lys Pro Ala Ala Gly Ala Ser Ala Tyr Val Glu Ala Asn Arg Asn Pro
355 360 365

His Gly Leu Trp Asp Asn Glu Lys Trp His Val Ser Trp Leu Tyr Pro
370 375 380

Thr Ala His Ala Val Ala Ala Leu Ala Gln Gly Lys Pro Gln Trp Arg
385 390 395 400

Asp Glu Arg Ala Leu Ala Ala Leu Leu Gln Ala Gln Arg Asp Asp Gly
405 410 415

Gly Trp Gly Ala Gly Arg Gly Ser Thr Phe Glu Glu Thr Ala Tyr Ala
420 425 430

Leu Phe Ala Leu His Val Met Asp Gly Ser Glu Glu Ala Thr Gly Arg
435 440 445

Arg Arg Ile Ala Gln Val Val Ala Arg Ala Leu Glu Trp Met Leu Ala
450 455 460

Arg His Ala Ala His Gly Leu Pro Gln Thr Pro Leu Trp Ile Gly Lys
465 470 475 480

Glu Leu Tyr Cys Pro Thr Arg Val Val Arg Val Ala Glu Leu Ala Gly
485 490 495

Leu Trp Leu Ala Leu Arg Trp Gly Arg Arg Val Leu Ala Glu Gly Ala
500 505 510

Gly Ala Ala Pro
515

<210> 51

<211> 2490

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 51

atggttttgt cttcttcttg tactacagta ccacacttat cttcattage tgtcgtgcaa 60
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Amended Sequence

cttggtcctt
gcaggaaggt
gcaaagggca
tggccaaccg
tccatgtctg
ccaagattag
aaccagttgce
atcaataccc
ggtagaggac
tcaatgccta
ggtgtccatg
atcaaaatga
agtttggagg
ggaagttttt
aggtgtttta
tatccagtgg
tccaggtact
gaggacggta
gccetttagac
gaaaaggacg
tacaacttaa
ggtgccttcet
tggatcattt
ggcaacttac
gtttggattg
ttggcaagaa
aaaagatggt
agagcttatt
gcatgggcta
tcattcagag
tcctggttta
actgattcat
cacaagttgt
agcgtgtgca

Page 98

ggagcagtag
ggagaagggc
gcagtttgac
atgacgatga
atggtgacat
acggcggtga
ctgacggaag
ttgcetgegt
tatctttttt
ttggcttcga
acttccctta
agaggattcc
gtatgecctgg
tgttctcacce
gctacatcga
atctatttga
tccaaaagga
tttgttgggce
ttecttaggtt
gtgaattttt
acagagcaag
catatgagtt
ctaaagatct
ctagagtcga
gcaagacatt
tggatttcaa
atactgaaaa
ttettgecage
gagccgcaat
aaaggttaga
actcctcaag
tagccaggga
taagatctgce
atggtagttc
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gattaaaaag
cttggctaga
ccctatagtg
cgccgaacct
ttecegtgage
aggtcctcaa

ttggggcgat
tgtaactttg

gggtaggaac
attagcattt
tgatcaccag
aaaagaagtg
cctagattgg
agctgcecact
tagaacagta
acatatttgg
gatcgaacaa
aaggaactct
gcacggctac
cgcatttgte
ccagatatcc
cttgaggaga
acctggtgaa
ggccagagac
gtataggatg
ccactgccag
taggttgatg
cgcatctgtt
actagctaac
gcattctectt
tggctctgat
agcacagcca
ttgggcecgag
tgcagtagaa

aaaaccgata
gcacagcaca
agaactgacg
ttagtggatg
gcatacgata
tttccagcag
gccgecattat
acaaggtggt
atgtggaaat
ccatctttga
gccctacaag
atgcataccg
gctaaactac
gcatatgctt
aagaaattca
gccgttgata
tgcatggatt
gatgtcaaag
agcgtcagte
ggacagtcta
ttceccaggeg
aaagaagcag
gttgtgtata
tacctagagce
ccacttgtaa
gctttgecatce
gactttggtg
tacgagcctt
gccgtgagea
aggtgtagac
gcagttttag
atccatggag
tgggttaggg
caagagggat

ctgttgcagt
catcagaatc
ctgagtcaag
agatcagggce
cagcctgggt
ctgtgagatg
tctectgecta
ccctagaacce
tagcaactga
tagagcttge
gaatctactc
ttccaacatc
ttaaactaca
taatgaatac
acggcggegt
gacttgaaag
atgtaaacag
aggtggacga
ctgatgtgtt
atcaagctgt
aggatgtgct
agggagcttt
ctttggattt
aatacggagg
acaatgatgt
agttagagtg
tcgcccaaga
gtagagctgce
cccacttaag
ctagtgaaga
taaaggctgt
gtgacccaga
aaaaggcaga
caagaatggt

RECTIFIED SHEET (RULE 91) ISA/EP

accagccgcet
cgcagctgte
gagaacaaga
aatgcttact
cggattggtt
gataagaaat
tgacaggctt
agagatgaga
agatgaagag
taagagccta
ttcaagagag
aatattgcac
gagcagcgac
cggagatgac
ccctaatgtt
attaggaatc
gcattggact
cacagctatg
taaaaacttc
taccggtatg
tcatagagct
gagggacaag
tccatggtac
tggtgatgac
atatttggaa
gcaaggacta
agatgcccett
cgagaggctt
aaatagccca
gacagatggc
cttaagactt
agatattata
cgctgecegat
ccatgataaa

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



Amended Sequence
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cagacctgtc tattattggc tagaatgatc gaaatttctg ccggtagggce agctggtgaa 2160
gcagccagtg aggacggcga tagaagaata attcaattaa caggctccat ctgcecgacagt 2220
cttaagcaaa aaatgctagt ttcacaggac cctgaaaaaa atgaagagat gatgtctcac 2280
gtggatgacg aattgaagtt gaggattaga gagttcgttc aatatttgct tagactaggt 2340
gaaaaaaaga ctggatctag cgaaaccagg caaacatttt taagtatagt gaaatcatgt 2400
tactatgctg ctcattgccc acctcatgtce gttgatagac acattagtag agtgattttc 2460
gagccagtaa gtgccgcaaa gtaaccgegg 2490

<210>

<211>

<212>

<213>

52

827

PRT

Zea mays

<400> 52

Met Val Leu Ser Ser Ser Cys Thr Thr Val Pro His Leu Ser Ser Leu

1510 15

Ala Val Val Gln Leu Gly Pro Trp Ser Ser Arg Ile Lys Lys Lys Thr

20 25 30

Asp Thr Val Ala Val Pro Ala Ala Ala Gly Arg Trp Arg Arg Ala Leu

35 40 45

Ala Arg Ala Gln His Thr Ser Glu Ser Ala Ala Val Ala Lys Gly Ser

50 55 60

Ser Leu Thr Pro Ile Val Arg Thr Asp Ala Glu Ser Arg Arg Thr Arg

65 70 75 80

Trp Pro Thr Asp Asp Asp Asp Ala Glu Pro Leu Val Asp Glu Ile Arg

85 90 95

Ala Met Leu Thr Ser Met Ser Asp Gly Asp Ile Ser Val Ser Ala Tyr

100 105 110

Asp Thr Ala Trp Val Gly Leu Val Pro Arg Leu Asp Gly Gly Glu Gly

115 120 125

Pro Gln Phe Pro Ala Ala Val Arg Trp Ile Arg Asn Asn Gln Leu Pro

130 135 140

Asp Gly Ser Trp Gly Asp Ala Ala Leu Phe Ser Ala Tyr Asp Arg Leu

145 150 155 160

Ile Asn Thr Leu Ala Cys Val Val Thr Leu Thr Arg Trp Ser Leu Glu

165 170 175

Pro Glu Met Arg Gly Arg Gly Leu Ser Phe Leu Gly Arg Asn Met Trp

180 185 190
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Amended Sequence

Lys Leu Ala Thr Glu Asp Glu Glu Ser Met Pro Ile Gly Phe Glu Leu
195 200 205

Ala Phe Pro Ser Leu Ile Glu Leu Ala Lys Ser Leu Gly Val His Asp
210 215 220

Phe Pro Tyr Asp His Gln Ala Leu Gln Gly Ile Tyr Ser Ser Arg Glu
225 230 235 240

Ile Lys Met Lys Arg Ile Pro Lys Glu Val Met His Thr Val Pro Thr
245 250 255

Ser Ile Leu His Ser Leu Glu Gly Met Pro Gly Leu Asp Trp Ala Lys
260 265 270

Leu Leu Lys Leu Gln Ser Ser Asp Gly Ser Phe Leu Phe Ser Pro Ala
275 280 285

Ala Thr Ala Tyr Ala Leu Met Asn Thr Gly Asp Asp Arg Cys Phe Ser
290 295 300

Tyr Ile Asp Arg Thr Val Lys Lys Phe Asn Gly Gly Val Pro Asn Val
305 310 315 320

Tyr Pro Val Asp Leu Phe Glu His Ile Trp Ala Val Asp Arg Leu Glu
325 330 335

Arg Leu Gly Ile Ser Arg Tyr Phe Gln Lys Glu Ile Glu Gln Cys Met
340 345 350

Asp Tyr Val Asn Arg His Trp Thr Glu Asp Gly Ile Cys Trp Ala Arg
355 360 365

Asn Ser Asp Val Lys Glu Val Asp Asp Thr Ala Met Ala Phe Arg Leu
370 375 380

Leu Arg Leu His Gly Tyr Ser Val Ser Pro Asp Val Phe Lys Asn Phe
385 390 395 400

Glu Lys Asp Gly Glu Phe Phe Ala Phe Val Gly Gln Ser Asn Gln Ala
405 410 415

Val Thr Gly Met Tyr Asn Leu Asn Arg Ala Ser Gln Ile Ser Phe Pro
420 425 430

Gly Glu Asp Val Leu His Arg Ala Gly Ala Phe Ser Tyr Glu Phe Leu
435 440 445

Arg Arg Lys Glu Ala Glu Gly Ala Leu Arg Asp Lys Trp Ile Ile Ser

450 455 460
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Amended Sequence

Lys Asp Leu Pro Gly Glu Val Val Tyr Thr Leu Asp Phe Pro Trp Tyr
465 470 475 480

Gly Asn Leu Pro Arg Val Glu Ala Arg Asp Tyr Leu Glu Gln Tyr Gly
485 490 495

Gly Gly Asp Asp Val Trp Ile Gly Lys Thr Leu Tyr Arg Met Pro Leu
500 505 510

Val Asn Asn Asp Val Tyr Leu Glu Leu Ala Arg Met Asp Phe Asn His
515 520 525

Cys Gln Ala Leu His Gln Leu Glu Trp Gln Gly Leu Lys Arg Trp Tyr
530 535 540

Thr Glu Asn Arg Leu Met Asp Phe Gly Val Ala Gln Glu Asp Ala Leu
545 550 555 560

Arg Ala Tyr Phe Leu Ala Ala Ala Ser Val Tyr Glu Pro Cys Arg Ala
565 570 575

Ala Glu Arg Leu Ala Trp Ala Arg Ala Ala Ile Leu Ala Asn Ala Val
580 585 590

Ser Thr His Leu Arg Asn Ser Pro Ser Phe Arg Glu Arg Leu Glu His
595 600 605

Ser Leu Arg Cys Arg Pro Ser Glu Glu Thr Asp Gly Ser Trp Phe Asn
610 615 620

Ser Ser Ser Gly Ser Asp Ala Val Leu Val Lys Ala Val Leu Arg Leu
625 630 635 640

Thr Asp Ser Leu Ala Arg Glu Ala Gln Pro Ile His Gly Gly Asp Pro
645 650 655

Glu Asp Ile Ile His Lys Leu Leu Arg Ser Ala Trp Ala Glu Trp Val
660 665 670

Arg Glu Lys Ala Asp Ala Ala Asp Ser Val Cys Asn Gly Ser Ser Ala
675 680 685

Val Glu Gln Glu Gly Ser Arg Met Val His Asp Lys Gln Thr Cys Leu
690 695 700

Leu Leu Ala Arg Met Ile Glu Ile Ser Ala Gly Arg Ala Ala Gly Glu
705 710 715 720

Ala Ala Ser Glu Asp Gly Asp Arg Arg Ile Ile Gln Leu Thr Gly Ser

725 730 735
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Amended

Ile
740

Cys
745

Asp
750

Glu
765

Asn
760

Lys
755

Ile
770

Glu
780

Arg
775

Gly
785

Ser
795

Ser
790

Ala
815

Tyr
805

Tyr
810

Val
825

Arg Ile

820
<210> 53
<211> 2570

<212> DNA

Sequence

Ser Leu

Glu Met

Phe

Val

Glu Thr

800

Ala His

Phe Glu

Lys

Met

Gln

Arg

Cys

Pro

Page 103

Gln Lys

His

Ser

Tyr Leu

Gln Thr

Pro

Pro

Val Ser

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 53

cttcttcact
atcatgttct
cttettettt
gcggttcecat
aacatgattt
ttagtgttgg
tgagaaacct
tgatcgatge
accaactttc
tcaataccct
acaaaggaat
atatgccaat
acattgatgt
agcttacaag
tggaggggat
ctttecctett
gcctecgagta
Page 102

aaatacttag
aaactccatt
ccttaccatc
acattgttca
gcctctaata
aagtaatagt
aacggacggg
cggagataaa
cgatggttct
tgcatgegtce
cacgtttttce
cggattcgaa
accgtacgat
gataccaaaa
gcgtgattta
ctctecttee
tttgcgaaat

acagagaaaa
ccaagtacaa
tcaggatctc
aagcttcgaa
catgagtggce
aatgcattca
gaaattacga
actccggegt
tggggagatg
gttgctctaa
cgggaaaata
gtagcattcc
tcteceggtet
gagataatgc
gattgggaaa
tctacegett
gccgtcaaac

Met

Val

Leu

Phe

His

Ala

PCT/EP 2014/052 363 - 08-06-2015

Leu Val

Asp Asp

Arg Leu

Leu Ser

Val Vval

Ala Lys

cagagctttt
cctttetcag
ctctcaatgt
ctcaagaata
aacagcttca
aagaagcagt
tatcggcectta
ttceccteege
cgtatctcett
gatcatggaa
ttgggaagct
catcgttget
taaaagatat
acaagatacc
agctcttgaa
ttgcattcat
gtttcaatgg

of 219

Ser Gln Asp

Glu Leu Lys

Gly Glu Lys

Ile Val Lys

Asp Arg His

taaagccatg
ttctactaaa
cgctagagac
cattaattct
aggagaagat
gaagagtgtg
cgatacagct
cgtgaaatgg
ctcttatcat
tctetttect
agaagacgaa
tgagatagct
atacgccaag
aacaacattg
acttcaatct
gcagacccga
aggagttccce

RECTIFIED SHEET (RULE 91) ISA/EP

Pro Glu

Leu Arg

Lys Thr

Ser Cys

Ile Ser

tctettecagt
acaacaatat
aaatccagaa
caagaggttc
gctcctcaga
aaaacgatct
tgggttgcat
atcgccgaga
gatcgtctca
catcaatgca
aatgatgagc
cgaggaataa
aaagagctaa
ttgcatagtt
caagacggat
gacagtaact
aatgtctttce

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020



Amended Sequence

ccgtggatcet
gatactttga
atggcatatg
ttaggctctt
aagagggaga
acctataccg
agttttctta
ttataatgaa
gcttgeectceg
ggattggcaa
caaaacaaga
agtggtatga
gttactactt
gggctaagtc
ccagaagaag
atcactttaa
ttgceggagt
gccgtgacgt
tatatggaga
atgacctaac
gaatctgtct
taaagagtat
catttcgtga
tatgtggcga
ctcatcatca
taatatttca

<210> 54
<211> 802

<212> PRT

tttcgagcac
agaagagatt
ttgggctaga
aagacaacat
gtttttectge
ggcatcacaa
taattatctg
agacttacct
agtagagacg
gactctttat
ttacaacaat
agaaaatagg
agcggctgea
aagtgtattg
cttctecgat
tgacaggaac
gttaatcggg
taacaatctc
tgaaggagaa
taacttcttce
tcectegecaa
ggagaaggag
cgtcagcatc
tcatctccaa
tcatcgatcce
tgtagagaag
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atatggatag
aaagagtgtc
tgttccecatg
ggataccaag
tttgtgggge
ttggegttte
ctagaaaaac
ggcgagattg
agattctata
aggatgccat
tgccaagcetce
ttaagtgagt
actatatttg
gttaaagcca
cagtttcatg
atgagattgg
actttgaatc
ctctatctat
ggagagctca
acccacactc
tacttaaagg
atggggaaaa
acgtttcttg
actcacatct
attaacaatc
gagaacaaat

<213> Arabidopsis thaliana

<400> 54

tggatcggtt
ttgactatgt
tccaagacat
tgtccgecaga
aatcaaacca
caagggaaga
gggagagaga
ggtttgegtt
ttgatcaata
acgtgaacaa
agcatcagcet
ggggtgtgeg
aatcagaaag
tttettette
aatacattgce
accgaccagg
aaatgtcttt
cgtggggaga
tggtgaagat
acttcgtteg
caaggagaaa
tggttgagtt
atgtagcaaa
ccaaagtctt
agtggatcga
tagatcatgt

acaacgttta
ccacagatat
cgatgataca
tgtattcaag
agcagtaacc
gatattgaaa
ggagttgatt
agagattcca
tggtggagaa
taatggatat
cgaatgggac
cagaagtgag
gtcacatgag
ttttggggaa
caatgctcga
atcggttcag
tgacctttte
ttggatggaa
gataattcta
tctecgeggaa
cgatgagaag
agcattgtcg
agcattttac
gtttcaaaaa
tgtatccata
agggttatca

gggatatcga
tggaccgaca
gccatggcecat
aactttgaga
ggtatgttca
aacgccaaag
gataagtgga
tggtacgcaa
aacgacgttt
ctggaattag
atattccaaa
cttctcgagt
agaatggttt
tcctctgact
cgaagtgatc
gccagtegge
atgtctcatg
aaatggaaac
atgaagaaca
atcatcaatc
gagaagacaa
gagagtgaca
tactttgett
gtctagtaac
gatgcgtgaa
2570

Met Ser Leu Gln Tyr His Val Leu Asn Ser Ile Pro Ser Thr Thr Phe

1510 15

Leu Ser Ser Thr Lys Thr Thr Ile Ser Ser Ser Phe Leu Thr Ile Ser

20 25 30
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1140
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1320
1380
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1500
1560
1620
1680
1740
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1920
1980
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2100
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2520
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Amended Sequence

Gly Ser Pro Leu Asn Val Ala Arg Asp Lys Ser Arg Ser Gly Ser Ile
35 40 45

His Cys Ser Lys Leu Arg Thr Gln Glu Tyr Ile Asn Ser Gln Glu Val
50 55 60

Gln His Asp Leu Pro Leu Ile His Glu Trp Gln Gln Leu Gln Gly Glu
65 70 75 80

Asp Ala Pro Gln Ile Ser Val Gly Ser Asn Ser Asn Ala Phe Lys Glu
85 90 95

Ala Val Lys Ser Val Lys Thr Ile Leu Arg Asn Leu Thr Asp Gly Glu
100 105 110

Ile Thr Ile Ser Ala Tyr Asp Thr Ala Trp Val Ala Leu Ile Asp Ala
115 120 125

Gly Asp Lys Thr Pro Ala Phe Pro Ser Ala Val Lys Trp Ile Ala Glu
130 135 140

Asn Gln Leu Ser Asp Gly Ser Trp Gly Asp Ala Tyr Leu Phe Ser Tyr
145 150 155 160

His Asp Arg Leu Ile Asn Thr Leu Ala Cys Val Val Ala Leu Arg Ser
165 170 175

Trp Asn Leu Phe Pro His Gln Cys Asn Lys Gly Ile Thr Phe Phe Arg
180 185 190

Glu Asn Ile Gly Lys Leu Glu Asp Glu Asn Asp Glu His Met Pro Ile
195 200 205

Gly Phe Glu Val Ala Phe Pro Ser Leu Leu Glu Ile Ala Arg Gly Ile
210 215 220

Asn Ile Asp Val Pro Tyr Asp Ser Pro Val Leu Lys Asp Ile Tyr Ala
225 230 235 240

Lys Lys Glu Leu Lys Leu Thr Arg Ile Pro Lys Glu Ile Met His Lys
245 250 255

Ile Pro Thr Thr Leu Leu His Ser Leu Glu Gly Met Arg Asp Leu Asp
260 265 270

Trp Glu Lys Leu Leu Lys Leu Gln Ser Gln Asp Gly Ser Phe Leu Phe
275 280 285

Ser Pro Ser Ser Thr Ala Phe Ala Phe Met Gln Thr Arg Asp Ser Asn
290 295 300
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Amended Sequence

Cys Leu Glu Tyr Leu Arg Asn Ala Val Lys Arg Phe Asn Gly Gly Val
305 310 315 320

Pro Asn Val Phe Pro Val Asp Leu Phe Glu His Ile Trp Ile Val Asp
325 330 335

Arg Leu Gln Arg Leu Gly Ile Ser Arg Tyr Phe Glu Glu Glu Ile Lys
340 345 350

Glu Cys Leu Asp Tyr Val His Arg Tyr Trp Thr Asp Asn Gly Ile Cys
355 360 365

Trp Ala Arg Cys Ser His Val Gln Asp Ile Asp Asp Thr Ala Met Ala
370 375 380

Phe Arg Leu Leu Arg Gln His Gly Tyr Gln Val Ser Ala Asp Val Phe
385 390 395 400

Lys Asn Phe Glu Lys Glu Gly Glu Phe Phe Cys Phe Val Gly Gln Ser
405 410 415

Asn Gln Ala Val Thr Gly Met Phe Asn Leu Tyr Arg Ala Ser Gln Leu
420 425 430

Ala Phe Pro Arg Glu Glu Ile Leu Lys Asn Ala Lys Glu Phe Ser Tyr
435 440 445

Asn Tyr Leu Leu Glu Lys Arg Glu Arg Glu Glu Leu Ile Asp Lys Trp
450 455 460

Ile Ile Met Lys Asp Leu Pro Gly Glu Ile Gly Phe Ala Leu Glu Ile
465 470 475 480

Pro Trp Tyr Ala Ser Leu Pro Arg Val Glu Thr Arg Phe Tyr Ile Asp
485 490 495

Gln Tyr Gly Gly Glu Asn Asp Val Trp Ile Gly Lys Thr Leu Tyr Arg
500 505 510

Met Pro Tyr Val Asn Asn Asn Gly Tyr Leu Glu Leu Ala Lys Gln Asp
515 520 525

Tyr Asn Asn Cys Gln Ala Gln His Gln Leu Glu Trp Asp Ile Phe Gln
530 535 540

Lys Trp Tyr Glu Glu Asn Arg Leu Ser Glu Trp Gly Val Arg Arg Ser
545 550 555 560

Glu Leu Leu Glu Cys Tyr Tyr Leu Ala Ala Ala Thr Ile Phe Glu Ser
565 570 575
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Amended Sequence

Glu Arg Ser His Glu Arg Met Val Trp Ala Lys Ser Ser Val Leu Val
580 585 590

Lys Ala Ile Ser Ser Ser Phe Gly Glu Ser Ser Asp Ser Arg Arg Ser
595 600 605

Phe Ser Asp Gln Phe His Glu Tyr Ile Ala Asn Ala Arg Arg Ser Asp
610 615 620

His His Phe Asn Asp Arg Asn Met Arg Leu Asp Arg Pro Gly Ser Val
625 630 635 640

Gln Ala Ser Arg Leu Ala Gly Val Leu Ile Gly Thr Leu Asn Gln Met
645 650 655

Ser Phe Asp Leu Phe Met Ser His Gly Arg Asp Val Asn Asn Leu Leu
660 665 670

Tyr Leu Ser Trp Gly Asp Trp Met Glu Lys Trp Lys Leu Tyr Gly Asp
675 680 685

Glu Gly Glu Gly Glu Leu Met Val Lys Met Ile Ile Leu Met Lys Asn
690 695 700

Asn Asp Leu Thr Asn Phe Phe Thr His Thr His Phe Val Arg Leu Ala
705 710 715 720

Glu Ile Ile Asn Arg Ile Cys Leu Pro Arg Gln Tyr Leu Lys Ala Arg
725 730 735

Arg Asn Asp Glu Lys Glu Lys Thr Ile Lys Ser Met Glu Lys Glu Met
740 745 750

Gly Lys Met Val Glu Leu Ala Leu Ser Glu Ser Asp Thr Phe Arg Asp
755 760 765

Val Ser Ile Thr Phe Leu Asp Val Ala Lys Ala Phe Tyr Tyr Phe Ala
770 775 780

Leu Cys Gly Asp His Leu Gln Thr His Ile Ser Lys Val Leu Phe Gln
785 790 795 800

Lys Val

<210> 55

<211> 983

<212> PRT

<213> Diaporthe amygdali
<400> 55
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Amended Sequence
Met Glu Phe Asp Glu Pro Leu Val Asp Glu Ala Arg Ser Leu Val Gln
1510 15

Arg Thr Leu Gln Asp Tyr Asp Asp Arg Tyr Gly Phe Gly Thr Met Ser
20 25 30

Cys Ala Ala Tyr Asp Thr Ala Trp Val Ser Leu Val Thr Lys Thr Val
35 40 45

Asp Gly Arg Lys Gln Trp Leu Phe Pro Glu Cys Phe Glu Phe Leu Leu
50 55 60

Glu Thr Gln Ser Asp Ala Gly Gly Trp Glu Ile Gly Asn Ser Ala Pro
65 70 75 80

Ile Asp Gly Ile Leu Asn Thr Ala Ala Ser Leu Leu Ala Leu Lys Arg
85 90 95

His Val Gln Thr Glu Gln Ile Ile Gln Pro Gln His Asp His Lys Asp
100 105 110

Leu Ala Gly Arg Ala Glu Arg Ala Ala Ala Ser Leu Arg Ala Gln Leu
115 120 125

Ala Ala Leu Asp Val Ser Thr Thr Glu His Val Gly Phe Glu Ile Ile
130 135 140

Val Pro Ala Met Leu Asp Pro Leu Glu Ala Glu Asp Pro Ser Leu Val
145 150 155 160

Phe Asp Phe Pro Ala Arg Lys Pro Leu Met Lys Ile His Asp Ala Lys
165 170 175

Met Ser Arg Phe Arg Pro Glu Tyr Leu Tyr Gly Lys Gln Pro Met Thr
180 185 190

Ala Leu His Ser Leu Glu Ala Phe Ile Gly Lys Ile Asp Phe Asp Lys
195 200 205

Val Arg His His Arg Thr His Gly Ser Met Met Gly Ser Pro Ser Ser
210 215 220

Thr Ala Ala Tyr Leu Met His Ala Ser Gln Trp Asp Gly Asp Ser Glu
225 230 235 240

Ala Tyr Leu Arg His Val Ile Lys His Ala Ala Gly Gln Gly Thr Gly
245 250 255

Ala Val Pro Ser Ala Phe Pro Ser Thr His Phe Glu Ser Ser Trp Ile
260 265 270
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Amended Sequence
Leu Thr Thr Leu Phe Arg Ala Gly Phe Ser Ala Ser His Leu Ala Cys
275 280 285

Asp Glu Leu Asn Lys Leu Val Glu Ile Leu Glu Gly Ser Phe Glu Lys
290 295 300

Glu Gly Gly Ala Ile Gly Tyr Ala Pro Gly Phe Gln Ala Asp Val Asp
305 310 315 320

Asp Thr Ala Lys Thr Ile Ser Thr Leu Ala Val Leu Gly Arg Asp Ala
325 330 335

Thr Pro Arg Gln Met Ile Lys Val Phe Glu Ala Asn Thr His Phe Arg
340 345 350

Thr Tyr Pro Gly Glu Arg Asp Pro Ser Leu Thr Ala Asn Cys Asn Ala
355 360 365

Leu Ser Ala Leu Leu His Gln Pro Asp Ala Ala Met Tyr Gly Ser Gln
370 375 380

Ile Gln Lys Ile Thr Lys Phe Val Cys Asp Tyr Trp Trp Lys Ser Asp
385 390 395 400

Gly Lys Ile Lys Asp Lys Trp Asn Thr Cys Tyr Leu Tyr Pro Ser Val
405 410 415

Leu Leu Val Glu Val Leu Val Asp Leu Val Ser Leu Leu Glu Gln Gly
420 425 430

Lys Leu Pro Asp Val Leu Asp Gln Glu Leu Gln Tyr Arg Val Ala Ile
435 440 445

Thr Leu Phe Gln Ala Cys Leu Arg Pro Leu Leu Asp Gln Asp Ala Glu
450 455 460

Gly Ser Trp Asn Lys Ser Ile Glu Ala Thr Ala Tyr Gly Ile Leu Ile
465 470 475 480

Leu Thr Glu Ala Arg Arg Val Cys Phe Phe Asp Arg Leu Ser Glu Pro
485 490 495

Leu Asn Glu Ala Ile Arg Arg Gly Ile Ala Phe Ala Asp Ser Met Ser
500 505 510

Gly Thr Glu Ala Gln Leu Asn Tyr Ile Trp Ile Glu Lys Val Ser Tyr
515 520 525

Ala Pro Ala Leu Leu Thr Lys Ser Tyr Leu Leu Ala Ala Arg Trp Ala
530 535 540
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Amended Sequence
Ala Lys Ser Pro Leu Gly Ala Ser Val Gly Ser Ser Leu Trp Thr Pro
545 550 555 560

Pro Arg Glu Gly Leu Asp Lys His Val Arg Leu Phe His Gln Ala Glu
565 570 575

Leu Phe Arg Ser Leu Pro Glu Trp Glu Leu Arg Ala Ser Met Ile Glu
580 585 590

Ala Ala Leu Phe Thr Pro Leu Leu Arg Ala His Arg Leu Asp Val Phe
595 600 605

Pro Arg Gln Asp Val Gly Glu Asp Lys Tyr Leu Asp Val Val Pro Phe
610 615 620

Phe Trp Thr Ala Ala Asn Asn Arg Asp Arg Thr Tyr Ala Ser Thr Leu
625 630 635 640

Phe Leu Tyr Asp Met Cys Phe Ile Ala Met Leu Asn Phe Gln Leu Asp
645 650 655

Glu Phe Met Glu Ala Thr Ala Gly Ile Leu Phe Arg Asp His Met Asp
660 665 670

Asp Leu Arg Gln Leu Ile His Asp Leu Leu Ala Glu Lys Thr Ser Pro
675 680 685

Lys Ser Ser Gly Arg Ser Ser Gln Gly Thr Lys Asp Ala Asp Ser Gly
690 695 700

Ile Glu Glu Asp Val Ser Met Ser Asp Ser Ala Ser Asp Ser Gln Asp
705 710 715 720

Arg Ser Pro Glu Tyr Asp Leu Val Phe Ser Ala Leu Ser Thr Phe Thr
725 730 735

Lys His Val Leu Gln His Pro Ser Ile Gln Ser Ala Ser Val Trp Asp
740 745 750

Arg Lys Leu Leu Ala Arg Glu Met Lys Ala Tyr Leu Leu Ala His TIle
755 760 765

Gln Gln Ala Glu Asp Ser Thr Pro Leu Ser Glu Leu Lys Asp Val Pro
770 775 780

Gln Lys Thr Asp Val Thr Arg Val Ser Thr Ser Thr Thr Thr Phe Phe
785 790 795 800

Asn Trp Val Arg Thr Thr Ser Ala Asp His Ile Ser Cys Pro Tyr Ser
805 810 815
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Amended Sequence
Phe His Phe Val Ala Cys His Leu Gly Ala Ala Leu Ser Pro Lys Gly
820 825 830

Ser Asn Gly Asp Cys Tyr Pro Ser Ala Gly Glu Lys Phe Leu Ala Ala
835 840 845

Ala Val Cys Arg His Leu Ala Thr Met Cys Arg Met Tyr Asn Asp Leu
850 855 860

Gly Ser Ala Glu Arg Asp Ser Asp Glu Gly Asn Leu Asn Ser Leu Asp
865 870 875 880

Phe Pro Glu Phe Ala Asp Ser Ala Gly Asn Gly Gly Ile Glu Ile Gln
885 890 895

Lys Ala Ala Leu Leu Arg Leu Ala Glu Phe Glu Arg Asp Ser Tyr Leu
900 905 910

Glu Ala Phe Arg Arg Leu Gln Asp Glu Ser Asn Arg Val His Gly Pro
915 920 925

Ala Gly Gly Asp Glu Ala Arg Leu Ser Arg Arg Arg Met Ala Ile Leu
930 935 940

Glu Phe Phe Ala Gln Gln Val Asp Leu Tyr Gly Gln Val Tyr Val Ile
945 950 955 960

Arg Asp Ile Ser Ala Arg Ile Pro Lys Asn Glu Val Glu Lys Lys Arg
965 970 975

Lys Leu Asp Asp Ala Phe Asn
980

<210> 56

<211> 881

<212> PRT

<213> Physcomitrella patens

<400> 56

Met Ala Ser Ser Thr Leu Ile Gln Asn Arg Ser Cys Gly Val Thr Ser
1510 15

Ser Met Ser Ser Phe Gln Ile Phe Arg Gly Gln Pro Leu Arg Phe Pro
20 25 30

Gly Thr Arg Thr Pro Ala Ala Val Gln Cys Leu Lys Lys Arg Arg Cys
35 40 45

Leu Arg Pro Thr Glu Ser Val Leu Glu Ser Ser Pro Gly Ser Gly Ser
50 55 60

Tyr Arg Ile Val Thr Gly Pro Ser Gly Ile Asn Pro Ser Ser Asn Gly
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Amended Sequence
65 70 75 80

His Leu Gln Glu Gly Ser Leu Thr His Arg Leu Pro Ile Pro Met Glu
85 90 95

Lys Ser Ile Asp Asn Phe Gln Ser Thr Leu Tyr Val Ser Asp Ile Trp
100 105 110

Ser Glu Thr Leu Gln Arg Thr Glu Cys Leu Leu Gln Val Thr Glu Asn
115 120 125

Val Gln Met Asn Glu Trp Ile Glu Glu Ile Arg Met Tyr Phe Arg Asn
130 135 140

Met Thr Leu Gly Glu Ile Ser Met Ser Pro Tyr Asp Thr Ala Trp Val
145 150 155 160

Ala Arg Val Pro Ala Leu Asp Gly Ser His Gly Pro Gln Phe His Arg
165 170 175

Ser Leu Gln Trp Ile Ile Asp Asn Gln Leu Pro Asp Gly Asp Trp Gly
180 185 190

Glu Pro Ser Leu Phe Leu Gly Tyr Asp Arg Val Cys Asn Thr Leu Ala
195 200 205

Cys Val Ile Ala Leu Lys Thr Trp Gly Val Gly Ala Gln Asn Val Glu
210 215 220

Arg Gly Ile Gln Phe Leu Gln Ser Asn Ile Tyr Lys Met Glu Glu Asp
225 230 235 240

Asp Ala Asn His Met Pro Ile Gly Phe Glu Ile Val Phe Pro Ala Met
245 250 255

Met Glu Asp Ala Lys Ala Leu Gly Leu Asp Leu Pro Tyr Asp Ala Thr
260 265 270

Ile Leu Gln Gln Ile Ser Ala Glu Arg Glu Lys Lys Met Lys Lys Ile
275 280 285

Pro Met Ala Met Val Tyr Lys Tyr Pro Thr Thr Leu Leu His Ser Leu
290 295 300

Glu Gly Leu His Arg Glu Val Asp Trp Asn Lys Leu Leu Gln Leu Gln
305 310 315 320

Ser Glu Asn Gly Ser Phe Leu Tyr Ser Pro Ala Ser Thr Ala Cys Ala
325 330 335

Leu Met Tyr Thr Lys Asp Val Lys Cys Phe Asp Tyr Leu Asn Gln Leu
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Amended Sequence
340 345 350

Leu Ile Lys Phe Asp His Ala Cys Pro Asn Val Tyr Pro Val Asp Leu
355 360 365

Phe Glu Arg Leu Trp Met Val Asp Arg Leu Gln Arg Leu Gly Ile Ser
370 375 380

Arg Tyr Phe Glu Arg Glu Ile Arg Asp Cys Leu Gln Tyr Val Tyr Arg
385 390 395 400

Tyr Trp Lys Asp Cys Gly Ile Gly Trp Ala Ser Asn Ser Ser Val Gln
405 410 415

Asp Val Asp Asp Thr Ala Met Ala Phe Arg Leu Leu Arg Thr His Gly
420 425 430

Phe Asp Val Lys Glu Asp Cys Phe Arg Gln Phe Phe Lys Asp Gly Glu
435 440 445

Phe Phe Cys Phe Ala Gly Gln Ser Ser Gln Ala Val Thr Gly Met Phe
450 455 460

Asn Leu Ser Arg Ala Ser Gln Thr Leu Phe Pro Gly Glu Ser Leu Leu
465 470 475 480

Lys Lys Ala Arg Thr Phe Ser Arg Asn Phe Leu Arg Thr Lys His Glu
485 490 495

Asn Asn Glu Cys Phe Asp Lys Trp Ile Ile Thr Lys Asp Leu Ala Gly
500 505 510

Glu Val Glu Tyr Asn Leu Thr Phe Pro Trp Tyr Ala Ser Leu Pro Arg
515 520 525

Leu Glu His Arg Thr Tyr Leu Asp Gln Tyr Gly Ile Asp Asp Ile Trp
530 535 540

Ile Gly Lys Ser Leu Tyr Lys Met Pro Ala Val Thr Asn Glu Val Phe
545 550 555 560

Leu Lys Leu Ala Lys Ala Asp Phe Asn Met Cys Gln Ala Leu His Lys
565 570 575

Lys Glu Leu Glu Gln Val Ile Lys Trp Asn Ala Ser Cys Gln Phe Arg
580 585 590

Asp Leu Glu Phe Ala Arg Gln Lys Ser Val Glu Cys Tyr Phe Ala Gly
595 600 605

Ala Ala Thr Met Phe Glu Pro Glu Met Val Gln Ala Arg Leu Val Trp
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Amended Sequence
610 615 620

Ala Arg Cys Cys Val Leu Thr Thr Val Leu Asp Asp Tyr Phe Asp His
625 630 635 640

Gly Thr Pro Val Glu Glu Leu Arg Val Phe Val Gln Ala Val Arg Thr
645 650 655

Trp Asn Pro Glu Leu Ile Asn Gly Leu Pro Glu Gln Ala Lys Ile Leu
660 665 670

Phe Met Gly Leu Tyr Lys Thr Val Asn Thr Ile Ala Glu Glu Ala Phe
675 680 685

Met Ala Gln Lys Arg Asp Val His His His Leu Lys His Tyr Trp Asp
690 695 700

Lys Leu Ile Thr Ser Ala Leu Lys Glu Ala Glu Trp Ala Glu Ser Gly
705 710 715 720

Tyr Val Pro Thr Phe Asp Glu Tyr Met Glu Val Ala Glu Ile Ser Val
725 730 735

Ala Leu Glu Pro Ile Val Cys Ser Thr Leu Phe Phe Ala Gly His Arg
740 745 750

Leu Asp Glu Asp Val Leu Asp Ser Tyr Asp Tyr His Leu Val Met His
755 760 765

Leu Val Asn Arg Val Gly Arg Ile Leu Asn Asp Ile Gln Gly Met Lys
770 775 780

Arg Glu Ala Ser Gln Gly Lys Ile Ser Ser Val Gln Ile Tyr Met Glu
785 790 795 800

Glu His Pro Ser Val Pro Ser Glu Ala Met Ala Ile Ala His Leu Gln
805 810 815

Glu Leu Val Asp Asn Ser Met Gln Gln Leu Thr Tyr Glu Val Leu Arg
820 825 830

Phe Thr Ala Val Pro Lys Ser Cys Lys Arg Ile His Leu Asn Met Ala
835 840 845

Lys Ile Met His Ala Phe Tyr Lys Asp Thr Asp Gly Phe Ser Ser Leu
850 855 860

Thr Ala Met Thr Gly Phe Val Lys Lys Val Leu Phe Glu Pro Val Pro
865 870 875 880

Glu
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Amended Sequence

<210> 57

<211> 952

<212> PRT

<213> Gibberella fujikuroi

<400> 57

Met Pro Gly Lys Ile Glu Asn Gly Thr Pro Lys Asp Leu Lys Thr Gly
1510 15

Asn Asp Phe Val Ser Ala Ala Lys Ser Leu Leu Asp Arg Ala Phe Lys
20 25 30

Ser His His Ser Tyr Tyr Gly Leu Cys Ser Thr Ser Cys Gln Val Tyr
35 40 45

Asp Thr Ala Trp Val Ala Met Ile Pro Lys Thr Arg Asp Asn Val Lys
50 55 60

Gln Trp Leu Phe Pro Glu Cys Phe His Tyr Leu Leu Lys Thr Gln Ala
65 70 75 80

Ala Asp Gly Ser Trp Gly Ser Leu Pro Thr Thr Gln Thr Ala Gly Ile
85 90 95

Leu Asp Thr Ala Ser Ala Val Leu Ala Leu Leu Cys His Ala Gln Glu
100 105 110

Pro Leu Gln Ile Leu Asp Val Ser Pro Asp Glu Met Gly Leu Arg Ile
115 120 125

Glu His Gly Val Thr Ser Leu Lys Arg Gln Leu Ala Val Trp Asn Asp
130 135 140

Val Glu Asp Thr Asn His Ile Gly Val Glu Phe Ile Ile Pro Ala Leu
145 150 155 160

Leu Ser Met Leu Glu Lys Glu Leu Asp Val Pro Ser Phe Glu Phe Pro
165 170 175

Cys Arg Ser Ile Leu Glu Arg Met His Gly Glu Lys Leu Gly His Phe
180 185 190

Asp Leu Glu Gln Val Tyr Gly Lys Pro Ser Ser Leu Leu His Ser Leu
195 200 205

Glu Ala Phe Leu Gly Lys Leu Asp Phe Asp Arg Leu Ser His His Leu
210 215 220

Tyr His Gly Ser Met Met Ala Ser Pro Ser Ser Thr Ala Ala Tyr Leu

225 230 235 240
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Amended Sequence

Ile Gly Ala Thr Lys Trp Asp Asp Glu Ala Glu Asp Tyr Leu Arg His
245 250 255

Val Met Arg Asn Gly Ala Gly His Gly Asn Gly Gly Ile Ser Gly Thr
260 265 270

Phe Pro Thr Thr His Phe Glu Cys Ser Trp Ile Ile Ala Thr Leu Leu
275 280 285

Lys Val Gly Phe Thr Leu Lys Gln Ile Asp Gly Asp Gly Leu Arg Gly
290 295 300

Leu Ser Thr Ile Leu Leu Glu Ala Leu Arg Asp Glu Asn Gly Val Ile
305 310 315 320

Gly Phe Ala Pro Arg Thr Ala Asp Val Asp Asp Thr Ala Lys Ala Leu
325 330 335

Leu Ala Leu Ser Leu Val Asn Gln Pro Val Ser Pro Asp Ile Met Ile
340 345 350

Lys Val Phe Glu Gly Lys Asp His Phe Thr Thr Phe Gly Ser Glu Arg
355 360 365

Asp Pro Ser Leu Thr Ser Asn Leu His Val Leu Leu Ser Leu Leu Lys
370 375 380

Gln Ser Asn Leu Ser Gln Tyr His Pro Gln Ile Leu Lys Thr Thr Leu
385 390 395 400

Phe Thr Cys Arg Trp Trp Trp Gly Ser Asp His Cys Val Lys Asp Lys
405 410 415

Trp Asn Leu Ser His Leu Tyr Pro Thr Met Leu Leu Val Glu Ala Phe
420 425 430

Thr Glu Val Leu His Leu Ile Asp Gly Gly Glu Leu Ser Ser Leu Phe
435 440 445

Asp Glu Ser Phe Lys Cys Lys Ile Gly Leu Ser Ile Phe Gln Ala Val
450 455 460

Leu Arg Ile Ile Leu Thr Gln Asp Asn Asp Gly Ser Trp Arg Gly Tyr
465 470 475 480

Arg Glu Gln Thr Cys Tyr Ala Ile Leu Ala Leu Val Gln Ala Arg His
485 490 495

Val Cys Phe Phe Thr His Met Val Asp Arg Leu Gln Ser Cys Val Asp

500 505 510
Page 115

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 117 of 219

Amended Sequence

Arg Gly Phe Ser Trp Leu Lys Ser Cys Ser Phe His Ser Gln Asp Leu
515 520 525

Thr Trp Thr Ser Lys Thr Ala Tyr Glu Val Gly Phe Val Ala Glu Ala
530 535 540

Tyr Lys Leu Ala Ala Leu Gln Ser Ala Ser Leu Glu Val Pro Ala Ala
545 550 555 560

Thr Ile Gly His Ser Val Thr Ser Ala Val Pro Ser Ser Asp Leu Glu
565 570 575

Lys Tyr Met Arg Leu Val Arg Lys Thr Ala Leu Phe Ser Pro Leu Asp
580 585 590

Glu Trp Gly Leu Met Ala Ser Ile Ile Glu Ser Ser Phe Phe Val Pro
595 600 605

Leu Leu Gln Ala Gln Arg Val Glu Ile Tyr Pro Arg Asp Asn Ile Lys
610 615 620

Val Asp Glu Asp Lys Tyr Leu Ser Ile Ile Pro Phe Thr Trp Val Gly
625 630 635 640

Cys Asn Asn Arg Ser Arg Thr Phe Ala Ser Asn Arg Trp Leu Tyr Asp
645 650 655

Met Met Tyr Leu Ser Leu Leu Gly Tyr Gln Thr Asp Glu Tyr Met Glu
660 665 670

Ala Val Ala Gly Pro Val Phe Gly Asp Val Ser Leu Leu His Gln Thr
675 680 685

Ile Asp Lys Val Ile Asp Asn Thr Met Gly Asn Leu Ala Arg Ala Asn
690 695 700

Gly Thr Val His Ser Gly Asn Gly His Gln His Glu Ser Pro Asn Ile
705 710 715 720

Gly Gln Val Glu Asp Thr Leu Thr Arg Phe Thr Asn Ser Val Leu Asn
725 730 735

His Lys Asp Val Leu Asn Ser Ser Ser Ser Asp Gln Asp Thr Leu Arg
740 745 750

Arg Glu Phe Arg Thr Phe Met His Ala His Ile Thr Gln Ile Glu Asp
755 760 765

Asn Ser Arg Phe Ser Lys Gln Ala Ser Ser Asp Ala Phe Ser Ser Pro

770 775 780
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Amended Sequence

Glu Gln Ser Tyr Phe Gln Trp Val Asn Ser Thr Gly Gly Ser His Val
785 790 795 800

Ala Cys Ala Tyr Ser Phe Ala Phe Ser Asn Cys Leu Met Ser Ala Asn
805 810 815

Leu Leu Gln Gly Lys Asp Ala Phe Pro Ser Gly Thr Gln Lys Tyr Leu
820 825 830

Ile Ser Ser Val Met Arg His Ala Thr Asn Met Cys Arg Met Tyr Asn
835 840 845

Asp Phe Gly Ser Ile Ala Arg Asp Asn Ala Glu Arg Asn Val Asn Ser
850 855 860

Ile His Phe Pro Glu Phe Thr Leu Cys Asn Gly Thr Ser Gln Asn Leu
865 870 875 880

Asp Glu Arg Lys Glu Arg Leu Leu Lys Ile Ala Thr Tyr Glu Gln Gly
885 890 895

Tyr Leu Asp Arg Ala Leu Glu Ala Leu Glu Arg Gln Ser Arg Asp Asp
900 905 910

Ala Gly Asp Arg Ala Gly Ser Lys Asp Met Arg Lys Leu Lys Ile Val
915 920 925

Lys Leu Phe Cys Asp Val Thr Asp Leu Tyr Asp Gln Leu Tyr Val Ile
930 935 940

Lys Asp Leu Ser Ser Ser Met Lys
945 950

<210> 58

<211> 361

<212> PRT

<213> Stevia rebaudiana

<400> 58

Met Ala Leu Val Asn Pro Thr Ala Leu Phe Tyr Gly Thr Ser Ile Arg
1510 15

Thr Arg Pro Thr Asn Leu Leu Asn Pro Thr Gln Lys Leu Arg Pro Val
20 25 30

Ser Ser Ser Ser Leu Pro Ser Phe Ser Ser Val Ser Ala Ile Leu Thr
35 40 45

Glu Lys His Gln Ser Asn Pro Ser Glu Asn Asn Asn Leu Gln Thr His
50 55 60
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Amended Sequence

Leu Glu Thr Pro Phe Asn Phe Asp Ser Tyr Met Leu Glu Lys Val Asn
65 70 75 80

Met Val Asn Glu Ala Leu Asp Ala Ser Val Pro Leu Lys Asp Pro Ile
85 90 95

Lys Ile His Glu Ser Met Arg Tyr Ser Leu Leu Ala Gly Gly Lys Arg
100 105 110

Ile Arg Pro Met Met Cys Ile Ala Ala Cys Glu Ile Val Gly Gly Asn
115 120 125

Ile Leu Asn Ala Met Pro Ala Ala Cys Ala Val Glu Met Ile His Thr
130 135 140

Met Ser Leu Val His Asp Asp Leu Pro Cys Met Asp Asn Asp Asp Phe
145 150 155 160

Arg Arg Gly Lys Pro Ile Ser His Lys Val Tyr Gly Glu Glu Met Ala
165 170 175

Val Leu Thr Gly Asp Ala Leu Leu Ser Leu Ser Phe Glu His Ile Ala
180 185 190

Thr Ala Thr Lys Gly Val Ser Lys Asp Arg Ile Val Arg Ala Ile Gly
195 200 205

Glu Leu Ala Arg Ser Val Gly Ser Glu Gly Leu Val Ala Gly Gln Val
210 215 220

Val Asp Ile Leu Ser Glu Gly Ala Asp Val Gly Leu Asp His Leu Glu
225 230 235 240

Tyr Ile His Ile His Lys Thr Ala Met Leu Leu Glu Ser Ser Val Val
245 250 255

Ile Gly Ala Ile Met Gly Gly Gly Ser Asp Gln Gln Ile Glu Lys Leu
260 265 270

Arg Lys Phe Ala Arg Ser Ile Gly Leu Leu Phe Gln Val Val Asp Asp
275 280 285

Ile Leu Asp Val Thr Lys Ser Thr Glu Glu Leu Gly Lys Thr Ala Gly
290 295 300

Lys Asp Leu Leu Thr Asp Lys Thr Thr Tyr Pro Lys Leu Leu Gly Ile
305 310 315 320

Glu Lys Ser Arg Glu Phe Ala Glu Lys Leu Asn Lys Glu Ala Gln Glu
325 330 335
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Amended Sequence

Gln Leu Ser Gly Phe Asp Arg Arg Lys Ala Ala Pro Leu Ile Ala Leu
340 345 350

Ala Asn Tyr Asn Ala Tyr Arg Gln Asn
355 360

<210> 59

<211> 342

<212> PRT

<213> Fusarium fujikuroi

<400> 59

Met Ala Glu Gln Gln Ile Ser Asn Leu Leu Ser Met Phe Asp Ala Ser
1510 15

His Ala Ser Gln Lys Leu Glu Ile Thr Val Gln Met Met Asp Thr Tyr
20 25 30

His Tyr Arg Glu Thr Pro Pro Asp Ser Ser Ser Ser Glu Gly Gly Ser
35 40 45

Leu Ser Arg Tyr Asp Glu Arg Arg Val Ser Leu Pro Leu Ser His Asn
50 55 60

Ala Ala Ser Pro Asp Ile Val Ser Gln Leu Cys Phe Ser Thr Ala Met
65 70 75 80

Ser Ser Glu Leu Asn His Arg Trp Lys Ser Gln Arg Leu Lys Val Ala
85 90 95

Asp Ser Pro Tyr Asn Tyr Ile Leu Thr Leu Pro Ser Lys Gly Ile Arg
100 105 110

Gly Ala Phe Ile Asp Ser Leu Asn Val Trp Leu Glu Val Pro Glu Asp
115 120 125

Glu Thr Ser Val Ile Lys Glu Val Ile Gly Met Leu His Asn Ser Ser
130 135 140

Leu Ile Ile Asp Asp Phe Gln Asp Asn Ser Pro Leu Arg Arg Gly Lys
145 150 155 160

Pro Ser Thr His Thr Val Phe Gly Pro Ala Gln Ala Ile Asn Thr Ala
165 170 175

Thr Tyr Val Ile Val Lys Ala Ile Glu Lys Ile Gln Asp Ile Val Gly
180 185 190

His Asp Ala Leu Ala Asp Val Thr Gly Thr Ile Thr Thr Ile Phe Gln
195 200 205
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Amended Sequence
Gly Gln Ala Met Asp Leu Trp Trp Thr Ala Asn Ala Ile Val Pro Ser
210 215 220

Ile Gln Glu Tyr Leu Leu Met Val Asn Asp Lys Thr Gly Ala Leu Phe
225 230 235 240

Arg Leu Ser Leu Glu Leu Leu Ala Leu Asn Ser Glu Ala Ser Ile Ser
245 250 255

Asp Ser Ala Leu Glu Ser Leu Ser Ser Ala Val Ser Leu Leu Gly Gln
260 265 270

Tyr Phe Gln Ile Arg Asp Asp Tyr Met Asn Leu Ile Asp Asn Lys Tyr
275 280 285

Thr Asp Gln Lys Gly Phe Cys Glu Asp Leu Asp Glu Gly Lys Tyr Ser
290 295 300

Leu Thr Leu Ile His Ala Leu Gln Thr Asp Ser Ser Asp Leu Leu Thr
305 310 315 320

Asn Ile Leu Ser Met Arg Arg Val Gln Gly Lys Leu Thr Ala Gln Lys
325 330 335

Arg Cys Trp Phe Trp Lys
340

<210> 60

<211> 300

<212> PRT

<213> Mus musculus

<400> 60

Met Glu Lys Thr Lys Glu Lys Ala Glu Arg Ile Leu Leu Glu Pro Tyr
1510 15

Arg Tyr Leu Leu Gln Leu Pro Gly Lys Gln Val Arg Ser Lys Leu Ser
20 25 30

Gln Ala Phe Asn His Trp Leu Lys Val Pro Glu Asp Lys Leu Gln Ile
35 40 45

Ile Ile Glu Val Thr Glu Met Leu His Asn Ala Ser Leu Leu Ile Asp
50 55 60

Asp Ile Glu Asp Ser Ser Lys Leu Arg Arg Gly Phe Pro Val Ala His
65 70 75 80

Ser Ile Tyr Gly Val Pro Ser Val Ile Asn Ser Ala Asn Tyr Val Tyr
85 90 95

Phe Leu Gly Leu Glu Lys Val Leu Thr Leu Asp His Pro Asp Ala Val
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100 105 110

Lys Leu Phe Thr Arg
115 120 125

Asp Ile Tyr Trp Arg
130 135 140

Lys Ala Met Val Leu
145 150 155 160

Gly Leu Met Gln Leu
165 170 175

Leu Asp Thr Leu Gly
180 185 190

Leu His Ser Lys Glu
195 200 205

Thr Glu Gly Lys Phe
210 215 220

Pro Glu Ser Thr Gln
225 230 235 240

Ile Asp Ile Lys Lys
245 250 255

Phe Ala Tyr Thr Arg
260 265 270

Lys Gln Ile Glu Ala
275 280 285

Lys His Leu Ser Lys
290 295 300

<210> 61

<211> 339

<212> PRT

<213> Thalassiosira
<400> 61

Met Ala Arg Phe Tyr
1510 15

Gln Ser Thr Thr Ala
20 25 30

Thr Thr Ala Leu Asn
35 40 45
Page 121

Gln

Asp

Gln

Phe

Leu

Tyr

Ser

Val

Tyr

His

Cys

Met

Leu

Thr

Lys

Ser

Phe

Ser

Phe

Gln

Cys

Thr

Gly

Phe

Leu

Tyr

Thr

Asp

Phe

Glu

Pro

Asn

Val

Leu

Gly

Thr

pseudonana

Phe Leu Asn

Phe Thr Pro

Val Ala Ser
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Glu

Thr

Gly

Tyr

Gln

Asn

Thr

Ile

Gln

Arg

Asn

Glu

Ala

Ala

Ala

122

Leu

Cys

Gly

Lys

Ile

Lys

Ile

Leu

Tyr

Glu

Pro

Glu

Leu

Lys

Glu
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His Gln Gly Gln Gly Leu

Pro Thr Glu Glu Glu Tyr

Leu Phe Gly Leu Ala Val

Glu Asp Leu Lys Pro Leu

Arg Asp Asp Tyr Ala Asn

Ser Phe Cys Glu Asp Leu

His Ala Ile Trp Ser Arg

Arg Gln Arg Thr Glu Asn

Leu Glu Asp Val Gly Ser

Leu Glu Ala Lys Ala Tyr

Ser Leu Val Ala Leu Val

Asn Lys

Leu Met Val Ile Ser Leu

Leu Ala Tyr Pro Thr Thr

Thr Ser Phe Ser Leu Asp
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Amended Sequence

Glu Tyr Leu Ala Ser Lys Ile Gly Pro Ile Glu Ser Ala Leu Glu Ala
50 55 60

Ser Val Lys Ser Arg Ile Pro Gln Thr Asp Lys Ile Cys Glu Ser Met
65 70 75 80

Ala Tyr Ser Leu Met Ala Gly Gly Lys Arg Ile Arg Pro Val Leu Cys
85 90 95

Ile Ala Ala Cys Glu Met Phe Gly Gly Ser Gln Asp Val Ala Met Pro
100 105 110

Thr Ala Val Ala Leu Glu Met Ile His Thr Met Ser Leu Ile His Asp
115 120 125

Asp Leu Pro Ser Met Asp Asn Asp Asp Leu Arg Arg Gly Lys Pro Thr
130 135 140

Asn His Val Val Phe Gly Glu Asp Val Ala Ile Leu Ala Gly Asp Ser
145 150 155 160

Leu Leu Ser Thr Ser Phe Glu His Val Ala Arg Glu Thr Lys Gly Val
165 170 175

Ser Ala Glu Lys Ile Val Asp Val Ile Ala Arg Leu Gly Lys Ser Val
180 185 190

Gly Ala Glu Gly Leu Ala Gly Gly Gln Val Met Asp Leu Glu Cys Glu
195 200 205

Ala Lys Pro Gly Thr Thr Leu Asp Asp Leu Lys Trp Ile His Ile His
210 215 220

Lys Thr Ala Thr Leu Leu Gln Val Ala Val Ala Ser Gly Ala Val Leu
225 230 235 240

Gly Gly Ala Thr Pro Glu Glu Val Ala Ala Cys Glu Leu Phe Ala Met
245 250 255

Asn Ile Gly Leu Ala Phe Gln Val Ala Asp Asp Ile Leu Asp Val Thr
260 265 270

Ala Ser Ser Glu Asp Leu Gly Lys Thr Ala Gly Lys Asp Glu Ala Thr
275 280 285

Asp Lys Thr Thr Tyr Pro Lys Leu Leu Gly Leu Glu Glu Ser Lys Ala
290 295 300

Tyr Ala Arg Gln Leu Ile Asp Glu Ala Lys Glu Ser Leu Ala Pro Phe
305 310 315 320

Page 122

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 124 of 219

Amended Sequence

Gly Asp Arg Ala Ala Pro Leu Leu Ala Ile Ala Asp Phe Ile Ile Asp
325 330 335

Arg Lys Asn

<210> 62

<211> 355

<212> PRT

<213> Streptomyces clavuligerus

<400> 62

Met His Leu Ala Pro Arg Arg Val Pro Arg Gly Arg Arg Ser Pro Pro
1510 15

Asp Arg Val Pro Glu Arg Gln Gly Ala Leu Gly Arg Arg Arg Gly Ala
20 25 30

Gly Ser Thr Gly Cys Ala Arg Ala Ala Ala Gly Val His Arg Arg Arg
35 40 45

Gly Gly Gly Glu Ala Asp Pro Ser Ala Ala Val His Arg Gly Trp Gln
50 55 60

Ala Gly Gly Gly Thr Gly Leu Pro Asp Glu Val Val Ser Thr Ala Ala
65 70 75 80

Ala Leu Glu Met Phe His Ala Phe Ala Leu Ile His Asp Asp Ile Met
85 90 95

Asp Asp Ser Ala Thr Arg Arg Gly Ser Pro Thr Val His Arg Ala Leu
100 105 110

Ala Asp Arg Leu Gly Ala Ala Leu Asp Pro Asp Gln Ala Gly Gln Leu
115 120 125

Gly Val Ser Thr Ala Ile Leu Val Gly Asp Leu Ala Leu Thr Trp Ser
130 135 140

Asp Glu Leu Leu Tyr Ala Pro Leu Thr Pro His Arg Leu Ala Ala Val
145 150 155 160

Leu Pro Leu Val Thr Ala Met Arg Ala Glu Thr Val His Gly Gln Tyr
165 170 175

Leu Asp Ile Thr Ser Ala Arg Arg Pro Gly Thr Asp Thr Ser Leu Ala
180 185 190

Leu Arg Ile Ala Arg Tyr Lys Thr Ala Ala Tyr Thr Met Glu Arg Pro
195 200 205
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Amended Sequence

Leu His Ile Gly Ala Ala Leu Ala Gly Ala Arg Pro Glu Leu Leu Ala
210 215 220

Gly Leu Ser Ala Tyr Ala Leu Pro Ala Gly Glu Ala Phe Gln Leu Ala
225 230 235 240

Asp Asp Leu Leu Gly Val Phe Gly Asp Pro Arg Arg Thr Gly Lys Pro
245 250 255

Asp Leu Asp Asp Leu Arg Gly Gly Lys His Thr Val Leu Val Ala Leu
260 265 270

Ala Arg Glu His Ala Thr Pro Glu Gln Arg His Thr Leu Asp Thr Leu
275 280 285

Leu Gly Thr Pro Gly Leu Asp Arg Gln Gly Ala Ser Arg Leu Arg Cys
290 295 300

Val Leu Val Ala Thr Gly Ala Arg Ala Glu Ala Glu Arg Leu Ile Thr
305 310 315 320

Glu Arg Arg Asp Gln Ala Leu Thr Ala Leu Asn Ala Leu Thr Leu Pro
325 330 335

Pro Pro Leu Ala Glu Ala Leu Ala Arg Leu Thr Leu Gly Ser Thr Ala
340 345 350

His Pro Ala
355

<210> 63

<211> 330

<212> PRT

<213> Sulfolobus acidocaldarius

<400> 63

Met Ser Tyr Phe Asp Asn Tyr Phe Asn Glu Ile Val Asn Ser Val Asn
1510 15

Asp Ile Ile Lys Ser Tyr Ile Ser Gly Asp Val Pro Lys Leu Tyr Glu
20 25 30

Ala Ser Tyr His Leu Phe Thr Ser Gly Gly Lys Arg Leu Arg Pro Leu
35 40 45

Ile Leu Thr Ile Ser Ser Asp Leu Phe Gly Gly Gln Arg Glu Arg Ala
50 55 60

Tyr Tyr Ala Gly Ala Ala Ile Glu Val Leu His Thr Phe Thr Leu Val
65 70 75 80
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Amended Sequence
His Asp Asp Ile Met Asp Gln Asp Asn Ile Arg Arg Gly Leu Pro Thr
85 90 95

Val His Val Lys Tyr Gly Leu Pro Leu Ala Ile Leu Ala Gly Asp Leu
100 105 110

Leu His Ala Lys Ala Phe Gln Leu Leu Thr Gln Ala Leu Arg Gly Leu
115 120 125

Pro Ser Glu Thr Ile Ile Lys Ala Phe Asp Ile Phe Thr Arg Ser Ile
130 135 140

Ile Ile Ile Ser Glu Gly Gln Ala Val Asp Met Glu Phe Glu Asp Arg
145 150 155 160

Ile Asp Ile Lys Glu Gln Glu Tyr Leu Asp Met Ile Ser Arg Lys Thr
165 170 175

Ala Ala Leu Phe Ser Ala Ser Ser Ser Ile Gly Ala Leu Ile Ala Gly
180 185 190

Ala Asn Asp Asn Asp Val Arg Leu Met Ser Asp Phe Gly Thr Asn Leu
195 200 205

Gly Ile Ala Phe Gln Ile Val Asp Asp Ile Leu Gly Leu Thr Ala Asp
210 215 220

Glu Lys Glu Leu Gly Lys Pro Val Phe Ser Asp Ile Arg Glu Gly Lys
225 230 235 240

Lys Thr Ile Leu Val Ile Lys Thr Leu Glu Leu Cys Lys Glu Asp Glu
245 250 255

Lys Lys Ile Val Leu Lys Ala Leu Gly Asn Lys Ser Ala Ser Lys Glu
260 265 270

Glu Leu Met Ser Ser Ala Asp Ile Ile Lys Lys Tyr Ser Leu Asp Tyr
275 280 285

Ala Tyr Asn Leu Ala Glu Lys Tyr Tyr Lys Asn Ala Ile Asp Ser Leu
290 295 300

Asn Gln Val Ser Ser Lys Ser Asp Ile Pro Gly Lys Ala Leu Lys Tyr
305 310 315 320

Leu Ala Glu Phe Thr Ile Arg Arg Arg Lys
325 330

<210> 64

<211> 297

<212> PRT

<213>
Synechococcus sp.
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Amended Sequence

<400> 64

Met Val Ala Gln Thr Phe Asn Leu Asp Thr Tyr Leu Ser Gln Arg Gln
1510 15

Gln Gln Val Glu Glu Ala Leu Ser Ala Ala Leu Val Pro Ala Tyr Pro
20 25 30

Glu Arg Ile Tyr Glu Ala Met Arg Tyr Ser Leu Leu Ala Gly Gly Lys
35 40 45

Arg Leu Arg Pro Ile Leu Cys Leu Ala Ala Cys Glu Leu Ala Gly Gly
50 55 60

Ser Val Glu Gln Ala Met Pro Thr Ala Cys Ala Leu Glu Met Ile His
65 70 75 80

Thr Met Ser Leu Ile His Asp Asp Leu Pro Ala Met Asp Asn Asp Asp
85 90 95

Phe Arg Arg Gly Lys Pro Thr Asn His Lys Val Phe Gly Glu Asp Ile
100 105 110

Ala Ile Leu Ala Gly Asp Ala Leu Leu Ala Tyr Ala Phe Glu His Ile
115 120 125

Ala Ser Gln Thr Arg Gly Val Pro Pro Gln Leu Val Leu Gln Val TIle
130 135 140

Ala Arg Ile Gly His Ala Val Ala Ala Thr Gly Leu Val Gly Gly Gln
145 150 155 160

Val Val Asp Leu Glu Ser Glu Gly Lys Ala Ile Ser Leu Glu Thr Leu
165 170 175

Glu Tyr Ile His Ser His Lys Thr Gly Ala Leu Leu Glu Ala Ser Val
180 185 190

Val Ser Gly Gly Ile Leu Ala Gly Ala Asp Glu Glu Leu Leu Ala Arg
195 200 205

Leu Ser His Tyr Ala Arg Asp Ile Gly Leu Ala Phe Gln Ile Val Asp
210 215 220

Asp Ile Leu Asp Val Thr Ala Thr Ser Glu Gln Leu Gly Lys Thr Ala
225 230 235 240

Gly Lys Asp Gln Ala Ala Ala Lys Ala Thr Tyr Pro Ser Leu Leu Gly
245 250 255

Leu Glu Ala Ser Arg Gln Lys Ala Glu Glu Leu Ile Gln Ser Ala Lys
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Amended Sequence
260 265 270

Glu Ala Leu Arg Pro Tyr Gly Ser Gln Ala Glu Pro Leu Leu Ala Leu
275 280 285

Ala Asp Phe Ile Thr Arg Arg Gln His
290 295

<210> 65

<211> 371

<212> PRT

<213> Arabidopsis thaliana

<400> 65

Met Ala Ser Val Thr Leu Gly Ser Trp Ile Val Val His His His Asn
1510 15

His His His Pro Ser Ser Ile Leu Thr Lys Ser Arg Ser Arg Ser Cys
20 25 30

Pro Ile Thr Leu Thr Lys Pro Ile Ser Phe Arg Ser Lys Arg Thr Val
35 40 45

Ser Ser Ser Ser Ser Ile Val Ser Ser Ser Val Val Thr Lys Glu Asp
50 55 60

Asn Leu Arg Gln Ser Glu Pro Ser Ser Phe Asp Phe Met Ser Tyr Ile
65 70 75 80

Ile Thr Lys Ala Glu Leu Val Asn Lys Ala Leu Asp Ser Ala Val Pro
85 90 95

Leu Arg Glu Pro Leu Lys Ile His Glu Ala Met Arg Tyr Ser Leu Leu
100 105 110

Ala Gly Gly Lys Arg Val Arg Pro Val Leu Cys Ile Ala Ala Cys Glu
115 120 125

Leu Val Gly Gly Glu Glu Ser Thr Ala Met Pro Ala Ala Cys Ala Val
130 135 140

Glu Met Ile His Thr Met Ser Leu Ile His Asp Asp Leu Pro Cys Met
145 150 155 160

Asp Asn Asp Asp Leu Arg Arg Gly Lys Pro Thr Asn His Lys Val Phe
165 170 175

Gly Glu Asp Val Ala Val Leu Ala Gly Asp Ala Leu Leu Ser Phe Ala
180 185 190

Phe Glu His Leu Ala Ser Ala Thr Ser Ser Asp Val Val Ser Pro Val

195 200 205
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Amended Sequence

Arg Val Val Arg Ala Val Gly Glu Leu Ala Lys Ala Ile Gly Thr Glu
210 215 220

Gly Leu Val Ala Gly Gln Val Val Asp Ile Ser Ser Glu Gly Leu Asp
225 230 235 240

Leu Asn Asp Val Gly Leu Glu His Leu Glu Phe Ile His Leu His Lys
245 250 255

Thr Ala Ala Leu Leu Glu Ala Ser Ala Val Leu Gly Ala Ile Val Gly
260 265 270

Gly Gly Ser Asp Asp Glu Ile Glu Arg Leu Arg Lys Phe Ala Arg Cys
275 280 285

Ile Gly Leu Leu Phe Gln Val Val Asp Asp Ile Leu Asp Val Thr Lys
290 295 300

Ser Ser Lys Glu Leu Gly Lys Thr Ala Gly Lys Asp Leu Ile Ala Asp
305 310 315 320

Lys Leu Thr Tyr Pro Lys Ile Met Gly Leu Glu Lys Ser Arg Glu Phe
325 330 335

Ala Glu Lys Leu Asn Arg Glu Ala Arg Asp Gln Leu Leu Gly Phe Asp
340 345 350

Ser Asp Lys Val Ala Pro Leu Leu Ala Leu Ala Asn Tyr Ile Ala Tyr
355 360 365

Arg Gln Asn
370

<210> 66

<211> 473

<212> PRT

<213> Stevia rebaudiana

<400> 66

Met Ala Thr Ser Asp Ser Ile Val Asp Asp Arg Lys Gln Leu His Val
1510 15

Ala Thr Phe Pro Trp Leu Ala Phe Gly His Ile Leu Pro Tyr Leu Gln
20 25 30

Leu Ser Lys Leu Ile Ala Glu Lys Gly His Lys Val Ser Phe Leu Ser
35 40 45

Thr Thr Arg Asn Ile Gln Arg Leu Ser Ser His Ile Ser Pro Leu Ile
50 55 60
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Amended Sequence

Asn Val Val Gln Leu Thr Leu Pro Arg Val Gln Glu Leu Pro Glu Asp
65 70 75 80

Ala Glu Ala Thr Thr Asp Val His Pro Glu Asp Ile Pro Tyr Leu Lys
85 90 95

Lys Ala Ser Asp Gly Leu Gln Pro Glu Val Thr Arg Phe Leu Glu Gln
100 105 110

His Ser Pro Asp Trp Ile Ile Tyr Asp Tyr Thr His Tyr Trp Leu Pro
115 120 125

Ser Ile Ala Ala Ser Leu Gly Ile Ser Arg Ala His Phe Ser Val Thr
130 135 140

Thr Pro Trp Ala Ile Ala Tyr Met Gly Pro Ser Ala Asp Ala Met Ile
145 150 155 160

Asn Gly Ser Asp Gly Arg Thr Thr Val Glu Asp Leu Thr Thr Pro Pro
165 170 175

Lys Trp Phe Pro Phe Pro Thr Lys Val Cys Trp Arg Lys His Asp Leu
180 185 190

Ala Arg Leu Val Pro Tyr Lys Ala Pro Gly Ile Ser Asp Gly Tyr Arg
195 200 205

Met Gly Met Val Leu Lys Gly Ser Asp Cys Leu Leu Ser Lys Cys Tyr
210 215 220

His Glu Phe Gly Thr Gln Trp Leu Pro Leu Leu Glu Thr Leu His Gln
225 230 235 240

Val Pro Val Val Pro Val Gly Leu Leu Pro Pro Glu Ile Pro Gly Asp
245 250 255

Glu Lys Asp Glu Thr Trp Val Ser Ile Lys Lys Trp Leu Asp Gly Lys
260 265 270

Gln Lys Gly Ser Val Val Tyr Val Ala Leu Gly Ser Glu Ala Leu Val
275 280 285

Ser Gln Thr Glu Val Val Glu Leu Ala Leu Gly Leu Glu Leu Ser Gly
290 295 300

Leu Pro Phe Val Trp Ala Tyr Arg Lys Pro Lys Gly Pro Ala Lys Ser
305 310 315 320

Asp Ser Val Glu Leu Pro Asp Gly Phe Val Glu Arg Thr Arg Asp Arg
325 330 335
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Amended Sequence

Gly Leu Val Trp Thr Ser Trp Ala Pro Gln Leu Arg Ile Leu Ser His
340 345 350

Glu Ser Val Cys Gly Phe Leu Thr His Cys Gly Ser Gly Ser Ile Val
355 360 365

Glu Gly Leu Met Phe Gly His Pro Leu Ile Met Leu Pro Ile Phe Gly
370 375 380

Asp Gln Pro Leu Asn Ala Arg Leu Leu Glu Asp Lys Gln Val Gly Ile
385 390 395 400

Glu Ile Pro Arg Asn Glu Glu Asp Gly Cys Leu Thr Lys Glu Ser Val
405 410 415

Ala Arg Ser Leu Arg Ser Val Val Val Glu Lys Glu Gly Glu Ile Tyr
420 425 430

Lys Ala Asn Ala Arg Glu Leu Ser Lys Ile Tyr Asn Asp Thr Lys Val
435 440 445

Glu Lys Glu Tyr Val Ser Gln Phe Val Asp Tyr Leu Glu Lys Asn Ala
450 455 460

Arg Ala Val Ala Ile Asp His Glu Ser
465 470

<210> 67

<211> 459

<212> PRT

<213> Ipomoea purpurea

<400> 67

Met Gly Ser Gln Ala Thr Thr Tyr His Met Ala Met Tyr Pro Trp Phe
1510 15

Gly Val Gly His Leu Thr Gly Phe Phe Arg Leu Ala Asn Lys Leu Ala
20 25 30

Gly Lys Gly His Arg Ile Ser Phe Leu Ile Pro Lys Asn Thr Gln Ser
35 40 45

Lys Leu Glu Ser Phe Asn Leu His Pro His Leu Ile Ser Phe Val Pro
50 55 60

Ile Val Val Pro Ser Ile Pro Gly Leu Pro Pro Gly Ala Glu Thr Thr
65 70 75 80

Ser Asp Val Pro Phe Pro Ser Thr His Leu Leu Met Glu Ala Met Asp
85 90 95
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Amended Sequence
Lys Thr Gln Asn Asp Ile Glu Ile Ile Leu Lys Asp Leu Lys Val Asp
100 105 110

Val Val Phe Tyr Asp Phe Thr His Trp Leu Pro Ser Leu Ala Arg Lys
115 120 125

Ile Gly Ile Lys Ser Val Phe Tyr Ser Thr Ile Ser Pro Leu Met His
130 135 140

Gly Tyr Ala Leu Ser Pro Glu Arg Arg Val Val Gly Lys Gln Leu Thr
145 150 155 160

Glu Ala Asp Met Met Lys Ala Pro Ala Ser Phe Pro Asp Pro Ser Ile
165 170 175

Lys Leu His Ala His Glu Ala Arg Gly Phe Thr Ala Arg Thr Val Met
180 185 190

Lys Phe Gly Gly Asp Ile Thr Phe Phe Asp Arg Ile Phe Thr Ala Val
195 200 205

Ser Glu Ser Asp Gly Leu Ala Tyr Ser Thr Cys Arg Glu Ile Glu Gly
210 215 220

Gln Phe Cys Asp Tyr Ile Glu Thr Gln Phe Gln Lys Pro Val Leu Leu
225 230 235 240

Ala Gly Pro Ala Leu Pro Val Pro Ser Lys Ser Thr Met Glu Gln Lys
245 250 255

Trp Ser Asp Trp Leu Gly Lys Phe Lys Glu Gly Ser Val Ile Tyr Cys
260 265 270

Ala Phe Gly Ser Glu Cys Thr Leu Arg Lys Asp Lys Phe Gln Glu Leu
275 280 285

Leu Trp Gly Leu Glu Leu Thr Gly Met Pro Phe Phe Ala Ala Leu Lys
290 295 300

Pro Pro Phe Glu Thr Glu Ser Val Glu Ala Ala Ile Pro Glu Glu Leu
305 310 315 320

Lys Glu Lys Ile Gln Gly Arg Gly Ile Val His Gly Glu Trp Val Gln
325 330 335

Gln Gln Leu Phe Leu Gln His Pro Ser Val Gly Cys Phe Val Ser His
340 345 350

Cys Gly Trp Ala Ser Leu Ser Glu Ala Leu Val Asn Asp Cys Gln Ile
355 360 365
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Val Leu
370 375

Leu
380

Val
390

Ser
395

Ser
385

Val
410

Phe
415

Gly
405

Glu
425

Asp
420

Lys
430

Leu
435

Arg
440

Gly
445

Phe
455

Ser Asn

450

<210> 68

<211> 1380

<212> DNA

Sequence

Pro Gln

Leu
400

Lys
Ser Arg
Glu

Ser

Phe Leu

Gln Lys

vVal

Val

Glu

Ile

Met

Leu

Page 133

Gly Asp

Gly Vval

Ser Val

Gly Arg
Ala

Asn

Gln Asp

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 68

atgggttctce
ttgactggtt
ctaattccta
tettttgtge
tcagatgttce
gatatagaga
tggttgectt
cctttaatge
gaggcagata
catgaagcta
ttcgatagaa
gagatcgagg
gccggtccag
ttggggaaat
agaaaggaca
gctgctcetga
aaggaaaaga
cttcaacacc
Page 132

aagctacaac
tetteegttt
aaaacactca
ctatcgttgt
ctttceccaag
ttatcctgaa
ctctggceccecag
atggatatgce
tgatgaaggc
ggggttttac
tattcacagce
gacaattctg
ctttgecagt
tcaaggaagg
aatttcagga
agccaccttt
ttcagggaag
catctgtcgg

ttaccatatg
ggcaaacaaa
atctaagtta
cccaagtata
tacacatttg
ggatcttaaa
aaagattggc
tttatcacca
cccagcttet
agccagaacc
agtttccgaa
tgattacatt
cccatccaaa
ctcegtceate
acttttatgg
tgagactgag
aggtatagta
gtgcttegtt

Gln

Glu

Cys

Glu

Asp

Leu
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Ile

Val

Lys

Val Arg

Leu Asp

Leu Gly

gccatgtatc
ttagctggeca
gaatctttca
ccaggcectge
ctaatggaag
gtagatgttg
attaagagtg
gaaagacgtg
ttcccagacce
gttatgaaat
agtgatggcce
gaaacacaat
tccactatgg
tactgtgcett
ggtttggaat
tctgttgagg
catggagaat
tctcactgeg

of 219

Ile Asn Ala Arg Ile Met

Glu Lys Gly Glu Glu Asp

Ala Val Lys Ala Val Met

Gly Asn His Asp Lys

Ser Lys Tyr Met Asp

catggtttgg
aaggacatag
accttcatcc
cacctggtge
caatggacaa
ttttctatga
tcttttactce
tagttggtaa
catccattaa
tcggtggtga
tggcctacte
tccagaagcece
aacaaaagtg
tcgggtctga
tgacaggaat
ctgctatcce
gggtacaaca
gctgggcaag

RECTIFIED SHEET (RULE 91) ISA/EP

ggttggacat
aatctcattt
acacttaatc
agagactaca
gactcaaaac
ttttactcac
caccatttct
gcaattgaca
gctacatgca
catcaccttt
tacttgtaga
agtcttgtta
gtcagattgg
atgtacattg
gcectttette
tgaggaacta
acaattgttt
tttatctgaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080



Amended Sequence

gccettgtta
gccagaataa
ggtgtetttt
gaaatcggta
gacttagatt
1140

1200

1260

1320

1380

<210>

<211>

<212>

<213>

<400>

69

438

PRT

Bellis pere
69

Met Asp Ser
1510 15
Trp Leu Ala
20 25 30
Leu Thr Asn
35 40 45
Met Gln Tyr
50 55 60
Gln Leu Ile
65 70 75 80
Tyr His Thr
85 90 95
Asp Asp
100 105
Leu Asn
115 120
Glu Val
130 135
Cys Val
145 150
Asp Glu
165 170
Arg Asp
180 185
Cys Met
Page 133

Tyr
110
Pro
125
Ala
140
Ala
155
Asn
175
Ile
190
Arg

atgattgtca
tgtcagtatc
caagagaatc
gagaagtcag
caaagtacat

nnis

Lys Ile

Tyr Ser

His Asn

Leu Lys

Glu Leu

Thr His

Gln Lys

His Leu

Ser Thr

Leu
160
Leu

Tyr
Ala
Pro

Lys

Arg Ser

Asp
His
Phe
Asn
Asn
Gly
Ser
Val
Leu
Ala
Lys
Gly

Cys
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aatcgtgtta
acttaaagtg
tgtgtgcaag
aggtaatcat
ggattcattc

Ser Lys

Ile Ser

His Ile
Asn Leu

Leu Pro

Leu Pro

Gly Pro
Ile Tyr
His Ile
Leu Asp

Phe Pro

Gly Ser

Glu Ile

Thr
Ser
Tyr
Thr
Ser
Pro
Asp
Asp
Pro
Ala
Phe
Lys

Ile

cttccacaag
ggcgtggaag
gctgttaaag
gataaactga
aatcaaaagc

Phe Arg

Phe Leu

Ile Cys

Ser Gln

Ser Ser

His Leu

Phe Glu
Phe Asn

Ser Ile

His Leu

Pro Glu

Tyr Ile

Leu Val

ttggcgatca
ttgaaaaggg
cagtaatgga
ggggtttctt
tacaagattt

Val Val Met

Val Phe Ala

Ser Ser Gln

Tyr Ser Lys

Glu Leu Pro

Thr Lys Thr

Thr Ile Leu

Gln Leu

Trp

Gln Leu Leu

Tyr Thr Lys

Ile Tyr Pro

Glu Arg Phe

Arg Ser Thr

RECTIFIED SHEET (RULE 91) ISA/EP

gattatcaac
tgaggaggac
tgaaaaatct
gatgaatgca
gctaggttaa

Leu Pro

Lys Arg
Thr Asn
Ser Ile

Leu Gln

Leu Ser

Ile Lys

Ala Pro

Ser Gly
Pro Leu
Lys Asn
Val Asp

Met Glu
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Amended Sequence
195 200 205

Leu Glu Gly Lys Tyr Ile Asp Tyr Leu Ser Lys Thr Leu Gly Lys Lys
210 215 220

Val Leu Pro Val Gly Pro Leu Val Gln Glu Ala Ser Leu Leu Gln Asp
225 230 235 240

Asp His Ile Trp Ile Met Lys Trp Leu Asp Lys Lys Glu Glu Ser Ser
245 250 255

Val Val Phe Val Cys Phe Gly Ser Glu Tyr Ile Leu Ser Asp Asn Glu
260 265 270

Ile Glu Asp Ile Ala Tyr Gly Leu Glu Leu Ser Gln Val Ser Phe Val
275 280 285

Trp Ala Ile Arg Ala Lys Thr Ser Ala Leu Asn Gly Phe Ile Asp Arg
290 295 300

Val Gly Asp Lys Gly Leu Val Ile Asp Lys Trp Val Pro Gln Ala Asn
305 310 315 320

Ile Leu Ser His Ser Ser Thr Gly Gly Phe Ile Ser His Cys Gly Trp
325 330 335

Ser Ser Thr Met Glu Ser TIle Arg Tyr Gly Val Pro Ile Ile Ala Met
340 345 350

Pro Met Gln Phe Asp Gln Pro Tyr Asn Ala Arg Leu Met Glu Thr Val
355 360 365

Gly Ala Gly Ile Glu Val Gly Arg Asp Gly Glu Gly Arg Leu Lys Arg
370 375 380

Glu Glu Ile Ala Ala Val Val Arg Lys Val Val Val Glu Asp Ser Gly
385 390 395 400

Glu Ser Ile Arg Glu Lys Ala Lys Glu Leu Gly Glu Ile Met Lys Lys
405 410 415

Asn Met Glu Ala Glu Val Asp Gly Ile Val Ile Glu Asn Leu Val Lys
420 425 430

Leu Cys Glu Met Asn Asn
435

<210> 70

<211> 1317

<212> DNA

<213> Artificial Sequence
Page 134
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Amended Sequence

<220>
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<223> Synthetic oligonucleotide

<400> 70

atggattcta
tcacacattt
tacatttgtt
tcaaaatcta
tatcatacta
aagtccggac
gactttaatc
ttactgtctg
gacgaaaact
aagggaggta
atattagtca
ttagggaaaa
gatcatatat
tgttttggtt
gagttgtcce
ttcattgata
atcttatctce
gaatctatta
aatgctaggt
agattgaaaa
gaatccataa
gaagtagatg

<210> 71
<211> 477

<212> PRT

aaatcgattc
catcattcct
cctctcaaac
tacaactgat
ctcacggact
ctgactttga
aactttgggce
gttgegtege
tggctaagtt
gtaaatacat
gaagtaccat
aggtgttgce
ggattatgaa
ctgagtacat
aagtaagttt
gagtgggtga
actcttctac
gatatggggt
tgatggaaac
gagaagagat
gggagaaggc
gtatagtgat

aaagacattc
agtgtttgcce
aaatatgcaa
tgagttgaat
accaccacac
aaccattttg
tccagaggtt
cttatatgcecce
tcctttecca
cgaaaggttc
ggaacttgaa
agtagggcct
gtggttagac
cttatcagac
cgtttgggceca
taaaggctta
tggtggattc
tcctattatce
tgttggtgca
tgctgecegtg
aaaggaattg
tgaaaatcta

<213> Arabidopsis thaliana

<400> 71

agagtcgtta
aagagactaa
tacctgaaaa
cttccatcta
cttacgaaaa
atcaaattga
gctagtacac
ttagacgccecce
gaaatctatc
gtagactgta
ggaaaataca
ctggtgcaag
aaaaaggagg
aacgaaatag
ataagagcta
gtcatcgata
attagtcatt
gccatgccaa
ggtatcgaag
gttagaaagg
ggagaaatca
gttaagctat

tgttgeccettg
caaatcataa
acaacttgac
gttccgaatt
cattgtctga
acccacatct
ttcatattcce
atctgtacac
ctaaaaacag
tgagaagatc
ttgattactt
aggcttcttt
agtcatcegt
aagatattgce
agacttctge
aatgggttcc
gcggttggte
tgcaattcga
ttggcagaga
tcgttgttga
tgaaaaaaaa
gtgagatgaa

gcttgcatac
cttccacatce
gtctcagtat
gcctectgeag
tgattatcaa
ggtaatctac
atccatacag
aaagccacta
agatattcct
ttgtgaaatc
gtctaagaca
gttgcaagat
cgtgtttgtt
ttatggccta
cttaaatggce
acaggctaac
atcaacaatg
tcaaccttac
tggcgaaggt
agattctggg
catggaggcce

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260

caattaa 1317

Met Met Thr Leu Asn Ser Leu Ser Pro Ala Glu Ser Lys Ala Ile Ser

1510 15

Phe Leu Asp Thr Ser Arg Phe Asn Pro Ile Pro Lys Leu Ser Gly Gly

20 25 30

Phe Ser Leu Arg Arg Arg Asn Gln Gly Arg Gly Phe Gly Lys Gly Val

35 40 45
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Amended Sequence
Lys Cys Ser Val Lys Val Gln Gln Gln Gln Gln Pro Pro Pro Ala Trp
50 55 60

Pro Gly Arg Ala Val Pro Glu Ala Pro Arg Gln Ser Trp Asp Gly Pro
65 70 75 80

Lys Pro Ile Ser Ile Val Gly Ser Thr Gly Ser Ile Gly Thr Gln Thr
85 90 95

Leu Asp Ile Val Ala Glu Asn Pro Asp Lys Phe Arg Val Val Ala Leu
100 105 110

Ala Ala Gly Ser Asn Val Thr Leu Leu Ala Asp Gln Val Arg Arg Phe
115 120 125

Lys Pro Ala Leu Val Ala Val Arg Asn Glu Ser Leu Ile Asn Glu Leu
130 135 140

Lys Glu Ala Leu Ala Asp Leu Asp Tyr Lys Leu Glu Ile Ile Pro Gly
145 150 155 160

Glu Gln Gly Val Ile Glu Val Ala Arg His Pro Glu Ala Val Thr Val
165 170 175

Val Thr Gly Ile Val Gly Cys Ala Gly Leu Lys Pro Thr Val Ala Ala
180 185 190

Ile Glu Ala Gly Lys Asp Ile Ala Leu Ala Asn Lys Glu Thr Leu Ile
195 200 205

Ala Gly Gly Pro Phe Val Leu Pro Leu Ala Asn Lys His Asn Val Lys
210 215 220

Ile Leu Pro Ala Asp Ser Glu His Ser Ala Ile Phe Gln Cys Ile Gln
225 230 235 240

Gly Leu Pro Glu Gly Ala Leu Arg Lys Ile Ile Leu Thr Ala Ser Gly
245 250 255

Gly Ala Phe Arg Asp Trp Pro Val Glu Lys Leu Lys Glu Val Lys Val
260 265 270

Ala Asp Ala Leu Lys His Pro Asn Trp Asn Met Gly Lys Lys Ile Thr
275 280 285

Val Asp Ser Ala Thr Leu Phe Asn Lys Gly Leu Glu Val Ile Glu Ala
290 295 300

His Tyr Leu Phe Gly Ala Glu Tyr Asp Asp Ile Glu Ile Val Ile His
305 310 315 320
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Amended Sequence
Pro Gln Ser Ile Ile His Ser Met Ile Glu Thr Gln Asp Ser Ser Val
325 330 335

Leu Ala Gln Leu Gly Trp Pro Asp Met Arg Leu Pro Ile Leu Tyr Thr
340 345 350

Met Ser Trp Pro Asp Arg Val Pro Cys Ser Glu Val Thr Trp Pro Arg
355 360 365

Leu Asp Leu Cys Lys Leu Gly Ser Leu Thr Phe Lys Lys Pro Asp Asn
370 375 380

Val Lys Tyr Pro Ser Met Asp Leu Ala Tyr Ala Ala Gly Arg Ala Gly
385 390 395 400

Gly Thr Met Thr Gly Val Leu Ser Ala Ala Asn Glu Lys Ala Val Glu
405 410 415

Met Phe Ile Asp Glu Lys Ile Ser Tyr Leu Asp Ile Phe Lys Val Val
420 425 430

Glu Leu Thr Cys Asp Lys His Arg Asn Glu Leu Val Thr Ser Pro Ser
435 440 445

Leu Glu Glu Ile Val His Tyr Asp Leu Trp Ala Arg Glu Tyr Ala Ala
450 455 460

Asn Val Gln Leu Ser Ser Gly Ala Arg Pro Val His Ala
465 470 475

<210> 72

<211> 440

<212> PRT

<213> Leishmania infantum

<400> 72

Met His Ser Thr Arg His Ile Leu Arg Gln Arg Ala Val Leu Val Thr
1510 15

Gly Ala Arg Thr Pro Phe Val Lys Ser Phe Gly Ala Leu Met Lys Ala
20 25 30

Asp Thr Leu Glu Leu Ala Ser Ala Ser Val Ala Gly Leu Leu Asn Lys
35 40 45

Thr Ser Leu Asp Pro Arg Asp Ile Asp His Ile Val Trp Gly Asn Val
50 55 60

Val Leu Gln Gly Ser Ala His Asn Cys Ala Arg Glu Ile Val Ile Asp
65 70 75 80

Leu Asn Met Pro Lys Lys Ile Ile Gly Asn Leu Thr Ser Met Ala Cys
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Amended Sequence
85 90 95

Ala Ser Gly Leu Ser Ser Leu Ser Gln Ala Cys Met Leu Ile Glu Gly
100 105 110

Gly His Ala Asp Val Val Ile Ala Gly Gly Ser Asp Ser Val Ser Asn
115 120 125

Thr Glu Val Pro Leu Pro Arg Ser Val Thr Tyr Gly Leu Met Met Ala
130 135 140

Gln Arg Lys Gly Val Met Gly Phe Phe Lys Glu Ala Gly Tyr Asn Pro
145 150 155 160

Phe Lys Trp Phe Pro Gly Gly Ile Ala Leu Thr Glu Arg Ser Thr Gly
165 170 175

Lys Thr Met Gly Trp His Gly Asp Leu Ile Ala Glu Leu Asn Ser Ile
180 185 190

Ser Arg Asp Asp Gln Glu Ala Leu Ala Val Ala Ser His Ala Asn Ala
195 200 205

Ala Arg Ala Glu Lys Ala Gly Tyr Phe Lys Glu Glu Ile Val Pro Val
210 215 220

Thr Ile Asp Lys Lys Gly Lys Lys Thr Glu Val Thr Cys Asp Asp Val
225 230 235 240

Met Gln Arg Asp Thr Glu Lys Met Lys Ala Lys Met Pro Ser Leu Lys
245 250 255

Pro Val Phe Arg Lys Glu Gly Gly Thr Ile Thr Ala Ala Thr Ser Ser
260 265 270

Thr Leu Thr Asp Gly Gly Ser Ala Met Leu Val Met Ser Glu Glu Lys
275 280 285

Ala Lys Lys Leu Gly Tyr Pro Thr Asp Val Cys Val Lys Ser Trp Tyr
290 295 300

Phe Ser Gly Ile Asp Pro Tyr Pro Gln Leu Leu Leu Ala Pro Val Leu
305 310 315 320

Gly Trp Gly Pro Ala Leu Lys Lys Ala Gly Leu Thr Pro Lys Asp Ile
325 330 335

Asp Leu Tyr Glu Ile His Glu Ala Phe Ala Ala Gln Val Leu Ala Thr
340 345 350

Ile Lys Cys Leu Lys Ser Gln Glu Phe Phe Asp Arg Tyr Ala Asn Gly
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Amended Sequence
355 360 365

Ala Lys Pro Val Leu Thr Glu Asp Ile Asp Leu Ser Lys Leu Asn Val
370 375 380

Asn Gly Gly Ser Leu Ala Leu Gly His Pro Phe Ala Ala Thr Gly Gly
385 390 395 400

Arg Ile Val Ile Ser Leu Ala Asn Glu Leu Arg Arg Ser Gly Lys Arg
405 410 415

His Gly Leu Val Ser Ile Cys Ala Ala Gly Gly Leu Gly Gly Val Ala
420 425 430

Ile Leu Glu His Thr Ala Ser Lys
435 440

<210> 73

<211> 527

<212> PRT

<213> Saccharomyces cerevisiae

<400> 73

Met Ala Ala Asp Gln Leu Val Lys Thr Glu Val Thr Lys Lys Ser Phe
1510 15

Thr Ala Pro Val Gln Lys Ala Ser Thr Pro Val Leu Thr Asn Lys Thr
20 25 30

Val Ile Ser Gly Ser Lys Val Lys Ser Leu Ser Ser Ala Gln Ser Ser
35 40 45

Ser Ser Gly Pro Ser Ser Ser Ser Glu Glu Asp Asp Ser Arg Asp Ile
50 55 60

Glu Ser Leu Asp Lys Lys Ile Arg Pro Leu Glu Glu Leu Glu Ala Leu
65 70 75 80

Leu Ser Ser Gly Asn Thr Lys Gln Leu Lys Asn Lys Glu Val Ala Ala
85 90 95

Leu Val Ile His Gly Lys Leu Pro Leu Tyr Ala Leu Glu Lys Lys Leu
100 105 110

Gly Asp Thr Thr Arg Ala Val Ala Val Arg Arg Lys Ala Leu Ser Ile
115 120 125

Leu Ala Glu Ala Pro Val Leu Ala Ser Asp Arg Leu Pro Tyr Lys Asn
130 135 140

Tyr Asp Tyr Asp Arg Val Phe Gly Ala Cys Cys Glu Asn Val Ile Gly
145 150 155 160
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Amended Sequence

Tyr Met Pro Leu Pro Val Gly Val Ile Gly Pro Leu Val Ile Asp Gly
165 170 175

Thr Ser Tyr His Ile Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala
180 185 190

Ser Ala Met Arg Gly Cys Lys Ala Ile Asn Ala Gly Gly Gly Ala Thr
195 200 205

Thr Val Leu Thr Lys Asp Gly Met Thr Arg Gly Pro Val Val Arg Phe
210 215 220

Pro Thr Leu Lys Arg Ser Gly Ala Cys Lys Ile Trp Leu Asp Ser Glu
225 230 235 240

Glu Gly Gln Asn Ala Ile Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe
245 250 255

Ala Arg Leu Gln His Ile Gln Thr Cys Leu Ala Gly Asp Leu Leu Phe
260 265 270

Met Arg Phe Arg Thr Thr Thr Gly Asp Ala Met Gly Met Asn Met Ile
275 280 285

Ser Lys Gly Val Glu Tyr Ser Leu Lys Gln Met Val Glu Glu Tyr Gly
290 295 300

Trp Glu Asp Met Glu Val Val Ser Val Ser Gly Asn Tyr Cys Thr Asp
305 310 315 320

Lys Lys Pro Ala Ala Ile Asn Trp Ile Glu Gly Arg Gly Lys Ser Val
325 330 335

Val Ala Glu Ala Thr Ile Pro Gly Asp Val Val Arg Lys Val Leu Lys
340 345 350

Ser Asp Val Ser Ala Leu Val Glu Leu Asn Ile Ala Lys Asn Leu Val
355 360 365

Gly Ser Ala Met Ala Gly Ser Val Gly Gly Phe Asn Ala His Ala Ala
370 375 380

Asn Leu Val Thr Ala Val Phe Leu Ala Leu Gly Gln Asp Pro Ala Gln
385 390 395 400

Asn Val Glu Ser Ser Asn Cys Ile Thr Leu Met Lys Glu Val Asp Gly
405 410 415

Asp Leu Arg Ile Ser Val Ser Met Pro Ser Ile Glu Val Gly Thr Ile

420 425 430
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Amended Sequence

Gly Gly Gly Thr Val Leu Glu Pro Gln Gly Ala Met Leu Asp Leu Leu
435 440 445

Gly Val Arg Gly Pro His Ala Thr Ala Pro Gly Thr Asn Ala Arg Gln
450 455 460

Leu Ala Arg Ile Val Ala Cys Ala Val Leu Ala Gly Glu Leu Ser Leu
465 470 475 480

Cys Ala Ala Leu Ala Ala Gly His Leu Val Gln Ser His Met Thr His
485 490 495

Asn Arg Lys Pro Ala Glu Pro Thr Lys Pro Asn Asn Leu Asp Ala Thr
500 505 510

Asp Ile Asn Arg Leu Lys Asp Gly Ser Val Thr Cys Ile Lys Ser
515 520 525

<210> 74

<211> 1226

<212> PRT

<213> Ganoderma lucidum

<400> 74

Met Arg Ala Val Leu Arg Leu Leu Ser Thr His Thr Val Phe Ser Pro
1510 15

Ile Glu Thr Ile Val Ser Val Phe Val Leu Ala Thr Leu Ala Tyr Phe
20 25 30

His Ile Leu Ser Gly Ile Lys His Ser Ser Phe Phe Ala Ser Ser His
35 40 45

Pro Pro Ala Ile Arg Pro Ala Phe Ala His Leu Thr Asn Gly Glu Trp
50 55 60

Val Ala Val Ser Gln His Asp Trp Thr Glu Ala Trp Lys His Pro Gly
65 70 75 80

Gly Ser Leu Asp Ala Leu Glu Leu Gln Gln Val Val Phe Thr Leu Asp
85 90 95

Asp Lys Thr Gln Pro Ser Ala Val Leu Asp Ala Ser Ala Ile Ser Gln
100 105 110

His Leu Val Ser Asn Val Pro Ala Leu Ser Gly Lys Ala Tyr Ser Ser
115 120 125

Leu Cys His His Pro Asn Val Ser Gly Thr Ser Cys Phe Thr Ser Val
130 135 140
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Amended Sequence

Ser Gly Pro Gly Ala Ser Pro Ile Leu Thr Leu Ser Phe Lys Pro Gly
145 150 155 160

Thr Arg Asp Asp Trp Leu Gly Ser Leu Arg Lys Glu Lys Thr Ile Thr
165 170 175

Leu Asp Gly Val Lys Tyr Asp Val Gly Ala Gly Lys Arg Gln Glu Ser
180 185 190

Ile Gly Asp Met Glu Ser Ser Lys Trp Val Ala Tyr Ala Leu Ser Ala
195 200 205

Leu Val Leu Arg Phe Trp Glu Leu Thr Lys Ala Asp Ser Leu Asp Ile
210 215 220

Leu Val Val Leu Thr Gly Tyr Ile Leu Met His Val Thr Phe Met Arg
225 230 235 240

Leu Phe Leu Ala Ser Arg Ala Leu Gly Ser Asn Phe Trp Leu Ser Ala
245 250 255

Gly Tle Phe Ser Ser Ala Thr Ile Ser Phe Leu Phe Thr Leu Pro Met
260 265 270

Cys Arg Ser Met Asp Ile Pro Leu Asp Pro Ile Ala Leu Thr Glu Ala
275 280 285

Leu Pro Phe Leu Val Cys Thr Val Gly Phe Asp Lys Pro Leu Arg Leu
290 295 300

Ala Arg Ala Val Met Ala His Pro Asn Ile Leu Lys Pro Gln Asp Asp
305 310 315 320

Gly Arg Met Lys Ala Ala Gly Asp Val Ile Leu Glu Ala Leu Asp Arg
325 330 335

Val Gly Asn Met Ile Leu Arg Asp Tyr Ala Leu Glu Ile Ala Val Leu
340 345 350

Phe Val Gly Val Asn Ser Arg Val Gly Gly Leu Lys Glu Phe Cys Ala
355 360 365

Val Ala Ala Ala Leu Leu Ala Met Asp Arg Leu Met Thr Phe Thr Leu
370 375 380

Tyr Thr Ala Val Leu Thr Ile Met Val Glu Val Arg Arg Ile Lys Lys
385 390 395 400

Val Arg Asp Met Thr Lys Ala Arg Ser Arg Ser Ser Ser Ile Thr Ala
405 410 415
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Amended Sequence

Val Thr Ala Asn Gly Thr Ala Ile Arg Gly Val Leu Ser Arg Lys Ser
420 425 430

Ser Lys Gln Ser Val Thr Glu Pro Glu Thr Thr Lys Asn Leu Arg Gln
435 440 445

Arg Ala Thr Asp Ser Ala Ile Gly Val Lys Gly Ser Leu Leu Lys Asp
450 455 460

Gly Gly Arg Leu Gln Glu Ala Glu Glu Asn Pro Met Ala Arg Leu Lys
465 470 475 480

Leu Leu Leu Ile Ala Ser Phe Leu Thr Leu His Ile Leu Asn Phe Cys
485 490 495

Thr Thr Leu Thr Ser Ala Thr Ala Asn Ala Arg His Gln Arg His Pro
500 505 510

Phe Arg Thr Val Gln Glu Val Val Pro Ile Pro Arg Val Asp Ile Thr
515 520 525

Thr Pro Ala Ile Ala Asn Ile Leu Ser His Leu Ala Val Ala Gln Glu
530 535 540

Pro Met Phe Thr Val Val Gly Ser Glu Pro Ile Glu Leu Leu Val Lys
545 550 555 560

Val Ala Ala Pro Val Tyr Val His Ala Leu Pro Leu Ala Pro Ala Leu
565 570 575

Arg Ala Ser Asn Thr Asn Thr Gly Glu Ala Ile Glu Asn Phe Met Ser
580 585 590

Ser Trp Ser Ser Leu Val Gly Asp Pro Val Val Ser Lys Trp Ile Val
595 600 605

Ala Leu Leu Ala Val Ser Val Ala Leu Asn Gly Tyr Leu Leu Lys Gly
610 615 620

Ile Ala Ala Gly Ser Gly Leu Ala Ala Met Arg Ala Val Arg Ser Gln
625 630 635 640

Gly Val Arg Phe Arg Ser Arg Ala Arg Ser Ile Val Lys Ile Ser Asp
645 650 655

Glu Pro Glu Pro Glu Pro Glu His Ser Ile Asp Pro Ala Pro Val Val
660 665 670

Phe Phe Ala Ser Ala Ala Pro Ala Val Glu Ala Pro Ala Pro Ala Pro
675 680 685
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Amended Sequence

Ala Pro Glu Pro Glu Pro Pro Val Asn Arg Pro Pro Pro Leu Thr Ile
690 695 700

Phe Ser Arg Pro Leu Asn Leu Glu Thr Val Asp Lys Lys Leu Gln Asp
705 710 715 720

Ala Leu Pro Ile Arg Ser Pro Pro Pro Val Glu Pro Ile Thr Pro Glu
725 730 735

Ser Arg Glu Val Glu Pro Thr Gln Val Glu Val Arg Ser Leu Ala Glu
740 745 750

Cys Val Asp Val Phe Glu Asn Gly Pro Arg Pro Val Ser Val Ala Leu
755 760 765

Lys Thr Leu Asn Asp Glu Glu Val Ile Leu Leu Cys Gln Thr Gly Lys
770 775 780

Ile Ala Pro Tyr Ala Leu Val Lys Met Leu Ala Asp Phe Asp Arg Ala
785 790 795 800

Val Arg Val Arg Arg Ala Leu Ile Ser Arg Ala Ser Arg Thr Lys Thr
805 810 815

Leu Glu Asn Ser Leu Val Pro Met Lys Asp Tyr Asp Tyr Ala Arg Val
820 825 830

Met Gly Ala Cys Cys Glu Asn Val Ile Gly Tyr Met Pro Leu Pro Leu
835 840 845

Gly Ile Ala Gly Pro Leu Lys Ile Asp Gly Leu Met Tyr Pro Ile Pro
850 855 860

Met Ala Thr Ala Glu Gly Thr Leu Val Ala Ser Thr Ser Arg Gly Cys
865 870 875 880

Lys Ala Leu Asn Ala Gly Gly Gly Val Thr Thr Val Leu Thr Ala Asp
885 890 895

Gly Met Thr Arg Gly Pro Ala Ile Asp Phe Pro Ser Ile Val Arg Ala
900 905 910

Ala Glu Ala Lys Ala Phe Ile Glu Ser Glu Asp Gly Tyr Ala Thr Ile
915 920 925

Arg Glu Ala Phe Glu Ser Thr Ser Arg Phe Ala Lys Leu Gln Lys Ile
930 935 940

Lys Cys Ala Leu Ala Gly Arg Thr Leu Phe Val Arg Phe Ala Thr Arg
945 950 955 960
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Amended Sequence

Thr Gly Asp Ala Met Gly Met Asn Met Ile Ser Lys Ala Thr Glu Lys
965 970 975

Ala Leu Asp Val Leu Ser His Glu Phe Pro Glu Met Val Val Leu Ala
980 985 990

Leu Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala Ile Ser Trp
995 1000 1005

Ile Glu Gly Arg Gly Lys Ser Ile Val Ala Glu Ala Val Ile Pro
1010 1015 1020

Gly Lys Val Val Lys Ser Val Leu Lys Thr Thr Val Glu Ser Leu
1025 1030 1035

Cys Asn Val Asn Thr Lys Lys Asn Leu Ile Gly Ser Ala Met Ala
1040 1045 1050

Gly Ser Val Gly Gly Phe Asn Ala His Ala Ala Asn Ile Leu Thr
1055 1060 1065

Ala Val Phe Leu Ala Thr Gly Gln Asp Pro Ala Gln Asn Val Glu
1070 1075 1080

Ser Ser Asn Cys Met Thr Leu Met Glu Pro Thr Asn Gly Gly Glu
1085 1090 1095

Asp Leu Leu Met Thr Ile Ser Met Pro Cys Ile Glu Val Gly Thr
1100 1105 1110

Val Gly Gly Gly Thr Ile Leu Glu Pro Gln Gly Ala Val Leu Asp
1115 1120 1125

Leu Leu Gly Val Arg Gly Ala His Pro Thr Asn Pro Gly Gln Asn
1130 1135 1140

Ala Gln Gln Leu Ala Arg Ile Ile Ala Ser Ala Val Met Ala Gly
1145 1150 1155

Glu Leu Ser Leu Ile Ser Ala Leu Ala Ala Gly His Leu Val Arg
1160 1165 1170

Ala His Leu Ala His Asn Arg Ser Gln Leu Asn Thr Pro Met Pro
1175 1180 1185

Ser Arg Pro His Thr Pro Gly Pro Glu Asp Val Ser His Val Gln
1190 1195 1200

Gln Leu Pro Thr Pro Ser Ala Ser Asp Asp Lys Gly Val Thr Ala
1205 1210 1215
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Amended Sequence

Gln Gly Tyr Val Val Glu Ala Lys
1220 1225

<210> 75

<211> 888

<212> PRT

<213> Bos taurus

<400> 75

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His
1510 15

Pro Trp Glu Val Ile Val Gly Thr Val Thr Leu Thr Ile Cys Met Met
20 25 30

Ser Met Asn Met Phe Thr Gly Asn Asn Lys Ile Cys Gly Trp Asn Tyr
35 40 45

Glu Cys Pro Lys Leu Glu Glu Asp Val Leu Ser Ser Asp Ile Ile Ile
50 55 60

Leu Thr Ile Thr Arg Cys Ile Ala Ile Leu Tyr Ile Tyr Phe Gln Phe
65 70 75 80

Gln Asn Leu Arg Gln Leu Gly Ser Lys Tyr Ile Leu Gly Ile Ala Gly
85 90 95

Leu Phe Thr Ile Phe Ser Ser Phe Val Phe Ser Thr Val Val Ile His
100 105 110

Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe
115 120 125

Leu Leu Leu Val Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala
130 135 140

Leu Ser Ser Asn Ser Gln Asp Glu Val Arg Glu Asn Ile Ala Arg Gly
145 150 155 160

Met Ala Ile Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys
165 170 175

Leu Val Ile Gly Val Gly Thr Met Ser Gly Val Arg Gln Leu Glu Ile
180 185 190

Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe
195 200 205

Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg
210 215 220
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Amended Sequence
Glu Ser Arg Glu Gly Arg Pro Ile Trp Gln Leu Ser His Phe Ala Arg
225 230 235 240

Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gln Arg Val
245 250 255

Lys Met Ile Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg
260 265 270

Trp Ile Ala Asp Pro Ser Pro Gln Asn Ser Thr Ala Asp Asn Ser Lys
275 280 285

Val Ser Leu Gly Leu Asp Glu Asn Val Ser Lys Arg Ile Glu Pro Ser
290 295 300

Val Ser Leu Trp Gln Phe Tyr Leu Ser Lys Met Ile Ser Met Asp Ile
305 310 315 320

Glu Gln Val Ile Thr Leu Ser Leu Ala Leu Leu Leu Ala Val Lys Tyr
325 330 335

Ile Phe Phe Glu Gln Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn
340 345 350

Pro Ile Thr Ser Pro Val Val Thr Gln Lys Lys Ile Thr Asp Asp Cys
355 360 365

Cys Arg Arg Asp Pro Val Leu Val Arg Asn Asp Gln Lys Phe His Ala
370 375 380

Met Glu Glu Glu Thr Arg Lys Asn Arg Glu Arg Lys Val Glu Val Ile
385 390 395 400

Lys Pro Leu Leu Ala Glu Asn Asp Thr Ser His Arg Ala Thr Phe Val
405 410 415

Val Gly Asn Ser Ser Leu Leu Gly Thr Ser Leu Glu Leu Glu Thr Gln
420 425 430

Glu Pro Glu Met Glu Leu Pro Val Glu Pro Arg Pro Asn Glu Glu Cys
435 440 445

Leu Gln Ile Leu Glu Asn Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp
450 455 460

Ala Glu Ile Ile Gln Leu Val Asn Ala Lys His Ile Pro Ala Tyr Lys
465 470 475 480

Leu Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser Ile Arg Arg
485 490 495
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Amended Sequence
Gln Leu Leu Ser Lys Lys Leu Pro Glu Pro Ser Ser Leu Gln Tyr Leu
500 505 510

Pro Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu
515 520 525

Asn Val Ile Gly Tyr Met Pro Ile Pro Val Gly Val Ala Gly Pro Leu
530 535 540

Cys Leu Asp Gly Lys Glu Phe Gln Val Pro Met Ala Thr Thr Glu Gly
545 550 555 560

Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala Ile Gly Leu Gly
565 570 575

Gly Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro
580 585 590

Val Val Arg Phe Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp
595 600 605

Leu Glu Thr Pro Glu Gly Phe Thr Val Ile Lys Glu Ala Phe Asp Ser
610 615 620

Thr Ser Arg Val Ala Arg Leu Gln Lys Leu His Met Ser Val Ala Gly
625 630 635 640

Arg Asn Leu Tyr Ile Arg Phe Gln Ser Arg Ser Gly Asp Ala Met Gly
645 650 655

Met Asn Met Ile Ser Lys Gly Thr Glu Lys Ala Leu Ser Lys Leu Gln
660 665 670

Glu Tyr Phe Pro Glu Met Gln Ile Leu Ala Val Ser Gly Asn Tyr Cys
675 680 685

Thr Asp Lys Lys Pro Ala Ala Ile Asn Trp Ile Glu Gly Arg Gly Lys
690 695 700

Ser Val Val Cys Glu Ala Val Ile Pro Ala Lys Val Val Arg Glu Val
705 710 715 720

Leu Lys Thr Thr Thr Glu Ala Met Ile Glu Val Asn Ile Asn Lys Asn
725 730 735

Leu Val Gly Ser Ala Met Ala Gly Ser Ile Gly Gly Tyr Asn Ala His
740 745 750

Ala Ala Asn Ile Val Thr Ala Ile Tyr Ile Ala Cys Gly Gln Asp Ala
755 760 765
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Amended Sequence
Ala Gln Asn Val Gly Ser Ser Asn Cys Ile Thr Leu Met Glu Ala Ser
770 775 780

Gly Pro Thr Asn Glu Asp Leu Tyr Ile Ser Cys Thr Met Pro Ser Ile
785 790 795 800

Glu Ile Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gln Gln Ala
805 810 815

Cys Leu Gln Met Leu Gly Val Gln Gly Ala Cys Arg Asp Asn Pro Gly
820 825 830

Glu Asn Ala Arg Gln Leu Ala Arg Ile Val Cys Gly Thr Val Met Ala
835 840 845

Gly Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg
850 855 860

Ser His Met Ile His Asn Arg Ser Lys Ile Asn Leu Gln Asp Leu Gln
865 870 875 880

Gly Thr Cys Thr Lys Lys Ala Ala
885

<210> 76

<211> 567

<212> PRT

<213> Artemisia annua

<400> 76

Met Asp Leu Arg Arg Lys Leu Pro Pro Lys Pro Pro Ser Ser Thr Thr
1510 15

Thr Lys Gln Pro Ser His Arg Ser His Ser Pro Thr Pro Ile Pro Lys
20 25 30

Ala Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Thr Phe Phe
35 40 45

Phe Thr Leu Phe Phe Ser Val Ala Tyr Tyr Leu Leu His Arg Trp Arg
50 55 60

Asp Lys Ile Arg Ser Gly Thr Pro Leu His Val Val Thr Leu Thr Glu
65 70 75 80

Leu Ser Ala Ile Val Leu Leu Ile Ala Ser Phe Ile Tyr Leu Leu Gly
85 90 95

Phe Phe Gly Ile Asp Phe Val Gln Ser Phe Thr Ser Arg Glu Asn Glu
100 105 110

Gln Leu Asn Asn Asp Asp His Asn Val Val Ser Thr Asn Asn Val Leu
Page 149

RECTIFIED SHEET (RULE 91) ISA/EP



PCT/EP 2014/052 363 - 08-06-2015
Page 151 of 219

Amended Sequence
115 120 125

Ser Asp Arg Arg Leu Val Tyr Asp Tyr Gly Phe Asp Val Thr Gly Asp
130 135 140

Asn Asp Asn Asp Asn Asp Asp Asp Val Ile Val Lys Ser Val Val Ser
145 150 155 160

Gly Glu Val Asn Ser Tyr Ser Leu Glu Ala Ser Leu Gly Asp Cys Tyr
165 170 175

Arg Ala Ala Lys Ile Arg Lys Arg Ala Val Glu Arg Ile Val Gly Arg
180 185 190

Glu Val Leu Gly Leu Gly Phe Glu Gly Phe Asp Tyr Glu Ser Ile Leu
195 200 205

Gly Gln Cys Cys Glu Met Pro Ile Gly Tyr Val Gln Val Pro Val Gly
210 215 220

Val Ala Gly Pro Leu Leu Leu Asn Gly Gly Glu Phe Met Val Pro Met
225 230 235 240

Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Lys
245 250 255

Ala Ile Cys Leu Ser Gly Gly Ala Thr Ala Ile Leu Leu Lys Asp Gly
260 265 270

Met Thr Arg Ala Pro Val Val Arg Phe Ala Thr Ala Glu Arg Ala Ser
275 280 285

Gln Leu Lys Phe Tyr Leu Glu Asp Gly Val Asn Phe Asp Thr Leu Ser
290 295 300

Val Val Phe Asn Lys Ser Ser Arg Phe Ala Arg Leu Gln Asn Ile Gln
305 310 315 320

Cys Ser Ile Ala Gly Lys Asn Leu Tyr Ile Arg Phe Thr Cys Ser Thr
325 330 335

Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Gly Val Gln Asn Val
340 345 350

Leu Asp Phe Leu Gln Asn Asp Phe Pro Asp Met Asp Val Ile Gly Ile
355 360 365

Ser Trp Lys Phe Cys Ser Asp Lys Lys Pro Thr Ala Val Asn Trp Ile
370 375 380

Glu Gly Arg Gly Lys Ser Val Val Phe Gln Ala Val Ile Thr Lys Lys
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Amended Sequence
385 390 395 400

Val Val Arg Lys Ser Ala Leu Asn Pro Gln Thr Cys Thr Cys Arg Thr
405 410 415

Leu Thr Cys Leu Arg Pro Leu Leu Val Leu Leu Leu Leu Val Leu Leu
420 425 430

Val Asp Leu Met His Met Leu His Ile Val Ser Ala Val Phe Ile Ala
435 440 445

Thr Gly Gln Asp Pro Ala Gln Asn Ile Glu Ser Ser His Cys Ile Thr
450 455 460

Met Met Glu Ala Val Asn Asn Gly Lys Asp Leu His Val Asn Val Thr
465 470 475 480

Met Pro Ser Ile Glu Val Gly Thr Val Gly Gly Gly Thr Gln Leu Ala
485 490 495

Ser Gln Ser Ala Cys Leu Asn Leu Leu Gly Val Lys Gly Ala Cys Ile
500 505 510

Glu Ser Pro Gly Ser Asn Ala Gln Leu Leu Ala Arg Ile Val Ala Gly
515 520 525

Ser Val Leu Ala Gly Glu Leu Ser Leu Met Ser Ala Ile Ser Ala Gly
530 535 540

Gln Leu Val Lys Ser His Met Lys Tyr Asn Arg Ser Ser Arg Asp Met
545 550 555 560

Ser Ala Ile Ala Ser Lys Val
565

<210> 77

<211> 435

<212> PRT

<213> Trypanosoma cruzi

<400> 77

Met Phe Arg Arg Ala Ile Leu Leu Gly Cys Ser Ala Ala Lys Thr Pro
1510 15

Trp Ser Glu Cys Ser Asn Ala Gln Leu Val Asp Ala Val Lys Ser Arg
20 25 30

Lys Ile Ser Phe Tyr Gly Leu Glu Gln Ala Leu Glu Pro Asp Tyr Arg
35 40 45

Arg Ala Ile Glu Val Arg Arg Glu Val Val Ser Glu Ile Ala Ser Gln

50 55 60
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Amended Sequence

Gln Pro Glu Ala Lys Lys Lys Gln Ser Ala Leu His Thr Ile Pro Phe
65 70 75 80

Glu Asn Tyr Asp Trp Asn Lys Val Val Gly Gln Asn Cys Glu Asn Ile
85 90 95

Ile Gly Tyr Val Pro Ile Pro Leu Gly Val Ala Gly Pro Ile Leu Ile
100 105 110

Asp Gly Lys Glu Tyr Pro Ile Pro Met Ala Thr Thr Glu Gly Ala Leu
115 120 125

Val Ala Ser Thr His Arg Gly Ala Arg Ala Ile Thr Arg Ser Gly Gly
130 135 140

Cys Lys Thr Leu Leu Leu Gly Glu Gly Met Thr Arg Ala Pro Val Val
145 150 155 160

Glu Leu Pro Ser Leu Glu Glu Ala Gly Arg Leu His Lys Tyr Cys Asn
165 170 175

Glu Asn Phe Leu Ser Leu Lys Glu Ala Phe Glu Ser Thr Thr Gln Tyr
180 185 190

Gly Lys Leu Asn Ser Leu Lys Cys Val Leu Ala Gly Arg Lys Ala Tyr
195 200 205

Leu Arg Phe Arg Ala Thr Thr Gly Asp Ala Met Gly Met Asn Met Ile
210 215 220

Thr Lys Gly Val Asp Lys Ala Leu Ser Val Leu Gln Gln His Phe Pro
225 230 235 240

Ser Met Glu Ile Leu Ala Leu Ser Gly Asn Tyr Cys Thr Asp Lys Lys
245 250 255

Pro Ser Ala Val Asn Trp Ile Asp Gly Arg Gly Lys Ser Val Val Ala
260 265 270

Glu Ala Thr Leu Leu Ala Asp Val Val Glu Asp Thr Leu Lys Cys Thr
275 280 285

Val Asp Ser Leu Val Ser Leu Asn Ile Asp Lys Asn Leu Val Gly Ser
290 295 300

Ala Met Ala Gly Ser Val Gly Gly Phe Asn Ala Gln Ala Ala Asn Ala
305 310 315 320

Val Ala Ala Ile Phe Ile Ala Thr Gly Gln Asp Pro Ala Gln Val Val

325 330 335
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Amended Sequence

Glu Ser Ser Met Cys Ile Thr Thr Met Ser Lys Val Gly Asn Asp Leu
340 345 350

Leu Ile Ser Val Thr Met Pro Ser Ile Glu Val Gly Val Val Gly Gly
355 360 365

Gly Thr Gly Leu Ala Ala Gln Arg Gly Cys Leu Glu Leu Ile Gly Cys
370 375 380

Gly Gly Pro Ser Lys Glu Ser Pro Gly Thr Asn Ala Gln Leu Leu Ser
385 390 395 400

Arg Val Val Ala Ala Gly Val Leu Ser Ala Glu Leu Ser Leu Met Ser
405 410 415

Gly Leu Ala Ala Gly His Leu Leu Ser Ala His Met Arg Leu Asn Arg
420 425 430

Lys Lys Lys
435

<210> 78

<211> 426

<212> PRT

<213> Staphylococcus aureus

<400> 78

Met Gln Ser Leu Asp Lys Asn Phe Arg His Leu Ser Arg Gln Gln Lys
1510 15

Leu Gln Gln Leu Val Asp Lys Gln Trp Leu Ser Glu Glu Gln Phe Asn
20 25 30

Ile Leu Leu Asn His Pro Leu Ile Asp Glu Glu Val Ala Asn Ser Leu
35 40 45

Ile Glu Asn Val Ile Ala Gln Gly Ala Leu Pro Val Gly Leu Leu Pro
50 55 60

Asn Ile Ile Val Asp Asp Lys Ala Tyr Val Val Pro Met Met Val Glu
65 70 75 80

Glu Pro Ser Val Val Ala Ala Ala Ser Tyr Gly Ala Lys Leu Val Asn
85 90 95

Gln Thr Gly Gly Phe Lys Thr Val Ser Ser Glu Arg Ile Met Ile Gly
100 105 110

Gln Ile Val Phe Asp Gly Val Asp Asp Thr Glu Lys Leu Ser Ala Asp
115 120 125
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Amended Sequence

Ile Lys Ala Leu Glu Lys Gln Ile His Gln Ile Ala Asp Glu Ala Tyr
130 135 140

Pro Ser Ile Lys Ala Arg Gly Gly Gly Tyr Gln Arg Ile Ala Ile Asp
145 150 155 160

Thr Phe Pro Glu Gln Gln Leu Leu Ser Leu Lys Val Phe Val Asp Thr
165 170 175

Lys Asp Ala Met Gly Ala Asn Met Leu Asn Thr Ile Leu Glu Ala Ile
180 185 190

Thr Ala Phe Leu Lys Asn Glu Phe Pro Gln Ser Asp Ile Leu Met Ser
195 200 205

Ile Leu Ser Asn His Ala Thr Ala Ser Val Val Lys Val Gln Gly Glu
210 215 220

Ile Asp Val Lys Asp Leu Ala Arg Gly Glu Arg Thr Gly Glu Glu Val
225 230 235 240

Ala Lys Arg Met Glu Arg Ala Ser Val Leu Ala Gln Val Asp Ile His
245 250 255

Arg Ala Ala Thr His Asn Lys Gly Val Met Asn Gly Ile His Ala Val
260 265 270

Val Leu Ala Thr Gly Asn Asp Thr Arg Gly Ala Glu Ala Ser Ala His
275 280 285

Ala Tyr Ala Ser Lys Asp Gly Gln Tyr Arg Gly Ile Ala Thr Trp Arg
290 295 300

Tyr Asp Gln Glu Arg Gln Arg Leu Ile Gly Thr Ile Glu Val Pro Met
305 310 315 320

Thr Leu Ala Ile Val Gly Gly Gly Thr Lys Val Leu Pro Ile Ala Lys
325 330 335

Ala Ser Leu Glu Leu Leu Asn Val Glu Ser Ala Gln Glu Leu Gly His
340 345 350

Val Val Ala Ala Val Gly Leu Ala Gln Asn Phe Ala Ala Cys Arg Ala
355 360 365

Leu Val Ser Glu Gly Ile Gln Gln Gly His Met Ser Leu Gln Tyr Lys
370 375 380

Ser Leu Ala Ile Val Val Gly Ala Lys Gly Asp Glu Ile Ala Gln Val
385 390 395 400
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Amended Sequence

Ala Glu Ala Leu Lys Gln Glu Pro Arg Ala Asn Thr Gln Val Ala Glu
405 410 415

Arg Ile Leu Gln Asp Leu Arg Ser Gln Gln
420 425

<210> 79

<211> 481

<212> PRT

<213> Arabidopsis thaliana

<400> 79

Met His Ile Thr Lys Pro His Ala Ala Met Phe Ser Ser Pro Gly Met
1510 15

Gly His Val Ile Pro Val Ile Glu Leu Gly Lys Arg Leu Ser Ala Asn
20 25 30

Asn Gly Phe His Val Thr Val Phe Val Leu Glu Thr Asp Ala Ala Ser
35 40 45

Ala Gln Ser Lys Phe Leu Asn Ser Thr Gly Val Asp Ile Val Lys Leu
50 55 60

Pro Ser Pro Asp Ile Tyr Gly Leu Val Asp Pro Asp Asp His Val Val
65 70 75 80

Thr Lys Ile Gly Val Ile Met Arg Ala Ala Val Pro Ala Leu Arg Ser
85 90 95

Lys Ile Ala Ala Met His Gln Lys Pro Thr Ala Leu Ile Val Asp Leu
100 105 110

Phe Gly Thr Asp Ala Leu Cys Leu Ala Lys Glu Phe Asn Met Leu Ser
115 120 125

Tyr Val Phe Ile Pro Thr Asn Ala Arg Phe Leu Gly Val Ser Ile Tyr
130 135 140

Tyr Pro Asn Leu Asp Lys Asp Ile Lys Glu Glu His Thr Val Gln Arg
145 150 155 160

Asn Pro Leu Ala Ile Pro Gly Cys Glu Pro Val Arg Phe Glu Asp Thr
165 170 175

Leu Asp Ala Tyr Leu Val Pro Asp Glu Pro Val Tyr Arg Asp Phe Val
180 185 190

Arg His Gly Leu Ala Tyr Pro Lys Ala Asp Gly Ile Leu Val Asn Thr
195 200 205
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Amended Sequence
Trp Glu Glu Met Glu Pro Lys Ser Leu Lys Ser Leu Leu Asn Pro Lys
210 215 220

Leu Leu Gly Arg Val Ala Arg Val Pro Val Tyr Pro Ile Gly Pro Leu
225 230 235 240

Cys Arg Pro Ile Gln Ser Ser Glu Thr Asp His Pro Val Leu Asp Trp
245 250 255

Leu Asn Glu Gln Pro Asn Glu Ser Val Leu Tyr Ile Ser Phe Gly Ser
260 265 270

Gly Gly Cys Leu Ser Ala Lys Gln Leu Thr Glu Leu Ala Trp Gly Leu
275 280 285

Glu Gln Ser Gln Gln Arg Phe Val Trp Val Val Arg Pro Pro Val Asp
290 295 300

Gly Ser Cys Cys Ser Glu Tyr Val Ser Ala Asn Gly Gly Gly Thr Glu
305 310 315 320

Asp Asn Thr Pro Glu Tyr Leu Pro Glu Gly Phe Val Ser Arg Thr Ser
325 330 335

Asp Arg Gly Phe Val Val Pro Ser Trp Ala Pro Gln Ala Glu Ile Leu
340 345 350

Ser His Arg Ala Val Gly Gly Phe Leu Thr His Cys Gly Trp Ser Ser
355 360 365

Thr Leu Glu Ser Val Val Gly Gly Val Pro Met Ile Ala Trp Pro Leu
370 375 380

Phe Ala Glu Gln Asn Met Asn Ala Ala Leu Leu Ser Asp Glu Leu Gly
385 390 395 400

Ile Ala Val Arg Leu Asp Asp Pro Lys Glu Asp Ile Ser Arg Trp Lys
405 410 415

Ile Glu Ala Leu Val Arg Lys Val Met Thr Glu Lys Glu Gly Glu Ala
420 425 430

Met Arg Arg Lys Val Lys Lys Leu Arg Asp Ser Ala Glu Met Ser Leu
435 440 445

Ser Ile Asp Gly Gly Gly Leu Ala His Glu Ser Leu Cys Arg Val Thr
450 455 460

Lys Glu Cys Gln Arg Phe Leu Glu Arg Val Val Asp Leu Ser Arg Gly
465 470 475 480
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Amended Sequence
Ala

<210> 80

<211> 513

<212> PRT

<213> Arabidopsis thaliana

<400> 80

Met Gly Ala Tyr Glu Thr Glu Lys Pro Thr Lys Asp Ala Ala Ala Leu
1510 15

Glu Thr Gln Ser Pro Glu Asp Phe Asp Gln Pro Ser Pro Leu Arg Lys
20 25 30

Ile Ile Ser Val Ala Ser Ile Ala Ala Gly Val Gln Phe Gly Trp Ala
35 40 45

Leu Gln Leu Ser Leu Leu Thr Pro Tyr Val Gln Leu Leu Gly Ile Pro
50 55 60

His Lys Trp Ser Ser Leu Ile Trp Leu Cys Gly Pro Val Ser Gly Met
65 70 75 80

Ile Val Gln Pro Ile Val Gly Phe His Ser Asp Arg Cys Arg Ser Lys
85 90 95

Phe Gly Arg Arg Arg Pro Phe Ile Ala Thr Gly Ala Ala Leu Val Ala
100 105 110

Val Ala Val Phe Leu Ile Gly Tyr Ala Ala Asp Phe Gly Tyr Lys Met
115 120 125

Gly Asp Lys Leu Glu Glu Lys Val Lys Val Arg Ala Ile Gly Ile Phe
130 135 140

Ala Leu Gly Phe Trp Ile Leu Asp Val Ala Asn Asn Thr Leu Gln Gly
145 150 155 160

Pro Cys Arg Ala Phe Leu Ala Asp Leu Ala Ala Gly Asp Ala Lys Arg
165 170 175

Thr Arg Val Ala Asn Ala Phe Phe Ser Phe Phe Met Ala Val Gly Asn
180 185 190

Val Leu Gly Tyr Ala Ala Gly Ser Tyr Thr Asn Leu His Lys Met Phe
195 200 205

Pro Phe Thr Met Thr Lys Ala Cys Asp Ile Tyr Cys Ala Asn Leu Lys
210 215 220

Thr Cys Phe Phe Leu Ser Ile Thr Leu Leu Leu Ile Val Thr Val Thr
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Amended Sequence
225 230 235 240

Ser Leu Trp Tyr Val Asn Asp Lys Gln Trp Ser Pro Pro Pro Arg Asn
245 250 255

Ala Asp Asp Asp Glu Lys Thr Ser Ser Val Pro Leu Phe Gly Glu Ile
260 265 270

Phe Gly Ala Phe Lys Val Met Lys Arg Pro Met Trp Met Leu Leu Ile
275 280 285

Val Thr Ala Leu Asn Trp Ile Ala Trp Phe Pro Phe Leu Leu Phe Asp
290 295 300

Thr Asp Trp Met Gly Arg Glu Val Phe Gly Gly Asp Ser Asp Gly Asn
305 310 315 320

Glu Arg Ser Lys Lys Leu Tyr Ser Leu Gly Val Gln Ser Gly Ala Met
325 330 335

Gly Leu Met Phe Asn Ser Ile Val Leu Gly Phe Met Ser Leu Gly Val
340 345 350

Glu Trp Ile Gly Arg Lys Leu Gly Gly Ala Lys Arg Leu Trp Gly Ile
355 360 365

Val Asn Phe Ile Leu Ala Ala Gly Leu Ala Met Thr Val Leu Val Thr
370 375 380

Lys Phe Ala Glu Asp His Arg Lys Thr Ala Gly Asp Leu Ala Gly Pro
385 390 395 400

Ser Ala Ser Val Lys Ala Gly Ala Leu Ser Leu Phe Ala Val Leu Gly
405 410 415

Ile Pro Leu Ala Ile Thr Phe Ser Thr Pro Phe Ala Leu Ala Ser Ile
420 425 430

Phe Ser Ser Cys Ser Gly Ala Gly Gln Gly Leu Ser Leu Gly Val Leu
435 440 445

Asn Leu Ala Ile Val Ile Pro Gln Met Ile Val Ser Leu Gly Gly Gly
450 455 460

Pro Phe Asp Ala Leu Phe Gly Gly Gly Asn Leu Pro Ala Phe Ile Val
465 470 475 480

Ala Ala Ile Ala Ala Ala Ile Ser Gly Val Leu Ala Leu Thr Val Leu
485 490 495

Pro Ser Pro Pro Pro Asp Ala Pro Lys Ala Thr Thr Met Gly Gly Phe
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Amended Sequence
500 505

510

His

<210> 81

<211> 806

<212> PRT

<213> Coffea arabica

<400> 81

Met Ala Glu Arg Val Leu Thr Arg Val His Ser Leu Arg Glu Arg Leu
1510 15

Asp Ala Thr Leu Ala Ala His Arg Asn Asp Val Leu Leu Phe Met Ser
20 25 30

Arg Leu Glu Thr His Gly Lys Gly Ile Leu Lys Pro His Gln Leu Leu
35 40 45

Ala Glu Phe Glu Glu Ile Asn Lys Asp Gly Lys Gln Lys Ile His Asp
50 55 60

His Ala Phe Glu Glu Val Leu Lys Ser Thr Gln Glu Ala Ile Val Leu
65 70 75 80

Pro Pro Trp Val Ala Leu Ala Ile Arg Leu Arg Pro Gly Val Trp Glu
85 90 95

Tyr Val Arg Val Asn Val His Ala Leu Val Val Glu Glu Leu Thr Val
100 105 110

Pro Glu Tyr Leu His Phe Lys Glu Glu Leu Val Asp Gly Ser Lys Asn
115 120 125

Gly Asn Phe Val Leu Glu Leu Asp Phe Glu Pro Phe Thr Ala Ser Phe
130 135 140

Pro Lys Pro Thr Leu Thr Lys Tyr Ile Gly Asp Gly Val Glu Phe Leu
145 150 155 160

Asn Arg His Leu Ser Ala Lys Met Phe His Asp Lys Glu Ser Met Ala
165 170 175

Pro Leu Leu Asp Phe Leu Arg Val His Gln Tyr Lys Gly Lys Thr Met
180 185 190

Met Leu Asn Asp Arg Ile Lys Asp Leu Asn Thr Leu Gln Ala Val Leu
195 200 205

Arg Lys Ala Glu Glu Tyr Leu Thr Thr Leu Ser Ala Asp Thr Pro Tyr

210 215 220
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Amended Sequence

Ser Glu Phe Glu His Lys Phe Gln Glu Ile Gly Leu Glu Arg Gly Trp
225 230 235 240

Gly Asp Thr Ala Glu Arg Val Leu Glu Met Ile Cys Met Leu Leu Asp
245 250 255

Leu Leu Gly Ala Pro Asp Ser Cys Thr Leu Glu Lys Phe Leu Gly Arg
260 265 270

Ile Pro Met Val Phe Asn Val Val Ile Leu Ser Pro His Gly Tyr Phe
275 280 285

Ala Gln Glu Asn Val Leu Gly Tyr Pro Asp Thr Gly Gly Gln Val Val
290 295 300

Tyr Ile Leu Asp Gln Val Pro Ala Leu Glu Arg Glu Met Leu Lys Arg
305 310 315 320

Ile Lys Glu Gln Gly Leu Asp Val Lys Pro Arg Ile Leu Ile Ile Thr
325 330 335

Arg Leu Leu Pro Asp Ala Pro Gly Thr Thr Cys Gly Gln Arg Leu Glu
340 345 350

Lys Val Tyr Gly Ser Glu Tyr Ser His Ile Leu Arg Val Pro Phe Arg
355 360 365

Thr Glu Lys Gly Val Val Arg Lys Trp Ile Ser Arg Phe Glu Val Trp
370 375 380

Pro Tyr Met Glu Thr Phe Thr Glu Asp Val Ala Lys Glu Val Thr Ala
385 390 395 400

Glu Leu Gln Ala Lys Pro Asp Leu Val Ile Gly Asn Tyr Ser Glu Gly
405 410 415

Asn Leu Val Ala Ser Leu Leu Ala His Lys Leu Gly Val Thr Gln Cys
420 425 430

Thr Ile Ala His Ala Leu Glu Lys Thr Lys Tyr Pro Asp Ser Asp Ile
435 440 445

Tyr Leu Ser Lys Phe Asp Glu Lys Tyr His Phe Ser Cys Gln Phe Thr
450 455 460

Ala Asp Leu Ile Ala Met Asn His Thr Asp Phe Ile Ile Thr Ser Thr
465 470 475 480

Phe Gln Glu Ile Ala Gly Ser Lys Asp Thr Val Gly Gln Tyr Glu Ser

485 490 495
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Amended Sequence

His Met Ala Phe Thr Met Pro Gly Leu Tyr Arg Val Val His Gly Ile
500 505 510

Asp Val Phe Asp Pro Lys Phe Asn Ile Val Ser Pro Gly Ala Asp Thr
515 520 525

Asn Leu Tyr Phe Pro His Thr Glu Lys Glu Lys Arg Leu Thr Ser Phe
530 535 540

His Pro Glu Ile Glu Glu Leu Leu Phe Ser Asp Val Glu Asn Glu Glu
545 550 555 560

His Leu Cys Val Leu Lys Asp Lys Lys Lys Pro Ile Leu Phe Thr Met
565 570 575

Ala Arg Leu Asp Arg Val Lys Asn Leu Thr Gly Leu Val Glu Leu Tyr
580 585 590

Ala Lys Asn Pro Lys Leu Arg Glu Leu Val Asn Leu Val Val Val Gly
595 600 605

Gly Asp Arg Arg Lys Glu Ser Lys Asp Leu Glu Glu Gln Ala Glu Met
610 615 620

Lys Lys Met Tyr Ser Leu Ile Glu Thr Tyr Asn Leu Asn Gly Gln Phe
625 630 635 640

Arg Trp Ile Ser Ser Gln Met Asn Arg Val Arg Asn Gly Glu Leu Tyr
645 650 655

Arg Tyr Ile Ala Asp Thr Arg Gly Ala Phe Val Gln Pro Ala Phe Tyr
660 665 670

Glu Ala Phe Gly Leu Thr Val Val Glu Ala Met Thr Cys Gly Leu Pro
675 680 685

Thr Phe Ala Thr Asn His Gly Gly Pro Ala Glu Ile Ile Ile His Gly
690 695 700

Lys Ser Gly Phe His Ile Asp Pro Tyr His Gly Glu Gln Val Ser Glu
705 710 715 720

Leu Leu Ala Asn Phe Phe Glu Arg Cys Lys Lys Glu Pro Ser Tyr Trp
725 730 735

Asp Thr Ile Ser Ala Gly Gly Leu Lys Arg Ile Gln Glu Lys Tyr Thr
740 745 750

Trp Gln Ile Tyr Ser Asp Arg Leu Leu Thr Leu Ala Gly Val Tyr Gly

755 760 765
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Amended Sequence

Phe Trp Lys Cys Val Ser Lys Leu Asp Arg Gln Glu Ile Arg Arg Tyr
770 775 780

Leu Glu Met Phe Tyr Ala Leu Lys Tyr Arg Lys Leu Ala Glu Ala Val
785 790 795 800

Pro Leu Ala Val Asp Gln
805

<210>

<211>

<212>

<213>

82

19

DNA

Artificial sequence
<220>

<223> Synthetic oligonucleotide
<400> 82

tgaattcgtt aacgaattc 19
<210>

<211>

<212>

<213>

83

19

DNA

Artificial sequence
<220>

<223> Synthetic oligonucleotide
<400> 83

tgaattcgtt aacgaactc 19
<210>

<211>

<212>

<213>

84

19

DNA

Artificial sequence
<220>

<223> Synthetic oligonucleotide
<400> 84

tgaattcgtt aacgaagtc 19
<210>

<211>

<212>

<213>

85

19

DNA

Artificial sequence
<220>

<223> Synthetic oligonucleotide
<400> 85

tgaattcgtt aacgaaatt 19
<210>

<211>

<212>

<213>

86

473

PRT

RECTIFIED SHEET (RULE 91) ISA/EP
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Stevia rebaudiana
<400> 86
Page 162

RECTIFIED SHEET (RULE 91) ISA/EP
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Amended Sequence

Met Ala Thr Ser Asp Ser Ile Val Asp Asp Arg Lys Gln Leu His Val
1510 15

Ala Thr Phe Pro Trp Leu Ala Phe Gly His Ile Leu Pro Tyr Leu Gln
20 25 30

Leu Ser Lys Leu Ile Ala Glu Lys Gly His Lys Val Ser Phe Leu Ser
35 40 45

Thr Thr Arg Asn Ile Gln Arg Leu Ser Ser His Ile Ser Pro Leu Ile
50 55 60

Asn Val Val Gln Leu Thr Leu Pro Arg Val Gln Glu Leu Pro Glu Asp
65 70 75 80

Ala Glu Ala Thr Thr Asp Val His Pro Glu Asp Ile Pro Tyr Leu Lys
85 90 95

Lys Ala Ser Asp Gly Leu Gln Pro Glu Val Thr Arg Phe Leu Glu Gln
100 105 110

His Ser Pro Asp Trp Ile Ile Tyr Asp Tyr Thr His Tyr Trp Leu Pro
115 120 125

Ser Ile Ala Ala Ser Leu Gly Ile Ser Arg Ala His Phe Ser Val Thr
130 135 140

Thr Pro Trp Ala Ile Ala Tyr Met Gly Pro Ser Ala Asp Ala Met Ile
145 150 155 160

Asn Gly Ser Asp Gly Arg Thr Thr Val Glu Asp Leu Thr Thr Pro Pro
165 170 175

Lys Trp Phe Pro Phe Pro Thr Lys Val Cys Trp Arg Lys His Asp Leu
180 185 190

Ala Arg Leu Val Pro Tyr Lys Ala Pro Gly Ile Ser Asp Gly Tyr Arg
195 200 205

Met Gly Leu Val Leu Lys Gly Ser Asp Cys Leu Leu Ser Lys Cys Tyr
210 215 220

His Glu Phe Gly Thr Gln Trp Leu Pro Leu Leu Glu Thr Leu His Gln
225 230 235 240

Val Pro Val Val Pro Val Gly Leu Leu Pro Pro Glu Val Pro Gly Asp
245 250 255

Glu Lys Asp Glu Thr Trp Val Ser Ile Lys Lys Trp Leu Asp Gly Lys
260 265 270

Page 163
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Amended Sequence

Gln Lys Gly Ser Val Val Tyr Val Ala Leu Gly Ser Glu Val Leu Val
275 280 285

Ser Gln Thr Glu Val Val Glu Leu Ala Leu Gly Leu Glu Leu Ser Gly
290 295 300

Leu Pro Phe Val Trp Ala Tyr Arg Lys Pro Lys Gly Pro Ala Lys Ser
305 310 315 320

Asp Ser Val Glu Leu Pro Asp Gly Phe Val Glu Arg Thr Arg Asp Arg
325 330 335

Gly Leu Val Trp Thr Ser Trp Ala Pro Gln Leu Arg Ile Leu Ser His
340 345 350

Glu Ser Val Cys Gly Phe Leu Thr His Cys Gly Ser Gly Ser Ile Val
355 360 365

Glu Gly Leu Met Phe Gly His Pro Leu Ile Met Leu Pro Ile Phe Gly
370 375 380

Asp Gln Pro Leu Asn Ala Arg Leu Leu Glu Asp Lys Gln Val Gly Ile
385 390 395 400

Glu Ile Pro Arg Asn Glu Glu Asp Gly Cys Leu Thr Lys Glu Ser Val
405 410 415

Ala Arg Ser Leu Arg Ser Val Val Val Glu Lys Glu Gly Glu Ile Tyr
420 425 430

Lys Ala Asn Ala Arg Glu Leu Ser Lys Ile Tyr Asn Asp Thr Lys Val
435 440 445

Glu Lys Glu Tyr Val Ser Gln Phe Val Asp Tyr Leu Glu Lys Asn Thr
450 455 460

Arg Ala Val Ala Ile Asp His Glu Ser
465 470

<210> 87

<211> 21

<212> DNA

<213> Artificial sequence
<220>

<223> Synthetic oligonucleotide
<400> 87

cggtaggtat tgattgtaat t 21
<210> 88

<211> 21

<212>

DNA

Page 164
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<213> Artificial sequence

<220>

<223> Synthetic oligonucleotide

<400> 88

cttttcggtt agagcggatg t 21

<210> 89

<211> 1422

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 89

atggctacat
tggcttgett
ggacataaag
tcaccattga
gctgaagcta
ggattacagc
gactacactc
ttcagtgtaa
aacggcagtg
tttccaacta
ccaggaatct
tctaagtgtt
gttcctgteg
acttgggttt
gcactgggtt
gaactatctg
gattcagttg
acttcatggg
cattgtggtt
ccaatctttg
gaaatcccac
cgttcegttyg
aagatctaca
gagaaaaacg

<210>
90
Page 165

ctgattctat
tcggtcatat
tgtcattcct
ttaacgtcgt
caacagatgt
ctgaggtcac
actattggtt
ccacaccttg
atggtagaac
aagtctgttg
cagacggcta
accatgagtt
taccagttgg
caatcaaaaa
ccgaagtttt
gattgccatt
aattgccaga
ctccacaatt
ctggttctat
gtgaccagcce
gtaatgagga
tcgttgaaaa
atgacacaaa
ctagagccgt

tgttgatgac
actgccttac
ttcaacaact
tcaattgaca
gcatcctgaa
tagattcctt
gccttcaatt
ggccattgcet
taccgttgaa
gagaaaacac
tagaatgggt
tgggacacaa
tctattacct
gtggttagac
agtatctcaa
tgtctgggcece
cggctttgte
gagaatcctg
agttgaagga
tttgaatgca
agatggatgt
ggaaggcgaa
agtagagaag
agctattgat

aggaagcagt
ctacaactat
agaaacattc
cttccaagag
gatatccctt
gagcaacaca
gcagcatcac
tacatgggtc
gatttgacaa
gacttagcaa
ttagtcctta
tggctaccac
ccagaaatcc
gggaagcaaa
acagaagttg
tacagaaaac
gagagaacta
agtcacgaat
ctgatgtttg
cgtectgttag
ttaaccaagg
atctacaagg
gaatatgttt
catgaatcct

tgcatgtggce
caaaactgat
aaagattatc
tacaggaatt
acttgaaaaa
gtccagattg
taggcatttc
catccgctga
ccccaccaaa
gactggttcce
aagggtctga
ttttggaaac
ctggtgatga
aaggctcagt
tggaacttgce
caaaaggccc
gagatagagg
ctgtgtgegg
gtcatccact
aagataaaca
agtctgtgge
ccaatgccceg
ctcaatttgt
aa 1422

RECTIFIED SHEET (RULE 91) ISA/EP

tactttcecct
agctgaaaaa
ttcccacata
accagaagat
ggcatccgat
gatcatatac
tagggcacat
tgctatgatt
gtggtttcca
atacaaggca
ctgcctattg
attacaccaa
gaaggacgag
ggtatatgtg
cttaggtttg
tgcaaagtcc
gttggtatgg
tttcctaaca
tatcatgttg
agttggaatt
cagatcatta
tgaactttca
agattaccta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380



Amended Sequence

<211> 1422

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 90

atggctactt
tggttggctt
ggtcacaagg
tccecattga
gctgaagcta
ggtttacaac
gattatactce
ttctectgtta
aacggttctg
tttccaacaa
ccaggtattt
tctaagtgcet
gttccagttg
acttgggttt
gctttgggtt
gaattgtctg
gattctgttg
acttcttggg
cattgtggtt
ccaatctttg
gaaatcccaa
agatccgttg
aagatctaca
gaaaagaatg

<210> 91
<211> 1503

<212> DNA

ctgattccat
tcggtcatat
tttcattectt
tcaacgttgt
ctactgatgt
cagaagttac
attactggtt
ctactccatg
atggtagaac
aagtctgttg
ctgatggtta
atcatgaatt
ttccagtagg
ccatcaaaaa
ccgaagcettt
gtttgccatt
aattgccaga
ctccacaatt
ctggttctat
gtgaccaacc
gaaatgaaga
tcgttgaaaa
acgataccaa
ctagagctgt

cgttgacgat
tttgeccatac
gtctaccacce
tcaattgact
tcatccagaa
tagattcttg
gccatccatt
ggctattget
taccgttgaa
gagaaaacac
cagaatgggt
cggtactcaa
tttgttgcca
gtggttggat
ggtttctcaa
tgtttgggcet
tggtttegtt
gagaattttg
cgttgaaggt
attgaacgct
agatggttgce
agaaggtgaa
ggtcgaaaaa
tgccattgat

<213> Stevia rebaudiana

<400> 91

agaaagcaat
ttgcaattgt
agaaacatcc
ttgccaagag
gatatcccett
gaacaacatt
gctgcttcat
tatatgggtc
gatttgacta
gatttggcta
atggttttga
tggttgecett
ccagaaattc
ggtaagcaaa
accgaagttg
tacagaaaac
gaaagaacta
tctcatgaat
ttgatgtttg
agattattgg
ttgaccaaag
atctacaagg
gaatacgttt
catgaatctt

tgcatgttgce
ccaagttgat
aaagattgtc
tccaagaatt
acttgaaaaa
ccccagattg
tgggtatttce
catctgctga
ctccaccaaa
gattggttcce
aaggttccga
tgttggaaac
caggtgacga
agggttctgt
ttgaattggce
ctaaaggtcc
gagatagagg
ccgtetgtgg
gtcacccatt
aagataagca
aatctgttge
ctaacgctag
cccaattegt
ga 1422

tacttttcca
tgctgaaaag
ctctcatatc
gccagaagat
ggcttcegat
gatcatctac
tagagcccat
tgctatgatt
gtggtttcca
atacaaagct
ttgcttgttg
attgcatcaa
aaaagacgaa
tgtttatgtt
tttgggtttg
agctaagtct
tttggtttgg
tttcttgact
gattatgttg
agtcggtatc
tagatctttg
agaattgtcc
tgactacttg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380

atggaggctt catatctata catttccatt cttctgettce tagettegta cctettcace 60

acccaacttc gtcgtaaatc cgccaatcta ccgeccgacgg tgttcccate catccccata 120

atcggtcatc tctacctcect caaaaaacca ctctatagaa cactagccaa aattgeccgece

180
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Amended Sequence

aaatacggcc
cctteegeceg
acgctattcg
tggcgcaacce
tttcacgaca
tctceggtga
atctcecggaa
ttccgggaga
ttgcecgatte
aaaaagagag
aaagtgggaa
cctgagtatt
agtgatacat
gtattaaaaa
gagtccgaca
taccctgegg
tacaacatcc
aaggtgtggg
cgagacgggt
ttggcgatte
cgagtcggtg
gtaccattag
tga 1503

<210> 92
<211> 436

<212> PRT

<213> Archaeoglobus

<400> 92

Met Gln Val Leu Arg Leu

1510 15

Arg Arg Ala Met Ser

20 25 30

Glu Glu Arg Leu Lys

35 40 45

Glu Val Lys Ala Val

Page 167

ctatcctcca
ccgaagaatg
gaaaaattgt
tcegeegegt
tacgtgttga
ctctgataac
agaggtattt
tactcgatga
tgaattggtt
atgatttctt
aaggaaggaa
acactgacgc
cggctggaac
aggcacaggc
tagggaatat
gcecegttget
ctcgtgggac
acgaccctga
ttaagctgat
gtttgettgg
acgagatggt
tcgeccaagtg

Ser

Lys

Leu

PCT/EP 2014/052 363 - 08-06-2015
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actccaacta
cttcaccaac
agggggtacc
tgcatccatce
cgaaaaccgg
ggtgttttac
cgactecgggt
gacacttttg
gggggtgaag
tcagggactg
gacgatgatc
catgatccga
tatggaatgg
tgaaattgat
accttacatt
atttccccat
gatgcttatt
gacattcaaa
gcettttggg
gatgactctc
tgatatgacc
caagccgcegt

fulgidus

gggtaccgcce
aacgacgtta
agcctcgggt
gagattctat
cttectgatce
gcactaacgt
gatcgggaat
ctcgegggtyg
agcttggaga
atcgagcaag
gagttgttgt
tcatttgtgce
gcgatgtcte
cgagtcatcg
ggttgcatca
gagtcatcag
gtcaaccaat
ccggaaagat
tccggaagga
gggtcggtta
gaaggtcttg
tccgaaatga

Asp Arg Arg His Tyr

Arg Ile Pro Gly Phe

Val Ala Glu Phe Ala

Ser Gln Gly Leu Pro

gtgtcctegt
tcttegecaa
cgetgtegta
cagtccaccg
gtaaactaag
taaatgtgat
tggaggagga
cttctaatgt
agaagctaat
ttcggaaatc
tatccctaca
tgggtttatt
ttttggtaaa
gcaacaaccg
taaacgagac
cggactgtgt
gggcgataca
tccaagggcet
ggggttgtcc
tccaatgcett
gggtcacgtt
cgaatctact

aatctcctcece
ccgteccgaag
cggcgaccag
gctcaacgag
atccagttct
tatgagaatg
agggaagcga
tggggattac
cgcattgcag
tagaggggct
agaatctgaa
agcagcaggyg
ccacccgceac
tctaattgat
gctcagattg
tatcagcggg
tcatgaccca
tgaagggaca
aggggaggga
tgattgggaa
gcctaaaget
ctctgagcecta

Lys Ser Gly Lys Ile

Tyr Lys Leu Ser Val

Gly Leu Ser Asp Glu

Leu Asp Val Ala Asp

RECTIFIED SHEET (RULE 91) ISA/EP

240
300
360
420
480
540
600
660
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780
840
900
960
1020
1080
1140
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1260
1320
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1440
1500
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Amended Sequence
50 55 60

Arg Met Ile Glu Asn Val Ile Gly Thr Phe Glu Leu Pro Leu Gly Ile
65 70 75 80

Ala Thr Asn Phe Leu Ile Asp Gly Lys Asp Tyr Leu Ile Pro Met Ala
85 90 95

Ile Glu Glu Pro Ser Val Val Ala Ala Ala Ser Asn Ala Ala Arg Met
100 105 110

Ala Arg Glu Ser Gly Gly Phe Thr Thr Asp Tyr Thr Gly Ser Leu Met
115 120 125

Ile Gly Gln Ile Gln Val Thr Lys Leu Leu Asn Pro Asn Ala Ala Lys
130 135 140

Phe Glu Val Leu Arg Gln Lys Asp Glu Ile Ile Glu Arg Ala Asn Glu
145 150 155 160

Cys Asp Pro Met Leu Val Asn Leu Gly Gly Gly Cys Lys Asp Ile Glu
165 170 175

Ala Arg Val Ile Asp Thr Ile Met Gly Lys Met Leu Ile Val His Leu
180 185 190

Ile Val Asp Val Lys Asp Ala Met Gly Ala Asn Ala Val Asn Thr Met
195 200 205

Cys Glu Lys Val Ala Pro Phe Ile Glu Arg Ile Thr Gly Gly Lys Val
210 215 220

Tyr Leu Arg Ile Ile Ser Asn Leu Ala Ala Tyr Arg Leu Ala Arg Ala
225 230 235 240

Lys Ala Val Phe Asp Lys Asp Val Ile Gly Gly Glu Glu Val Val Glu
245 250 255

Gly Ile Met Leu Ala Tyr Ala Phe Ala Ala Ala Asp Pro Phe Arg Cys
260 265 270

Ala Thr His Asn Lys Gly Ile Met Asn Gly Ile Ser Ala Leu Met Ile
275 280 285

Ala Thr Gly Asn Asp Phe Arg Ala Ile Glu Ala Gly Ala His Ser Tyr
290 295 300

Ala Ala Ile Gly Gly Tyr Lys Pro Leu Thr Thr Tyr Glu Val Asp Arg
305 310 315 320

Lys Gly Asn Leu Val Gly Thr Ile Glu Ile Pro Met Ala Val Gly Val
Page 168
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Amended Sequence
325 330 335

Ile Gly Gly Ala Thr Lys Val Asn Pro Leu Ala Lys Ile Ser Leu Lys
340 345 350

Ile Leu Gly Val Asn Thr Ala Glu Glu Leu Ala Arg Val Ala Ala Ala
355 360 365

Leu Gly Leu Ala Gln Asn Phe Ala Ala Leu Arg Ala Leu Ala Thr Glu
370 375 380

Gly Ile Gln Arg Gly His Met Glu Leu His Ala Arg Asn Leu Ala Ile
385 390 395 400

Met Ala Gly Ala Thr Gly Asp Glu Val Asp Arg Val Val Glu Ile Met
405 410 415

Val Arg Asp Gly Lys Ile Arg Leu Asp Tyr Ala Lys Glu Val Leu Glu
420 425 430

Arg Leu Arg Ser
435

<210> 93

<211> 428

<212> PRT

<213> Pseudomonas mevalonii

<400> 93

Met Ser Leu Asp Ser Arg Leu Pro Ala Phe Arg Asn Leu Ser Pro Ala
1510 15

Ala Arg Leu Asp His Ile Gly Gln Leu Leu Gly Leu Ser His Asp Asp
20 25 30

Val Ser Leu Leu Ala Asn Ala Gly Ala Leu Pro Met Asp Ile Ala Asn
35 40 45

Gly Met Ile Glu Asn Val Ile Gly Thr Phe Glu Leu Pro Tyr Ala Val
50 55 60

Ala Ser Asn Phe Gln Ile Asn Gly Arg Asp Val Leu Val Pro Leu Val
65 70 75 80

Val Glu Glu Pro Ser Ile Val Ala Ala Ala Ser Tyr Met Ala Lys Leu
85 90 95

Ala Arg Ala Asn Gly Gly Phe Thr Thr Ser Ser Ser Ala Pro Leu Met
100 105 110

His Ala Gln Val Gln Ile Val Gly Ile Gln Asp Pro Leu Asn Ala Arg

115 120 125
Page 169
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Amended Sequence

Leu Ser Leu Leu Arg Arg Lys Asp Glu Ile Ile Glu Leu Ala Asn Arg
130 135 140

Lys Asp Gln Leu Leu Asn Ser Leu Gly Gly Gly Cys Arg Asp Ile Glu
145 150 155 160

Val His Thr Phe Ala Asp Thr Pro Arg Gly Pro Met Leu Val Ala His
165 170 175

Leu Ile Val Asp Val Arg Asp Ala Met Gly Ala Asn Thr Val Asn Thr
180 185 190

Met Ala Glu Ala Val Ala Pro Leu Met Glu Ala Ile Thr Gly Gly Gln
195 200 205

Val Arg Leu Arg Ile Leu Ser Asn Leu Ala Asp Leu Arg Leu Ala Arg
210 215 220

Ala Gln Val Arg Ile Thr Pro Gln Gln Leu Glu Thr Ala Glu Phe Ser
225 230 235 240

Gly Glu Ala Val Ile Glu Gly Ile Leu Asp Ala Tyr Ala Phe Ala Ala
245 250 255

Val Asp Pro Tyr Arg Ala Ala Thr His Asn Lys Gly Ile Met Asn Gly
260 265 270

Ile Asp Pro Leu Ile Val Ala Thr Gly Asn Asp Trp Arg Ala Val Glu
275 280 285

Ala Gly Ala His Ala Tyr Ala Cys Arg Ser Gly His Tyr Gly Ser Leu
290 295 300

Thr Thr Trp Glu Lys Asp Asn Asn Gly His Leu Val Gly Thr Leu Glu
305 310 315 320

Met Pro Met Pro Val Gly Leu Val Gly Gly Ala Thr Lys Thr His Pro
325 330 335

Leu Ala Gln Leu Ser Leu Arg Ile Leu Gly Val Lys Thr Ala Gln Ala
340 345 350

Leu Ala Glu Ile Ala Val Ala Val Gly Leu Ala Gln Asn Leu Gly Ala
355 360 365

Met Arg Ala Leu Ala Thr Glu Gly Ile Gln Arg Gly His Met Ala Leu
370 375 380

His Ala Arg Asn Ile Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val
385 390 395 400
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Asp Trp Val Ala Arg Gln Leu Val Glu Tyr His Asp Val Arg Ala Asp

405 410 415

Arg Ala Val Ala Leu Leu Lys Gln Lys Arg Gly Gln

420 425

<210> 94

<211> 1323

<212> DNA

<213> Artificial sequence

<220>

<223> Synthetic oligonucleotide

<400> 94

atgcattcta
ccattecgtga
tcagtcgcetg
tggggtaatg
cttaacatgce
tecttetttgt
ggcggttctg
ctaatgatgg
ttcaaatggt
tggcatggag
gctgtggett
attgtacctg
atgcaaagag
aaagagggag
atgttggtta
aagtcttggt
ggttggggtc
attcacgaag
ttcttcegata
aaactaaatg
agaatcgtaa
agtatttgtg
taa 1323

<210> 95
<211>

1584
Page 171

ccagacatat
aatcatttgg
ggttgctgaa
ttgtacttca
ctaaaaagat
cacaagcctg
attcagtctc
cccaaaggaa
ttccaggegg
acttaattgce
ctcatgcaaa
tgacaatcga
atacagaaaa
gtacaataac
tgtcagagga
atttcagtgg
cagctttgaa
catttgctgce
ggtacgctaa
ttaatggcgg
tctectetage
cagctggagg

cttaagacaa
ggctcttatg
caagacctca
aggatcagct
catcggtaat
tatgctaata
caacactgaa
gggtgttatg
tattgecttta
tgagttaaac
tgctgctaga
caaaaagggc
gatgaaggcc
agcagccact
aaaggccaaa
tatcgatcct
aaaggccgga
acaagttcta
cggtgcaaag
tteccttagea
aaatgagttg
gttaggcgga

agggccgtcece
aaagcagata
ctggacccta
cataactgcg
ttgacatcta
gagggtggtc
gtgcctttge
ggcttcettta
accgaacgta
tctatatcta
gcagaaaaag
aaaaagactg
aagatgccat
tccagtactc
aagttgggtt
tacccacaac
ttaaccccta
gccacaatta
ccagtattaa
cttggccacce
agaagatccg
gtagctatac

tagttacagg
ccttggaatt
gagatatcga
ccagagaaat
tggcectgtge
atgccgatgt
caagatccgt
aggaagcagg
gtacaggaaa
gagatgacca
ctgggtactt
aagtaacatg
cattgaagce
tgactgatgg
atccaactga
ttttgttage
aagatatcga
agtgtttgaa
ctgaggatat
cattcgecege
gaaagagaca
ttgagcatac

RECTIFIED SHEET (RULE 91) ISA/EP

cgctagaaca
ggcatcagca
tcatatcgtt
agttatcgac
ttcaggctta
cgtcattgcet
cacttacggt
atacaaccca
aactatgggt
ggaagccctg
taaggaggaa
tgatgatgtt
tgttttcaga
tggctctgea
tgtctgegtg
accagttcta
tttgtacgaa
gtctcaggaa
tgatctttcet
tacaggaggt
cgggctggtce
agcaagtaag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320



Amended Sequence

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 95

atggcagctg
caaaaggctt
agtttatcat
tcecegegata
ttaagtagtg
ggtaagttac
gtacgtagga
ccatataaaa
tacatgcecctt
ataccaatgg
atcaatgctg
gtagtcecgtt
gagggacaaa
catattcaaa
gacgcaatgg
gaagagtatg
aaaaaaccag
actattcctg
ttgaacattg
gcacatgcag
aatgttgaaa
tccgtatcca
caaggtgcca
aacgcacgtc
tgtgctgece
gctgaaccaa
tcegtcacct

<210> 96
<211> 3681

<212> DNA

accaattggt
ctacaccagt
ctgcgcaatc
ttgaaagctt
gaaatacaaa
ctttgtacge
aggctcttte
attatgacta
tgcecegttgg
caactacaga
gcggtggtge
tcccaacttt
acgcaattaa
cttgtctage
gtatgaatat
gctgggaaga
ctgccatcaa
gtgatgttgt
ctaagaattt
ctaatttagt
gttccaactg
tgccatccat
tgttggactt
aattagcaag
tagcagcecgg
caaaacctaa
gcattaaatc

gaaaactgaa
tttaaccaat
gagctcatca
ggataagaaa
acaattgaag
tttggagaaa
aattttggca
cgaccgcgta
tgttataggce
gggttgtttg
aacaactgtt
gaaaagatct
aaaagctttt
aggagattta
gatttctaaa
tatggaggtt
ctggatcgaa
cagaaaagtg
ggttggatct
gacagctgtt
tataacattg
cgaagtaggt
attaggtgta
aatagttgcc
ccatttggtt
caatttggac
ctaa 1584

<213> Artificial Sequence

<220>
Page 172

gtcaccaaga
aaaacagtca
ggaccttcat
atacgtcctt
aacaaagagg
aaattaggtg
gaagctcctg
tttggegett
ccettggtta
gtagcttctg
ttaactaagg
ggtgcctgta
aactctacat
ctcttcatga
ggtgtcgaat
gtctcegttt
ggtcgtggta
ttaaaaagtg
gcaatggctg
ttcttggeat
atgaaagaag
accatcggtg
agaggcccgce
tgtgcegtet
caaagtcata
gccactgata

agtcttttac
tttectggatce
catctagtga
tagaagaatt
tcgetgectt
atactacgag
tattagcatc
gttgtgaaaa
tcgatggtac
ccatgcgtgg
atggtatgac
agatatggtt
caagatttgce
gatttagaac
actcattaaa
ctggtaacta
agagtgtecgt
atgtttcecge
ggtctgttgg
taggacaaga
tggacggtga
gtggtactgt
atgctaccge
tggcaggtga
tgacccacaa
taaatcgttt

RECTIFIED SHEET (RULE 91) ISA/EP

tgctcecetgta
gaaagtcaaa
ggaagatgat
agaagcatta
ggttattcac
agcggttgeg
tgatcgttta
tgttataggt
atcttatcat
ctgtaaggca
aagaggccca
agactcagaa
acgtctgcaa
aactactggt
gcaaatggta
ctgtaccgac
cgcagaagct
attggttgag
tggatttaac
tcctgcacaa
tttgagaatt
tctagaacca
tcetggtace
attatcctta
caggaaacct

gaaagatggg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



Amended Sequence
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<223> Synthetic oligonucleotide

<400> 96

atgagagctg
gtatctgttt
tcaagtttct
aacggggaat
ggttcacttg
ccatctgcetg
ttatctggaa
tttacatcag
actagagacg
aagtacgacg
tgggttgcett
tccttagata
ttgttcttgg
tccgcaacaa
gatccaattg
ccacttagat
ggtaggatga
atattgagag
ggcggtctta
acattcacac
gtcagagata
ggcaccgcca
gagacaacta
ttgctgaaag
ctattgttaa
tcagccacag
ccaattccta
gtggctcagg
gtecgetgete
actaatactg
ccagttgtta
ttgttaaagg
ggtgttegtt
Page 173

tccttagatt
tegtgttage
ttgcatcttce
gggttgeegt
atgcattaga
tgctagatgce
aagcctactce
tttctggtece
attggttagg
ttggagececgg
atgcattatc
tactagtggt
catccagagc
tttcttteect
ccttgacaga
tggcaagagc
aagctgccgg
attacgettt
aggaattttg
tttatacagc
tgactaaggc
taagaggcgt
aaaacctaag
atggaggcag
tegettectt
ctaacgcaag
gagttgacat
aacctatgtt
cagtctacgt
gagaagctat
gtaagtggat
gtatagccge
tcagatctag

gttatcaaca
tacattagct
tcatcctect
ctcccaacat
acttcaacaa
atccgcaatt
ttcattgtge
aggagcttca
atcattaagg
aaaaagacaa
agctttggta
tctaactggg
acttggcagt
attcacttta
agccectgcececa
tgtgatggct
agatgtcatt
agagatcgca
tgctgtaget
agtgttaacc
tagatctaga
tttgagtaga
acaaagagcc
attgcaggaa
cttaacacta
acatcaaaga
tactacccca
cactgttgtt
ccatgctcta
tgaaaacttt
cgtagcattg
aggttccggg
agctagaagt

catactgttt
tacttccaca
gctatcagac
gattggactg
gtagttttca
agtcagcact
caccatccaa
ccaatcttga
aaggagaaaa
gagtcaatcg
cttagatttt
tacatcctaa
aacttttggt
ccaatgtgta
ttettggtgt
catcctaata
cttgaggcac
gttctattceg
gcagcattac
atcatggttg
agttcttcta
aaatcttcaa
actgattcag
gccgaggaga
cacatcttga
catcctttta
gccatagcca
ggcagtgaac
ccattggece
atgagttcat
ctagctgtct
ttggctgcceca
atcgtaaaga

tctctectat
tcttgteccgg
ctgecttttge
aagcatggaa
ctttagatga
tagtttccaa
atgtatcagg
cactgagttt
ctatcacact
gcgatatgga
gggaattaac
tgcacgtaac
tatcagctgg
gatctatgga
gtaccgtagg
tccttaaacce
tggacagagt
ttggcgttaa
ttgctatgga
aggtaaggcg
ttaccgeegt
aacaatctgt
ccatcggtgt
atccaatggce
acttttgtac
gaaccgttca
atatcttgtc
ctatcgaact
ctgcectttaag
ggtctagtct
ctgttgcatt
tgagagctgt
tatctgatga

RECTIFIED SHEET (RULE 91) ISA/EP

tgaaacaatt
aatcaagcac
acatctgacc
gcatcctgge
caagactcaa
tgttcctgea
cacctccetgt
taagcctgga
agatggggtt
atcatctaag
aaaggcagat
attcatgaga
catattctcce
tattccactt
ttttgacaaa
tcaagatgat
tggtaacatg
ctccagagtt
cagattaatg
tatcaaaaag
tacagccaac
gacagaacca
taagggttca
aagattaaag
tactttgact
agaggtagta
tcatctaget
tcttgttaaa
agcttcaaac
ggtaggtgac
gaatggatac
tagatctcaa
acctgagcca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980



Amended Sequence

gagccagaac
gtagaggccce
ccattgacta
gctctgcecaa
gaaccaaccc
ccaagaccag
caaacaggta
gtacgtgtca
ctggttcecta
atcggataca
tatcctatac
aaggccttaa
gggccagcta
tcagaagatg
ttgcaaaaga
acaggagatg
ctgagtcacg
aaaaagcctg
gttattcctg
gtcaacacta
gctcatgceceg
aatgtcgaat
ctaatgacaa
gaaccacaag
ggtcaaaacg
tctttgataa
tctcaattga
catgtgcagce
tacgttgtcg

<210> 97
<211> 2667

<212> DNA

actctatcga
ctgctecage
ttttctcaag
taagatccce
aagtagaagt
tctcagtgge
agatagctcc
gaagagcact
tgaaagatta
tgccattacce
caatggcaac
atgctggtgg
tagactttcce
gatacgctac
tcaagtgtgce
ccatgggtat
agttccctga
cagctatttc
gtaaggtcgt
agaaaaacct
ccaacatcct
cttctaattg
tttcaatgcce
gtgcagtttt
ctcaacagtt
gtgccttage
atacaccaat
agctacctac
aagcaaaata
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cccagcacca
tcctgeacct
accactgaac
accacctgtt
aagatctcta
tttaaagact
atatgcattg
tattagtaga
tgattacgcce
actagggatt
cgcagaaggt
aggggtcaca
ttccatcegte
aatcagggag
actagctggt
gaacatgatt
aatggtcgtc
atggatcgaa
taagtcagtc
gattggttca
aacagctgtg
catgacttta
atgtatagag
ggatttgttg
agccagaatt
cgcaggtcat
gccatccaga
accatctgceca
a 3681

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

Page 174

gtagtgttct
gaaccagaac
ttagaaacag
gaaccaatca
gctgaatgtg
ctgaatgatg
gttaagatgt
gcttcacgta
agagtcatgg
gcaggtccat
accttggttg
actgtcecttga
agagctgcag
gctttecgagt
cgtactcettt
tctaaggcta
cttgctttgt
ggtaggggaa
ctgaaaacaa
gccatggcag
ttcctagcececa
atggaaccaa
gtaggaaccg
ggcgttagag
atcgcatcag
ttggttagag
ccacatactc
tctgatgata

tcgetteege
caccagtcaa
tggacaaaaa
ctccagaatce
tggatgtgtt
aggaagttat
tggctgattt
caaaaacttt
gtgcectgttg
tgaagattga
catctacttce
cagcagatgg
aggctaaggce
ctacttctag
ttgtcagatt
ccgaaaaggce
ctggtaacta
aatctattgt
cagtcgagtce
gttctgttgg
caggtcagga
caaacggcgg
ttggtggagg
gggctcaccce
ctgtaatggc
ctcatcttge
ctggccctga
aaggtgttac

RECTIFIED SHEET (RULE 91) ISA/EP

agcaccagct
cagaccacca
gttacaagat
tagagaagtg
cgagaatggg
cctgetttge
cgatagggcce
agaaaactca
tgaaaacgtt
tggcttgatg
taggggctgt
catgacaaga
cttcattgaa
atttgccaag
tgctactaga
acttgatgtc
ctgcacagac
agcagaagca
tctttgcaat
tggtttcaac
tcectgetcaa
tgaggatttg
gacaattctg
tactaatcct
aggcgaattg
ccacaatcgt
ggatgtctca
agctcaaggt

2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660



Amended Sequence

<400> 97

atgttatcaa
atagttggta
aacaagattt
gacatcatca
caaaacctta
ttctctagtt
ttgaacgaag
gctaaattcg
atggccatac
gttggcacaa
gtecttggcta
gagctgtcaa
gtgttagaag
tctttgggtt
aattctacag
attgaacctt
gaacaagtga
caagccgaaa
cagaaaaaga
aagttccacg
aagcctctat
tctettttag
gaaccaagac
ttecctatctg
ttggaaaccce
aaaaagttac
ttggtaatgg
gccggtcecac
tgcttagttg
tcaagagtct
gactctgcag
gcctttgatt
agaaatctgt
tcaaaaggga
Page 175

gattgttcag
ctgtaacatt
gtggttggaa
tacttactat
gacaattggg
ttgttttcte
ctctaccatt
ctctgtecte
ttggacctac
tgtceggegt
actactttgt
gagaatcaag
aggaggaaaa
tagtcctagt
ctgataactc
ccgtgtettt
taacgttgtc
cggaatctac
taactgatga
ccatggagga
tagcagaaaa
gtacgtcatt
caaatgagga
atgccgagat
ttatggagac
ctgaaccaag
gagcttgttg
tatgtttgga
catctacaaa
tggctgacgg
aagttaaggc
ccacatcaag
atatcagatt
cagaaaaggc
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aatgcatggt
aacgatctgt
ttatgagtgt
aacaagatgc
tagtaaatac
aaccgtcegtt
cttcttgetg
taattctcaa
tttcacactt
tagacagtta
ctttatgaca
agaaggcaga
caaacctaat
gcatgctcat
taaagttagt
gtggcaattc
tttggettta
attatcactg
ttgctgtaga
ggaaactagg
tgacacttca
ggagctggaa
atgtttgcaa
tatccagcetg
acatgagaga
ttcecctacaa
tgaaaatgtc
cggtaaggaa
cagaggttgt
tatgactaga
ttggttggaa
ggtggccaga
tcaatccaga
tttgtcaaag

ctatttgttg
atgatgtcta
cctaagetgg
attgcaatat
atcctaggceca
attcactttt
ctggtagatt
gatgaagtta
gatgcceettg
gaaatcatgt
ttctttecag
ccaatatggce
cctgtcacac
tctagatgga
ttaggtttag
tacttatcaa
ttgttagceg
aaaaacccaa
agagatccag
aaaaacagag
catagggcca
acacaggaac
atactagaga
gtcaatgcceca
ggtgtgtcta
tacctgectt
attgggtaca
tttcaagtac
agagccattg
ggtcctgttg
actccagaag
ttacaaaaac
tcecggegacg
ctgcaggagt

cttctcacce
tgaacatgtt
aagaggatgt
tgtatatcta
tcgececggatt
tggacaaaga
tgtccagagce
gagagaatat
tcgaatgttt
gttgttttgg
cttgegttte
aactatcaca
agagagtgaa
tcgcagatcce
atgaaaatgt
aaatgatttc
ttaagtacat
ttacatcccece
tgttggtcag
aaaggaaagt
ctttegttgt
cagaaatgga
acgctgaaaa
agcacattcce
ttaggagaca
atagagatta
tgccaattcce
ctatggcaac
gattaggtgg
tgagatttcc
gtttcaccgt
tacacatgtc
caatgggtat
atttcccaga

RECTIFIED SHEET (RULE 91) ISA/EP

ttgggaagta
taccggaaac
gttgagttca
cttccaattt
gttcactatt
gttaactggt
ttcecgettta
agcaagggga
ggttattggg
ctgtatgagt
tttggtattg
tttcgccaga
aatgatcatg
atcccectcag
aagtaagagg
catggatatt
tttectttgag
agtcgttacc
gaatgatcaa
tgaagttatc
cggcaattca
actaccagtt
gggagccaag
tgcctacaag
attactatct
caattactcc
agtgggtgtc
gactgaaggc
cggtgcttet
tagggccectgt
aatcaaagag
tgtcgetggg
gaatatgatt
gatgcaaatc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



Amended Sequence

ttggcecgtat
ggaagaggca
ttaaagacca
gccatggetg
tacatcgcat
atggaagcat
gaaataggga
ctgggtgtac
attgtttgtg
cacctggtga
ggtacgtgta

<210> 98
<211> 1704

<212> DNA

ctggcaacta
aatctgtggt
caacagaagc
gttcaattgg
gtggacaaga
ctggccectac
ctgtgggagg
aaggagcctg
ggacagttat
gatctcatat
cgaaaaaggc

PCT/EP 2014/052 363 - 08-06-2015

Page 178 of 219

ttgcacagac
ttgtgaagct
tatgattgaa
aggatacaac
tgctgeccaa
aaacgaggat
aggaactaac
tagagataat
ggctggtgaa
gattcataat

aaaaagcctg
gtaattccag
gtaaacataa
gctcatgcetg
aatgtecggtt
ttgtatatca
ttacttccac
ccaggggaga
cttagtctaa
agaagtaaga

tgcctaa 2667

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 98

atggatttga
agtcataggt
ttgtacctga
cataggtgga
ctatccgcaa
gattttgtge
gtcgtgtcaa
gtgacaggag
ggggaagtta
attagaaaga
ggatttgatt
gtgccagtag
gctacaactg
tcaggtggtg
ttcgccacag
gatacattgt
tgctcaattg
ggtatgaaca
Page 176

gaaggaaatt
cccattetcee
ccaatacgtt
gagacaagat
ttgtactgcet
aatctttcac
caaacaatgt
acaacgataa
attcttatag
gagccgtcga
atgaatctat
gtgtecgetgg
aaggctgtct
ccactgccat
ctgagagagc
ctgttgtcett
ccggtaaaaa
tggtttcaaa

accacctaag
tacgccaatt
tttcttcact
tagatccgga
gattgcttcce
atcaagagaa
tttatctgat
cgataatgat
tttggaggct
gagaattgtc
cctggggcaa
acctttattg
tgtagcttcce
attgctaaaa
ttcacaacta
taacaaaagt
cttgtacatt
aggagtacaa

cctccatcett
ccaaaggctt
cttttetttt
acacctttac
ttcatctatc
aatgagcaac
agaaggttag
gacgatgtta
tccectaggag
gggagagaag
tgttgtgaaa
ttaaatggtg
actaatagag
gatggtatga
aagttttact
tcaagatttg
aggtttactt
aatgtattag

ccgccatcaa
ccaaagttgt
acaaaaactt
ccaatattgt
cctcaaattg
gttgcacaat
agcaagcctg
acgctagaca
tggcagcettt
ttaaccttca

caacaacaac
cagatgcatt
ccgtagcata
acgttgtgac
ttttaggett
taaacaacga
tttacgacta
ttgtgaaaag
attgttacag
tattaggctt
tgcctatcgg
gggaattcat
gttgtaaagc
caagagcccce
tggaagatgg
ccagattgca
gctccacagg
actttttaca

RECTIFIED SHEET (RULE 91) ISA/EP

ctggattgaa
tagagaagtg
agtagggtct
aaccgctatce
catcacattg
gccatctata
cttacaaatg
acttgccaga

ggctgetggg
agatttgcaa

aaaacagcca
gcctcettceca
ttacctgttg
actgactgaa
tttcggtatt
tgatcacaac
tggattcgat
tgtcgtttet
agccgcaaag
gggtttcgag
gtacgtccaa
ggttccaatg
catatgctta
agtagtgaga
tgtcaattte
aaacatccaa
cgacgccatg
aaatgatttt

2100
2160
2220
2280
2340
2400
2460
2520
2580
2640

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080



Amended Sequence

cctgatatgg
gtcaactgga
gtggttagaa
agaccattat
atcgtgtctg
cactgtatca
atgccatcta
tgtttgaact
ttgttagcta
ataagtgctg
tcagcaatag

<210> 99
<211> 1308

<212> DNA

acgtaattgg
ttgagggcag
agtctgcact
tggttctget
ccgtgttcat
ctatgatgga
tagaagttgg
tgecttggtgt
gaatcgttge
ggcaactagt
cttctaaggt
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gatctcttgg
aggaaagtct
gaaccctcaa
acttctggtt
cgctacceggt
ggctgtcaac
cacggtggga
aaagggtgcc
tggttectgtt
taaatctcat
ctaa 1704

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 99

atgtttagaa
tctaacgcecte
caagccttgg
atcgcectcac
gagaattatg
ccaataccac
atggctacaa
agatccggag
gaattgcctt
tctttaaagg
gtactagctg
atgaacatga
tcaatggaaa
aattggattg
gtcgaagata
cttgttgggt
gtggcagcca
tgtatcacta
Page 177

gagctatact
aattagttga
aaccagatta
aacagccaga
attggaataa
tgggecgttge
cagaaggcgc
gttgtaagac
cattagagga
aagcatttga
gtagaaaagc
taacaaaggg
tcctagecect
atggcagagg
ctctgaaatg
cagctatggce
ttttcattge
caatgtccaa

gttaggatgce
tgcagttaag
tagaagggct
agcaaaaaag
ggtcgttgge
tggcecctatt
tttggtcgcet
attgttatta
agctgggcegt
atcaactacc
ataccttaga
tgtagacaaa
aagtggtaat
taaatcagtg
tacagtcgat
tggttetgtt
aaccggtcaa
ggtaggtaac

aagttctgcet
gtcgttttece
acttgcacat
ttgctagtgg
caagatccag
aatggtaagg
ggtggcactc
tgtatagaat
ctggcaggcg
atgaaataca

tctgctgececa
tctagaaaga
atcgaagtaa
aagcaatccg
caaaactgtg
ttgattgatg
agtactcata
ggtgaaggta
ttgcacaagt
caatatggaa
ttcagagcca
gcactgtctg
tactgtaccg
gttgcagaag
tctttggtat
ggaggtttta
gatcctgcecte
gatctattga

ctgacaaaaa
aggccgtaat
gtagaacttt
acttaatgca
ctcagaatat
atttgcacgt
agctagectce
cceccaggatce
aattaagttt
ataggtctag

agacaccatg
tctcattcta
ggagagaggt
cattgcacac
aaaacattat
gtaaagagta
gaggtgctag
tgacaagagc
actgtaatga
aacttaattc
ctacaggcga
ttctacagceca
acaaaaagcc
ccactttatt
ccttgaatat
acgcccaggce
aagtggtaga
tctcectgtgac

RECTIFIED SHEET (RULE 91) ISA/EP

gccaacagct
taccaaaaag
gacctgttta
tatgcttcat
cgaatctagt
taatgttacg
tcaatcagcce
aaacgcccag
gatgtcagcect
tagagatatg

gtctgagtgt
cggtcttgaa
tgtctctgaa
aataccattt
tggatacgtc
cccaatacca
agctattaca
accagtggtt
gaacttctta
tttaaagtgce
tgctatggge
acatttcecct
atctgctgta
ggctgatgtt
cgacaaaaac
tgcaaacgcet
aagttcaatg
catgccttct

1140
1200
1260
1320
1380
1440
1500
1560
1620
1680

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080



Amended Sequence
atcgaggtcg gggtcgtggg aggagggact
ttaatagggt gcggaggccc atctaaggag
agagttgttg cagctggcegt tttatcagece
ggtcatctat tgtcagcaca tatgagattg

<210> 100

<211> 1281

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 100

atgcaatccc
gttgataaac
gatgaagagg
ggtttactac
gagccatctg
ttcaaaaccg
gataccgaga
gatgaggctt
acattcccag
ggcgctaata
ccacaatctg
gtccagggtyg
gctaagagaa
cacaataagg
agaggtgcag
gctacatgga
actctggcca
ctgttaaacg
caaaacttcg
ttgcaataca
gccgaagcac
gatttgagaa

<210> 101
<211> 1311
<212> DNA
<213>

Artificial
Page 178

tggacaaaaa
aatggctatc
tagcaaactc
caaatatcat
ttgttgeege
tgtcctcaga
aactgtctge
acccttctat
aacaacagtt
tgttaaacac
atatcttgat
aaatagacgt
tggaaagagc
gtgttatgaa
aagcctcetge
gatacgatca
ttgttggtgg
tagaaagtgc
ctgcatgtag
agtctttagce
taaagcaaga
gtcaacaata

Sequence

ctttagacac
agaggaacaa
attgatagaa
cgttgatgac
tgcttcatac
acgtatcatg
agatatcaag
taaggccaga
gctttecattg
aatcctagaa
gtctatcctt
taaggatttg
atctgtgtta
tggcattcat
tcacgcecttac
agagagacaa
cggtaccaag
ccaagagttg
agctttggtt
catcgtagtc
gccaagagca
a 1281

ggtcttgetg
tctecctggta
gaactttcct
aacagaaaga

ttatcaagac
ttcaatattc
aatgtcatcg
aaagcatacg
ggcgctaaat
ataggtcaaa
gctcttgaaa
ggtggaggct
aaggttttceg
gcaatcacag
tccaaccacg
gcaagaggag
gctcaagtgg
gctgtagtct
gcttccaaag
aggttaatag
gtactgccta
ggacatgttg
tccgaaggta

ggggctaagg
aacactcaag

cccaaagagg atgcttagag 1140
ctaatgccca acttctaagt 1200
tgatgtccgg actggcagca 1260
agaaataa 1308

aacagaagtt
tacttaacca
cacagggcgc
tcgtgectat
tggtgaacca
tagtatttga
aacaaatcca
atcaaaggat
ttgatactaa
cctttttgaa
caacagccag
aacgtactgg
acattcatag
tggctacagg
acggtcaata
gaactataga
ttgctaaggce
tcgetgeegt
ttcaacaagg
gcgatgaaat
ttgcagagag

RECTIFIED SHEET (RULE 91) ISA/EP

acaacagcta
cccacttatt
actgcctgtt
gatggtggaa
aacaggtggt
tggagtcgat
tcagattgca
cgccategat
ggatgctatg
aaacgaattc
tgttgtcaag
agaagaggtc
agcagcaaca
taatgatact
tagagggata
agttccaatg
ctctttagaa
tggactagcet
gcatatgtct
tgctcaggta
aattttgcaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260



Amended Sequence

<220>
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<223> Synthetic oligonucleotide

<400> 101

atgcaggtct
agttctagaa
gaatttgcag
gacgtagctg
gcaaccaatt
tcagtagttg
actgattaca
aatgcagcta
tgtgatccaa
gatacaatca
ggtgcaaatg
gggggaaagg
aaggccgttt
gcatacgcecct
aatggcatat
gctcattcct
aaaggtaatc
accaaagtca
gagttagcca
ttggccacag
atggctggag
aaaatcagat

<210> 102
<211> 1287

<212> DNA

taagattgga
ttcectggttt
ggttatctga
atagaatgat
tcecttattga
cagctgcttce
cagggtccct
agttcgaagt
tgttggtgaa
tgggtaagat
ctgtcaacac
tctatcttag
ttgacaaaga
tecgetgeege
cagccttaat
atgctgcaat
tagtaggcac
acccactagce
gagtcgcagce
aaggtatcca
ctactggaga
tggactacgce

taggagacat
ctacaaattg
tgaggaagtg
cgaaaatgtg
tggcaaggat
taacgcagct
gatgattggt
tctacgtcaa
tttgggeggt
gctaattgtt
tatgtgtgaa
aatcatttcce
cgttattgge
tgacccattt
gatcgctaca
aggtggatac
aattgaaata
caagatctct
cgctctaggt
aagaggtcac
tgaggttgac
taaggaagta

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 102

atgtccttag
cacattggcc
gctttaccaa
ccatatgcag
gtggaggaac
Page 179

attcaagact
aacttttggg
tggatatcgce
tggccagtaa
ctagtatcgt

gccagcecttte
actaagtcat
taatggtatg
ctttcagatc
tgctgcagcece

tacaaaagtg
tcagtcgagg
aaagctgttt
atcggtacat
tatctaatcce
agaatggcca
caaattcaag
aaagacgaaa
ggatgtaaag
catctgatcg
aaagttgctc
aacttggctg
ggagaggagg
cgttgegececa
ggaaacgact
aaaccactaa
cctatggcag
cttaagatac
ttggctcaaa
atggaattac
agagttgtag
ttggagagac

agaaatctgt
gacgacgttt
attgaaaatg
aatggccgtg
tcttacatgg

gcaagattag
aaagactgaa
tgtcacaagg
ttgaattacc
ctatggctat
gagagtctgg
tcacaaaact
tcatagaaag
atatagaagc
ttgatgttaa
ctttcatcga
catatagact
ttgtagaagg
cccacaataa
ttagagccat
ctacctacga
taggcgtgat
taggagtgaa
actttgctge
atgccaggaa
agattatggt
tgcgttecta

ctccagetge
cccttttage
taatcgggac
acgtcttagt
caaagttagc

RECTIFIED SHEET (RULE 91) ISA/EP

aagagcaatg
aaaggttgct
tttacctttg
acttggtata
agaggaacca
cgggtttaca
gttgaatcca
agcaaatgag
aagggtgatc
agacgctatg
acgtattact
tgctagagca
gatcatgcectt
gggtatcatg
tgaagcagga
agttgataga
tggtggtgca
cactgctgaa
cttaagagcc
cttagcaatc
gagagatggc
a 1311

aagactagat
aaacgccggt
ctttgaactg
accattagtt
tagagccaat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260

60

120
180
240
300



Amended Sequence

ggtgggttca
attcaggatc

ttagccaata
gtgcatacat
gtgcgtgatg
atggaagcca
agattggcca
ggtgaggcag
agagccgcta
ggaaatgatt
tacggttcat
atgcctatge
tctttgagga
ggtttggcac
catatggctc

gattgggtgg
ttactgaaac

<210> 103
<211> 2355

<212> DNA

ctacatcttce
cactaaacgc
ggaaggacca
ttgcegatac
ccatgggagce
taacaggtgg
gagcccaagt
taattgaggg
cccacaacaa
ggagagctgt
taacaacatg
cagttggttt
tacttggtgt
aaaacttggg
tacacgctag
ctagacaact
agaagagagg
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atctgctcca
aagattgtct
acttctgaat
tccaagagga
taatactgtt
ccaggtaaga
gagaatcact
tatcttggac
aggcataatg
tgaggcagga
ggaaaaagat
agttgggggt
caaaactgct
tgcaatgegt
aaacattgca
tgtcgaatat

ctaatgcatg
ttactgcgta
tcattgggcg
ccaatgcettg
aacactatgg
ttgagaatcc
cctcagcaat
gcatatgcett
aacggtatcg
gctcatgcat
aacaatggac
gctacaaaaa
caagcactag
gctttagcta
gttgttgcag
catgatgtca

tcaataa 1287

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 103
atgaatttga
ttatcagcaa
ataatcgata
tcttettatg
tgtttcccag
ttagtcaatc
ttggcttgceca
cttagtttca
ggattcgata
ctgtctaage
tgtcattcaa
tacgattgga
Page 180

gtttgtgtat
ttcatacage
cgaccaagga
atactgcegtg
aatgtttgaa
acacgcacaa
tcgtggecect
ttgaatctaa
tcatctttce
aaactgattt
acgaaatgga
atatggtgaa

agcatctcca
tagtacatcc
gagaatacaa
ggttgccatg
ttggctgatt
tcacaaccat
aaagagatgg
cttggecttece
aggtctgtta
ctcactaatg
tggttaccta
aaagtaccag

ctattgacca
catggtggcece
aaacaattca
gttccatcac
aacaaccagt
ccacttttga
aacgtaggtg
gcgactgaaa
gagtacgcca
ttacacaaga
gcttatatct
atgaaaaatg

cacaagtaca
gaaaggatga
gtggttgcag
tagcacacct
ctgaagcagt
tttccaattt
tggaaactgc
ttgcegetgt
atcctttgat
acgcttgtag
acttggtcgg
cccatcctcet
ccgaaattge
cagaaggcat
gagccagagg
gagcagacag

aatctaatag
aaaccaaccc
aaaatgttga
ctaattctcce
tgaatgatgg
aagattcttt
aggatcagat
aatctcaacc
aaaatctaga
gagaattaga
ctgaaggtct
gctcagtttt

RECTIFIED SHEET (RULE 91) ISA/EP

aattgtcggce
gatcatagaa
agacatagag
tattgtcgat
agcacctcectg
ggctgatctt
cgaattctca
ggacccttac
cgtcgctaca
atccggacat
gacattggaa
tgctcaattg
cgttgectgtt
ccaaagagga
tgatgaggtt
ggctgtggcea

accagctgcet
tacgaatctg
aatttcagtt
aaagtctcca
atcttggggt
atcctcaact
taacaagggg
atctccaata
tatcaactta
acaaaagaga
tggtaatctt
caattccecct

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260

60

120
180
240
300
360
420
480
540
600
660
720



Amended Sequence

tctgcaactg
tcactactag
agattgagta
atcaaaaatg
atggatgttg
agtccagatc
cttgaaacat
attcttaaat
aaactgatcc
cgtattaaca
accacttacc
ttctacacat
gagaataagc
gttgecegeca
ggaattttga
acaaacctga
gaacatgtta
gctttcaaat
atgaactcta
gagtatatgg
tactttgtag
ttcaagttaa
tttaaggaag
gtcgaagagg
atgaaactaa
tggaacatgt
acaatactag
gaggagcaaa

<210> 104
<211> 2355

<212> DNA

cggcagcatt
acaaattcgg
tggtggatac
ttttggatga
tgacgtgcge
cacttgccga
atcatgecgtce
ctgctgattt
ataaagaggt
caagacgtaa
attcttccaa
gtcagtctat
tagatcaatt
ctttatcaag
caactgttgt
ttcaatgcgt
gaatactgtt
ggcaagctag
tgttgagaga
aaaacgctta
gaccaaagct
tgtccacaca
gaaagttaaa
aagtagttga
tcttcgaaga
gtcatgtgcet
atacagtaaa
gataa 2355
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cattaaccat
caacgcagtt
aattgaaaga
gacataccgt
gttggecttt
aattacaaac
acatatcctt
cctgaaggaa
tgaaaatgca
catccagcett
catatcaaac
ctatagagaa
gaaatttgcc
tccagaattg
tgatgatttc
tgaaaagtgg
cttggctetg
agatgtgacg
agcaatttgg
tgtcteccecttt
atccgaggaa
aggcagatta
tgectgttget
ggaaatgatg
gaacggttca
aaactttttce
agacatcata

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 104

caaaatccag
ccaactgtat
cttggtatat
tgttgggtgg
agattgttgce
gaattagctt
taccaagagg
atcatatcca
cttaagttcce
tacaacgtag
actgattacc
gagctgaaag
agacaaaaga
tcagatgcac
tttgatattg
aatgtcgatg
aaagatgcta
tctcacgtca
actagagatg
gctttgggtce
atcgtcgaat
cttaatgata
ctgcatcttt
atgatgatca
attgttccta
tacgcaaacg
tacaaccctt

gatgcctgaa
accctcacga
cccaccactt
agagagatga
gtattaacgg
taaaggatga
acttatcatc
ctgatagtaa
ctattaacac
acaatactag
taagattagc
gattagagag
cagcttattg
gtatttcttg
gcgggacaat
tcgataaaga
tctgttggat
ttcaaacctg
catacgttce
ctatcgttaa
catcagaata
ttcattettt
ctaatggcga
aaaacaagag
gagcatgtaa
acgatggttt
tggtcttagt

ctatttgaat
tttgtttatc
tagagtcgag
acaaatcttt
ttacgaagtt
atacgccgcet
tggaaaacaa
tagactgtcc
cggcttagaa
aatcttgaaa
tgttgaagat
atgggtcgtt
ttacttctca
ggctaaaaac
cgacgaattg
ctgttgctca
cggggatgag
gctagaactg
tacattaaac
gcctgecata
ccataacttg
caaaagagag
aagtggtaaa
aaaggagttg
ggatgcattt
tactgggaac
aaacgaaaac

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340

atgaatctgt ccctttgtat agctagtcca ctgttgacaa aatcttctag accaactget 60

Page 181

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence

ctttctgcaa
ataatcgata
tcatcttatg
tgttttccag
ttagtcaacc
ttagecectgta
ttatcattca
gggttcgaca
ctgtctaaac
tgccattcta
tatgactgga
tctgcaactg
tcactattag
agattatcta
atcaaaaatg
atggatgtcg
tctectgate
ttagaaacat
atcttgaagt
aaattgatac
agaatcaata
accacctacc
ttttacactt
caaaacaagt
gttgctgcecta
ggtattctta
acaaatctta
gaacatgtga
gccttcaagt
atgaactcaa
gaatacatgg
tactttgttg
ttcaagttaa
ttcaaggaag

Page 182

ttcatactgce
ctactaagga
acaccgcatg
agtgcttgaa
acactcataa
ttgttgcatt
tagaatccaa
taatcttccce
aaacagattt
acgaaattga
acatggtcaa
ccgcagcatt
ataagtttgg
tggttgacac
ttttggacga
tgacctgcege
aactggctga
accatgcatc
ctgcagattt
acaaggaagt
ctaggagaaa
atagttcaaa
gtcaatcaat
tggatcaact
cccttteate
caactgtagt
ttcaatgtgt
gaatactttt
ggcaagctag
tgctaagaga
aaaacgctta
ggccaaagtt
tgtcaacaca
gtaagctaaa

PCT/EP 2014/052 363 - 08-06-2015

Page 184 of 219

cagtactagt
gagaatccaa
ggttgcaatg
ttggttaatc
ccacaatcat
gaaaagatgg
tctagettet
tggtttgcectg
ctctttgatg
cgggtactta
aaagtatcag
cattaatcat
aaatgcagtt
tatagagaga
gacatacaga
tctggetttt
gattacaaac
ccaaatactt
cctgaaaggce
agaaaacgca
cattcagctg
catttccaac
ctacagagag
gaagtttgct
cccagaattg
cgatgatttc
tgaaaagtgg
cctggetcta
agatgttaca
agcaatctgg
cgtctcattt
atccgaagag
aggcagactt
cgctgttget

catggaggtc
aagctattca
gtgccatcac
aataatcagt
ccattattga
aatgtaggtg
gctaccgaca
gagtatgcca
ctacacaaaa
gcatatatct
atgaaaaatg
caaaaccctg
ccaacagtct
ttaggtattt
tgttgggtcg
agattgctaa
gaactggctt
taccaggaag
attctgtcta
ctaaagtttc
tacaacgtag
acctattact
gagttaaagg
agacagaaga
tctgatgcecceca
tttgatattg
aacgtggatg
aaagatgcaa
tctcatgtca
acaagagatg
gcecttgggtce
attgttgagt
ctgaacgata
ttgcacttgt

aaacaaaccc
aaaatgttga
ctaattcccce
taaacgatgg
aggactcttt
aagatcaaat
aatcacaacc
aaaaccttga
gagagttaga
cagaaggttt
gatccgtatt
ggtgtcttaa
atcctttgga
ctcatcattt
aaagagatga
ggatacacgg
tcaaagacga
acctaagttce
cagatagtaa
ctattaacac
ataatacaag
taagattagc
gcctagaaag
cagcatactg
gaataagttg
gaggtactat
tagataagga
tatgttggat
tccaaacttg
catacgttcc
ctattgttaa
cttccgaata
tccactcett
ctaatggtga

RECTIFIED SHEET (RULE 91) ISA/EP

aacaaatttg
aatctcagta
aaaaagtcca
ttettggggt
atcatcaaca
caacaagggt
atctccaatc
tatcaactta
gcagaaaaga
gggtaatttg
caattctcct
ctacttgaac
cttgtacatc
cagagttgag
gcaaatcttt
atacaaagta
atacgccgceca
aggaaaacaa
taggttgtct
tggtttagag
gattcttaag
tgtcgaagac
atgggtagtt
ttatttctet
ggccaaaaat
tgatgaactg
ttgctgcagt
tggcgacgag
gcttgaactg
aacattgaac
gccagccata
tcataaccta
caaaagagaa
atctggcaaa

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100



Amended Sequence

gtggaagagg
atgaaattga
tggaatatgt
acaatattgg
gaggaacaaa

<210> 105
<211> 1773

<212> DNA

aagtcgttga
ttttcgagga
gccatgttct
atacagttaa
gataa 2355
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ggaaatgatg
aaatggttca
taacttcttt
agatatcatc

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 105

atggctatgce
ttctcatceg
cctacccaaa
aagagtaaac
gtggatgtcce
ctagacagaa
acatgtgcta
ctataccacg
accagaacac
atcttagatt
ggcgcactga
tacaccacac
caacacatgt
ttgtcaatta
gagagttggg
tacttttacce
ttatgggcca
tctaaagagg
gttgaattct
caattgggtg
atatggttag
gtgcctacag
gttttaccag
gaatatgatg
Page 183

cagtgaagct
gtggccatge
gatctacttce
aacatgatca
tggagaatat
cttacagatc
tggcttttag
ttgtagaggce
tacttgaatt
caattggctc
gaaagccttce
ttgatagact
tggagactcc
gagatttttce
ttaaggaatg
tatcagccge
aaaacggggt
aattggaaaa
attctgagca
agaaggcctc
acttgttaaa
aaaaggaata
ctttgtattt
aattgttcaa

aacacctgceg
tttgagattc
ttecctcectact
ggaagctagt
gggaatatcc
ttggttacaa
aatcctaaga
atctggtctg
acacaaggct
tagatccaga
tttattcaaa
tcatcatagg
atacttatct
ctcctcacaa
tagattagat
aggcaccatg
gttgacaact
cttagtcatg
ggtcgaaatc
tttggttcaa
gtccatgatg
catgattaat
cgttggtcca
actaatgtca

atgatgatca
atcgtaccta
tacgctaatg
tacaacccac

tcattatcct
gggagtagtc
actagaccag
gaagcgacta
agacattttg
agacacgagg
ttgaacggat
cataattctt
tcaacagtta
acattgctta
gaggttgaac
tggaatattg
aaccagcata
ttcacttatc
caactacagt
ttttctectg
attgttgatg
ctggtcgaaa
atcttctcett
gacagatcaa
acggaagttg
gcctctetta
aagatttcag
acatgtggta

aaaacaagag
gagcttgtaa
atgatggctt
ttgttttggt

taaaagctgt
tgccatgttg
ctgccgaagt
tcagacaaca
ctgcagagat
aaatcatgct
acaacgtttce
tgggtgggta
gtatctctga
gagaacaatt
atgcactgga
aaaacttcaa
catcaaggga
aacaagagct
tcgcaagaca
agctttctga
atttctttga
tgtgggatga
ccatctacga
ttacaaaaca
aatggagact
tctteggecet
aaagtatagt
gattgttgaa

RECTIFIED SHEET (RULE 91) ISA/EP

aaaggaattg
agatgctttt
cactggaaat
caatgagaac

gtgctgcaga
gagaaggacc
gtcatcaggt
attacaactt
aaagtgcata
ggacactatg
atcagatgaa
tcttaacgat
ggatgaatct
ggagtctggt
tggacctttt
cattattgag
tatcctagceca
acagcatctg
gaaattagcg
tgcgagaaca
tgttgeccggt
acatcacaaa
ttctgtcaac
ccttgttgaa
gtcaaaatac
aggtccaatc
aaaggaccca
tgacgtgcaa

2160
2220
2280
2340

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440



Amended Sequence

acgttcgaaa
ggaggcccaa
agaagagatc
gaactattct
tctagtcaag
caaggttctc

<210> 106
<211> 2232

<212> DNA

gagaatacaa
tgtctattte
ttctttettt
ggaaaatgtg
tcgaaagage
atacactggt
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tgagggtaaa
agacgcaaag
ggtccttaga
taaagtgtgce
aaaagaggta
atctgatgtt

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 106
atgcagaact
tcegtttett
acaccttgtt
tggtcactte
tgtattctgg
ttcatagaac
gacattatct
aaaccaactg
ggcaaaaatc
ctgcaagatt
ccatcaacaa
cgttctette
gccagacttt
gagagaaagt
ttctcecgata
gtctctettg
gctttagaac
caaaattcta
gacagattgc
gctaacttac
aggattctaa
gcagtggaag
agatgggtcg
Page 184

tccatggtac
cttatgatac
ttccagaatg
ctcatggcaa
ctcttaaaag
tcaactctge
ttccaggtat
acattaactc
tagaaggtag
gggaaatggc
ctgcagectge
tccagaaatt
caatggtaga
tcgttectgga
acgcaacctg
aagatcactt
tgtacagagc
gaacttctta
gtaaaaacat
aaagattagc
aaacttccta
atttcaatat
ttgaaagacg

aaaggaaagg
agcctgggtt
tactaaatgg
tccacttcta
atggggaatc
tagtgtaacc
gattgaatac
catgttgcat
aagagcttac
tatgaaatac
attcatccat
tggaaacgca
tgccectggaa
tgaaacatac
tgectttggece
ctctaactct
cctccaattg
cttcttaaaa
aattggagag
tattcgtaga
cagatgctca
ctgtcaatca
tctagacaag

ctgaattctg
aggaaattac
gaagagtctg
tatttctttt
gacgctgtca
taa 1773

atcaaaaaga
gcaatggtcc
atcctagaaa
gttaaagatg
ggtgaggaac
gataacgaac
gctatagact
cgtagagccecce
ttggcctacg
caacgtaaaa
atacaagatg
gtccctacaa
cgtettggta
agattttggt
ttcagaatat
ctgggcggtt
tcttacccag
caaggtttat
gtgcatgatg
aggattaagc
acaatcggta
atacaaagag
ttaaagttcg

tcagtctatt
aaaagcctat
tagtaccaag
actcaacaac
taaatgagcce

tgtttgacaa
catcccctga
atcagttggg
cattatcttce
agattaacaa
aacacaaacc
tagacctgaa
ttgaattgac
tctctgaagg
acggatctct
ctgaatgcct
tataccctct
ttgatagaca
tgcaaggaga
tgagacttaa
acttaaagga
acgagtccct
ccaatgtctce
ctttaaactt
attacgctac
accaagattt
aggaattcaa
ctagacaaaa

RECTIFIED SHEET (RULE 91) ISA/EP

ggttcttcac
tgatacgtgt
accatgtaag
tgatgggttt
actgaagttg

gattgaattg
ttgcccagaa
tgatggtagt
cactcttgcet
aggactgaga
aattggattt
tctaccacta
atcaggtgga
aatcggtaag
gttcaatagt
ccactatatt
cgatatctat
tttcagaaag
agaggagatt
tggttacgat
ctcaggagca
cctggaaaag
cctetgtggt
ttccgaccac
tgacgataca
tctaaaactt
gcatattgaa
agaggcctat

1500
1560
1620
1680
1740

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380



Amended Sequence

tgctatttct
tgggccaaaa
gaagaggaat
gatttttgta
ataggtgata
tggctggact
cctaccctag
cttccagect
ctactaaacc
tttaagagag
ggtggtgett
agaaggcaac
aaagatctat
ttcacctcaa
gatgaattat

<210> 107
<211> 1542

<212> DNA

cagccgcagce
atggtgtatt
tagttaactt
gtgaggaagt
agtcatttgg
tattgaaatc
atgagtatat
tatacttecgt
tctacaaagt
aatccgagga
ctacagaaga
tgttacaatt
tttggaatat
atgagatgag
ga 2232
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aacattgttt
gacaactgtg
gatagaattg
tgagattatc
ctggcaaggt
aatgttaact
gacaaccgcec
tggcccaaag
cacatctact
aggtaagctc
ggaaacaatc
ggtgttgcaa
gattaagtta
gaatgtagtt

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 107

atggatgctg
gctgtagcat
agatcccaat
aatctgttac
tatggaccta
gagatagcca
aaagccctga
tatcataaaa
aagcatagaa
gtgaaaaaca
ttcggcecttag
ctgaaaatca
ggagcaatcg
aagttcgaaa
Page 185

tgacgggttt
tggcggtage
caaatcatct
aattgaagga
tctatagtat
aggaggcatt
aagtacttac
cagttaagag
ttcacagaga
acccagaaca
ctatgagaca
ctatgaatag
atgttgattg
atactattca

gttaactgtc
gctaatcttt
tccaagagtg
gaaaaagcca
caaaactggg
ggtgaccaga
agcagataag
acacatactg
tatcatgatg
ggaagaggta
agccttagga
agacgaaatc
gagagacttc
acaaatgtac

gccectgaat
gttgatgatt
atcgagcgtt
tattctgcta
agagatgtaa
gaagctcaat
catgtttcat
ttgtcagaag
tgtggcagac
aacgctatta
gaacatttca
gagaaggata
ttacacactt
aaggcaatca

ccagcaaccg
tggtacctga
cctgaagtcce
tacatgactt
gctacaagta
ttccaatcca
acaatggtcg
accgceegtet
gataacatat
gaccttagaa
aaggatgttg
tttcaagtcce
tttccatacc
atcagaagag

tgtctgatgce
tcttegatgt
gggatgtgaa
tccactcaac
agtctcaagt
ggtcttcaaa
tcgcacttgg
aggttgcagg
tactgaatga
gtttatacat
aaggtttgat
gtatcatacc
tctacatgaa
ttaacgaacc

ctataactat
aatcctacac
caggtgttcc
ttacgagatg
tggttgtggt
tatctacaag
caatgtcaga
tgggtcctaa
ctactcaact
aaatctttca
aaagtttgta
ttgttgttga
taaagtgggt
aagctgttat

RECTIFIED SHEET (RULE 91) ISA/EP

tagaatgtct
cggaggctcet
tggcagtgca
tatctctgaa
tatcaagatc
caagtctgtt
tccaattgta
tcatcctgaa
ttggagaagt
gatccactcc
tgattctcag
tagaccatgt
agatgatggce
aatctcactg

tggtggaact
atcagctaga
attgttagga
ggcagcgaca
atcatctaat
gaacttatct
ttatgatgat
tgcacagaaa
tcatgaattc
atctgagtta
cgttgaagac
tccaatgatg
cccaaacaaa
gaaatcttta

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220

60

120
180
240
300
360
420
480
540
600
660
720
780
840



Amended Sequence

atcaaagagc
cttttatctg
atcattgaat
aaaaacccta
aagataaccg
ctgagaagac
ctaggcggcet
atggacaaaa
aatgagacaa
ggttcettge
gaatggaaac
atgttaagac

<210> 108
<211> 1530

<212> DNA

acaaaaagag
aagctcaaac
cttcagatac
aattgcaaga
aagagcatct
actcaccagt
accatgttcc
acgtttggga
ttgattttca
aagccctttt
tgaaggatat
cattgagagc

PCT/EP 2014/052 363 - 08-06-2015
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aatagcgtca
tttaaccgat
aacaatggtc
taggttgtac
atcacagctg
tcctatcatt
tgectggcaca
aaatccagag
aaagacgatg
aactgcatct
gactcaagag
tattatcaaa

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 108

atggcatttt
atctttttet
ttgccaagtg
gagaaaaagc
ataaagatgg
atggtcacta
acctgecgata
agatgtttgce
gatgctttga
gagccagtta
gcctteggta
gatgaaatct
agagatttct
caaaagcaca
aatgggtctg
ttgactaagg
accttagtca
Page 186

tctctatgat
tcaaaaagtt
ttccagtagt
ctcataaaac
gttcttcate
gattttcatc
agtctatggt
taaatggact
ttgaaaatgt
actttagagc
aagacgtaga
ttaaggtgct
tcccatattt
agagaagact
aatcagatga
aacagatcgc
caactgaatg

ttcaattttg
acttagtttt
gcectggtttt
tttcactaga
tcttattgta
aatatctacc
cgccacttet
tcttggtgcet
gagttccaag
aattttcgaa
atccatatac
tgtacatgat
gaaatggatc
agctgttatg
tgattgttac
aatccttgtce
ggccatatac

ggcgaaaagc
cagcaactat
acaacagaat
agagacatta
ccttacatta
cctctaagac
gaacttgcceg
gaatggaacc
gcctteggtg
attgggattg
gaagtgaaca
cctaggatct

ttgggatttg
agtaggaaaa
ccagttattg
tggtcagaga
ttgaacagta
agaaaattgt
gattatgatg
aatgctcaaa
ctacatgcac
cacgaattgt
gtcaaggagt
atgatggagg
cctaataagt
aacgcactta
cttaacttct
tgggaaacaa
gagctagcca

taaatagtta
tgatgtcett
gggcaatgta
agtccgtetg
cagctatttt
atgtacatga
ttaacatcta
cagaaagatt
gtggtaagag
ggagaatggt
cgataggecct
aa 1542

ttatttette
acatgtcaga
ggaatttgtt
tatatggacc
cagaaactgc
caaacgccct
acttccacaa
agagaaaaag
acgctagaga
ttggtgtagce
taggcgtaac
gtgcaattga
cttttgaagce
tacaggacag
taatgtctga
tcattgaaac
aacatccatc

RECTIFIED SHEET (RULE 91) ISA/EP

tatcgattac
gtgggaacca
cgaattagct
tggatctgaa
ccacgaaaca
agataccgtt
cggttgcaac
catgaaagag
agtttgtgct
tcaagagttc
aactacacaa

tttcatctte
agtttctact
gcaactaaag
tatctactct
taaggaagca
aacagttcta
attagttaag
acactacaga
tcatccacaa
attaaagcaa
attatcaaaa
tgtagattgg
taggatacaa
attgaagcaa
ggctaaaaca
agcagatact
tgtgcaagat

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020



Amended Sequence

aggttgtgta
tcacaagttc
ccattagttc
gctgggtcceg
agaccagaag
ttgcataaaa
tcectaatgg
gatggtgaag
atggcaatca

<210> 109
<211> 1578

<212> DNA

aggagatcca
cttaccttaa
ctattagata
aaattgctat
attggtggcecce
caatggcettt
ctggtatcgce
aggaaaatgt
tcaatcctag
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gaacgtgtgt
cggegtttte
cgcccacgaa
aaacatctac
agaaagattc
cggagctgge
tattggtaga
cgatacttat
aagatcctaa

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 109
atgagtaagt
ttgggtttgg
gcatggttat
gttgttggat
gaaggtggct
aggaaattgg
ttgtcacagg
acaagaggca
actccaaaat
aaagagatgc
gtgagattga
caggaatggt
ttaagagttg
actctactta
caaggggatg
aagcaaatcg
actgcgatga
ccattaagag
aacagatttc
ttattgacat
Page 187

ctaatagtat
accgtatgcecce
gttcttatgt
acaggtctgt
ctatcatagg
gaactgatat
acaagactag
tggttttcett
tggtttecctt
ctgatatgaa
tttccaggat
tgactactac
tacctcatat
gaaacgtttc
gtaacgaaga
ataacattgce
ccatgacaca
atgaagttaa
ataagttgga
tcaatagaat

gaattctaca
attgatggat
gatacatgtt
attcgaacct
tcaagggtac
tgtcattata
atcagttgaa
gcaatctgac
gaccaaggtc
aaatgacgaa
ctccgecaga
agcagaatat
cttaagacca
aagtggtaga
tatactttcc
tcagagaatg
tgccatgtac
atctgttgtt
ctcettecta
ctaccatcaa

ggtggagaga
catgaaacct
gatacacaaa
gggtgcaaca
ttagatgatg
aaaagagtgt
ttggtccaag
gggttaacat
1530

tcacacgaaa
gttcactggt
ttatcatctt
acatggttgce
aataagttta
ccacctaact
cctttcatta
ttacaaaacc
atgaaggaag
tgggtagaag
gtctttctag
tcagaatcac
ttcatecgecece
agagtcatcg
tggatgagag
ttaattcttt
gatctatgtg
ggggcttctg
aaagagtcac
tctatgacct

aattcaagga
tgagaaaata
tcggtggcecta
tggacaaaaa
gcaaatatga
gtgcecggtge
agttcgaatg
ctcaaaagtt

ccctttttcea
tgatctacgt
cctctacagt
ttagacttag
aagactctat
atattgatga
atgattttgce
gtgttataca
agttggatta
tagatatcag
ggcctgaaca
ttttcattac
ctctattacc
gtgacatcat
atgctgccac
ctttagcatc
cttgcectga
gctgggacaa
aaagattcaa
tatcagatgg

RECTIFIED SHEET (RULE 91) ISA/EP

agagcagttg
ctcacctgeca
ccatgttcca
gagatgggaa
aacatctgat
tctacaagcece
gaaacttaga
atacccacta

acaattggtc
tgctttegge
aaaagtgcca
attcgtctgg
tttccaagtt
agtgagaaaa
aggtcaatac
acaaagacta
tgctttaaca
tagtataatg
ctgtcgtaac
agggtttatc
ttcatacagg
aagatctcag
aggagaggaa
aatccacact
gtacattgaa
gacagcgtta
cccagtattce
cactaacatt

1080
1140
1200
1260
1320
1380
1440
1500

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200



Amended Sequence

ccatctggaa
ccaggtccaa
agtaactacg
tacggcaagt
gccattttgt
atcactatcg
tcacttagag

<210> 110
<211> 1500

<212> DNA

cacgtattgce
ccccacctac
cacaaaagta
atgcttgtcce
tgctacaatt
attctgatat
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tgttccatca
tgaatttgat
cctattctcee
aggtagattt
tgagttcaaa
gattccagac

atgaatga 1578

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 110
atggaagatc
agatggtaca
ctatcttaca
tatgatggct
gcaaatggtce
atggacggat
gatccatacc
cctgatgtca
gaatgggtgt
agagtctttg
tttacattgt
ccaatagttg
gttgctccat
gaaaaaccta
gtgaaggcaa
aacactatca
agagaagaga
atgtggtggt
tctttaacta
ggtactctag
gccttagtat
aagcaccagt
Page 188

ctactgtctt
gagatccatt
tcggegeact
acagaggatc
ctaaactagce
taggagcatt
atgtcgatat
ttgaagagtt
ccgtaaactg
taggtttgce
ctgttgtcaa
gcagagttgt
tggtggagga
atgatatgtt
tcgcagagag
ctcatgettt
tcgaaccatt
tagattcatt
gaatggctga
tggcegttece
tcgatcettt
tcgttaatac

atatgecttgt
gagatccatc
aagatggaca
tacattcaaa
tgatgaagtc
cgtccaaact
cataagagaa
gacacttgcg
ttcaaaggcc
tgcttgcaga
ggatagagcc
aggtaacgcecce
aagacgtaga
acagtggata
attgttaatg
gtaccacctt
agtcaaagag
tctaagagaa
caaagatatt
agcgtattcet
cagattctca
ttcagtcgag

cacgcaatgt
ggattcagat
atgaccgatt
tacgcgtcta
ctaccagatg
ccaagagcta

cttgcecattg
ccaacagttg
agacgtggca
atcgcgatgt
agacgtagac
aagtacacct
aaactaacaa
gttagacagt
gcaagagata
aaccaaggtt
atcatcaata
accagaaatg
cttatggaag
atggatgaag
gtgaacttcg
gccgaaatge
gagggctgga
tctcaaagat
acattgagtg
actcatagag
cgtatgagag
tacgttccat

tgcaagattc
atagtaagat
cttcaaacat
atgagatgaa
gtaaaggtcg
gactttgcgt

cagttgcaac
gtggttccga
gagagatact
tagaccgttg
cagatgaaga
taggtgaagc
gaggccttcece
acattccaac
ttgttgctag
acttagattt
tgtttccaga
ttecgtagage
agtacggtga
ctgcatccag
cggctattca
ctgaaacttt
ccaaggctge
acaatggcat
atggcacatt
atgatgctgt
cgagagaagg
ttggtcacgg

RECTIFIED SHEET (RULE 91) ISA/EP

tgcacatgtc
acgttctgat
ggctttcgga
actaacatta
tcctagaaat
cagaaaaaga

tttegttgtt
tttgcctatt
tcaagaggga
gatcgtgatc
gttaaacttt
tattcataac
agccgtgett
agaaggtgat
agcttctaat
ggcaatagac
attgttgaag
tgttcetttt
agactggtct
agatagttca
tacctcatca
gcaaccactt
tatgggaaaa
taacatcgta
tttgccaaaa
ctacgctgat
tgaaggtaca
aaagcatgct

1260
1320
1380
1440
1500
1560

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320



Amended Sequence
tgtccaggaa gattcttcge cgcaaacgaa ttgaaagcaa tgttggcectta cattgttcta 1380
aactatgatg taaagttgcc tggtgacggt aaacgtccat tgaacatgta ttggggtcca 1440
acagttttge ctgcaccage aggccaagta ttgttcagaa agagacaagt tagtctataa 1500

<210> 111

<211> 1578

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 111

atgggtttgt
ctggetttgt
cctaaagcat
tcaagtggtc
ttcaccatta
gagattttca
attcttggtt
atcagaaaga
gtaagagttt
aaggatgaag
aacatagtgt
gcaaagcgta
ggagacgctt
ttagttgcta
caagctaacg
gaagcaaatt
actttgattg
ttgttaaaca
aaaggaagac
aaagaggctt
gattgtactg
aaactgcata
ttgacaccta
ggtgcecggeca
ttagcgacat
actgcttctg
Page 189

tcccattaga
actatctact
ctggtgaaat
tacctattat
ggctgggtat
ctacccacga
tcaattatgt
ttattgctac
ttgaactaga
agggaaaggt
taaggacagt
tctecegagtt
ttcettttet
gtagattgga
atgacaaaaa
caccacttga
tttcaggagt
acagagatac
aagtcaacga
taagacttta
ttgctggtta
gagatccaaa
atcaaaagga
gaagatattg
tgctgcaaaa
ttggcatgac

ggattcctac
gtctttcatce
cattccaatt
cttagcactt
taggagagtg
tttgatagtt
ttcattctect
aaaactaatg
aaactctatg
attagttgag
tgctggtaaa
attcagagaa
aggttggttg
ctcaatggtc
ggaggatatg
aggatacggc
tgatacaacc
tttgaaaaag
gtctgatctt
cccagcagceg
tagaattcca
catttggagt
tgttgatgtg
tccaggtact
cttcgaaatg
aaatgccaaa

gcgectggtet
tacaaaacat
acaggaatca
gcctctttag
ctagtagtat
tctaatagac
ttcgctecat
tcttctteca
aaatctatca
atgaaaaagt
caatacactg
tggtttcact
gacctgggceg
agtaaatggt
gatttcatgg
actgatacta
tcaatcgtac
gcacaagagg
gttaacttga
ttcttaggeg
aagggcacct
gatccttgeg
atcggtatgg
agattggctt
tcaacaccaa
gcatcacctt

ttgaaggact
ctaaaaagac
tattgaatct
cagacagatg
caaattggga
caaaatactt
acggcccata
gacttcagaa
gagaatcatg
ggttctggga
gtacagttga
acactggcag
gatacaaaaa
tagatgagca
atatcatgat
ttatcaagac
ttacttgggce
aattagatat
tatacttgga
gaccaagagc
gcttgttgat
aattcaagcc
atttcgaatt
tacagatgtt
acgatgcgcecce
tagaagtctt

RECTIFIED SHEET (RULE 91) ISA/EP

agcaataaca
atgtacacct
gctatctgge
tggtcctatt
aatcgctaag
agccgctaag
ttgggtcgga
gttgcaattt
gaaggagaaa
actgaatatg
tgatgccgat
atttgtecgtt
gacaatggaa
tcgtaaaaag
ctccatgaca
cacatgtatg
cttatcactt
gtgcgtaggt
agcagtgcett
attcttggaa
taacatgtgg
agaaagattt
gataccattt
gcatatcgta
agtcgatatg
gctatcacct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



Amended Sequence
cgtgttaaat ggtcctaa 1578

<210> 112

<211> 1431

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 112

atgatacaag
tacaaacatc
ggtgaaacct
gagcgtatca
ttegetgtte
gtggcatctt
agaggagatg
tttgccacac
tggaggggca
gcttgtagat
ttcaacattt
tactccagta
agaaaactcg
ttaacatcac
ctacttttgt
accttaggtg
aaaacaaagg
tggtcagtaa
gcgttggttg
tcagctgttt
tccagatttg
agaatgtgtt
gttaccaact
gctactccag

<210> 113
<211> 1578

<212> DNA

ttttaactcc
aaaagactaa
tagccttact
aaaagcatgg
tttgeggtee
ggtggccagt
aagcaaaatg
attatgccgt
aggaggaagt
tattcatgaa
tcctcaaagg
aaaaggccgce
aattgaagga
ctgatgagaa
tattcgetgg
aacacagtga
aggcttggga
tctgtgaagt
atatcgacta
ctactcaaag
aaggggcagyg
taggcaaaga
ttaagtggga
ctaagggctt

aattctactc
aatcaatcta
tagagcaggc
atctccactt
agctggtaat
ccctgtaagg
gatgagaaaa
tactatggat
taatgtattt
cctagatgac
gatcatcgag
agctgcecatt
gggtaaggcg
tgggatgttc
tcacgatacc
tgtgtacgac
atcactaaag
catgagattg
tgctggttac
agacgaagcc
ccctactcecceca
gtttgccagg
tcttctaatce
gccaattaga

<213> Artificial Sequence

<220>
Page 190

ttcctceatcet
ccaccaggtt
tgggattctg
gttttcaaga
aagtttttgt
aagttgttcg
atgctattgt
gttgtaacac
caaacagtta
ccaaaccaca
cttectatag
agaattgaat
tcttcttcac
ttgacagaag
tctgcactat
aaggttttga
tgggaagata
aatcctectg
actatcccaa
aatttcgaag
ttcacatttg
ttagaagtgt
cctgatgaga
cttcatccac

tcttegtttt
cctteggetg
agccagaaag
catcactatt
tctgcaacga
gtaaaagttt
cttacttggg
gtagacatat
agttgtacge
tcgcgaaact
acgttccetgg
tgaaaaagct
aggacttgct
aggaaatagt
caataacact
aggaacaatt
tccagaagat
tcatagggac
aaggatggaa
atgtaactag
tgcetttegg
tagcatttct
agatcgaata
accaagtcta

RECTIFIED SHEET (RULE 91) ISA/EP

ctggaaagtc
gccatttttg
attcgtaaga
tggagacaga
aaacaaatta
actcacaata
tccagatgca
tgatgtccat
attcgaatta
cggtagtctt
aactagattt
cattaaagct
ttctcatcta
cgataacatt
tttgatgaaa
agaaatttcc
gaagtactca
atacagagag
gttgcattgg
attcgatcca
tggaggtcct
ccacaacatt
tgatccaatg
a 1431

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380



Amended Sequence
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<223> Synthetic oligonucleotide

<400> 113

atggagtctt
ttctcagttg
tcactgaagce
gaaatgcaac
gattattctt
tacacatact
gagctatcte
aatcctatct
agaattatcg
gagtctgcta
ggatgcgaca
gcctgttteg
cttacagcta
tttgggagta
tccatttggg
ctgatgcaat
tcagcatata
agtacagctg
gttaagatcc
atcccaaacc
gcaccaatcg
aaaggcgtct
ccagatgcaa
tatcctcaaa
ggcatgatgg
tctectacct
gtaattagag

<210> 114
<211> 1590

<212> DNA

tagtggttca
gttatcacgt
tacaaggtgt
gtatccaatc
cttcattatt
ctactggatt
agactaacac
taggtaacgg
cctacgagtt
tgcctatgtt
taagagttga
gatcctcatt
tcacaaagag
aaaagcatgg
aaactgtcaa
tgattttgga
gaagatttgt
tctcagtgtce
gtgatgaaat
ttaaaacagt
tcgggagaga
gtatatggac
acgatttcaa
gttacattcce
aagtaaaggt
accaacatag

tacagtaaat
ttacggtaga
taaaggccca
cgaagctaaa
cccacactte
aaagcaacac
attgaacttg
aatcataacc
tactcatgat
gaataagtgg
tgaggacttg
ttctaaaggt
aagtgttcta
tgacgttgat
ggaacgtgaa
aggggcaatg
tgtagataat
atggtgtttg
tctgtettet
gactatggtt
agcctctaaa
actaatacca
accagaaaga
atttggtctg
tettgtttee
tcctagtcac

tggtttaa 1578

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 114

gctatctggt
gctgtggteg
ccaccatcca
cactgctctg
gatcactgga
ttgtacatca
ggtagaatca
tctaatggtce
aagatcaagg
gaggagatgg
aaagatgttt
aaggctattt
ttcagattca
atagacgctt
atagaatgta
cgttcatgtg
tgtaaatcta
atgttactgg
tgcaaaaatg
attcaagaga
gatatcagat
gctttacaca
ttttctgaag
ggtcctagaa
ctgattgtct
aaacttttag

gtattgtaat
aacaatggag
tcttcaatgg
gcgataacat
gaaaacagta
atcatccaga
cccatataac
ctcattggge
gtatggttgg
taaagagagg
cagcagatgt
tctctatgat
acggattcac
tagaaatgga
aagatactca
acggtaacct
tctacttcge
ccctaaacce
gtattccaga
caatgagatt
tgggcgatct
gagatcctga
gaatttcaaa
catgcgttgg
ccaagttctce
tagaaccaca

cgtecgggatt
aatgagaaga
taacgtctca
tatctcacat
cggcagaatc
aatggtgaag
caaaagattg
ccatcagcegt
tttgatggtt
cggagaaatg
gattgcaaaa
aagagatttg
tgatatggtc
attggaatca
caaaaaggat
ttgggataaa
agggcatgat
atcatggcaa
tgccgaaagt
ataccctcca
agttgttcct
gatttgggga
ggcttgtaag
taaaaacttt
tttcactcta

acatggggtg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560

atgtacttcc tactacaata cctcaacatc acaaccgttg gtgtctttge cacattgttt 60

Page 191

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence

ctctcttatt
gctgeegetg
ctaccacata
ataggcttgce
gctaatgatce
aactacgcca
atctctcteg
gaagttgtca
ggattggttt
agaatggtgg
cagcgttgta
gatgctatac
accgccatag
gattctggag
ggcaaaaatc
atatcaggtg
aacaatagag
agattggtta
acactcagac
acactaggtg
caaaaagatc
actcataaag
agacgtgcat
ttcttgecatg
ttaggtctta
cttaattgcet

<210> 115
<211> 1440

<212> DNA

gtttacttct
catggcctat
ttacattggg
atagagctgt
aagtgtcttce
tgtttggttt
aattactatc
catctattaa
ctgtcgagat
ctggtaaaag
gaagagtctt
cttttettgg
aaatggattc
atgataattc
taggcggata
gcagtgatac
atactttgaa
acgagcaaga
tttatccacc
gctatcacgt
cacgtatttg
atgtcgatcc
gtcctggtat
cgtttgaatt
cgaatatgaa
tcaaccttat
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ctggagaagt
tatcggceccac
taacatggca
agttgtctca
ttcaagacct
ttcaccatac
taattccaga
ggaactatac
gaaacaatgg
atacttctce
cagagaattc
atggctcgat
catcgececcag
tacccaagat
cgatgctgat
tactgtagtt
aaaggcacag
catcagtaag
aggtcctttg
ttcaaaagga
gtctgatcct
acgtggtaaa
cacattcgga
ttcaacacca
atctacccca
gaaaatttga

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 115

agagcgggta
ctccacttac
gataagtacg
tcttgggaaa
gaactattag
ggttcatact
ttggaactat
aaattgtggg
ttcggagatt
gcgagtgacg
ttccatctcet
tggggaagac
gagtggcttg
ttcatggacg
acgattaaca
tctttgacat
gaagagttag
ttagtttact
ggtggtttga
actagattaa
actgaattcc
cactttgaat
ttacaagtac
tcaaatgagc
ttagaagttt
1590

acaaaaagat
ttgcaggtgg
gtcctgtatt
tggcaaagga
cttctaagtt
ggagagaaat
tgaaagatgt
cggaaaagaa
tgactttaaa
cttcagaaaa
ccggettgtt
acgagaagac
aggaacatag
ttatgcaatc
aggctacatg
gggctcttag
acatccaagt
tgcaagcaat
gacaattcac
tcatgaactt
aaccagagag
tcattccatt
tacatctaac
aggttaacat
tgatttctce

tgccccagaa
atcccatcaa
cacaatcaga
atgttcaaca
gttgggttat
gagaaagatc
tagagcctca
gaatgagtca
cgtgatcttg
caaacaggcc
tgtggttgcet
cttgaaaaag
acgtagaaaa
tgtgctagat
cttaactctt
tcttgtgtta
cggtaaggaa
agtaaaagag
tgaagattgt
atccaagatt
attccttacg
cggtgcagga
attggcatct
gagagaatca
aagactatcc

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560

atggaaccta acttttactt gtcattacta ttgttgttcg tgaccttcat ttctttaagt 60

ctgtttttca tcttttacaa acaaaagtcc ccattgaatt tgccaccagg gaaaatgggt 120

taccctatca taggtgaaag tttagaattc ctatccacag gectggaaggg acatcctgaa

180
Page 192

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence

aagttcatat
ggcgaatcca
aacaaactgg
ctggattcta
aaaccagaag
gtcactcact
ttettgettg
tcagacccat
actccattca
atcaaacaaa
tcacatatge
gacaagattc
ctagtgaagt
gaaattgcca
aagtattcat
tttagagagg
ttatactggt
ttcgatccta
ggaggcccta
cataatctgg
gatccattce

<210> 116
<211> 2133

<212> DNA

ttgatagaat
cagttgtttg
taactgecctg
atttgaagga
cacttcaaag
gggacaacaa
cgtgtagact
tccaactaat
acaaggccat
gacgtgttga
tattaacatc
ttggactatt
acttaggaga
agtccaaacc
ggaatgtggc
ctataactga
ccgccaacte
ccagatttga
gaatgtgtcce
tcaaacgttt
caatcccagce
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gcgtaagtac
ctgtggggca
gtggccagat
ggaatctata
atacgtcggce
aaatgagatc
gttcatgtct
cgctgcagge
aaaggcttca
tctggcagag
tgatgaaaac
gataggaggc
attaccacat
tgctggggaa
atgtgaggta
ctttatgttt
tacacacaaa
aggtaatggt
tggaaaggaa
taagtgggaa
taaagatctt

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 116
atgcaatcag
aaggcaatgg
aagatgctag
attgggtgtc
ccagttccac
aaaaagaaag
gcattagtcg
gatgactacg
Page 193

attcagtcaa
aaaagttgaa
ttgaaaatag
ttgtatttct
aagttatcgt
tttctatttt
aggaagcaaa
ctgcagatga

agtctctcca
cgctagtgaa
agaattgttg
aatgtggaga
tgtaaagaag
ctacggcaca
agtgagatat
tgatgaatat

agtagtgagt
gctagtaaca
tctgttaaca
aagatgagaa
gttatggatg
acagtttatc
gttgaggatg
atcatttcac
aatttcatta
ggtacagcat
ggtaaatcta
cacgatacag
atctacgata
ttgttgaatt
atgagattgt
aacggtttct
aatgcagaat
ccagcgcecett
tacgctagat
aaggttattc
ccaatccgtt

tttgatttgg
tctgaagatc
acactgttca
cgttcatcct
aaagagaagg
caaacaggaa
gaaaagacct
gaggaaaaac

tattcaagac
aattcctatt
aaatcttccc
agttgctgcee
taatcgcaca
cacttgctaa
aaaatcatgt
ttcctatcega
gaaaagagct
ctccaaccca
tgaacgagtt
cttcagtage
aagtctacca
gggatgactt
caccaccttt
ctattccaaa
gtttcccaat
atacatttgt
tagaaatctt
cagacgaaaa
tgtatcctca

tttececgetge
caacaacatt
caacttccectt
ctaaaaagct
agtcagaggt
ctgccgaagg
ctttcaaggt
tgaaaaagga

RECTIFIED SHEET (RULE 91) ISA/EP

ttctattgta
ctctaacgaa
aacaacttca
acagttctte
aagacatttt
aagatacact
ggcgaaattc
tcttectggt
gataaagatt
ggatatcttg
gaacattgce
ttgcacattt
agagcaaatg
gaaaaagatg
acaaggtggt
agggtggaag
gcctgagaaa
accattcggt
ggttttcatg
gattattgtce
caaagcttaa

tatgaatggce
gcctgecacta
cgcagttcett
ggtacaagat
tgatgacggg
ttttgctaaa
tatcgatcta
atccttagcee

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440

60

120
180
240
300
360
420
480



Amended Sequence

ttcttettet
aagtggttca
tttggtttag
aaacttactg
tgtatagaag
ttaagggacg
agagtggttt
ggtcatgttg
ctacacacct
ggactgtctt
gtcgatgaag
gataaggagg
acattgagag
ttgctggcat
gcttcaccag
ctagaagtga
gtagctccac
aacagaatac
agaggattgt
tctcaagcat
ccagtcatta
agattggcct
cgtaatagaa
gcattgtcag
cacaagatga
tatgtectgtg
gttcaggaac
atgtctggaa

<210> 117
<211> 2079

<212> DNA

tggccacata
cagaaggcga
gtaacagaca
aaatgggagc
atgacttcac
aagatgatac
accatgataa
ttcatgatgc
ctcaatcaga
acgaaactgg
cactaaaact
atgggacacc
acgctctaac
tggctgctca
ccggaaaaga
tgcaaagttt
gtttacaacc
atgttacatg
gttcaacctg
ccattttegt
tgataggacc
tgaaggaatc
aagttgactt
aattgatcgt
gtcaaaaagc
gcgatgcaaa
aagggagtct
gatacttaag
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cggtgatggt
cgataaaggt
atatgaacat
caaaagatta
cgcctggaag
ttectgtgact
accagcagac
acagcatcct
taggtcttgt
cgatcacgtt
gttagggtta
tatcggtggt
cagatacgca
tgctagtgat
tgaatatgca
tccatctgee
aagatactac
tgctttggtg
gatgaaaaat
tagaacatca
aggcactggt
tggtacagaa
tatctacgag
cgcattttca
ctccgatata
gggcatggce
ggattcttcce
agatgtttgg

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 117

gaacctactg
gaatggctga
ttcaacaaga
gtaccagtag
gaattggtat
accccataca
tcatatgctg
tcaagatcta
actcacttag
ggcgtttatt
tcaccagaca
gcttcactac
gatgtcttat
cctagtgaag
caatggatcg
aagcctccat
tctatcagtt
tacgagacta
gctgtceectt
aatttcagac
cttgceccat
ttgggttctt
gacgagctta
agagaaggga
tggaaacttc
aaggatgtcc
aaggctgaat
taa 2133

ataatgctgce
aaaagttaca
tcgctattgt
gattagggga
ggccagaatt
ctgcagecegt
aagatcaaac
atgtggcttt
aattcgatat
ccgagaactt
catacttctce
caccaccttt
cctcacctaa
ccgataggtt
tcgccaacca
taggtgtgtt
catctcctaa
ctccagcagg
taacagagtc
ttccagtgga
tcaggggcett
ctatcttttt
acaattttgt
ctgccaaaga
taagtgaagg
atagaactct
tgtacgtcaa

taacttctac
atacggagta
agttgatgat
tgatgatcag
ggatcaactt
attggagtac
ccatacaaac
caaaaaggaa
ttctcacaca
gtccgaagtt
agtccatgcet
tcecteettge
aaaggtagct
aaagttcctg
acgttctttg
cttcgcageca
gatgtctecct
cagaattcac
acctgattge
tccaaaagtt
tcttcaagag
ctttggttge
tgagacagga
gtacgttcag
tgcctatett
gcatacaatt
aaacttacag

540

600

660

720

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100

atgacttctg cactttatgce ctccgatctt ttcaaacaat tgaaaagtat catgggaacg 60

Page 194

RECTIFIED SHEET (RULE 91) ISA/EP



Amended Sequence

gattctttgt
ggtttegttg
ctaatgatcc
ggaaaaacga
aaagcacttt
ttggatgatt
gctttetttt
tacaagtggt
gtttttgect
gaagagttat
caatctatcg
ttacttaagg
tatagagtag
gctaatggta
aaggaattgc
cgtactggta
gaaattgtag
catgcecgata
ccatgcaccc
tcagctctag
catctaactt
tctttactag
gccgcaatag
gcaccatcaa
atccataagg
gaatgttctg
tctactccta
caagagagaa
ggctgtagaa
caaggagtta
gtccaacaca
tatctatatg
actatagtcc
ttacaaacag

Page 195

ccgatgatgt
tcttattgtg
ctaagtctct
gagtctctat
cagaagagat
acgctgeccga
gtgtagccac
ttactgaaga
taggtaacag
gcaaaaaggg
aggatgactt
acgaagatga
ttactcatga
atactaccat
acactcatga
tcacttacga
aggaagctgg
aagaggatgg
taggtaccgg
tggccttgge
caccagatgg
aagttatggc
cgcctagact
gagttcatgt
gegtttgtte
gtgctccaat
ttgtcatggt
tggccttaaa
acagacaaat
tttcagagtt
aaatgatgga
tectgtggtga
aggaacagga
agggaagata
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tgtattagtt
gaaaaagacc
gatggcgaaa
cttettegge
caaagcaaga
tgatgaccaa
gtatggtgat
gaacgaaaga
acaatacgag
tgcgaagaga
taatgcatgg
taaatccgtt
tccaagattc
cgatattcat
atcagacaga
aacaggtgat
aaagttgttg
ctcaccacta
tttagectegt
tgcgtacgece
taaggatgaa
tgctttceca
gcaaccaaga
cacatccget
aacatggatg
ctttatcaga
cggtcectggt
ggaggatggt
ggatttcatc
gataatggct
aaaggccgca
tgcaaagggt
aggcgttagt
cttgagagat

attgctacaa
acggcagatc
gatgaggatg
acacaaaccg
tacgaaaagg
tatgaggaaa
ggtgaaccaa
gatatcaagt
cactttaaca
ttgattgaag
aaggaatctt
gccactccat
acaacacaga
catccatgta
tcttgcatac
cacgtgggtg
ggccatagtt
gaaagtgcag
tacgcggatce
acagaacctt
tactcacaat
tccgcectaaac
tactattcaa
ttagtgtacg
aaaaacgcgg
gcctccaact
acaggtcttg
gaagagttgg
tacgaagatg
ttttctagag
caagtttggg
atggcaagag
tcttctgaag

cttctectgge
gttcecggega
atgacttaga
gaacagccga
cggctgtaaa
agttgaaaaa
ccgataacgce
tgcagcaact
agataggtat
tcggtttagg
tgtggtctga
acacagccgt
aatcaatgga
gagtagacgt
atcttgaatt
tctacgctga
tagatcttgt
tgcctecace
tgttaaatcc
ctgaggcaga
ggatagtagc
ctcectttggg
tttcatcctce
gtccaactcc
ttccagcaga
tcaaactgcece
ctccattcag
gatcttettt
aactgaataa
aaggtgctca
acttaatcaa
atgttcacag
cggaagcaat

gtgtggtaa 2079

RECTIFIED SHEET (RULE 91) ISA/EP

actggttgcet
gctaaagcca
tctaggttcet
aggattcgcet
agtaatcgat
ggaaacattg
cgcaagattc
tgcttacgge
tgtcttagat
agatgatgat
attagataag
cattccagaa
aagtaatgtg
tgcagttcaa
tgatatatca
aaaccatgtt
tttctcaatt
atttccagga
tccacgtaaa
aaaactgaaa
tagtcaacgt
tgttttectte
acctagactg
tactggtaga
gaagtctcac
ttccaatccect
aggtttctta
gttgttttte
ctttgtagat
gaaggagtac
agaggaaggc
aacacttcat
tgtgaaaaag

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



Amended Sequence

<210> 118

<211> 2142

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 118

atggcagaat
gcatacttta
gctgcaggtg
tcaggtaaaa
tcaagacttg
gaagattatg
ttggctactt
actggcgaag
gttgcgtteg
aacaaggctc
ggagctggaa
gctaaaaaga
gagagagatg
cacttggaag
gcagaatcat
atttctggta
ccaggtgaag
gtcgtaacag
tacgatgcta
tcaactttag
tcagacaaag
ttggecectcag
ggccttacaa
aaaaagatta
ttcagaggtg
aatccagctce
atacatgttc
cctattatca
agggcaaaac
Page 196

tagatacact
ctaagggtaa
gtgcttccaa
actgtgttgt
caaaggaagg
acttcgataa
acggtgaagg
atgcctettt
gtctgggcaa
tagaaaagtt
ctatggaaga
tgggcttgga
atttgacccc
gtacagcgaa
acgaactttt
gtaatctaaa
aggtcaacaa
tgaaagcctt
tattgagata
cagcattcge
attacttcca
tctctaaagg
aactacaacc
gtattactgce
tagcgactaa
cttttggcca
cagtccatgt
tgatcggtce
aagccagaga

tgatatagta
attgtggggt
gcctggecaga
tttctacgge
aaagtccaga
cttagacact
cgaaccaaca
caatgagggc
caatacctac
aggagctcat
ggacttttta
ggaaagagaa
tgaagcgaat
aggtccattc
ctcagctaag
gtatgaaaca
atttcttgac
agaacctaca
ccatctggaa
ccctaatgat
cgaaaagaca
tgaaaaatgg
aagatactat
tgttgtcgaa
ctacttgttc
atcatacgag
aagacattct
aggtaccggt
tggtgtagaa

gtattaggtg
gttaccaagg
actagaaaca
agtcaaacag
ttecggtttga
gttccatctg
gataacgcceg
aacgatcctce
gaacactaca
agaattggag
gcttggaaag
gctgtatatg
gaggtatact
aactcccaca
gatagaaatt
ggcgaccata
attctagatc
gccaaagttc
atatgecgcete
gatatcaaag
ggaccacatt
acaaagatac
tctatctcett
tctcagcaaa
gctttgaagce
ttgacaggac
aactttaagce
gttgccectt
gttggtaaaa

ttatcttttt
atccatacgce
tcgtcgaage
gtacagcgga
acactatgat
ataacatcgt
tggatttcta
cactaggtaa
actcaatggt
aagcaggtga
atccaatgtg
aacctatttt
tgggagaacc
acccatatat
gtctgecatat
tcgcegatcetg
tgtctggtaa
cttttccaaa
cagtttctag
ctgagatgaa
actacaatat
cattttctge
cctctagttt
ttccaggtag
agaaacaaaa
caaggaataa
taccatctga
ttagaggctt
cactgctgtt

RECTIFIED SHEET (RULE 91) ISA/EP

gggtactgtg
taacggattc
tatggaggaa
ggattacgca
cgccgatcecta
tatgtttgta
tgagttcatt
cttgaattac
caggaacgtt
gggtgacgac
ggaagccttg
cgctatcaat
taataagcta
cgcaccaatt
ggaaattgat
gcctaccaac
gcaacattcc
tccaactacc
acagtttgtce
ccgtttggga
cgctagattt
tttcatagaa
agttcagecct
agatgaccca
cggtgatcca
gtatgatggt
tccaggcaaa
cgtccaagag
ctttggatgt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



Amended Sequence

agaaagagta
ggcgacaaat
caacacagac
ttctacgttt
atcatagcag
agatcagcaa
acatacgcga

<210> 119
<211> 2364

<212> DNA

cagaagattt
tcgaaatgat
tgaaggaaag
gcggagacgce
aaggccgtgg
atcaatacca
attcagaatt
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catgtatcaa
tacagetttt
atcaaaggaa
cgcacatatg
tgtatcagaa
agtgtgttct
gcaagaggat

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 119
atgaaaaccg
actttcagac
gacatcaact
gaggcttctt
aacttatacc
agtatgaatg
caagatgtcg
aatcaattgt
atcaacacat
gaaaaaggtt
catatgccaa
aacattgaag
aagttaacta
ttggaaggaa
agtttcttgt
tgcttacagt
ccagtcgatt
agatacttca
aatggaattt
ttcagagtgt
aaagatggta
aacgtttaca
Page 197

ggtttatctce
atcacttatc
tcagatgtaa
tcacaaaatg
caaatgatga
acggggagat
atggatcagg
cagatggatc
tagcatgegt
tgaattttct
ttggttttga
tacctgagga
agatcccaat
tgcctgattt
tttcececcate
atctaacaaa
tgtttgaaca
aatcagagat
gttgggctag
tgagagcgca
aattcgtttg
gagcctctca

accagcaaca
acctgctact
agcagtttct
ggacgatgac
gattaaggaa
aaacgtctct
tagtcctcag
atggggagat
tattgcactt
gagagaaaac
agtaacattc
tactccageca
ggaagttctt
ggagtgggaa
tagtaccgca
tatcgtcact
tatttgggtt
aaaagattgt
aaatactcac
cggttatgac
ctttgcaggg
aatgttgttc

aaagagtggc
tcaagagaag
gtttctgatc
gcacgtgaag
gccaagggtg
gatttcgtaa
gtctggagtt

gtatttcatc
acaaactcta
aaagagtact
aaggtgaaag
tttgttgaat
gcatacgata
ttcecttett
catttgctgt
acaagttgga
atttgcaaat
ccatcactaa
cttaaagaga
cacaaggtac
aaactgttaa
ttcgecectaa
aagttcaacg
gttgatagac
gtagagtata
gttcaagata
gtcactccag
caatcaacac

ccaggggaga

aagagtacaa
gatctaaaaa
ttctatccca
tgaacactgt
aggaaattgt
ctttacactg
aa 2142

acagaatctc
caggcattgt
ctgatctgtt
atcatcttga
cagtaaaggce
ctgcatgggt
ctttagaatg
tctcagctca
atgttcatcc
tagaagatga
ttgatatcgce
tctacgcacg
ctactacttt
agctacaatg
tgcaaacaaa
gtggcgtgec
tgcagagatt
tcaataagta
tcgatgatac
atgtttttag
aagccgtgac
gaattttgga

RECTIFIED SHEET (RULE 91) ISA/EP

ggaagctctt
ggtttatgtt
aaaagcatac
gttagcacag
caaaaacatg
taaagagaca

accagcgacc
cgccttaaga
gcagaaagat
taccaacaaa
tatgttcggt
tgctttggtt
gattgccaac
cgatagaatc
ttctaagtgt
aaacgcagaa
gaaaaagttg
tagagatatc
gttacattct
taaagatggt
agatgagaaa
taatgtgtac
ggggattgcce
ctggaccaaa
agccatggga
acaatttgaa
aggaatgttt
agatgccaaa

1800
1860
1920
1980
2040
2100

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320



Amended Sequence

aagttctctt
ataatcgcta
tccttaccaa
tggataggca
gcaaagctgg
caatggtacg
gtttcttact
gcttgggcaa
tcaagtaagg
aagcactcta
cacggcetttg
caagcctggg
atggtccaaa
ccacaatatc
cacaatttca
gtttttagtg
atgaagacat
aaagttttcg

<210> 120
<211> 1584

<212> DNA

acaattactt
aagatctacc
gattggaaac
agacattata
attacaataa
tcgatattgg
acttggectgce
agacaacaat
aagatattac
tcaacggtga
ctectggatge
aaatgtggtt
tgatcaacat
aaagattgtc
aggagaattc
acacaccaga
tctactacaa
aaatcgtaat
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aaaggaaaag
tggtgaagtt
tcgttattac
cagaatgggt
ctatgttgceca
tatagagaag
ggcttcaata
cttagtcgat
tgcetttatt
accatggcat
tcttatgact
gactaaacta
gactgectgge
tactgtgaca
caccacagtg
tgatttggat
ggcgtggtgt
ttga 2364

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 120

atgcctgatg
gctacccaac
tacgaaacag
gcecttectte
ttagtcccta
gatcatggcg
agaagattgg
tctttgetag
ttctctcaac
gctttgagat
gagactttgg
Page 198

cacacgatgce
tgctaactga
caaggctagt
tggagagaca
cattatctgce
ttccacatga
ggacatctga
agggcattca
atagaggctc
cacacgccgce
gcttgagtac

tccacctcca
gtccgcagaa
tgcccatget
acacgaagac
tgttcacgca
tagactttta
ctcececacct
acacttactg
tettgtttgt
agcaggtaca
cgaagctgcet

caaagtacca
ggttatgctc
cttgaacaat
tacgtgtcca
gtccttcaat
ttcgaatctg
ttcgaacctg
aagatcacat
gacaagtttc
gaagttatgg
cattctcaag
caagacggcg
agatgggtat
aattctgtgt
gattcaaagg
caagatatga
gatccaaaca

caaataagac
gatgcatggg
acatggttag
gggtcatggg
ttattgacat
agagctgttg
gatactatag
gaccctgetce
cctggtggac
ccagtaccag
tctcacttge

acgaattgct
tggatatccc
acggcggtga
ataacacata
tagaatggta
acaacatcaa
agagatctaa
caattttcga
gtaacaagtc
tagctttgaa
atatacatcc
tagatgttac
caaaggaatt
gtcacgatat
ttcaggaact
aacaaacatt
ctataaacga

agagaacact
gtgaagtcag
gtggacacgc
gtccaccagg
gtecttgecte
acgcaggctt
cagttgagct
atcctcatag
tagatgggag
gaaaagtctg
aaccagccca

RECTIFIED SHEET (RULE 91) ISA/EP

ggataaatgg
atggtatgct
agatgatgtc
tctagaaatg
cacaatacaa
gtcagtcctg
ggagagaatc
ttcctetceag
ctcctctaaa
aaagacctta
acagttacat
tgctgagcta
acttactcat
taccaaactt
agtccagttg
cctgacagtg
tcatatatct

agtagatgag
tgtgtcagaa
cacaagagtg
tggatatagg
tcectgetcag
gactgccettg
ggttatccca
tagaccagcc
aactctagga
gcacgcttcecce
aggtataatc

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340

60

120
180
240
300
360
420
480
540
600
660



Amended Sequence

ggtggctctg
gattctgcca
attaccccta
gttcettgtg
ggtgctcecctg
gcattggcaa
gggtatttce
ttggaaacat
gccatggata
gataaatggc
catgcaagtc
caaagatccg
ttacagatct
agaggcagag
ttgtatactce
gatctattgt

<210> 121
<211> 1551

<212> DNA

ctgctgecac
gaagatacct
tcacatactt
aggctccage
ctggagcagg
cacatgggag
aatgctttat
tagggcatca
ccgcatcage
atgcctcacc
ctgcaactgce
atggcggttg
tggcceccace
caagattgtg
cagtaagagt
taccaccatt
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agcaacatgg
tgaggaatta
cgaaagagca
tgctttgttg
attgcctcca
aggtagaaga
tggggaaagg
tgtggcccaa
ttggctgcetg
atactacgcet
accagctaga
gggtctatgg
ttectggtggt
tggagccttg
agtcagagct
gtaa 1584

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 121

atgaacgccce
gatggcggat
aacgtaacag
ggttggggct
gcattacaaa
ttcttgcaaa
gctgaactga
ttcectagac
gtcgeccatgt
ccaacaacag
gcctggagag
tacttacaaa
tggcctataa
Page 199

tatccgaaca
ctgttggtcce
gtagacaaga
ctgccgactt
gagctgatcce
gacaaccaga
tecttgectca
acccagccect
tgcecttecagg
cctgtecaga
cccaggetgt
tggcttcaag
acgtattcga

cattttgtct
atctgtgtat
tgcatatgcet
tccactcettt
acttcectgge
tccatacget
gttttgtgga
attaccatta
acacccattg
cgatgatggt
gaccagaggc
agcaacgaga
accatgcectgg

ctaaccaggg
caacacagat
tggttattga
gattccttag
gatgctgatg
ccagaagtac
actccatcaa
catccacaag
gcagctcaaa
actgtttgtt
cagagagctg
cattcaactg
ggcaatatcc
ccactgactc
gccagagcetg

gaattgagaa
gatacggccc
tggttgatcg
agacatgctc
gcagcagacg
catgcegttce
gaggctgcett
agacaggctt
ctccactcect
tctataggta
tcaactccte
tcaggcatag
tcactgtaca

ttgcaccatc
actctggcce
acaattttgce
aagcagcact
atacagccge
tgatggatta
tttcaacaaa
atagagccag
agcaagatgg
gcacacaagc
tcagatgggt
ttgaagagac
cagtccaaca
ctttatggca
ctgctctgta

gattattgtc
aggccctaag
cccagcaaca
caacatgggc
cagttcagac
ctgaggatgce
ggttgttggg
gtttagtcaa
gggaggcatg
tctcaccage
aagtgggcag
aaggagtctt
ctctccatct

RECTIFIED SHEET (RULE 91) ISA/EP

tcaacagtca
agttccttce
agcagccggt
tacaccacaa
tgtgttgcett
caggactgac
cgctcacgta
atacggatca
ctcttggtta
cctagecegcet
tttagccaca
tgcttatgece
agcacttact
tgataaggat
cactaccaga

tgaaatgagt
attccacggt
agcagatgga
tgcacttcte
cgcaacaaga
ccctattggt
aggtgtggcce
actgggtgca
gggtacttct
agctacagcee
agctgacgceca
ccctaatgtt
tgcecggtctg

720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560

60

120
180
240
300
360
420
480
540
600
660
720
780



Amended Sequence

ttcgececcate
ttgggagtgce
gttgcecttat
tttgaaattg
aacattcacg
tacgtcgaag
tggctttatce
gatgaaagag
ggtagaggat
ggatctgagg
tggatgctag
gaattgtact
ttaagatggg

<210> 122
<211> 2952

<212> DNA

cagcactggc
atggcctegg
gcgttetgea
gtgagctctt
ctecttecatge
caaatagaaa
caactgcaca
cactagccge
ccactttecga
aagccacagg
ctagacatgce
gtcctactag
gtagaagagt
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tgaggctgta
accagcttta
tttggctgge
tgttacattc
tttgagattg
tccacatggt
cgeegttgea
tctactacaa
ggaaaccgcec
cagaagaaga
cgcacatgga
agtcgtaaga
attagctgaa

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 122

atggaatttg
gattatgatg
gtgtctttag
gaatttctac
atcgacggta
gagcaaatca
gctgcatctt
tttgagataa
ttcgatttte
aggccagaat
ataggcaaaa
tctccttecat
gcttacctta
gcttteccat
ttttcagcett
tcattcgaga
Page 200

atgaaccatt
acagatacgg
ttacaaaaac
tagaaacaca
tattgaatac
tccaacctca
tgagagcaca
ttgttectge
cagctaggaa
acttgtatgg
tcgacttcga
ctaccgcage
gacacgtgat
caacacattt
ctcatcttge

aggaaggtgg

ggttgacgaa
cttcggtact
agtcgatggg
atctgatgcce
agctgcatcc
acatgaccat
attggctgca
aatgctagac
acctttgatg
caaacaacca
taaggtaaga
ctacttaatg
taaacacgca
tgagtcatct
ctgtgatgag
ggcaatcggt

agagttatcg
cattttgctg
agagatcctg
ccaggagaga
ttaggtaaac
ttgtgggaca
gctctagcectce
gctcaaagag
tacgctcettt
atcgctcaag
ttaccacaaa
gtagctgagce
ggtgctggtg

gcaagatctt
atgtcatgtg
agaaaacaat
ggaggatggg
ttacttgcectce
aaggatctag
ttggatgtgt
ccattagaag
aagattcatg
atgaccgceccet
caccaccgta
cacgcttcac
gcagggcagg
tggattctta
ttgaacaagt
tacgctccag

ttgctcaact
ccgacgctga
cagttgacgce
gaaatgctag
cagctgecegg
acgaaaaatg
aaggcaagcc
atgatggtgg
tcgctttaca
tcgtcgceaag
caccactctg
tagctggcecet
ctgcacctta

tagtgcagceg
ctgcttatga
ggcttttece
aaatcgggaa
taaaacgtca
caggtagagce
ctacaactga
ccgaagatcce
atgctaagat
tacattcatt
cccatgggte
aatgggatgg
gaactggtgc
ccacattgtt
tggtcgagat
ggtttcaagc

RECTIFIED SHEET (RULE 91) ISA/EP

tgaagcaaga
tgatactgca
attgagacat
tgtctctacg
agcaagtgca
gcacgtttca
tcaatggaga
ttggggagct
cgttatggac
agccttagaa
gattggtaag
gtggttagca
a 1551

tactttacaa
tacagcctgg
agagtgtttt
ttcagcacca
cgttcaaact
tgaacgtgce
acacgtcggt
atctctagtt
gagtagattc
agaggctttce
tatgatgggt
tgactcagag
tgtaccatct
tagagctgga
acttgagggce
agatgttgat

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



Amended Sequence

gatactgcta
atgatcaagg
tctttgacag
tatggatctce
ggtaagatta
gttttggttg
gagcttcaat
caagatgccg
ctaactgaag
atccgtagag
atttggatcg
gcaagatggg
ccaagagaag
cttccagaat
agagcacata
gtagttccat
ttcectttacg
gccacagccg
cttttggcag
gctgactcag
agaagtccag
caacacccat
aaggcttact
aaagatgtgc
aactgggtta
gcatgccatce
gctggtgaga
tacaacgatc
ttccctgaat
ttaaggttag
gaatccaata
atggcaatcc
agggatattt
gctttcaatt

Page 201

aaacaataag
tatttgaagc
ctaattgtaa
aaattcaaaa
aagataagtg
atcttgttag
acagagtcgce
aaggatcatg
ctaggagagt
gtatcgettt
aaaaggttag
ctgctaagtce
gattggataa
gggaattaag
gactagacgt
tcttttggac
atatgtgttt
gtatcttatt
agaaaacttc
gtatagagga
aatacgactt
ctatacaaag
tacttgctca
ctcaaaagac
gaacaacttc
taggcgcage
agttcttggce
ttggatcagce
tcgecgatte
ctgagtttga
gagttcacgg
ttgaattctt
ccgectegtat
ga 2952
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tacattagca
taatacacat
tgctctatca
gattaccaaa
gaacacttgc
tttattggag
catcacattg
gaacaagtct
ttgtttette
cgccgactet
ttacgcacct
tcetttagge
gcatgtcaga
agcctceccatg
tttcectaga
tgcegetaac
tatcgcaatg
cagagatcat
cccaaagagt
agacgtgtca
ggttttcagt
tgcctctgta
tatccaacaa
tgatgtaaca
cgcagaccat
attgtcacct
agctgcagtce
tgaacgtgat
cgcaggaaac
gagagattca
tccageceggt
cgcccagcag
tcctaaaaac

gtccttggaa
tttagaacat
gccttactac
tttgtectgtg
tacttgtacc
cagggtaaat
ttccaagcat
atcgaagcca
gacagattgt
atgtctggaa
gcattattga
gcttcegtag
ttattccatc
attgaagcag
caagatgtag
aacagagata
ttaaacttcce
atggatgatt
tctggtagaa
atgtccgatt
gcattgagta
tgggatagaa
gcagaagatt
agagtttcta
atatcctgee
aaagggtcta
tgcagacatt
tctgatgaag
ggagggatag
tacttagagg
ggtgatgaag
gtagatttgt
gaggttgaga

gagatgctac
accctggtga
accaaccaga
actattggtg
catctgtett
tgcctgatgt
gtttaaggcc
cagcctacgg
ctgagccatt
ctgaagctca
ctaaatccta
gctettettt
aagctgagtt
ctttgttcac
gtgaagacaa
gaacttacgce
agttagacga
tgaggcaatt
gtagtcaggg
cagcttcaga
cctttacaaa
aactacttgce
caactccatt
catctactac
catactcctt
acggtgattg
tggccaccat
gtaatttgaa
aaattcagaa
cctteegteg
ccagattgtc
acggtcaagt
aaaagagaaa

RECTIFIED SHEET (RULE 91) ISA/EP

accaagacaa
aagagatcct
tgcagcaatg
gaagtctgat
attagttgag
tttggatcaa
attactagac
catccttatce
gaatgaggca
gttgaactac
tttgttagca
gtggactcca
attcagatcc
accacttcta
atatcttgat
ttccactcta
attcatggag
gattcatgat
cacaaaagat
ttcccaggat
acatgtcttg
tagagagatg
gtctgaattg
taccttecttt
ccactttgta
ctatccttca
gtgtagaatg
ctcecttggac
ggccgcectceta
tttacaagat
cagaaggaga
atacgtcatt
attggatgat

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940



Amended Sequence

<210> 123

<211> 2646

<212> DNA
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 123
atggcttcta
tttcaaatct
caatgcttga
ggctctggtt
cacttgcaag
aacttccaat
tgtttgctac
tactttagaa
gctagagttc
attatcgaca
gatagagttt
caaaacgttg
gacgctaatce
aaagcattag
agagagaaaa
cttcactcct
tctgaaaatg
aaggacgtta
ccaaatgtat
ttagggatct
tattggaaag
acagccatgg
agacagtttt
acaggcatgt
aaaaaggcta
ttcgataaat
ccatggtatg
gatgatatct
ctaaagttgg
Page 202

gtacacttat
tcagaggtca
aaaagaggag
catatagaat
agggttcctt
ctactctata
aagtaactga
atatgacttt
cagcgttgga
accaattacc
gtaatacttt
aaagaggaat
atatgccaat
gtttggattt
agatgaaaaa
tagaaggctt
gtagttttct
aatgttttga
atccagtcga
ccagatactt
attgtggaat
cgtttagact
tcaaggacgg
ttaatctttc
gaaccttctce
ggatcattac
cctetttgee
ggataggcaa
caaaggcaga

ccaaaacaga
accactaaga
atgccttagg
agtaactggce
gactcacagg
tgtgtcagat
aaacgtccag
aggtgaaatt
cggttctcat
agatggggac
agcctgtgtg
tcagttccta
aggattcgaa
gccatacgat
gatcccaatg
gcatagagaa
ttattcacct
ttacttaaac
tctattcgaa
tgaaagagag
cggatgggcet
tttaaggact
agaattcttc
aagagccagt
tagaaacttc
taaagatttg
tagattagaa
atctttatac
ctttaacatg

tcatgtggecg
tttcctggea
ccaaccgaat
ccttctggaa
ttaccaatac
atttggtctg
atgaatgagt
tccatgtcee
gggcctcaat
tggggcgaac
attgcgttga
caatctaaca
atcgtattcce
gctactattt
gcaatggtgt
gttgattgga
gcttcaaccg
cagttgttga
agattatgga
attagagatt
tctaactctt
catggttteg
tgcttegecag
caaacattgt
ttgagaacaa
gctggtgaag
cataggacat
aaaatgcctg
tgtcaagctc

tcacatcatc
ctagaacccce
ccgtactaga
ttaaccctag
caatggaaaa
aaacactaca
ggattgagga
cttacgacac
tccacagatc
cttctetttt
aaacatgggg
tatacaagat
ctgctatgat
tgcaacagat
acaaataccc
ataagttgtt
catgcgcectt
tcaagttcga
tggttgacag
gtttacaata
ccgtacaaga
acgtaaagga
gccaatcatc
ttccaggaga
agcatgagaa
tcgagtataa
acttagatca
ctgttaccaa
tacacaaaaa

RECTIFIED SHEET (RULE 91) ISA/EP

tatgtcaagt
agctgcagtt
atcatctcct
ttctaacggg
atctatcgat
gagaactgaa
aattagaatg
tgcttgggtyg
tttgcaatgg
cttgggttac
tgttggggca
ggaggaagat
ggaagatgcc
ttcagccgaa
aaccacttta
acaattacaa
aatgtacact
ccacgcatge
attgcagaga
cgtctacaga
tgttgatgat
agattgcettt
tcaagcagtt
atctttattg
caacgaatgt
cttgacctte
atatggaatc
cgaagttttce
ggaattggaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740



Amended Sequence

caagtgataa
tcagtagaat
agattagtct
gggacacctg
ttgatcaacg
aacacaattg
cactattggg
tacgtcccaa
attgtctgta
tacgattacc
caaggcatga
gaacatccat
aattcaatgc
aagagaatcc
ttctecatcce
gagtaa 2646

<210> 124
<211> 2859

<212> DNA

agtggaacgc
gctattttge
gggcaagatg
ttgaggaact
gtttgccaga
cagaggaagc
acaagttgat
catttgatga
gtaccttgtt
atctagttat
agagggaggc
ctgtteccatce
agcaattgac
acttgaatat
ttactgcaat
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gtcctgtcaa
tggtgcagce
ttgtgtattg
tagagtgttt
gcaagctaaa
attcatggca
aacaagtgcc
atacatggaa
ctttgegggt
gcatttggta
ttcacaaggt
tgaggccatg
atacgaagtt
ggctaaaatc
gacaggattc

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 124

atgcctggta
tctgectgceta
tgctcaactt
gataatgtaa
gcagatggct
tcagctgtge
ccagatgaaa
gtttggaatg
ctttccatge
ttagagagaa
ccaagctcat
tcacatcacc
attggggcta
Page 203

aaattgaaaa
agagtttact
catgtcaagt
aacagtggtt
catggggttc
tggcattatt
tggggttgag
atgtggagga
tagaaaagga
tgcacgggga
tgttgcactce
tataccacgg
caaaatggga

tggtacccca
agatcgagct
ttatgataca
gtttccagaa
attgcctaca
gtgccacgca
aatagaacac
caccaaccat
attagatgtt
gaaattaggt
attggaagca
cagtatgatg
tgacgaagcc

ttcagagatc
acaatgttcg
acaactgtct
gttcaagctg
atcttgttta
cagaaaagag
ctaaaggagg
gtagctgaaa
catagactag
aacagagtcg
aagatctcat
gcgategete
cttaggttca
atgcatgcct
gtcaaaaagg

aaggacctca
ttcaaaagtc
gcttgggttg
tgtttccatt
acacagacag
caagagcctt
ggtgtcacat
attggcgtcg
ccatcttttg
catttcgacc
tttecteggta
gcatctccat
gaagattacc

ttgaattcgce
aaccagaaat
tagacgatta
tcagaacatg
tgggcttata
acgtccatca
ccgaatggge
tttctgttge
atgaggatgt
gtagaatctt
cagttcaaat
atcttcaaga
ctgeggttcee
tctacaagga
ttecttttega

agactggaaa
atcattccta
caatgattcce
acctcttaaa
cgggtatcct
tacaaatatt
ccttgaaacg
agtttatcat
aatttccatg
tggaacaagt
agctagattt
cttcaacgge
taagacatgt

RECTIFIED SHEET (RULE 91) ISA/EP

cagacaaaaa
ggttcaagct
ctttgaccac
gaatccagag
caaaacagtt
tcatttgaaa
agagtcaggt
tctagaacca
tctagatagt
gaatgatata
ctacatggag
gttagttgat
aaaaagttgt
tactgatgga
acctgtgect

tgattttgtt
ctacggatta
aaaaacaaga
aacacaagcc
agatacagcce
ggatgtatct
tcaattagca
accagcctta
taggtccatc
ttacggcaag
tgatcgacta
tgcttatctt
aatgcgtaat

1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640

60

120
180
240
300
360
420
480
540
600
660
720
780



Amended Sequence

ggtgcaggac
agctggatta
ggcttaagag
ggctttgece
ttggtaaacc
tttaccactt
tctttactta
ttcacttgta
cacctatatc
ggtggtgaat
tttcaagecgg
agagaacaga
actcacatgg
tgctetttte
gtagctgaag
accattggac
ttggtgagaa
atcgaatctt
gataatatca
tgcaataata
tcattactcg
gatgtttcct
gcgagagcca
ggtcaagtcg
cttaactcta
gctcatataa
ttttecectcte
gcttgegect
aaagacgcat
acaaacatgt
aatgttaata
gatgaaagga
gcactagagg
gatatgagaa

Page 204

atgggaatgg
tagcaacgtt

gtttatcaac
ctagaacagc
agccagtgtce
ttggttcaga
aacaatctaa
gatggtggtg
caactatgtt
tgtctagtcet
tacttagaat
cgtgttacge
ttgacagact
attctcaaga
catataaact
attctgtcac
aaactgegtt
catttttegt
aggtggacga
ggtctagaac
gctatcaaac
tgttacatca
atggaacagt
aggacacctt
gctcatctga
cacaaatcga
ctgaacaatc
attcatttgce
ttccaagcegg
gtagaatgta
gtattcattt
aggaaagact
ccttggaaag
agttgaaaat
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aggtatttct
gttaaaggtt
catcttactt
agatgtagat
acctgatatc
aagagatcca
cttgtctcaa
gggttccgat
gttggttgaa
gtttgatgaa
aatcctcacc
aatattggcect
gcaatcatgt
cctgacttgg
agctgcttta
gtctgecegtt
attctctcca
accattactg
agataagtac
tttcgcaagt
cgacgagtac
aacaattgat
acacagtggt
gactcgtttce
tcaagatact
agataactca
ttactttcaa
cttctctaat
aacgcaaaag
taacgacttt
tcctgagttt
tctgaaaatce
acagagtaga
cgttaagtta

ggtacatttc
ggctttactt
gaggcgctte
gacacagcca
atgattaagg
tcattgactt
taccatcctce
cattgtgtca
gccttcactg
tcetttaagt
caagacaacg
ttagttcaag
gttgatcgag
acctctaaaa
caatctgcett
ccatcaagtg
ctggatgagt
caggcacaaa
ttgtctatta
aacagatggc
atggaagctg
aaggtgattg
aatggacatc
acaaattcag
ttgagaagag
cgattcagta
tgggtgaact
tgcctecatgt
tacttaatct
ggctctattg
actctctgta
gcaacttacg
gatgatgcceg
ttctgtgatg

caactactca
tgaagcaaat
gtgatgagaa
aagctctatt
tctttgaggg
ccaacctgca
aaatcctcaa
aagacaaatg
aagtgctcca
gtaagattgg
acggctcettg
cgagacatgt
gtttctcatg
cagcttatga
ccetggaggt
atcttgaaaa
ggggtctaat
gagttgaaat
tcccecattcac
tatacgatat
tagctgggcece
ataatacaat
agcacgaatc
tcttgaatca
agtttagaac
agcaagcctce
caactggtgg
ctgcaaattt
cctctgttat
ccagagacaa
acggaacttc
aacaagggta
gagacagagc
ttacggactt

RECTIFIED SHEET (RULE 91) ISA/EP

tttcgaatgt
tgacggcgat
tggtgtcata
ggccttgtca
caaagaccat
cgtcctttta
aacaacatta
gaatttgagt
tctcattgac
tcttagcecate
gagaggatac
atgcttttte
gttgaaatct
agtgggtttc
tcectgetgece
atacatgaga
ggcttctatc
ataccctaga
atgggtcgga
gatgtacctt
agtgtttggg
gggtaacctt
tcctaatata
caaagacgtc
attcatgcac
atccgatgceg
ctcacatgtc
gttgcagggt
gagacatgcc
cgctgagaga
tcaaaaccta
tttggataga
tggatctaaa
atacgatcag

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



Amended Sequence
ctctacgtta tcaaagattt gtcatcctct atgaagtaa 2859

<210> 125

<211> 1086

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 125

atggctttgg
aacttactaa
tcatcagtta
ttgcaaactce
atggttaacg
tccatgagat

gcctgcgaaa
atgattcata
agaagaggta
gatgctttac
gatagaatcg
gctggacaag
tacattcaca
atgggaggag
ctactattcce
aaaacagctg
gaaaagtcca
tttgatagac
aattga 1086

<210> 126
<211> 1029

<212> DNA

taaacccaac
atccaactca
gtgcgattct
atctagaaac
aggcgcttga
actctttatt
tagtcggagg
ctatgtettt
aacctatttc
taagtttatc
tcagagctat
ttgtagatat
tccacaaaac
gatctgatca
aagttgtgga
gtaaggattt
gagaatttgc
gtaaggcagce

cgctetttte
aaagctaaga
tactgaaaaa
tcctttcaac
tgcatctgtce
ggcaggcggt
taatatcctt
ggtgcatgac
acacaaggtc
tttcgaacat
aggggagttg
cttgtcagag
agcaatgttg
gcagatcgaa
tgacattttg
gttgacagat
cgaaaaactt
tcetttgatce

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 126
atggctgagce
aaattagaaa
tcctcatcett
ctcagtcata
Page 205

aacaaatatc
ttactgtcca
ctgaaggcgg
atgctgectce

taacttgctg
aatgatggac
ttcattgtcet
tccagatatt

tatggtacct
ccagtttcat
catcaatcta
tttgatagtt
ccactaaaag
aagagaatca
aacgccatgce
gatcttccat
tacggggagg
atagctactg
gcecegttecag
ggtgctgatg
cttgagtcct
aagttgagaa
gatgttacaa
aagacaactt
aacaaggaag
gcgttagcececa

tctatgtttg
acataccatt
agatacgacg
gtatcacaac

ctatcagaac
catcttccett
atccttctga
atatgttgga
acccaatcaa
gaccaatgat
cagccgcatg
gtatggataa
aaatggcagt
ctacaaaggg
ttggctecga
ttggattaga
cagtagttat
aattcgctag
aatctaccga
acccaaagtt
cacaagagca
actacaatgce

atgcttcaca
acagagaaac
agagaagagt
tatgttttte

RECTIFIED SHEET (RULE 91) ISA/EP

aagacctaca
accttcttte
gaacaacaat
aaaagtcaac
aatccatgaa
gtgtattgca
tgcecgtggaa
tgatgacttc
attgaccgge
tgtatcaaag
aggtttagtg
tcacctagaa
tggcgctatce
atctattggt
agagttgggyg
gttaggtata
attaagtggc
gtaccgtcaa

tgctagtcag
gcctccagat
ctctttgect
cactgcaatg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080

60

120
180
240



Amended Sequence

tcttcagagt
aactatatcc
gtatggttgg
cacaactctt
ccatctaccc
gttaaagcaa
ggtactatta
atcgttccat
agactgagtt
gaaagtttat
atgaacttga
ggcaagtact
aacatccttt

tgaatcacag
taacattacc
aggttccaga
cattaatcat
atacagtctt
tcgaaaagat
caactatttt
caatacagga
tggagttgtt
ctagtgctgt
tcgataacaa
cactaacact
caatgagaag

tggaaatga 1029

<210> 127

<211> 903

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015
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atggaaatct
atcaaaagga
ggatgaaaca
tgatgacttc
cggecctgee
acaagacata
ccaaggtcag
atacttactt
agctctgaat
ttcettgceta
gtatacagat
tattcatgcce
agtgcaagga

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 127

atggaaaaga
caactaccag
gttcctgaag
ttactgatcg
tccatatacg
gaaaaagtat
gaattgcatc
gaagaggagt
ggtctgatge
ggcttgtttt
aacaaatcat
atttggtcaa
attgacatca
agacatacac
aatccttctce
Page 206

ctaaggagaa
gaaagcaagt
ataagttaca
atgatataga
gggtaccaag
tgacattaga
aaggtcaagg
acaaagcaat
aacttttctc
tccagattag
tctgtgaaga
gaccagaatc
aaaagtattg
ttagagaatt
tagtggcatt

agcagaacgt
ccgttctaaa
aatcattatt
ggattcttcce
tgtaatcaac
tcatccagac
tttggatatc
ggttctacaa
tgattacaag
agatgactac
tttgactgaa
tactcaagtg
tgttcagtac
agaggcaaaa
ggttaaacat

caaagattaa
attagaggtg
tcagtcatca
caagataatt
caggctatca
gtgggacacg
gccatggact
atggtaaacg
tccgaagcecca
ggtcaatact
cagaaaggct
ctccaaactg
aagttaacgg

atcttgcetgg
ctatcacaag
gaagtcacag
aaactgagaa
tcagctaatt
gctgtaaagce
tattggagag
aagactggcg
gaggacttaa
gctaacttac
gggaagttta
caaaacattc
ttggaagatg
gcatacaagc
ttgtccaaaa

aggtggccga
cctttatcega
aggaagttat
ctccacttag
atactgctac
atgcattggce
tgtggtggac
ataaaaccgg
gtatttctga
tccaaatcag
tctgecgaaga
attcatccga
cacaaaagag

agccatacag
cgttcaatca
aaatgctaca
gaggttttcce
acgtctactt
tattcaccag
acacttatac
gtttgttcgg
agcctctgtt
attcaaagga
gttttccaac
tgcgtcagag
ttggttettt
aaatagaagc
tgttcaccga

RECTIFIED SHEET (RULE 91) ISA/EP

ttctecttac
ttcecectgaac
tggtatgcectc
aagaggaaag
ttacgttata
agatgttacg
agcaaatgca
tgctctettt
ctctgcttta
agacgactat
tcttgatgaa
tctactgacce
atgttggttc

atacttatta
ctggttaaaa
caatgcttct
tgtcgecteat
cttgggattg
acaacttctt
ttgcccaaca
acttgcegtt
ggataccttg
atattcagaa
aatccacgcce
aacagagaat
tgcttacaca
ctgtggaggc
ggaaaacaag

300
360
420
480
540
600
660
720
780
840
900
960
1020

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900



Amended Sequence

taa 903

<210> 128

<211> 1020

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 128

atggcaagat
gccttecacte
gccgaaactt
gcettggaag
gcctactcett
gagatgttcg
cacacaatgt
ggtaaaccaa
ttattgtcaa
atcgtggatg
caagttatgg
attcatatcc
ggtggtgcaa
gcctttcaag
actgcaggca
gagagtaagg
ggagatagag

<210> 129
<211> 1068

<212> DNA

tctattttet
cagctaaact
ctttcagtct
catcagtcaa
tgatggcagg
gtggatccca
ctttgattca
caaaccatgt
cttcecttega
ttatcgcectag
acttagaatg
ataaaaccgc
ctcctgaaga
ttgcecgacga
aagatgaagc
catacgcaag
ctgccecttt

taacgcacta
tgcttatcca
agatgaatac
atccagaatt
aggcaagaga
agatgtcgcet
tgatgatttg
cgttttegge
gcacgtcgcet
attaggcaaa
tgaagctaaa
tacattgtta
ggttgectgca
tatccttgat
tactgataag
acaactaatc
attggccatt

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 129
atgcacttag
gaaagacaag
gctgcetggtg
agaggctggce
gccttagaaa
actagaagag
Page 207

caccacgtag
gtgccttggg
ttcaccgtag
aagccggtgg
tgtttcatge
gctccceccaac

agtccctaga
tagaagacgt
aagaggagga
tggcaccggt
ttttgettta
tgttcacaga

ttgatggtta
acaacaacaa
ttggccteta
ccacagaccg
attagaccag
atgcctactg
ccatccatgg
gaagatgtag
agagaaacaa
tctgttggtg
ccaggtacca
caagttgctg
tgcgagttgt
gtaaccgcett
acaacttacc
gatgaagcca
gcagatttca

ggtagaagat
ggagctggcet
ggcgaggctg
ttgcctgatg
atccatgatg
gccctagetg

tctcattaca
cagctctaaa
agataggacc
ataagatctg
tgttgtgtat
ctgtggcatt
ataacgatga
ctattcttge
aaggagtgtc
ccgagggcect
cattagacga
tagcttetgg
ttgctatgaa
catcagaaga
caaagttatt
aggaaagttt
ttattgatag

caccacctga
ctactggcetg
atccatcage
aggtggtgtc
atatcatgga
atcgtttagg

RECTIFIED SHEET (RULE 91) ISA/EP

atcaactaca
tgtcgecetcece
tatagagtct
cgaatctatg
cgctgcatgt
agaaatgata
cttgagaaga
aggtgactct
agcagaaaag
tgctggeggt
cttgaaatgg
tgcagttcta
tataggtctt
tttgggtaaa
aggattagaa
ggctcetttt
aaagaattga

cagagttcct
tgccegtget
tgctgtgcecat
taccgcagec
tgatagtgca
cgctgetcetg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020

60

120
180
240
300
360



Amended Sequence

gacccagatc
ttgacatggt
ctaccattgg
agtgctagaa
gcagcttaca
gaactattag
gatgacctge
cttagaggtyg
cagagacaca
agactaagat
gagagaagag
gaggcattag

<210> 130
<211> 993

<212> DNA

aggccggtca
ccgatgaatt
taacagctat
gacctgggac
caatggaacg
cagggctttce
taggegtcett
gaaagcatac
cattggatac
gcgtattggt
atcaagcatt
caagattgac

PCT/EP 2014/052 363 - 08-06-2015
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actaggagtt
gttatacgcect
gagagctgaa
cgatacttcet
tccactgcecac
agcatacgcecce
cggtgatcca
tgtcttagte
attattgggt
agcaactggt
aactgcattg
attagggtct

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 130

atgtcatatt
tcttacatct
ggaggaaaga
agagaaagag
cacgatgata
tatggcctac
ttgactcagg
acaagatcta
attgatatca
tcagcttctt
atgtccgatt
ttaacagctg
aagaccatat
ttaaaagcge
atcaaaaagt
atcgattctc
cttgctgaat
Page 208

tcgataacta
ctggcgacgt
gactaagacc
catactatgce
tcatggatca
ctttggccat
cattgagagg
tcattatcat
aggaacaaga
cttccattgg
tcggtacaaa
atgaaaaaga
tagtcattaa
taggcaacaa
actcattgga
taaatcaagt
tcaccatcag

cttcaatgag
accaaaacta
attgatcctt
tggcgcagea
agataacatt
tttagctggt
tctaccatct
atcagaaggt
gtatttggat
ggcgttgata
tcttgggatce
gctaggaaaa
gactttagaa
gtcagcatca
ttacgectac
ttcaagtaaa
aagacgtaag

tctactgcta
ccattgactc
accgttcatg
cttgcattga
attggtgcag
ttgccagcectg
agacgtacag
gccttggeaa
acaccaggtc
gcaagagccg
aacgcattaa
acagctcatc

atagttaatt
tacgaagcct
acaatttctt
atcgaagttt
cgtagaggtc
gacttattgce
gaaactatca
caagctgtceg
atgatatctc
gctggagcta
gcatttcaaa
cctgttttca
ttgtgtaagg
aaggaagagt
aacttagctg
agtgatattc
taa 993

tcttggttgg
cacatagact
gccaatatct
gaatagccag
ccectggetgg
gagaagcctt
ggaaacctga
gagaacatgc
ttgatagaca
aagccgaaag
cactgccace

agatctggct
ggcagcagta
tgatataact
atataagaca
ggcaagacca
ccaattggca
cctagatgat
cactccagaa
aggcgcttca
acttattaca
tcetttaget

ctgcctaa 1068

ccgtgaacga
cctaccattt
ctgatctttt
tgcacacatt
ttcctactgt
atgcaaaagc
tcaaggcgtt
atatggaatt
gtaaaaccgce
atgataacga
ttgtagatga
gtgatatcag
aagacgagaa
tgatgagttc
agaaatacta
cagggaaggc

RECTIFIED SHEET (RULE 91) ISA/EP

catcattaag
gtttacatca
cggtggacag
cactttggtt
acatgtcaag
ctttcaattg
tgatatcttt
cgaagataga
tgccttatte
tgtgagatta
tatacttggt
agaaggtaaa
aaagattgtg
tgctgacata
caaaaacgcc
attgaaatat

420
480
540
600
660
720
780
840
900
960
1020

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



Amended Sequence

<210> 131

<211> 894

<212> DNA

PCT/EP 2014/052 363 - 08-06-2015
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<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 131

atggtcgcac
gaggccctaa
tactcecctee
ttggcaggtg
acaatgtcac
aagccaacta
ttagcttacg
ctacaagtta
gtcgtagacc
tcacataaga
gcagatgaag
caaatcgtcg
ggtaaagacc
agacagaaag
caagcagagc

<210> 132
<211> 1116

<212> DNA

aaactttcaa
gtgctgetcet
tggcaggtgg
gttctgttga
taattcatga
atcacaaggt
cttttgaaca
ttgctagaat
ttgaatctga
ctggagcectt
agcttttgge
atgatatcct
aggcagccgce
cggaagagtt
cactcctage

cctggatacc
tgtgccagcet
caaaagatta
acaagccatg
tgacctgceca
gttcggggaa
tattgecttcet
cggacacgcc
aggtaaagct
gctggaagca
cagattgtct
ggatgttact
aaaggcaact
gattcaatct
gctggcagac

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 132

atggcctctg
tcatctatcc
tcttttegtt
actaaggaag
attactaagg
ttgaaaatcce
gtactctgca
gcttgtgcetg
gataacgatg
Page 209

ttactttggg
taactaaatc
caaagagaac
acaatctgag
cagaactagt
atgaagcaat
tagcagcgtg
tagaaatgat
atctgagaag

ttecctggatce
tcgttcaaga
agtttcctet
acagtctgaa
gaataaggct
gagatactct
cgaattagtt
tcatacaatg
gggtaagcca

tacttatccc
tatcctgaga
agacctatct
ccaactgegt
gccatggata
gatatagcca
caaacaagag
gttgctgcaa
atttccttag
tcagttgtct
cattacgcta
gctacatctg
tatccaagtce
gctaaggaag
ttcatcacac

gtcgtcecacce
tcctgtecta
agtagttcta
ccttettect
cttgattcag
cttctagcetg
ggtggcgagg
tcactgatac
actaaccata

aaagacaaca
gaatatacga
tatgtttagce
gtgcacttga
acgatgattt
tcttagecggg
gagtaccacc
caggcctegt
aaacattgga
caggcggtat
gagatatagg
aacagttggg
tattgggttt
ccttaagacc
gtcgtcagcea

accataacca
ttacactaac
tcgtgtecte
ttgatttcat
cagttccatt
gcgggaagag
aatcaaccge
acgatgattt
aggttttcgg

RECTIFIED SHEET (RULE 91) ISA/EP

acaagttgaa
agctatgaga
tgcttgcgaa
aatgatccat
cagaagagga
tgatgcgcett
tcaattggtg
tggaggccaa
gtatattcac
tctcgcaggg
cttggetttt
gaaaaccgct
agaagcctct
ttacggttca
ttaa 894

tcaccatcca
caaaccaatc
tagtgtegtce
gtcatatatc
aagagagcca
agtcagacct
tatgcectgece
gccatgtatg
cgaagatgtt

60

120
180
240
300
360
420
480
540
600
660
720
780
840

60

120
180
240
300
360
420
480
540



Amended Sequence

gccgtcettag
tcaagtgatg
attggaactg
ttgaatgatg
ttagaagcca
agattgagga
gatgtgacaa
aaattgacct
aatagagagg
gccttagceca

<210> 133
<211> 2340

<212> DNA

ctggtgatgce
ttgtgtcacc
agggtttagt
taggtcttga
gtgcggttcet
agtttgctag
agtcttccaa
accctaagat
cgcgtgatca
actacatcgce

PCT/EP 2014/052 363 - 08-06-2015
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tttgttatct
agtaagagta
tgcaggtcaa
acatctcgaa
cggcgcaatt
atgtatagga
agagttggga
tatggggcta
actgttgggt
ttacagacaa

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 133
gcacagcaca
agaactgacg
ttagtggatg
gcatacgata
tttccagcag
gccgcecattat
acaaggtggt
atgtggaaat
ccatctttga
gccctacaag
atgcataccg
gctaaactac
gcatatgcectt
aagaaattca
gccgttgata
tgcatggatt
gatgtcaaag
agcgtcagtce
ggacagtcta
Page 210

catcagaatc
ctgagtcaag
agatcagggc
cagcctgggt
ctgtgagatg
tctctgecta
ccctagaacce
tagcaactga
tagagcttge
gaatctactc
ttccaacatce
ttaaactaca
taatgaatac
acggcggcegt
gacttgaaag
atgtaaacag
aggtggacga
ctgatgtgtt
atcaagctgt

cgcagctgtce
gagaacaaga
aatgcttact
cggattggtt
gataagaaat
tgacaggctt
agagatgaga
agatgaagag
taagagccta
ttcaagagag
aatattgcac
gagcagcgac
cggagatgac
ccctaatgtt
attaggaatc
gcattggact
cacagctatg
taaaaacttc
taccggtatg

ttcgegtteg
gttagagcag
gtcgtcgata
ttcatccatc
gttggcggag
ttactgttcce
aaaacagctg
gaaaaatcaa
ttcgattctg

aactaa 1116

gcaaagggca
tggccaaccg
tccatgtctg
ccaagattag
aaccagttgce
atcaataccc
ggtagaggac
tcaatgccta
ggtgtccatg
atcaaaatga
agtttggagg
ggaagttttt
aggtgtttta
tatccagtgg
tccaggtact
gaggacggta
gcectttagac
gaaaaggacg
tacaacttaa

aacatttggc
ttggagaact
tctcttecga
ttcacaagac
ggagtgatga
aagtagtaga
gtaaagattt
gagaatttgc
ataaagttgc

gcagtttgac
atgacgatga
atggtgacat
acggcggtga
ctgacggaag
ttgcctgegt
tatctttttt
ttggcttcega
acttccctta
agaggattcc
gtatgcctgg
tgttctcacce
gctacatcga
atctatttga
tccaaaagga
tttgttgggce
ttecttaggtt
gtgaattttt
acagagcaag

RECTIFIED SHEET (RULE 91) ISA/EP

atccgcaaca
ggctaaagct
aggtcttgat
agctgcactt
cgaaattgag
cgatatacta
gattgccgac
cgagaaactc
accactctta

ccctatagtg
cgccgaacct
ttcegtgage
aggtcctcaa
ttggggcgat
tgtaactttg
gggtaggaac
attagcattt
tgatcaccag
aaaagaagtg
cctagattgg
agctgccact
tagaacagta
acatatttgg
gatcgaacaa
aaggaactct
gcacggctac
cgcatttgtce
ccagatatcc

600
660
720
780
840
900
960
1020
1080

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140



Amended Sequence

ttcccaggeg
aaagaagcag
gttgtgtata
tacctagage
ccacttgtaa
gctttgcecate
gactttggtg
tacgagcctt
gccgtgagcea
aggtgtagac
gcagttttag
atccatggag
tgggttaggg
caagagggat
gaaatttctg
attcaattaa
cctgaaaaaa
gagttcgtte
caaacatttt
gttgatagac

<210> 134

<211> 777
<212> PRT
<213>
<400> 134

Ala Gln His
1510 15

Thr Pro Ile
20 25 30

Thr Asp Asp
35 40 45

Leu Thr Ser
50 55 60

Ala Trp Val
65 70 75 80

Page 211

aggatgtgct
agggagcttt
ctttggattt
aatacggagg
acaatgatgt
agttagagtg
tcgececcaaga
gtagagctgce
cccacttaag
ctagtgaaga
taaaggctgt
gtgacccaga
aaaaggcaga
caagaatggt
ccggtaggge
caggctccat
atgaagagat
aatatttgcect
taagtatagt
acattagtag

Zea mays

Thr Ser

Val Arg

Asp Asp

Met Ser

Gly Leu

Glu

Thr

Ala

Asp

Val
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tcatagagct
gagggacaag
tccatggtac
tggtgatgac
atatttggaa
gcaaggacta
agatgccctt
cgagaggctt
aaatagccca
gacagatggc
cttaagactt
agatattata
cgctgecgat
ccatgataaa
agctggtgaa
ctgcgacagt
gatgtctcac
tagactaggt
gaaatcatgt
agtgattttc

Ser Ala

Asp Ala
Glu Pro
Gly Asp

Pro Arg

Ala

ggtgccttcet
tggatcattt
ggcaacttac
gtttggattg
ttggcaagaa
aaaagatggt
agagcttatt
gcatgggcta
tcattcagag
tcctggttta
actgattcat
cacaagttgt
agcgtgtgcea
cagacctgtce
gcagccagtg
cttaagcaaa
gtggatgacg
gaaaaaaaga
tactatgctg
gagccagtaa

Val Ala

Glu Ser Arg

Leu Val Asp

Ile Ser Val

Leu Asp Gly

catatgagtt
ctaaagatct
ctagagtcga
gcaagacatt
tggatttcaa
atactgaaaa
ttecttgcage
gagccgcaat
aaaggttaga
actcctcaag
tagccaggga
taagatctgce
atggtagttc
tattattggce
aggacggcga
aaatgctagt
aattgaagtt
ctggatctag
ctcattgece
gtgccgcaaa

cttgaggaga
acctggtgaa
ggccagagac
gtataggatg
ccactgccag
taggttgatg
cgcatctgtt
actagctaac
gcattctett
tggctctgat
agcacagcca
ttgggccgag
tgcagtagaa
tagaatgatc
tagaagaata
ttcacaggac
gaggattaga
cgaaaccagg
acctcatgtce
gtaaccgecgg

Lys Gly Ser Ser Leu

Arg Thr Arg Trp Pro

Glu Ile Arg Ala Met

Ser Ala Tyr Asp Thr

Gly Glu Gly Pro Gln

RECTIFIED SHEET (RULE 91) ISA/EP

1200
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Amended Sequence

Phe Pro Ala Ala Val Arg Trp Ile Arg Asn Asn Gln Leu Pro Asp Gly
85 90 95

Ser Trp Gly Asp Ala Ala Leu Phe Ser Ala Tyr Asp Arg Leu Ile Asn
100 105 110

Thr Leu Ala Cys Val Val Thr Leu Thr Arg Trp Ser Leu Glu Pro Glu
115 120 125

Met Arg Gly Arg Gly Leu Ser Phe Leu Gly Arg Asn Met Trp Lys Leu
130 135 140

Ala Thr Glu Asp Glu Glu Ser Met Pro Ile Gly Phe Glu Leu Ala Phe
145 150 155 160

Pro Ser Leu Ile Glu Leu Ala Lys Ser Leu Gly Val His Asp Phe Pro
165 170 175

Tyr Asp His Gln Ala Leu Gln Gly Ile Tyr Ser Ser Arg Glu Ile Lys
180 185 190

Met Lys Arg Ile Pro Lys Glu Val Met His Thr Val Pro Thr Ser Ile
195 200 205

Leu His Ser Leu Glu Gly Met Pro Gly Leu Asp Trp Ala Lys Leu Leu
210 215 220

Lys Leu Gln Ser Ser Asp Gly Ser Phe Leu Phe Ser Pro Ala Ala Thr
225 230 235 240

Ala Tyr Ala Leu Met Asn Thr Gly Asp Asp Arg Cys Phe Ser Tyr Ile
245 250 255

Asp Arg Thr Val Lys Lys Phe Asn Gly Gly Val Pro Asn Val Tyr Pro
260 265 270

Val Asp Leu Phe Glu His Ile Trp Ala Val Asp Arg Leu Glu Arg Leu
275 280 285

Gly Ile Ser Arg Tyr Phe Gln Lys Glu Ile Glu Gln Cys Met Asp Tyr
290 295 300

Val Asn Arg His Trp Thr Glu Asp Gly Ile Cys Trp Ala Arg Asn Ser
305 310 315 320

Asp Val Lys Glu Val Asp Asp Thr Ala Met Ala Phe Arg Leu Leu Arg
325 330 335

Leu His Gly Tyr Ser Val Ser Pro Asp Val Phe Lys Asn Phe Glu Lys
340 345 350
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Amended Sequence

Asp Gly Glu Phe Phe Ala Phe Val Gly Gln Ser Asn Gln Ala Val Thr
355 360 365

Gly Met Tyr Asn Leu Asn Arg Ala Ser Gln Ile Ser Phe Pro Gly Glu
370 375 380

Asp Val Leu His Arg Ala Gly Ala Phe Ser Tyr Glu Phe Leu Arg Arg
385 390 395 400

Lys Glu Ala Glu Gly Ala Leu Arg Asp Lys Trp Ile Ile Ser Lys Asp
405 410 415

Leu Pro Gly Glu Val Val Tyr Thr Leu Asp Phe Pro Trp Tyr Gly Asn
420 425 430

Leu Pro Arg Val Glu Ala Arg Asp Tyr Leu Glu Gln Tyr Gly Gly Gly
435 440 445

Asp Asp Val Trp Ile Gly Lys Thr Leu Tyr Arg Met Pro Leu Val Asn
450 455 460

Asn Asp Val Tyr Leu Glu Leu Ala Arg Met Asp Phe Asn His Cys Gln
465 470 475 480

Ala Leu His Gln Leu Glu Trp Gln Gly Leu Lys Arg Trp Tyr Thr Glu
485 490 495

Asn Arg Leu Met Asp Phe Gly Val Ala Gln Glu Asp Ala Leu Arg Ala
500 505 510

Tyr Phe Leu Ala Ala Ala Ser Val Tyr Glu Pro Cys Arg Ala Ala Glu
515 520 525

Arg Leu Ala Trp Ala Arg Ala Ala Ile Leu Ala Asn Ala Val Ser Thr
530 535 540

His Leu Arg Asn Ser Pro Ser Phe Arg Glu Arg Leu Glu His Ser Leu
545 550 555 560

Arg Cys Arg Pro Ser Glu Glu Thr Asp Gly Ser Trp Phe Asn Ser Ser
565 570 575

Ser Gly Ser Asp Ala Val Leu Val Lys Ala Val Leu Arg Leu Thr Asp
580 585 590

Ser Leu Ala Arg Glu Ala Gln Pro Ile His Gly Gly Asp Pro Glu Asp
595 600 605

Ile Ile His Lys Leu Leu Arg Ser Ala Trp Ala Glu Trp Val Arg Glu
610 615 620
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Amended Sequence
Lys Ala Asp Ala Ala Asp Ser Val Cys Asn Gly Ser Ser Ala
625 630 635 640
Gln Glu Gly Ser Arg Met Val His Asp Lys Gln Thr Cys Leu
645 650 655
Ala Arg Met Ile Glu Ile Ser Ala Gly Arg Ala Ala Gly Glu
660 665 670
Ser Glu Asp Gly Asp Arg Arg Ile Ile Gln Leu Thr Gly Ser
675 680 685
Asp Ser Leu Lys Gln Lys Met Leu Val Ser Gln Asp Pro Glu
690 695 700
Glu Glu Met Met Ser His Val Asp Asp Glu Leu Lys Leu Arg
705 710 715 720
Glu Phe Val Gln Tyr Leu Leu Arg Leu Gly Glu Lys Lys Thr
725 730 735
Ser Glu Thr Arg Gln Thr Phe Leu Ser Ile Val Lys Ser Cys
740 745 750
Ala Ala His Cys Pro Pro His Val Val Asp Arg His Ile Ser
755 760 765
Ile Phe Glu Pro Val Ser Ala Ala Lys
770 775
<210>
<211>
<212>
<213>
135
1555
DNA
Artificial Sequence
<220>
<223> Synthetic oligonucleotide
<400> 135
atggcggaac aacaaaagat caagaaatca ccacacgttc tactcatccce
caaggccata taaacccttt catccagttt ggcaaacgat taatctccaa
acaacacttg ttaccaccat ccacacctta aactcaaccc taaaccacag
accacctcca tcgaaatcca agcaatttce gatggttgtg atgaaggcgg
gcaggagaat catatttgga aacattcaaa caagttgggt ctaaatcact
atcaagaagc ttcaaagtga aggaaccaca attgatgcaa tcatttatga
gaatgggttt tagatgttgc aattgagttt ggaatcgatg gtggttecgtt
gcttgtgttg taaacagctt atattatcat gttcataagg gtttgatttc
ggtgaaactg tttcggttcec tggatttcca gtgecttcaac ggtgggagac
Page 214

RECTIFIED SHEET (RULE 91) ISA/EP

Val Glu

Leu Leu

Ala Ala

Ile Cys

Lys Asn

Ile Arg

Gly Ser

Tyr Tyr

Arg Val

attcccttta
aggtgtcaaa
taacaccacc
ttttatgagt
agctgactta
ttctatgact
tttcactcaa
tttgccattg
accgttaatt

60

120
180
240
300
360
420
480
540



Amended Sequence

ttgcagaatc
aatattgatc
atagagtgga
taccttgaca
catcatgagt
tttggtagce
gatagtgatg
aatctttcgg
gatgtgttag
cttgaagcaa
acaaatgcca
aatgggatag
agaggagtaa
catgaaggtg
taaatttttg
aatattgaat
tgcgacttaa

<210> 136
<211> 2409

<212> DNA

atgagcaaat
aagcacgttg
cgagaaagat
aacgacttga
gcatgaactg
tggtgaaaca
tcaacttctt
aagtaataaa
cacacgaatc
taagtcttgg
agcttctaga
tgagaagagg
taatccgaaa
gtagctcaga
ttgectttgta
cataactaaa
aacctttagt
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acagagccct
ggtcttcaca
atggaacttg
tgatgataaa
gttagacgat
tggacccgaa
gtgggttatc
aaccggaaag
agtaggatgc
agtccceegtt
tgaaattttg
aaatcttgeg
gaatgcggta
caatgatatt
ttttatgtgt
ttcaagatta
ttataaaaag

<213> Artificial Sequence

<220>

<223> Synthetic oligonucleotide

<400> 136

atgtctctte
aaaacaacaa
gacaaatcca
tctcaagagg
gatgctccte
gtgaaaacga
gcttgggttg
tggatcgecg
catgatcgtc
cctcatcaat
gaaaatgatg
gctcgaggaa

Page 215

agtatcatgt
tatcttctte
gaagcggtte
ttcaacatga
agattagtgt
tcttgagaaa
cattgatcga
agaaccaact
tcatcaatac
gcaacaaagg
agcatatgcecce
taaacattga

tctaaactcc
tttccttace
catacattgt
tttgecectcta
tggaagtaat
cctaacggac
tgccggagat
ttcegatggt
ccttgecatge
aatcacgttt
aatcggattc
tgtaccgtac

tggtctcaga
aatagttttt
aaggtaatcg
gataacggat
aagccaaagg
caagtggaag
aaacataaag
ggtttgattg
tttgttacac
gttgcaatgce
ggtgttggag
tcatgtatta
aaatggaagg
gtcgaatttg
tatggttttt
ttgtttgtaa
aaattagaaa

attccaagta
atctcaggat
tcaaagcttc
atacatgagt
agtaatgcat
ggggaaatta
aaaactccgg
tcttggggag
gtcgttgetce
ttcegggaaa
gaagtagcat
gattctccgg

tgttgtttgg
acaagctcga
ggccaacact
ttaatctcta
aatcagttgt
aaatcacacg
aagagggaaa
tagcatggtg
attgtgggtt
ctcaattttce
ttagagttaa
agatgattat
atttggctaa
taagtgagct
tgatttagat
tattctttgt
atactattgc

caacctttct
ctcctcetcaa
gaactcaaga
ggcaacagct
tcaaagaagc
cgatatcgge
cgtttcecte
atgcgtatct
taagatcatg
atattgggaa
tcccategtt
tcttaaaaga
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tcagtttgcet
ggaagaggta
tccatccatg
caaagcaaac
ttacgtagca
ggctttaata
gctcccagaa
caaacaattg
caactcaact
ggatcaaact
ggctgatgag
ggaggaggaa
agtagccegtt
aattaaggct
gtattcaatt
cctaaaattt
acgga 1555

cagttctact
tgtcgctaga
atacattaat
tcaaggagaa
agtgaagagt
ttacgataca
cgccgtgaaa
cttctcttat
gaatctcttt
gctagaagac
gcttgagata
tatatacgcecce

600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500

60

120
180
240
300
360
420
480
540
600
660
720



Amended Sequence

aagaaagagc
ttgttgcata
tctcaagacg
cgagacagta
cccaatgtct
ttagggatat
tattggaccg
acagccatgg
aagaactttg
accggtatgt
aaaaacgcca
attgataagt
ccatggtacg
gaaaacgacg
tatctggaat
gacatattcc
gagcttctceg
gagagaatgg
gaatcctctg
cgacgaagtg
caggccagtc
ttcatgtctce
gaaaaatgga
ctaatgaaga
gaaatcatca
aaggagaaga
tcggagagtg
tactactttg

taaagcttac
gtttggaggg
gatctttcct
actgcctcga
ttcecegtgga
cgagatactt
acaatggcat
catttaggct
agaaagaggg
tcaacctata
aagagttttc
ggattataat
caagcttgcece
tttggattgg
tagcaaaaca
aaaagtggta
agtgttacta
tttgggctaa
actccagaag
atcatcactt
ggcttgecgg
atggccgtga
aactatatgg
acaatgacct
atcgaatctg
caataaagag
acacatttcg
ctttatgtgg

aaagtctag 2409
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aaggatacca
gatgcgtgat
cttctctect
gtatttgecga
tcttttegag
tgaagaagag
atgttgggct
cttaagacaa
agagtttttc
ccgggeatca
ttataattat
gaaagactta
tcgagtagag
caagactctt
agattacaac
tgaagaaaat
cttagecgget
gtcaagtgta
aagcttctcecce
taatgacagg
agtgttaatc
cgttaacaat
agatgaagga
aactaacttc
tettectege
tatggagaag
tgacgtcagce
cgatcatctc

aaagagataa
ttagattggg
tcectctaceg
aatgcegtca
cacatatgga
attaaagagt
agatgttccce
catggatacc
tgctttgtgg
caattggegt
ctgctagaaa
cctggegaga
acgagattct
tataggatgc
aattgccaag
aggttaagtg
gcaactatat
ttggttaaag
gatcagtttc
aacatgagat
gggactttga
ctcctetate
gaaggagagc
ttcacccaca
caatacttaa
gagatgggga
atcacgtttc
caaactcaca

tgcacaagat
aaaagctctt
cttttgecatt
aacgtttcaa
tagtggatcg
gtcttgacta
atgtccaaga
aagtgtccge
ggcaatcaaa
ttccaaggga
aacgggagag
ttgggtttge
atattgatca
catacgtgaa
ctcagcatca
agtggggtgt
ttgaatcaga
ccatttctte
atgaatacat
tggaccgacc
atcaaatgtc
tatcgtgggg
tcatggtgaa
ctcacttegt
aggcaaggag
aaatggttga
ttgatgtagc
tctccaaagt

RECTIFIED SHEET (RULE 91) ISA/EP

accaacaaca
gaaacttcaa
catgcagacc
tggaggagtt
gttacaacgt
tgtccacaga
catcgatgat
agatgtattc
ccaagcagta
agagatattg
agaggagttg
gttagagatt
atatggtgga
caataatgga
gctcgaatgg
gcgcagaagt
aaggtcacat
ttettttggg
tgccaatgcet
aggatcggtt
ttttgacctt
agattggatg
gatgataatt
tcgtctegeg
aaacgatgag
gttagcattg
aaaagcattt
cttgtttcaa

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
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