<110>
<120>

820 Segeunce T1isting_ST25.txt

SEQUENCE LISTING

neurogenerative diseases

<130>
<160>
<170>
<210> 1

<211> 888

<212> DNA
<213> Homo

820-
49

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

sour

1.

repe
(321

<400> 1

acgtaaccta
cacgtaaaag
g9g99gcggggt
ccctctctcec
ataaagatta

aactcaggag

9999cggggc
gtgggtgagt
gaggcgcggg
atttctctga
catccgggcec
ggggatctgg
gacccgctgg
cctcgectgg
ttcgctagga
<210> 2
<211> 1196

<212> DNA
<213> Homo

<220>

1

sapiens

ce
. (888)

at_region
)..(327)

cggtgtcccg
atgacgcttg
ctagcaagag
ccactacttg
accagaagaa
tcgcgegeta
tgcggttgeg
gaggaggcgg
tagaagcggg
ccgaagcetgg
ccgggettcce
cctcttectt
gagcgctgcec
gggaaggceg

acccgagacg

sapiens

PatentIn version 3.5

ctaggaaaga
gtgtgtcagc
caggtgtggg
ctctcacagt
aacaaggagg
gg9g9gccgggyg
gtgcctgege
catcctggeg
ggctctectce
gtgtcgggct
cggcggegge
gctttccecge
gctgcgggct
gagggtgggc
gtccctgecg

/mo’l_type="DNA" /organism="Homo sapiens"

Deutsches zentrum flr Neurodegenerative Erkrankungen e.v. (DZNE)

Dipeptide-repeat proteins as therapeutic target in

/note="hexanucleotide ggggcc is repeated n-times"

gaggtgcgtc aaacagcgac aagttccgcec

cgtccctget
tttaggaggt
actcgctgag
gaaacaaccg
cgtggtcggg
ccgcggegge
ggtggctgtt
agagctcgac
ttcgectcta
ggcggcggeg
cctcagtacc
cgagaaaagg
ggcgcgegge
gcgaggagat

Sejte 1

gccecggttge
gtgtgttttt
ggtgaacaag
cagcctgtag
gcgggcececgg
ggaggcgcag
tgggottcgg
gcatttttac
gcgactggtg
gcggcgeagg
cgagctgtct
gagcctcggg
ttctgcggac

catgcggg

ttctcttttg
gtttttccca
aaaagacctg

caagctctgg

gggcgggecc
gcggtggcga
ctgccgggaa
tttccctctc
gaattgcctg
gacaagggat
ccttcceggg
tactgagagg
caagtcgggg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
888



<221> source

<222> (1)..(1196)
<223>

<220>

<221> repeat_region
<222> (590)..(596)
<223>

<400> 2

820 segeunce 1isting_ST25.txt

ggctcgtccc cgagtagggg acgggaacgc ctgggtcccg

tggggcccga
ggacgccgeg
tcatatgaca
tcgcecgectg
agctgcagag
gggcgatacc
gattggtcgg
tagccgecatt
cgggcgacgce
gcgectgegce
gcceceggetce
gctgctggeg
ccgtgggctc
cgctcccacg
tccgggggtce
ccggacgcecg
tattttaaga
agggaaggaa

ggcaaattcc

<210> 3

<211> 31
<212> PRT
<213>

<220>
<221>
<222>
<223>

<400> 3

ggccacggac gaagcgggaa gccggctagg

ccccacgegg
agaacatcag
cagtgcccga
gccggaaaag
accctgggeg
99999cgg99
gcgagccgaa
gacggtgggag
ctgccctggg
ccgttccagg
ctgaaggaag
ctttggcggce
tggccggecg
tttaccttga
cccccgaacg
gcttccaagg
accacttagc

acagcatcgt

Homo sapiens

SOURCE
(1.

/mol_type="protein" /organism="Homo sapiens"

.(3D)

acctccecgec
gaaccggact
ccgggggecg
gcccgetege
gcccctecaa
gcgtggectc
cccgggagcet
gtttcggect
aacgggttcc
tgctgttgca
tggaggagat
cccgcagacc
agcggttcgg
cccatgggta
attaaagcag
ctgagaaccg
ctctttctcc

tcgtctggtg

ccgacttcac
attaccccga
cgcgtccccg
ccgecgetegg
aggccggaga
tggagcctgg
ggcgccatgg
gcgttcgggce
ggcagacgct
cgtgctgttt
cagtctgctg
ctcatcgege
ggcgggggga
gaatcgctct
aagctgggat
ctgcttgact
ccccaggtgg
gccttttgte

/moT1_type="DNA" /organism="Homo sapiens"”

gggacgtggg
cagcggtctc

ccagctctgce
aagggccttc
gcaaccacgc
caccacccag
tggtgtcgtc
ttccgegege
tgaggagtgg
cgcagacagg
gaggttgcgt
gagcacgcgg
cagccgceagg
gggtcccagc
cgggcctgga
agcaattaga
gtggggccca
gcgccgcaga
aggagtctgt

cctttgectce

/note="hexanucleotide ggcctg is repeated n-times"

gcgcagggtc
tgtctgggat
tgcccgtaac
ccaagtcgtt
ccgeecgege
ccecgegetec
cccggectcec
cggagcgegce
ttgcggggcyg
gcctgegect
tgacgctcgce
tcggctacgce
tgggtgagat
atgcacagcg
aagctctaga
aataagcctc
ggtatcagca
ggcaggaggg
gctcaacctg

atccca

Irp Ser Gly Arg é1a Arg Gly Arg Ala égg Gly Gly Ala Ala Xg1 Ala

Seite 2

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1196



820 Segeunce Tisting_ST25.txt
val Pro Ala Pro Ala Ala Ala Glu Ala GIn Ala val Ala ggr Gly

<210> 4

<211> 34

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1..(34) .
<223> /mol_type="protein" /organism="Homo sapiens"
<400> 4

Gly Arg Gly Arg Gly Gly pPro Gly Gly ggy Pro Gly Ala Gly igu Arg
1 5

Leu Arg Cys Lgu Arg Pro Arg Arg Arg Arg Arg Arg Arg ggp Arg val
2 25

Gly Glu
<210> 5
<211> 54
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(54)

<223> /mol_type="protein" /organism="Homo sapiens"

<400> 5
§1y val val Gly Ala Gly Pro Gly Ala Ggy Pro Gly Arg Gly ggs Gly
5 1

Cys Gly Ala Cys Ala Arg Gly Gly Gly Gly Ala Gly Gly Gly Glu Trp
20 25 30
val ser Glu Glu Ala Ala Ser Trp Arg val Ala val Trp Gly Ser Ala
35 40 45
Ala ggy Lys Arg Arg Gly

<210> 6

<211> 23

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(23)

<223> /mol_type="protein" /organism="Homo sapiens"

Seite 3



<400>

6

820 seqeunce 1listing_ST25.txt

Ser Ala Arg Leu Leu Ser Ser Arg Ala Cys Tyr Arg Leu Arg Leu Phe
1 5 10 15

Pro Ser Leu Phe Ser Ser Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>
<400>

Pro Leu
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Arg Leu
1

val Ala
val Leu
Ser Leu

50

Pro Arg
65

Thr Trp

Asp Pro

20
7
6
PRT
Homo sapiens

/mol_type="protein" /organism="Homo sapiens"

SOURCE

(1..(6)

7

Ala Arg Asp Ser
5

8

106

PRT

Homo sapiens

SOURCE
(1)..(106)

/mol_type="protein" /organism="Homo sapiens"

8

Arg Leu Arg Leu Pro Trp Glu Arg val Pro Ala
5

Leu Thr Leu Ala
20

Phe Glu His Ala
35

Leu GIn Pro GIn

Arg Pro Ser Ser
70

Pro Ala Glu Arg
85

Gly val phe Thr
100

Pro

val

val

55

Arg

Phe

Leu

10

Arg Eeu Pro Phe Gln val
5

Gly Tyr Ala Leu Leu Ala
40 45

Gly Glu Ile Arg Gly Leu
60

Gly Ser GIn His Ala Gln
75

Gly Ala Ggy Arg Ala Trp
9

Thr His Gly
105

Seite 4

Asp

Leu

30

Leu

Leu

Arg

Lys

Ala

15

Leu

Glu

Trp

Ala

Ala
95

Glu

His

Ile

Arg

Pro

80

Leu



820 Seqeunce Tisting_ST25.txt

<210> 9
<211> 20
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..Q20)

<223> /mol_type="protein" /organism="Homo sapiens"

<400> 9

Ala Cys Ala Cys Ala Cys Ala Cys Pro Gly Asn Gly Phe Arg Gin Thr
1 5 10 15

Leu Arg Leu Arg
20

<210> 10
<211> 16
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(16) _
<223> /mol_type="protein" /organism="Homo sapiens"

<400> 10

Pro Ala Pro Ala Pro Ala Pro Ala Leu Gly Thr Gly Ser Gly Arg Arg
1 5 10 15

<210> 11
<211> 123
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(123)

<223> /mol_type="protein" /organism="Homo sapiens"
<400> 11

i1a Leu Ser Ala Ala Arg Thr Gln Ala Ggu Thr Pro Thr val Ala Ser
5 1

Pro Ala Pro Arg Asn His Ser Ser Pro Trp Arg GIn Leu Pro Gly Ser
25 30

Ala Arg Asn Ala Ala Ser Ala Leu Arg Arg Ala Glu Pro Gly Ser Ala
35 40 45

Pro éga Pro Pro Thr Asn ?gg Arg Pro Gly Thr Egr Pro Ser Pro Ala

Seite §



820 Segeunce 1isting_ST25.txt
Phe Gly Gly Ala Ala ng Gly Gly Ile Ala Arg Ser Ala Gly Trp §81
65 7 75

val pro Ser Ala Gly Glu Arg Ala Phe ggr Gly Leu Cys Ser ggs Ala
85

Gly Gly Arg Gly Cys Arg Gly Arg Ala Ala Pro Gly Arg Ala Leu Gln
100 105 110
Ala Ala Lys Arg Leu Gly Lys Ala Leu Ser Gly
115 120

<210> 12

<211> 36

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(36)

<223> /mol_type="protein" /organism="Homo sapiens"
<400> 12

Pro val Cys Gly Pro Asn Ala Gly Arg Asn Pro His Arg Arg val Ala
1 5 10 15

Arg Ala Pro G&n Pro Leu Leu Thr Met Ala Pro Ala Pro ggy Phe Gly
2 25

Ser Gln Cys Gly
35

<210> 13

<211> 136

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(136)

<223> /mol_type="protein" /organism="Homo sapiens"

<400> 13

Pro Cys Leu Arg Pro Glu Arg Arg Pro Lys Pro Pro Pro Ser Arg Arg

1 5 10 15

Pro Arg Pro éga Thr Thr Pro His His Gly Ala Ser Ser Arg val Arg
25 30

Leu Ala Met Arg Leu Ala Arg Ser Gly Ala Arg Asn Gln Ala Pro Glu
35 40 45

Ala ggr Pro Pro Pro Pro égg Pro Ile Gly Gly Arg Gly Arg His His
60

Seite 6



Leu Arg
65

Ala Gly

Ala Ala

His Cys

Pro val
130

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

GIn Ala Leu Glu Leu Arg Ser Arg Ala Leu
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Pro

Trp

Arg

Arg

Pro

14
10
PRT
Homo

Leu

cys

Ala

100

Arg

Asp

Glu
Arg
85

Gly

Arg

val

sapiens

SOURCE

(D..10

820 seqgeunce Tisting_ST25.txt

Gly Pro Pro Arg val val ser Pro Gly Ala Arg
70 75 80

Ala Arg Ala Ser Gly Pro Phe Pro Ala Ser Ala
90 95

val val Ala Gly Asp Ala Arg Pro Pro val Gly
105 110

Asn Asp Leu Gly Arg Pro Phe Arg Gly Asn Ser
120 125

Leu val Ile
135

/mol_type="protein" /organism="Homo sapiens"

14

15
121
PRT

Homo sapiens

10

/mol_type="protein" /organism="Homo sapiens"

SOURCE
(D..(A2D)
15

Gly Arg Glu Ser Lys Glu Glu Ala Arg Ser Pro Ser Leu val Pro Ala
1 5 10

15

Pro Pro Pro Pro Pro Pro Pro Pro Gly Ser Pro Gly Pro Gly Cys Arg
25 30

20

GIn Phe His GIn Ser Leu Glu Ala Lys Ala Arg His Pro Ala Ser val
40

35

45

Arg Glu Met Arg Gly Lys val Lys Met Arg Arg Ala Leu Arg Arg Ala
50 55 60

Seite 7



820 segeunce Tisting_ST25.txt
Pro Ala Ser Thr Arg Ala Ser Ser Arg Gln Pro Asn Pro Lys GIn Pro
65 70 75 80

Pro Ala Arg Met Pro Pro Pro His Ser Pro Thr Arg His Arg Leu Arg
85 90 95

Leu Arg Arg Arg Gly Arg Arg His Arg Asn Arg Ser Pro Ala Pro Gly
100 105 110

Pro Pro Pro Gly Pro Pro Arg Pro Arg

115 120
<210> 16
<211> 25
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (D..(25 .
<223> /mol_type="protein" /organism="Homo sapiens"
<400> 16

Qrg Leu Thr Arg Arg Lys Gln Gly Gly Lys GIn Pro GIn Pro val Ala
5 10

ser Ser Gly Thr GIn Glu Ser Arg Ala
20 25

<210> 17
<211> 59
<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(59)

<223> /mol_type="protein" /organism="Homo sapiens"”

<400> 17

Gly Glu Pro Pro Leu Leu Pro Ala Pro Leu Pro Gly Ser Arg Thr Pro
1 5 10 15

Asn Ser His Pro Pro Gly Cys Arg Leu Leu Thr His Pro Leu Ala Thr
20 25

Ala Cys Ala Ser Ala Ala Ala Gly Ala Gly Thr Ala Thr Ala Ala Pro
35 40 45

Pro égg Ala Arg Pro Arg Ala Arg Pro Asp His
55

<210> 18
<211> 160

Seite 8



<212>
<213>

<220>
<221>
<222>
<223>

<400>

PRT .
Homo sapi

SOURCE

ens

(1..(160) ) . . "
/mol_type="protein" /organism="Homo sapiens

18

820 Seqeunce 1isting_ST25.txt

Ser Pro Arg Arg GIn Gly Pro Ser
1 5

Gly Pro Gln Lys

Arg Pro

Arg Ser
50

Gly Lys
65

Ser Pro

Ala Sser

Ala Ala

Thr His
130

Gln Pro
145

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

20

Leu Ser
35

Gln Arg

Gln Ala

Thr Pro

Ser Ser
100

Glu Pro
115

Ser Pro

Gln Pro

19

PRT .
Homo sapi

SOURCE
(1)..Q22)

Pro

Thr

val

Arg

Ser

85

Glu

Gln

Pro

Arg

ens

Arg

Arg

Pro

Met

70

Phe

Glu

Thr

Pro

Pro
150

Ala

Gly

Gly

55

GlIn

Gly

ser

Ala

Ala

135

Gly

Ala

Ser

40

Lys

Ala

Gln

Pro

Thr

120

Pro

Pro

Arg

His

25

Leu

Glu

Ile

Arg

Pro

Ala

val

10

Pro

Phe

Thr

Pro

Asn

90

Phe

Gln

Pro

Pro

Pro

Pro

Ser

Ala

Pro

75

Glu

Tyr

Asp

Pro

Gly

ser

Ala

ser

Arg

60

val

Arg

Pro

Ala

Glu

Phe

Pro

45

val

Ala

Glu

Arg

Ala

Ala

Ala

/mol_type="protein" /organism="Homo sapiens"

19

Pro

Pro

30

GlIn

Leu

Arg

ser

Leu

110

ser

GlIn

Pro

Arg

15

Gln

Arg

Arg

Gly

Lys

Phe

Ser

Ala

Thr

Leu

Ala

Gln

Ala

Glu

80

Asn

Pro

Leu

Pro

Thr
160

g1y val val Ala g]y Arg Gly Arg Arg ggp Gly Gly Gly Phe g}y Leu

Seite 9



Arg Ser Gly égg Arg Gln

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

20
134
PRT
Homo

sapiens

SOURCE

(D..

(134

820 seqeunce Tisting_ST25.txt

/mol_type="protein"” /organism="Homo sapiens"

20

GIn Glu His Gln Glu
1 5

Arg

Pro

Ala

Ala

65

Ala

Glu

val

Phe

Arg

Leu

50

Pro

Gly

Leu

Trp

Arg
130

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Ala

Pro
35

Gly

Pro

Ala

Ala

Leu
115

Ala

21
36
PRT
Homo

Ala Cys
20

Pro Ala

Thr Thr

Lys Ala

Gly Ala

85

Ala Leu
100
Arg Gly

Ala Asp

sapiens

SOURCE

(D..

(36)

Pro

Ser

Gln

Gln

Gly

70

Trp

Arg

Ala

Arg

Asp

Ala

Leu

Pro

55

Asp

Pro

Ala

Gly

Tyr

Arg

Gln

40

Ala

Gly

Leu

Glu

Asp

Tyr

Pro

25

Arg

Leu

val

Glu

Pro

105

Ala

Pro
10

Gly
Pro
Arg
val
Pro
90

Gly

Thr

Glu

Ala

Glu

Ala

Pro

75

Gly

Ser

val

Arg

Ala

Lys

Ile

60

Gly

Ser

Trp

Gly

Ala

Arg

Ala

45

Pro

Leu

Ala

Arg

val
125

/mol_type="protein" /organism="Homo sapiens"

21

Phe

Pro

30

Arg

Pro

Arg

Arg

His

110

Ser

Pro
15

Arg
Ser
Trp
Leu
Arg
95

Gly

Ser

Gln

Pro

Ala

val

80

Ser

Glu

Cys

;ro His Cys Glu Pro Asn Pro Gly Ala Gly Ala Met val Arg ier Gly
5 10 5

Seite 10



820 segeunce 1isting_ST25.txt

Cys Gly Ala Arg Ala Thr Arg Arg Trp Gly Phe Arg Pro Ala Phe Gly
20 25 30
Pro GIn Thr Gly
35

<210> 22

<211> 67

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(67)

<223> /mol_type="protein" /organism="Homo sapiens"

<400> 22
Gly Ser Ala Gly Pro Pro Lys Glu Pro Thr Asp Leu Thr His &gu Arg
1 5 10

Leu GIn GIn Thr Asp Leu Leu His Phe Leu Gln Arg Gln §1n Arg val
20 25

Ala Asp Arg val Leu Lys GIn His val GIn GIn His Leu Glu Arg Glu
35 40 45

Pro Gly Arg Glu Arg GIn Arg Asn Leu Ser val Cys Arg Asn Pro Phe
50 55 60

Pro Gly Gln

65

<210> 23

<211> 53

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(53)

<223> /mol_type="protein" /organism="Homo sapiens"
<400> 23

Ser Pro Pro Leu Pro Ser Ala Pro Ala Ala Arg Ser Arg Pro Arg Ala
1 5 10 15

GIn Thr Ala égg Ala Thr Ala Pro Gly Thr Gly Ala Gly Ala Arg Ala
25 ‘ 30

Ser Thr g}n Pro Gln Arg Leu Pro Glu Pro val Pro Arg Ala Gly Ala
40 45

Seite 11



820 seqeunce 1isting_ST25.txt

Gly Ala Gly Ala Gly
50

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

24
41
PRT
Homo sapiens

SOURCE
(1..4D

/mol_type="protein" /organism="Homo sapiens"
24

Pro Thr Ala Cys Ser Asn Ser Thr Cys Asn Ser Thr Trp Asn G}y ser
1 5 10 1

Arg Gly Ala Ser val Asn Ala Thr Ser Ala Ser Ala Gly Thr Arg Ser
20 25 30

GIn Gly Arg Arg Arg Arg Arg Arg Arg
35 40

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

25

47

PRT

Homo sapiens

SOURCE
(..

/mol_type="protein" /organism="Homo sapiens"

REPEAT
(13)..(14)
dipeptide GA is repeated m-times

25

Gln Ala Leu Glu Leu Arg Ser Arg Ala Leu Gly Ala Gly Ala E}y Ala
5 10

Trp Ser Gly 359 Ala Arg Gly Arg Ala Arg Gly Gly Ala Ala val Ala
25

30

val Pro Ala Pro Ala Ala Ala Glu Ala GIn Ala val Ala Ser Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>

45

26
40
PRT
Homo sapiens

SOURCE
(1..40
Seite 12



<223>

<220>
<221>
<222>
<223>

<400>

820 segeunce 1isting_ST25.txt
/mol_type="protein" /organism="Homo sapiens"

dipeptide GP is repeated o-times

REPEAT
..
26

Gly Pro Gly Pro Gly Pro Gly Arg Gly ﬁgg Gly Gly Pro Gly ﬁ}y Gly
1 5

Pro Gly Ala Gly Leu Arg Leu Arg ggs Leu Arg Pro Arg ggg Arg Arg.
20

Arg Arg Arg Trp Arg val Gly Glu
35 40

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

27
128
PRT

Homo sapiens

SOURCE
(1)..(128) . . .
/mol_type="protein" /organism="Homo sapiens’

REPEAT
(125)..(126) )
dipeptide GP is repeated o-times

27

Gly Arg Glu Ser
1

Pro Pro

Gln Phe

Arg Glu
50

Pro Ala
65
Pro Ala

Leu Arg

Pro Pro

Pro

His

35

Met

Ser

Arg

Arg

Pro

Pro

20

Gln

Arg

Thr

Met

Arg

Gly

Lys
5
Pro
Ser
Gly
Arg
Pro
85

Gly

Pro

Glu

Pro

Leu

Lys

Ala

70

Pro

Arg

Pro

Glu

Pro

Glu

val

55

Ser

Pro

Arg

Arg

Ala

Pro

Ala

40

Lys

Ser

His

His

Pro

Arg

Gly

25

Lys

Met

Arg

Ser

ser Pro
10

Ser Pro

Ala Arg

Arg Arg

GlIn Pro

75

Pro Thr
90

Asn Arg

Pro Gly

Ser

Gly

His

Ala

60

Asn

Arg

Ser

Pro

Seite 13

Leu

Pro

Pro

45

Leu

Pro

His

Pro

Gly

val

Gly

30

Ala

Arg

Lys

Arg

Ala

110

Pro

Pro

15

Cys

Ser

Arg

Gln

Leu

95

Pro

Gly

Ala

Arg

val

Ala

Pro

80

Arg

Gly

Pro



<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

820 2%eqeunce Tisting_ST25.txt
1

115 125

28

86

PRT

Homo sapiens

SOURCE
(1)..(86)

/mol_type="protein" /organism="Homo sapiens"

REPEAT
(29)..(30) . .
dipeptide GR is repeated p-times

28

Arg Leu Thr Arg Arg Lys GIn Gly Gly Lys Gln Pro GIn Pro val Ala
1 5 10

15

Ser Ser Gly Thr GIn Glu Ser Arg Ala Arg Gly Arg Gly égg Gly Arg
25

20

Gly val val Gly Ala Gly Pro Gly Ala Gly Pro Gly Arg Gly Cys Gly
35 40 45

cys ggy Ala Cys Ala Arg Gly Gly Gly Gly Ala gay Gly Gly Glu Trp
55

val Sser Glu Glu Ala Ala Ser Trp Arg val Ala val Trp Gly Ser Ala
65 70 80

75

Ala Gly Lys Arg Arg Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

85
29
88
PRT
Homo sapiens

SOURCE
(1)..(88)

/mol_type="protein" /organism="Homo sapiens”

REPEAT
(62)..(63)
dipeptide AP is repeated g-times

29

g]y Glu Pro Pro Leu Leu Pro Ala Pro &eu Pro Gly Ser Arg Thr Pro
5 0 15

Asn Ser His Pro Pro Gly Cys Arg Leu Leu Thr His Pro Leu Ala Thr

Seite 14



820 Segeunce 1isting_ST25.txt
25

20 30

Ala Cys Ala Ser Ala Ala Ala Gly Ala Gly Thr Ala Ihr Ala Ala Pro
35 40

Pro Arg Ala Arg Pro Arg Ala Arg Pro Asp His Ala Pro Ala Pro Ala
50 55 60

Pro Ser Ala Arg Leu Leu Ser Ser Arg Ala Cys Tyr Arg Leu Arg Leu
65 70 75 80

Phe Pro Ser Leu Phe Ser Ser Gly
85

<210> 30

<211> 195

<212> PRT

<213> Homo sapiens

<220>

<221> SOURCE

<222> (1)..(195)

<223> /mol_type="protein" /organism="Homo sapiens"

<220>

<221> REPEAT

<222> (186)..(187)

<223> dipeptide PR is repeated r-times

<400> 30

Ser Pro Arg Arg GIn Gly Pro Ser Arg val Pro Ser Glu Pro Arg Leu
1 5 10 15

Gly Pro GIn Lys Pro Arg Ala Ala His Pro Pro Ala Phe Pro Gln Ala
20 25 30

Arg Pro Leu Ser Thr Arg Gly Ser Leu Phe Ser Ser Pro Gln Arg Gln
35 40 45

Arg ggr Gln Arg val Pro g}y Lys Glu Thr Ala ggg val Leu Arg Ala

Gly Lys GIn Gly Arg Gly Gln Ile Pro Ile Pro Cys Pro Cys Ala Ala
65 70 75 80

Ala Ala Ala Ala Ala Ala Gly Lys Pro Gly Ala Arg Met Gln Ala Ile
85 90 95

Pro Pro val Ala Arg Gly Glu Ser Pro Thr Pro Ser Phe Gly GlIn Arg
100 105 110

Asn Glu Arg Glu ser Lys Asn Ala Ser Ser Ser Glu Glu Ser Pro Arg
115 120 125

Seite 15



Phe Tyr
130

GIn Asp
145

Pro Pro

Pro Gly

Arg Asp

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Pro

Ala

Arg

Pro

ser
195

31
139
PRT
Homo

820 Seqgeunce 1isting_ST25.txt

Arg Leu Phe Pro Ala Ala Glu Pro GIn Thr

135

140

Ala Ser Ser Leu Thr His Ser Pro Pro Pro

Ala

Gln
165

150

155

Ala Pro GIn Pro Gln Pro Arg Pro

Ala Pro Thr Thr Pro Arg Pro Arg Pro Arg

180

sapiens

SOURCE
(1)..(139 ,
/mo1_type="protein" /organism="Homo sapiens"

REPEAT
(25)..(26)
dipeptide GL

31

Gly val val Ala Gly
1 5

Arg ser

Arg Leu

Leu Ala

50

His Ala
65
Ser Leu

Pro Arg

Thr Trp

Gly
Pro
35

Pro
val
Leu

Arg

Pro

Arg

20

Trp

Arg

Gly

Gln

Pro

100

Ala

Arg

Glu

Leu

Tyr

Pro

85

ser

Glu

185

is repeated s-times

Arg Gly Arg

Gln

Arg

Pro

Ala

70

Gln

Ser

Arg

Gly

val

Phe

55

Leu

val

Arg

Phe

Leu

Pro

40

GIn

Leu

Gly

Gly

Gly

Arg

Gly

25

Ala

val

Ala

Glu

Ser

105

Ala

Asp
10

Leu
Asp
Leu
Leu
Ile

90

GlIn

Gly

Gly

Ala

Leu

Lys

75

Arg

His

Gly

Leu

Glu

His

60

Glu

Gly

Ala

Gly Gly Arg
Seite 16

Gly

Arg

val

45

val

val

Leu

GIn

Ala

Ala

Ala

Gly

Pro
190

Phe

Leu

30

Ala

Leu

Glu

Leu

Arg

Trp

Thr

Pro

Pro

175

Leu

Gly

15

Arg

Leu

Phe

Glu

Trp

95

Ala

Lys

Arg
Pro
160

Ala

Ala

Leu

Leu

Thr

Glu

Ile

80

Arg

Pro

Ala



115

820 Segeunce 1listing_ST25.txt
120

Leu Agg Pro Gly val Phe Thr Leu Thr His Gly
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

GIn Glu His Gln Glu
1

Arg

Pro

Ala

Ala

65

Gly

Ala

Glu

val

Ala
145

Phe

Arg

Leu

50

Pro

Gly

Leu

Trp

cys

<210>
<211>
<212>

32
160
PRT

Homo sapiens

SOURCE
(1)..(160) i )
/mol_type="protein" /organism="Homo sapiens"

REPEAT
(137)..(138) i
dipeptide AW i repeated t-times

32

Ala

Pro

35

Gly

Pro

Ala

Ala

Leu

115

Ala

Ala

33
58
PRT

Ala

20

Pro

Thr

Lys

Gly

Ala

100

Arg

Ala

Cys

5

cys

Ala

Thr

Ala

Ala

85

Leu

Gly

Asp

Pro

135

Pro Asp Tyr Tyr Pro
10

Ser

GIn

GIn

Gly

70

Trp

Arg

Ala

Arg

Ala

Leu

Pro

55

Asp

Pro

Ala

Gly

Arg

Gln

40

Ala

Gly

Leu

Glu

120

Trp

Gly

Pro

25

Arg

Leu

val

Glu

Pro

105

Ala

Ala

Phe

Gly

Pro

Arg

val

Pro

90

Gly

Thr

Trp

Arg

Glu

Ala

Glu

Ala

Pro

75

Gly

Ser

val

Ala

Gln
155

Arg

Ala

Lys

Ile

60

Gly

Ser

Trp

Gly

Seite 17

125

Ala

Arg

Ala

45

Pro

Leu

Ala

Arg

val

125

Ala

Leu

Phe

Pro

30

Arg

Pro

Arg

Arg

His

110

Ser

Cys

Arg

Pro

15

Arg

Ser

Trp

Leu

Arg

95

Gly

Ala

Ala

Leu

Ser

GIn

Pro

Ala

val

80

Ser

Glu

cys

Cys

Arg



<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

820 Ssegeunce 1listing_ST25.txt

Homo sapiens

SOURCE
(1)..(58)

/mol_type="protein" /organism="Homo sapiens"

REPEAT
(39)..(040)
dipeptide PG is repeated

33

Pro His Cys Glu Pro Asn Pro Gly
1 5

Cys Gly Ala Agg Ala Thr Arg Arg
2

Pro Gln Thr Gly Pro Gly Pro Gly
35 40

Pro Ala Leu Gly Thr
50

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Gly ser Ala Gly Pro Pro
1 5
Leu GIn GIn Thr Asp Leu
20
Ala Asp Arg val Leu Lys
35
Pro ggy Arg Glu Arg Gln

ggo Gly GIn Ala GIn Ala

Gly Ser Gly
55

34

199

PRT

Homo sapiens

SOURCE
(1)..(199)

u-times

Ala Gly Ala Met val
10

Trp Gly Phe Arg Pro

25

Pro Gly Pro Ala Pro

45

Arg Arg

/mol_type="protein" /organism="Homo sapiens"

REPEAT

(70)..(7D

dipeptide AQ is repeated
34

Lys Glu

Leu His

GIn His
40

Arg Asn
55

Gln Ala
70

w-times

Pro Thr Asp Leu Thr

10

Phe
25

Leu GIn Arg Gln

GIn Gln His Leu
45

val

Leu Ser val Cys Arg
60

GIn Ala Leu Ser Ala

Seite 18

Arg Ser Gly
15

Ala Phe Gly

30

Ala Pro Ala

His Leu Arg
15

GIn
30

Arg val

Glu Arg Glu

Asn Pro Phe

Ala Arg Thr

80



GIn

Ser

Leu

Thr

Ala

145

Gly

Cys

Leu

Ala

Pro

Arg

Asn

130

Gln

Glu

Arg

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Glu

Trp

Arg

Gly

Arg

Gly

35

PRT
Homo

Thr

Arg

Gly

Ala

Pro

85

Gln

Glu

Pro

Ile

Phe

165

Ala

Leu

sapiens

SOURCE

(1D..0%%

Thr

Leu

Pro

Gly

Ala

150

Ser

Ala

Ser

820 seqeunce Tisting_ST25

val Ala Ser Pro Ala Pro Arg

Pro

Gly

Thr

135

Arg

Gly

Pro

Gly

Gly

ser

120

Thr

Ser

Leu

Gly

Ser

105

Arg

Pro

Ala

Cys

Arg

90

Ala

Gly

Ser

Gly

Ser

170

Ala

Arg

His

Pro

155

cys

Leu

Asn

Ala

Ala

140

val

Ala

Gln

Ala

Pro

125

Phe

val

Gly

Ala

/mol_type="protein" /organism="Homo sapiens"

REPEAT
(56)..(57)
dipeptide GP

35

sSer Pro Pro Leu Pro
1 5

GIn Thr Ala Arg Ala

20

Ser Thr Gln Pro Gln

35

Gly Ala Gly Ala Gly
50

Ala Gly Arg Asn Pro

is repeated

Ser

Thr

Arg

Gly

His

Ala

Ala

Leu

Pro

55

Arg

Pro
Pro
Pro
40

Gly

Arg

X-times

Ala

Gly

25

Glu

Pro

val

Ala
10
Thr

Pro

Gly

Arg Ser Arg

.ETXt

Asn

Ala

110

Ala

Gly

Pro

Gly

Ala
190

His

95

Ser

Pro

Gly

Ser

Arg

Lys

Ser

Ala

Pro

Ala

Ala

160

Gly

Arg

Pro Arg Ala
15

Gly Ala Gly Ala Arg Ala
30

val Pro Arg

45

Pro val Cys
60

Ala Arg Ala Pro
Seite 19

Ala Gly Ala

Gly Pro Asn

GIn Pro Leu



65

70

820 seqgeunce 1%3}1ng_ST25.txt

Leu Thr Met Ala Pro Ala Pro Gly Phe Séy Ser GIn Cys Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

36
183
PRT

Homo sapiens

SOURCE
(1)..(183) . ) . .,
/mol1_type="protein" /organism="Homo sapiens

REPEAT
(44)..(45)
dipeptide PR

36

Pro Thr Ala Cys
1

Arg

Gln

cys

Arg

65

Ala

Thr

Arg

Gly

Ala

145

Cys

Gly

Gly

Leu

50

Pro

Met

Pro

Pro

Trp

Arg

Arg

Ala

Arg

35

Arg

Ala

Arg

Pro

Leu

115

Cys

Ala

Arg

Ser

20

Arg

Pro

Thr

Leu

Pro

100

Glu

Arg

Gly

Arg

ser

val

Arg

Glu

Thr

Ala

85

Pro

Gly

Ala

val

Asn
165

is repeated

Asn

Asn

Arg

Arg

Pro

70

Arg

Arg

Pro

Arg

val

150

Asp

sSer

Ala

Arg

Arg

55

His

Ser

Pro

Pro

Ala

135

Ala

Leu

Thr

Thr

Arg

40

Pro

His

Gly

Ile

Gly

Gly

y-times

Cys

Ser

25

Arg

Lys

Gly

Ala

Gly

Asp

Arg

Asn

10

Ala

Pro

Pro

Ala

Arg

90

Gly

val

Pro

Ala

Pro
170

ser

ser

Arg

Pro

Ser

75

Asn

Arg

Ser

Phe

Phe

Thr

Ala

Pro

Pro

60

Ser

Gln

Gly

Pro

Pro

140

Pro

Arg

Seite 20

Trp

Gly

Arg

45

Ser

Arg

Ala

Arg

Pro

Gly

Asn

Thr

30

Pro

Arg

val

Pro

His

110

Ala

Ser

val

Asn

Gly

15

Arg

Arg

Arg

Arg

Glu

95

His

Arg

Ala

Gly

Ser
175

80

Ser

Ser

Pro

Pro

Leu

80

Ala

Leu

Ala

His
160

Pro
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val Pro Asp val Leu val Ile
180

<210> 37

<211> 20

<212> DNA

<213> Homo sapiens

<400> 37
caattccacc agtcgctaga

<210> 38

<400> 38
000

<210> 39

<211> 18

<212> DNA

<213> Homo sapiens

<400> 39
aagaggcgcg ggtagaag

<210> 40

<211> 19

<212> DNA

<213> Homo sapiens

<400> 40
agtcgctaga ggcgaaagc

<210> 41
<211> 21
<212> DNA
<213> Homo sapiens

<400> 41
actggaatgg ggatcgcagc a

<210> 42

<211> 27

<212> DNA

<213> Homo sapiens

<400> 42
accctgatct tccattctct ctgtgcec

<210> 43

<211> 19

<212> DNA

<213> Homo sapiens

<400> 43
ctgcggttgc ggtgcctge

<210> 44

<211> 20

<212> DNA

<213> Homo sapiens

Seite 21

20

18

19

21

27

19
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<400> 44
agctggagat ggcggtgggc 20

<210> 45

<211> 23

<212> DNA

<213> Homo sapiens

<400> 45
tgaacaaaag acggaaggtg ctg 23

<210> 46

<211> 23

<212> DNA

<213> Homo sapiens

<400> 46
tctgatagga tgtgttggtt gca 23

<210> 47

<211> 22

<212> PRT

<213> Homo sapiens

<400> 47
Gly GIn Ser Arg Gly GIn Ser Arg Gly Arg Gly Arg Gly Arg Gly Arg
1 5 10 15

Gly Arg Gly 5%5 Gly Lys

<210> 48

<211> 20

<212> DNA

<213> Homo sapiens

<400> 48
agtactcgct gagggtgaac 20

<210> 49

<211> 44

<212> DNA

<213> Homo sapiens

<400> 49
cgtacgcatc ccagtttgag agccccggee €cggeccegg cecec 44

Seite 22



