INR-B-0016-PCT-SEQ
SEQUENCE LISTING

<110> INRA
<120> ANTI-INFLAMMATORY PEPTIDES
<130> INR-B-00016-PCT1l

<150> EP12008611.1
<151> 2012-12-26

<160> 22

<170> PatentIn version 3.5

<210> 1
<211> 166
<212> PRT

<213> Artificial Sequence

<220>
<223> cConsensus sequence

<220>

<221> X

<222> ([7)..(7)
<223> X= Phe or Tyr

<220>

<221> X

<222> (8)..(8)
<223> X= Ser or Thr

<220>

<221> X

<222> (@..(9
<223> X= Ala or val

<220>

<221> X

<222> (10)..C(10)
<223> X= val or Ile

<220>

<221> X

<222> (1)..(1D

<223> X= Ser, Ala or Asn

<220>

<221> X

<222> (12)..(12)

<223> X= Glu or no amino acid

<220>

<221> X

<222> (13)..(13)

<223> X= Asn or no amino acid

<220>

<221> X

<222> (14)..(1%

<223> X= Glu or no amino acid

<220>

<221> X

<222> (15)..(15)

<223> X= Met, Ser or Ala

Pge p
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<220>

<221> X

<222> (16)..(16)
<223> X= Thr or Glu

<220>

<221> X

<222> @A7)..17n
<223> X= Tyr or val

<220>

<221> X

<222> (19)..(19

<223> X= Met, val, Asn or Tyr

<220>

<221> X

<222> (22)..022)
<223> X= Ser or Ala

<220>

<221> X

<222> (23)..(23)

<223> X= Ash, Asp or no amino acid

<220>

<221> X

<222> (24)..(024)

<223> X= Phe, Leu or no amino acid

<220>

<221> X

<222> (25)..(025)

<223> X= Ile, Phe or no amino acid

<220>

<221> X

<222> (26)..(026)

<223> X= Asp, Thr or no amino acid

<220>

<221> X

<222> @R7)..Q27)

<223> X= Ala, Ile or no amino acid

<220>

<221> X

<222> (28)..(28)

<223> X= val, Leu or Ile

<220>

<221> X

<222> (29)..(029)

<223> X= Ala, val or Gly

<220>

<221> X

<222> (30)..(030)
<223> X= Ala or Asp

<220>

<221> X

<222> ((31..G3LD

<223> X= Tyr, val or Thr

<220>
<221> X

Pge p



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

32)..032)
X= Leu or Thr

X
(33)..033)
X= Ala or Pro

X
G4)..38D
X= Pro or ser

X
(35)..(@35)
X= Ala or Ile

X
(36)..(36)
X= Met or Trp

X
(37)..@37)
X= Gly, Thr or Asn

X
(38)..(38)
X= Ala, Thr or Leu

X
(39)..(39)
X= Ala, Asp or Glu

X
(40)..(40)
X= Gln, Asn or Ser

X
(41)..04D
X= Trp or val

X
(42)..(042)
X= Gln or Lys

X
(43)..(43)
X= Asn, Thr, Lys or Arg

X
(44)..(449)
X= Phe or val

X
(45)..(45)
X= His, Ser, Asn
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

X
(46)..(46)
X= Lys, Ala, Thr or Ser

X
(48)..(48)
X= Leu, val or Ile

X
(49)..(49)
X= Ile or val

X
(50)..(050)
X= Thr or-Lys

X
(5D ..(D
X= Ile or Leu

X
(52)..(52)
X= val or Ile

X
(53)..(53)
X= Gly or Ser

X
(55)..(55)
X= Lys, Ser or Thr

X
(56) ..(56)
X= Tyr or Phe

X
(57)..057)
X= val, Leu, Phe or Thr

X
(58)..(58)
X= Gln, Ala, Lys or Ser

X
(59..09
X= Gly, Lys, Ser or His

X
(60)..(60)
X= Phe, Tyr, Thr or Leu

X
(61)..(61)
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<223> X= Leu, Thr, Ile, or val

<220>

<221> X

<222> (62)..(62)

<223> X=Asp, Asn, Ser or Lys

<220>

<221> X

<222> (63)..(63)

<223> X= Asn, Asp, Arg or Ala

<220>

<221> X

<222> (64)..(64)
<223> X= Thr or val

<220>

<221> X

<222> (65)..(65)

<223> X= val, Leu, Ile

<220>

<221> X

<222> (66)..(66)
<223> X= Gly or Ala

<220>

<221> X

<222> (67)..(67)

<223> X= Ala, Gln, val or Thr

<220>

<221> X

<222> (68)..(68)

<223> X= val, Met, Leu

<220>

<221> X

<222> (70)..(70)

<223> X= Ser, Asp, Gly

<220>

<221> X

<222> (72)..(72)

<223> X= Thr, Asn, Ser

<220>

<221> X

<222> (73)..(73)

<223> X= Trp, Tyr or no amino acid

<220>

<221> X

<222> (74)..(74)

<223> X= Thr, val or Gly

<220>

<221> X

<222> (75)..(75)

<223> X= Pro, Thr, Lys or Ser

<220>

<221> X

<222> (76)..(76)

<223> X= Gly, Trp or Asp

<220>
Pge p
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<221> X
<222> ((77)..(77)
<223> X= Asp, Lys or Gly

<220>

<221> X

<222> (78)..(78)

<223> X= Gly, Glu, Asp, val or no amino acid

<220>

<221> X

<222> (79)..(79

<223> X= Leu, val, Lys or Thr

<220>

<221> X

<222> (80)..(80)

<223> X= Thr, Ile, Gly or Leu

<220>

<221> X

<222> (81)..(81D)

<223> X= Gly, Asn or Phe

<220>

<221> X

<222> (82)..(82)

<223> X= Phe, Tyr, Ile or Gly

<220>

<221> X

<222> (83)..(83)

<223> X= Gly, Ser, Glu or Asp

<220>

<221> X

<222> (84)..(84)

<223> X= Gly or no amino acid

<220>

<221> X

<222> (85)..(85)

<223> X= Gln or no amino acid

<220>

<221> X

<222> (86)..(86)

<223> X= Phe or no amino acid

<220>

<221> X

<222> (87)..(87)

<223> X= Ser, val or no amino acid

<220>

<221> X

<222> (88)..(88) . .
<223> X= Lys, Thr or no amino acid

<220>

<221> X

<222> (89)..(89)

<223> X= Ile, Asn or no amino acid

<220>

<221> X

<222> (90)..(90)

<223> X= Trp, Leu or no amino acid

Pge p
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<220>

<221> X

<222> (91)..(91)

<223> X= Lys, Asp, Glu or Asn

<220>

<221> X

<222> (92)..(092)

<223> X= Asp, Lys, Asn or Gly

<220>

<221> X

<222> (93)..(093)

<223> X= Asnh, Ala, Leu, Ser or Thr

<220>

<221> X

<222> (94)..094)

<223> X= Tyr, Phe or Ile

<220>

<221> X

<222> (95)..(095

<223> X= Thr, Asn, Gly or Ser

<220>

<221> X

<222> (96)..(96)

<223> X= Asp, Thr, Gln or no amino acid

<220>

<221> X

<222> (97)..Q097)

<223> X= Ash or no amino acid

<220>

<221> X

<222> (98)..(098)

<223> X= val or no amino acid

<220>

<221> X

<222> (99)..099) )
<223> X= Thr, Lys,Phe or no amino acid

<220>

<221> X

<222> (100)..(100)
<223> X= Gly or Asp

<220>

<221> X

<222> (101)..(101)

<223> X= Glu, Tyr, Asn or Leu

<220>

<221> X

<222> (102)..(102)

<223> X= ser, Gly, Pro, Trp or Tyr

<220>

<221> X

<222> (103)..(103)

<223> X= Thr, Ile or Asn

<220>
<221> X

Pge p



<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

INR-B-0016-PCT-SEQ
(104)..(104)
X= Gly, Phe, Glu, Asp or val

X
(105)..(105)
X= Ala, Gly, Lys, Asp or Asn

X
(106)..(106)
X= Gln, Gly, Asn, His or Arg

X
(107)..C107)
X= Lys, Asn, Thr or Leu

X
(108)..(108)
X= Phe, Trp, Thr or Pro

X
(109)..(109)
X= Gly or Arg

X
(110)..(110)
X= Tyr, Phe, Asp, Thr or Gly

X
(111D)..(111)
X= Gly, Tyr, Asp, Glu or no amino acid

X
(112)..(112)
X= Ala or Asp

X
(113)..(113)
X= Leu, val, Met or Gln

X
(114)..(114)
X= Gly, Asn or Thr

X
(115)..(115)
X= val, Ala, or Phe

X
(116)..(116)
X= val or Leu or Gly

X
(117)..(117) ) )
X= Asn or no amino acid

Pge p
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<220>
<221> X
<222> (118)..(118)
<223> X= Ser, Ala, Lys or no amino acid

<220>

<221> X

<222> (119)..(119)

<223> X= Ile, Gly, val or no amino acid

<220>

<221> X

<222> (120)..(120)

<223> X= Leu, Met or no amino acid

<220>

<221> X

<222> (121)..(Q121)

<223> X= Asn, Gln, Thr or no amino acid

<220>

<221> X

<222> (122)..(Q122)

<223> X= val, Ile, Thr or no amino acid

<220>

<221> X

<222> (123)..(123)

<223> X= Ala, Leu or no amino acid

<220>

<221> X

<222> (125)..(125)

<223> X= Asn, Gly, Ile, Met or Leu

<220>

<221> X

<222> (126)..(126)
<223> X= Leu or Ala

<220>

<221> X

<222> (127)..(Q127)
<223> X= Ala or Ser

<220>

<221> X

<222> (128)..(128)
<223> X= Ala or val

<220>

<221> X

<222> (129)..(129)

<223> X= Ile, val or Gly

<220>

<221> X .
<222> (131)..(Q13D)
<223> X= Asn or Thr

<220>

<221> X

<222> (134)..(134)

<223> X= Phe, Ser, val, Thr or Met

<220>
<221> X
<222> (135)..(135)

Pge p
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<223> X= Gly, Ser, Ala, Thr or Lys

<220>

<221> X

<222> (136)..(136)

<223> X= Thr, Ser, Pro or Asp

<220>

<221> X

<222> (137)..(137)

<223> X= Ala, Ile or Thr

<220>

<221> X

<222> (138)..(138)

<223> X= Lys, Gly or Ala

<220>

<221> X

<222> (139)..(139)

<223> X= Asn, Leu or Vval

<220>

<221> X

<222> (140)..0140)

<223> X= Ile, Glu, Thr, Gly or Leu

<220>

<221> X

<222> (141)..(141D)

<223> X= val, Thr or Phe

<220>

<221> X

<222> (142)..(142)

<223> X= Gly, Lys, Asn or Ala

<220>

<221> X

<222> (143)..(143)

<223> X= Glu, Ser, Asp or Lys

<220>

<221> X

<222> (144)..(144)
<223> X= Gly, Thr, Lys

<220>

<221> X

<222> (145)..(145)

<223> X= val, Thr or Glu

<220>

<221> X

<222> (146)..(146)

<223> X= Tyr, Leu, val or Thr

<220>

<221> X

<222> (147)..(Q47)

<223> X= Lys, Pro, Gly or Asn

<220>

<221> X

<222> (148)..(148)

<223> X= Ala, Thr, Phe, Ile or Ser

<220>
Pge p



INR-B-0016-PCT-SEQ
<221> X
<222> (149)..(149)
<223> X= Leu, Thr, Asn or no amino acid

<220>

<221> X

<222> (150)..(150)

<223> X= val, Gly or no amino acid

<220>

<221> X

<222> (151)..(151D)

<223> X= Lys, GIn or no amino acid

<220>

<221> X

<222> (152)..(152)

<223> X= Leu, val or no amino acid

<220>

<221> X

<222> (153)..(153)

<223> X= Trp or no amino acid

<220>

<221> X

<222> (154)..(154)

<223> X= Gly or no amino acid

<220>

<221> X

<222> (155)..(155)

<223> X= Asp or no amino acid

<220>

<221> X

<222> (156)..(156)

<223> X= Leu or no amino acid

<220>

<221> X

<222> (157)..(157)

<223> X= Pro or no amino acid

<220>

<221> X

<222> (158)..(158)

<223> X= Asn or no amino acid

<220>

<221> X

<222> (159)..(159)

<223> X= Asnh or no amino acid

<220>

<221> X

<222> (160)..(160)

<223> X= Gly or no amino acid

<220>

<221> X

<222> (161)..(16D)

<223> X= Gly or no amino acid

<220>

<221> X

<222> (162)..(162)

<223> X= Ser or no amino acid

Pge p



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

X
(163)..(163)
X= Gly or no

X
(164)..(164)
X= Trp or no

X
(165)..(165)
X= val or no

X
(166) ..(166)
X= Gly or no

1

Met Met Met

1

Xaa val

Xaa Xaa

Xaa Xaa
50

Xaa Xaa
65

Xaa Xaa

Xaa Xaa

Xaa Xaa

Xaa Tyr

130

Xaa Xaa
145

Xaa Xaa

<210>

2

Xaa

Xaa

35

Xaa

Xaa

Xaa

Xaa

Xaa

115

Xaa

Xaa

Xaa

Pro Ala
5

Gly Gly
20

Xaa Xaa

Xaa Xaa

Xaa Phe

Xaa Xaa

85

Xaa Xaa

100

Xaa Xaa

Leu Gly

Xaa Xaa

Xaa Xaa
165

amino acid

amino acid

amino acid

amino acid

Asn

Xaa

Xaa

Asn

Xaa

70

Xaa

Xaa

Xaa

Xaa

Xaa

150

Xaa

Xaa

Xaa

Xaa

Xaa

55

Gly

Xaa

Xaa

Xaa

Xaa

135

Xaa

Xaa

Xaa

Xaa

40

Xaa

Xaa

Xaa

Xaa

Xaa

120

Xaa

Xaa
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Xaa

Xaa

25

Xaa

Xaa

Xaa

Xaa

Xaa

105

Xaa

Xaa

Xaa

Xaa

10

Xaa

Xaa

Xaa

Xaa

Xaa

90

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

75

Xaa

Xaa

Xaa

Xaa

Xaa
155

Pge p

Xaa

Xaa

Xaa

Xaa

60

Xaa

Xaa

Xaa

Gly

Xaa

140

Xaa

Xaa

Xaa

Xaa

45

Xaa

Xaa

Xaa

Xaa

Xaa

125

Xaa

Xaa

Xaa

Xaa

30

Xaa

Xaa

Xaa

Xaa

Xaa

110

Xaa

Xaa

Xaa

Xaa

15

Xaa

Asn

Xaa

Xaa

Xaa

95

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

Xaa

80

Xaa

Xaa

Xaa

Xaa

Xaa
160



135
PRT . .
Faecalibacterium

<211>
<212>
<213>

<400> 2

Met Met Met Pro Ala Asn
1 5

val Asn Gly Ala

20

Tyr Gly

Ile Thr

35

Ala Pro Trp Leu

Thr val

50

val Leu Gly Asn

val Phe Ser

70

Ile Leu

65

Gly

Ile Gly Asn Leu Phe

85

Lys

Phe
100

LysS Ash Asn Gly Asp

Ala val Tyr Asn Leu

115

Gly

Glu val Phe Thr

130

Thr Lys

<210> 3

<211> 143

<212> PRT

<213> Faecalibacterium

<400> 3
Met Met Met Pro Ala Asn
1 5

Tyr val Met Gly Gly Ser
20

Ala Ala Gln

Trp Gln Asn

Asn Lys Tyr
50

val GIn Gly

Ser Gly Thr
65

Trp Thr Pro
70

INR-B-0016-PCT-SEQ

prausnitzii

Tyr Ser val Ile

Asn

AsSp

Thr

55

Gly

Gly

Tyr

val

val
135

Phe

Asn

40

Phe

Asn

Thr

Ala

Ala
120

Ala Glu Asn

10

Ile Asp Ala Ile

25

Gly

Thr Phe Asn

45

val Lys

Thr 1le

60

Leu Gln Ser

Thr Thr Trp Glu

75

Lys

Asnh val
90

Lys Gly Asn

Met Asn Ala Leu

105

Gly

Thr
125

Pro Thr Lys Asn

prausnitzii

Phe

val

Phe

Phe

55

Gly

Ser

Ala

His

40

Leu

Asp

Ala val Glu Asn

10

Ser

Asp Tyr Leu Ala Pro
25

Thr
45

Lys Asn Leu Ile

val
60

Asp Asn Thr Gly

Thr Phe

75

Gly Leu Gly

Pge p

Glu

Ala

30

Thr

Asn

val

Pro

Ile

110

val

Glu

Ala

30

Ile

Ala

Gly

Met

15

val

Asn

Arg

Gly

Ile

95

Ala

Lys

Met

15

Met

val

val

Gly

Thr

Thr

Thr
Asn

80

Glu

Glu

Thr

Gly

Gly

Phe

Gln
80



Phe Ser Lys Ile Trp Lys
85

Ser Thr Gly Ala Gln Lys
100

Ser Ile Leu Asn val Ala

115

Phe Gly Thr Ala Lys Asnh
130

<210>
<211>
<212>
<213>

<400>

4
143
PRT

Faecalibacterium

4

Met Met Met Pro

1

Tyr

Ala

Asn

ser

65

Phe

ser

ser

Phe

val

Ala

ser

Thr

Ile

Gly
130

<210>
<211>
<212>
<213>

<400>

Met Gly
20

Gln Trp
35

Tyr val

Thr Trp

Thr Ile

Gly Ala
100

Leu Asn
115

Thr Ala

5
136
PRT

Ala

5

Gly

Gln

Gln

Thr

Trp

85

Gln

val

Lys

Asn

Ser

Asn

Gly

Pro

70

Lys

Lys

Ala

Asn

Faecalibacterium

5

Met Met Met Pro Ala Asn
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Asp Asn Tyr Thr Asp Asn val
90

Phe Gly Tyr Gly Ala
105

Gly Asn Leu Ala Ala
120

Ile val Gly Glu Gly
135

prausnitzii

Phe ser Ala val Ser
10

val Ala Asp Tyr Leu
25

Phe His Lys Asn Leu
40

Phe Leu Asp Asn Thr
55

Gly Asp Gly Leu Thr
75

Lys Asnh Tyr Thr Asp
20

Phe Gly Tyr Gly Ala
105

Gly Asn Leu Ala Ala
120

Ile val Gly Glu Gly

prausnitzii

Phe Ser Ala val Ala
Pge p

Leu

Ile

val
140

Glu

Ala

Ile

val

60

Gly

Asn

Leu

Ile

val
140

Glu

Gly
Tyr

125

Tyr

Asn

Pro

Thr

45

Gly

Phe

val

Gly

Tyr

125

Tyr

Asn

Thr
val
110

Asn

Lys

Glu

Ala

30

Ala

Gly

Thr

val

110

Asn

Lys

Glu

Gly
95
val

Leu

Ala

Met

15

Met

val

Met

Gly

Asp

95

val

Leu

Ala

Met

Glu

Asn

Gly

Thr

Gly

Gly

Phe

Gln

80

Asn

Gly

Thr




Tyr

Thr

Asn

Asp

65

Leu

Leu

Lys

val

Ala

Ser

50

Gly

ASp

Phe

Ser

Ser
130

<210>
<211>
<212>
<213>

<400>

val

Asn

35

Phe

Asn

Lys

Ala

Ala

115

Gly

6
142
PRT

Gly

20

Trp

Leu

Tyr

Ala

val

100

Ile

Thr

Gly

Gln

Ala

val

TYyr

Gly

Tyr

Leu

Ser

Asn

Lys

Pro

70

Asn

Ala

Thr

Pro

Faecalibacterium

6

Met Met Met
1

Gly

Trp

Ile

Met

65

Glu

Thr

Gly

Asn

ser

50

Phe

Gly

Thr

Ala

Ala

35

Asn

Gly

ser

Arg

Pro Ala Asn

Asp

20

Ala

Ser

Gly

Ile

Thr
100

5

Leu

Asn

Phe

Asn

Asn

85

Asp

Phe

val

Phe

Trp

70

Gln

Asp

Leu

val

Tyr

55

Gly

Lys

Leu

Leu

Thr
135

INR-B-0016-PCT-SEQ
10

val Asp val Leu Ala Pro Ala

Ser

40

Thr

Asp

Gly

Asn

Gly

Leu

25

Ala Asn
Asn Asp
val Ile
Tyr Gly
90
Ala Gly

105

Ser Ser

prausnitzii

Phe Thr Ala val

Thr

Lys

LysS

55

Gly

Asn

Met

Ile

Lys

Lys

val

Thr

10

Leu Ala
25

Phe Asn
Thr val
Asp Gly

Phe Gly
920

Phe Gly
105

val

val

Gly

75

Thr

Met

Ser

Asn

Asp

Thr

Ser

Asp

75

Leu

Asn

Pge p

Ile

Leu

60

Tyr

Phe

Gln

Ile

ser

Thr

Asn

Asn

60

Lys

Trp

Lys

ser

Gly

Glu

Thr

Leu

45

Thr

Ile

Asn

val

30

Ile

Gln

val

Gly

Leu
110

Leu

val

Ala

30

Leu

Phe

Asp

Met
110

15

Met

val

Leu

Lys

Asn

95

Gly

Glu

val

15

Pro

Thr

Gly

Gly

Asp

95

Gln

Thr

Gly

Phe

Asn

80

Trp

Gly

Thr

Tyr

Ile

Leu

val

Glu

80

val



INR-B-0016-PCT-SEQ

Leu Gly Met Ala Ala val Gly Tyr Thr Leu Gly Thr Thr Asp Ala Lys
115 120 125

val Gly Phe Asn Asp Gly val Tyr Gly Ile Asn Gly Lys Leu

130 135 140
<210> 7
<211> 147
<212> PRT
<213> Faecalibacterium prausnitzii
<400> 7

Met Met Met Pro Ala Asn Phe Ser Ala val Asn Ala Glu val val Tyr
1 5 10 15

Gly Gly Ala val Ala Asp Tyr Leu Pro Ser Ala Trp Thr Ala Glu Ser
20 25 30

val Lys Arg Phe Asn Ser Asn Ile Ile Thr Leu Vval Ser Asn Ser Phe
35 40 45

Thr Ser His Leu Leu Lys Ala Thr Leu Gly Thr Mgt Phe Ser Gly Ser
50 55 6

Trp Gly Ser Asp Gly val Thr Leu Phe Gly Asp Asn Gly Thr Phe Ser
65 70 75 80

Gly Leu Tyr Asn val Asn Arg Leu Pro Gly Gly Glu Ala GIn Thr Phe
85 90 95

Gly Asn Lys Ile Met Thr Thr Leu Gly Leu Ala Ser val val Tyr Thr
100 105 110

Leu Gly Met Lys Asp Ala Ala val Leu Thr Ala Lys Lys val Thr Asn
115 120 125

Ser Asn Gly GIn val Trp Gly Asp Leu Pro Asn Asn Gly Gly Ser Gly

130 135 140
Trp val Gly
145
<210> 8
<211> 71
<212> PRT
<213> Artificial Sequence
<220>

<223> consensus sequence

<220>
<221> X

Pge p



INR-B-0016-PCT-SEQ
<222> (7)..(D)
<223> X= Phe or Tyr

<220>

<221> X

<222> (8)..(8)
<223> X= Ser or Thr

<220>

<221> X

<222> (9D..D
<223> X= Ala or val

<220>

<221> X

<222> (10)..(10)
<223> X= val or Ile

<220>

<221> X

<222> (11)..(11)

<223> X= Ser, Ala or Asn

<220>

<221> X

<222> (12)..(12)

<223> X= Glu or no amino acid

<220>

<221> X

<222> (13)..(13

<223> X= Ash or no amino acid

<220>

<221> X

<222> (14)..(14)

<223> X= Glu or no amino acid

<220>

<221> X

<222> (15)..(15)

<223> X= Met, Ser or Ala

<220>

<221> X

<222> (16)..(16)
<223> X= Thr or Glu

<220>

<221> X

<222> (17)..(17)
<223> X= Tyr or val

<220>

<221> X

<222> (19)..(19)

<223> X= Met, val, Asn or Tyr

<220>

<221> X

<222> (22)..022)
<223> X= Ser or Ala

<220>

<221> X

<222> (23)..023)

<223> X= Asn, Asp or no amino acid

Pge p



<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

X

(24)..024)

X= Phe, Leu or
X

(25)..(25)

X= Ile, Phe or
X

(26)..(26)

X= Asp, Thr or
X

27)..27)

X= Ala, Ile or
X

(28)..(28)

X= val, Leu or
X

(29)..(29)

X= Ala, val or
X

(30)..@30)

X= Ala or Asp
X

L..GBL

X= Tyr, val or
X

(32)..(32)

X= Leu or Thr
X

(33)..(33)

X= Ala or Pro
X

(34)..(034)

X= Pro or Ser
X

(35)..(35)

X= Ala or Ile
X

(36)..(36)

X= Met or Trp
X

7)..37)

INR-B-0016-PCT-SEQ

no amino acid

no amino acid
no amino acid
no amino acid

Ile

Gly

Thr

Pge



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

X= Gly, Thr or Asn

X
(38)..(38)
X= Ala, Thr or Leu

X
39)..039
X= Ala, Asp or Glu

X
(40)..(40)
X= Gln, Asn or Ser

X
(41)..(41)
X= Trp or val

X
(42)..(42)
X= GIn or Lys

X
(43)..(043)
X= Asn, Thr, Lys or Arg

X
(44).. 44
X= Phe or val

X
(45) .. (45)
X= H1s, Ser, Asn

X
(46)..(46)
X= Lys, Ala, Thr or Ser

X
(48)..(48)
X= Leu, val or Ile

X
(49)..(49
X= ITe or val

X
(50)..(50)
X= Thr or Lys

X
(51D ..(5D
X= Ile or Leu

INR-B-0016-PCT-SEQ

Pge p



INR-B-0016-PCT-SEQ
<221> X
<222> (52)..(52)
<223> X= val or Ile

<220>

<221> X

<222> (53)..(53)
<223> X= Gly or Ser

<220>

<221> X

<222> (55)..(55)

<223> X= Lys, Ser or Thr

<220>

<221> X

<222> (56)..(56)
<223> X= Tyr or Phe

<220>

<221> X

<222> (57)..(57)

<223> Xx= val, Leu, Phe or Thr

<220>

<221> X

<222> (58)..(58)

<223> X= Gln, Ala, Lys or Ser

<220>

<221> X

<222> (59)..059

<223> X59= Gly, Lys, Ser or His

<220>

<221> X

<222> (60)..(60)

<223> X= Phe, Tyr, Thr or Leu

<220>

<221> X

<222> (61)..(61)

<223> X= Leu, Thr, Ile, or val

<220>

<221> X

<222> (62)..(62)

<223> X=Asp, Asn, Ser or Lys

<220>

<221> X

<222> (63)..(63)

<223> X= Asn, Asp, Arg or Ala

<220>

<221> X

<222> (64)..(64)
<223> X= Thr or val

<220>

<221> X

<222> (65)..(65)

<223> X= val, Leu or Ile

<220>

<221> X

<222> (66)..(66)
<223> X= Gly or Ala

Pge p



INR-B-0016-PCT-SEQ

<220>

<221> X

<222> (67)..(67)

<223> X= Ala, Gln, val or Thr

<220>

<221> X

<222> (68)..(68)

<223> X= val, Met, Leu

<220>

<221> X

<222> (70)..(70)

<223> X= Ser, Asp, Gly

<400> 8

Met Met Met Pro Ala Asn Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa ﬁga Xaa
1 5 10

Xaa val Xaa Gly Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asn Xaa
35 40 45

Xaa Xaa Xaa Xaa Xaa Asn Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
50 55

Xaa Xaa Xaa Xaa Phe Xaa Gly

65 70
<210> 9

<211> 10

<212> PRT

<213> Artificial Sequence
<220>

<223> consensus sequence

<220>

<221> X

<222> (2)..(2)

<223> X= Asn, Gly, Ile, Met or Leu

<220>

<221> X

<222> (3)..(3
<223> X= Leu or Ala

<220>

<221> X

<222> (4)..(4d
<223> X= Ala or Ser

<220>

<221> X

<222> (5)..(5)
<223> X= Ala or val

<220>
Pge p



<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

X
(6)..(6)

INR-B-0016-PCT-SEQ

X= Ile, val or Gly

X
(8)..(8)
X= Asn or Thr

9

Gly Xaa Xaa Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<400>

10

43

PRT
Faecalibacterium

10

Phe ser Gly Asn Thr Thr
1

5

Leu Phe Gly ggr Asn val

Gly Asp Tyr Ala Met Asn
35

<210>
<211>
<212>
<213>

<400>

11

16

PRT
Faecalibacterium

11

Gly Asn Thr Phe Leu Gln
1 5

<210>
<211>
<212>
<213>

<400>

12

17

PRT
Faecalibacterium

12

val Gly Asn Thr Phe Leu
1

Leu

<210>
<211>
<212>
<213>

<400>

5

13

18

PRT
Faecalibacterium

13

Leu val Gly Asn Thr Phe

Tyr Xaa Leu Gly
10

prausnitzii
Trp Lys Glu val Gly Asn Ile Gly Lys Asn
10 15

Lys Gly Asn Pro Ile Glu Lys Asn Asn Phe
25 30

Ala Leu Gly Ile Ala
40

prausnitzii

Ser Thr ITe Asn Arg Thr Ile Gly val Leu
10 15

prausnitzii

GIn Ser Thr Ile Asn Arg Thr Ile Gly val
10 15

prausnitzii

Leu GIn Ser Thr Ile Asn Arg Thr Ile Gly
Pge p




INR-B-0016-PCT-SEQ

1 5 10 15
val Leu

<210> 14

<211> 19

<212> PRT

<213> Faecalibacterium prausnitzii

<400> 14

Thr Leu val Gly Asn Thr Phe Leu Gln Ser Thr Ile Asn Arg Thr Ile
1 5 10 15

Gly val Leu

<210> 15

<211> 20

<212> PRT

<213> Faecalibacterium prausnitzii
<400> 15

val Thr Leu val Gly Asn Thr Phe Leu GIn Ser Thr Ile Asn Arg Thr
1 5 10 15

ITe Gly val Leu

20
<210> 16
<211> 15
<212> PRT
<213> Faecalibacterium prausnitzii
<400> 16
Asn Thr Phe Leu GIn Ser Thr ITe Asn Arg Thr Ile Gly val Leu
1 5 10 15
<210> 17
<211> 24
<212> PRT
<213> Faecalibacterium prausnitzii
<400> 17

Ala Ala val Tyr Asn Leu Gly val Ala Pro Thr Lys Asn Thr val Lys
1 5 10 15

Glu Thr Glu val Lys Phe Thr val
20

<210> 18
<211> 47
<212> PRT

<213> Faecalibacterium prausnitzii

Pge p



<400> 18

1

5

INR-B-0016-PCT-SEQ

Ala Asn Phe Ile Asp Ala Ile Gly Ala val Thr
20 25

Leu Asp égn val Lys Thr Phe Asn Thr Asn Ile

<210> 19
<211> 408
<212> DNA
<213>
<400> 19
atgatgatgc
ggcgctaact
gttaagacct
attaaccgca
atcggcaaga
ggtgactatg
cccaccaaga
<210> 20
<211> 17
<212> PRT
<213>

<400> 20

iys Gly Asn Thr Phe Leu
5

Leu

<210> 21
<211> 46
<212> PRT
<213>
<400> 21

val Lys Gly Asn Pro Ile

1

Asn Ala Leu ggy Ile Ala

Thr Lys Asn Thr val Lys
35

ctgcaaacta
tcatcgacgc
tcaacaccaa
ccatcggtgt
acctgttcgg
ctatgaacgc

acaccgtcaa

Faecalibacterium

Faecalibacterium

5

ctctgttatc
tatcggcgcet
catcgtgact
cctgttcagc
caccaatgtt

tctgggcatt

ggagactgag

Ala Ala val
25

Faecalibacterium prausnitzii

gcagagaacg
gttaccgctc
ctggttggca
ggcaacacca
aagggcaacc
gctgctgcetg

gttaagttca

prausnitzii

GIn Ser Thr Ile Asn

10

prausnitzii

10

Glu Thr Glu val Lys
4

Pge p

Asnh Tyr Ser val Ile Ala Glu Asn Glu Met Thr Tyr val Asn Gly Gly
10

15

Ala Pro Ile Trp Thr
30

val Thr Leu val

aaatgaccta
ctatctggac
acaccttcct
cctggaagga
cgatcgagaa
tctacaacct

ctgtctaa

cgtcaacggt
tctggacaac
gcagtccacc
agtcggcaac

gaacaacttt

gggcgtggcet

Arg Thr Ile Gly val
15

Phe Thr val

Glu Lys Asn Asn Phe Gly Asp Tyr Ala Met
15

Tyr Asn Leu Gly ¥S1 Ala Pro

60
120
180
240
300
360
408



<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

8

PRT

Artificial Sequence

signal peptide
22

&eu Glu Ile Ser Ser Thr Cys Asp
5

INR-B-0016-PCT-SEQ

Pge p



