
                         SEQUENCE LISTING

<110>  IRD

<120>  TOOLS AND METHOD FOR THE DETECTION AND QUANTIFICATION OF 
       GENETICALLY DIVERSE HIV-1, SIVcpz  and SIVgor VIRUSES

<130>  CP/BB 63347-

<160>  5     

<170>  PatentIn version 3.5

<210>  1
<211>  16
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Nucleic fragment

<400>  1
ctagagatcc ctcaga                                                       16

<210>  2
<211>  16
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Nucleic fragment

<400>  2
tctgagggat ctctag                                                       16

<210>  3
<211>  18
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Amorce primer

<400>  3
ssctcaataa agcttgcc                                                     18

<210>  4
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Amorce primer

<400>  4
aaaatctcta gcagtggcgc c                                                 21

<210>  5
<211>  21
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  Amorce primer

<400>  5
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ggcgccactg ctagagattt t                                                 21
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