SEQUENCE LISTING
<110> DKFZ Heidelberg
<120> Modified parvorvirus useful for gene silencing
<160> 14
<170> BiSSAP 1.0

<210> 1

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<222> 1..24

<223> /mol_type="DNA" ,
/note="Primer fwd H1 POL III"
/organism="Artificial Sequence"

<400> 1
gttaacgaat tcatatttgc atgt 24

<210> 2

<211> 39

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..39

<223> /mol_ type="DNA"
/note="Primer rev Hl POL III"
/organism="Artificial Sequence"

<400> 2
gttaacgcgg ccgcggatcc gagtggtctc atacagaac 39

<210> 3

<211> 64

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..64

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA EGFP Top strand”
/organism="Artificial Sequence"

<400> 3
gatccgctgg agtacaacta caacttcaag agagttgtag ttgtactcca gettttttgg 60

aagc 64



<210> 4

<211> 64

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..64

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA EGFP Bottom strand"
/organism="Artificial Sequence"

<400> 4
ggccgcttcec aaaaaagctg gagtacaact acaactctct tgaagttgta gttgtactcc

agcg

<210> 5

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..62

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA negative control top strand"
/organism="Artificial Sequence"

<400> 5
gatccacagc agagcagatc gttcttcaag agagaacgat ctgctctgcect gtttttggaa

gc

<210> 6

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..62

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA negative control bottom strand”
/organism="Artificial Sequence"

<400> 6
ggccgcttcec aaaaacagca gagcagatcg ttctctcttg aagaacgatc tgctctgcectg

tg

<210> 7

<211> 63

<212> DNA

<213> Artificial Sequence

<220>

60

64

60

62

60

62



<221> source

<222> 1..63

<223> /mol type="DNA"
/note="Cloning-Primer shRNA EGFP Ambion top strand”
/organism="Artificial Sequence"

<400> 7
gatccgctgg agtacaacta caacttcaag agagttgtag ttgtactcca gecttttttgg 60

aaa 63

<210> 8

<211> 63

<212> DNA

<213> Artificial Seqguence

<220>
<221> source
<222> 1..63

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA EGFP Ambion bottom strand"
/organism="Artificial Sequence"

<400> 8
agcttttcca aaaaagctgg agtacaacta caactctctt gaagttgtag ttgtactcca 60

gcg 63

<210> 9

<211> 61

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..61

<223> /mol_ type="DNA"
/note="Cloning-Primer shRNA neagtive control top strand Ambion
/organism="Artificial Sequence"

"

<400> 9
gatccacagc agagcagatc gttcttcaag agagaacgat ctgctctgct gtttttggaa 60

a 61

<210> 10

<211> 6l

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..61

<223> /mol_type="DNA"
/note="Cloning-Primer shRNA negative control bottom strand Ambion

"

/organism="Artificial Sequence"



<400> 10

agcttttcca aaaacagcag agcagatcgt tctctcttga agaacgatct gectctgcectgt 60
g 6l
<210> 11

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..23

<223> /mol_ type="DNA"
/note="Primer fwd Gapdh"
/organism="Artificial Sequence"

<400> 11
agcaactccc actcttccac ctt 23

<210> 12

<211> 25

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<222> 1..25

<223> /mol_ type="DNA"
/note="Primer rev Gapdh"
/organism="Artificial Sequence"

<400> 12
accctgttgc tgtagccgta ttcat 25

<210> 13

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<222> 1..21

<223> /mol_ type="DNA"
/note="Primer fwd EGFP"
/organism="Artificial Sequence”

<400> 13
ccactacctg agcacccagt ¢ 21

<210> 14

<211> 20

<212> DNA

<213> Artificial Sequence



<220>
<221>
<222>
<223>

<400>

source
1..20

/mol type="DNA"
/note="Primer rev EGFP"
/organism="Artificial Sequence"”

14

cacgaactcc agcaggacca

20



