<110>

vilmorin & Cie

<120>
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SEQUENCE LISTING

ces cucurbitacées androiques

<130>

<150>
<151>

<160>
<170>
<210>
<211>

<212>
<213>

FR12
2012

36

1
6001
DNA

<400> 1

tatgttgtcg
atacatctac
catttcattg
ttttattacc
atatatatca
atgaggaaat
ttaatttgat
agttagggaa
tacgatggac
cttgtttttc
ccaaacccta
accctcctat
atgatctaaa
atgaagtggg
aaggaaatta
ttggcatgag
catacacgcc
aaatttatat
ttacattttt
aaactccaat
agatatattt
ttatagaaaa

tttaactttt

INR-B-0008-PCT1

00149
-01-16

Cucumis sativus

acgtggatga
gaaacgatag
atgatgatag
tttgtaattt
gtgttttaat
atgatgaatg
ttaggagaaa
ggcgacaaga
cactctctct
aaattttacg
attccccaaa
tactttaaat
taattctaat
ctatttattc
agagagagag
ccatcttgtt
ttctcctctce
tctctttcac
caaccctttg
tctcaatttt
aaaagagata
tgaaaaatta

aagatgaatt

PatentIn version 3.5

aactgatatt
tgaaattaca
tttattatta
ttttaaatat
gaggcaaatg
attatataaa
atggattatt
aagaaagaaa
tccecttect
gagccattgt
ctaacttcac
aagagaaaag
cctaattcta
ataggatgag
aggagaggag
aaaccatagt
tttacatatt
ttattacttt
aatttcaatt
caaaacaaat
aaaacaaaaa
atccaaatta

ggtgattcac

ctaaaaagaa
caaggtttgt
atagatcata
ttgtgaacaa
ctaatattat
ggaaatataa
gtaaatgtaa
gagagaaagg
ctctcatcat
cagataccgc
ttcctcgeta
tagaatagta
gaataataat
atgtaaaggc
aaagtcaatg
gtgtcggtga
ccatacttct
tacatttttc
tattaactta
tgatatgtta
aattgatttg
tggctaatac

attccacccc
Pge p

Institut National de la Recherche Agronomique

gtagattaaa
atatatagaa
ttgtaaatag
aatgtatttg
ggaatgtcca
ttaagaatga
aatgtaaaaa
gttgagtgtt
atgacacgtg
gtttcccttc
atattacttt
ctaatcataa
aactgctaga
gtcatttgag
ggtaggacgg
aatatgtgaa
cattaatatc
caactcttcc
caaaaccttc
tcaactacta
tttrtttttt
tccacctcac

acaaattatg

atattagaaa
aaattgaccg
tattttatga
gattagatga
tagtaaatgg
attagggttg
gagaaaatat
aaaaatacac
cctttacctc
gtggaccacc
cattatattt
ctccagaatt
acaaacatac
tttggatgaa
ttgcgtgtga
tatgcaaaac
actgcccaac
tatttttatt
acctaactta
cgatgttaaa
atatttaaat
atctatgggc

taagagaaga

Cucurbitacées androiques, procédés d'obtention et utilisations de

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



gaagagaaga
tctacaaccc
agttttttcc
acaatcccta
gtgtgcagtg
attcagctac
tctaacaaat
tacaataaca
ttattttgtt
ttaaacattt
tttattgttt
ttttgttgaa
ataagatttt
gaaaaatcga
atttagttta
tcaaaaatca
attttttctt
taatttagag
caaacatata
aatatcaatt
cactaccagt
caccctaccc
cacacaaaca
tctcctatta
aaagctagcc
gagaaggacc
gaaaacaagg
tagtttaact
atattgagta
aaaaatatgt
ttcttttata
ggtagaaaat
ttttggatga
ctgagtttag

gaagatagac
tcatatggca
ttggttttct
ttttgggata
tacatatggt
aacttggcat
tcaatgggca
aatctcaagt
ccaataatcc
tctagttttc
aagttgtgat
agtttgtatt
gttgttatta
daaaataaatc
agattttatg
ctatcaatct
ctcacttttc
tttgaaaagt
atatgtagtc
acaggaaaaa
tgtgttgttt
ctcttctect
cacaaagatt
tctacctaca
atgattctca
cttatcaccc
taattcttga
acacatggtc
attaagtaag
tacgtagcaa
tatgcttgtt
ttgattgtaa
gtggatggag
agaattagct
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aaaaggagtt
attcagttga
atattattaa
ataaaagtta
agacacggga
ctgtgttgtt
taaccatcaa
ctctataaca
aacaattcca
caaattcgat
ttttttgtaa
aaatacccat
ttatgtttta
cgacaatgaa
tgagtatttt
agctcaactc
ttactagtca
tgctatcata
atgtcttcga
gacagagaaa
gtgataaaaa
cactatatat
tcaatatcaa
tattactgta
tggacaaaat
tattcaaaac
atgtaattaa
gaatcatttg
aaaaagatgt
ttaatttatt
atgatcacga
catgtgatat
aacaatccag

ctatttcaag

aattggtatg
ggtttcacga
tgtcagccat
aagagtgaat
tgaaaacaaa
aactagttta
aattcattta
gaggttaaca
accactcaca
tggattgaag
tttcctttta
acatgtttag
ttgataagct
tccaactcca
ggttgttcca
aacctagccg
tccttcctgg
tatcaacaga
ttaaagtata
aataaaagag
ataattaaaa
atagatatat
tagtcctata
cactcacata
tcttcctact
ccctcgggaa
gttggactac
ttatcaaatg
aaacgcggat
taatgaattt
tgattatgga
ttaaatgggt
atgctttggg

actatcatgg
Pge p

ccaccatgtg
aaaaggaaat
agcaatgctt
ttaaatattg
ctattttcat
ctttctcaca
aatccatgca
actatgaaaa
tcactactaa
ttaattcttt
gacttgttaa
tatttttata
tcaaaatttt
actttaagtg
cgtttgaatt
acgtacacta
atttgcattt
atcatttgac
ggaaattatt
agagaattag
aaaaactctt
aaatgtcact
ccaaccctaa
tgatggcatc
tctttggatt
ttatacaaat
aaccattatt
acattgtagt
gcatcaaagt
tgtaaggttt
ttatggatta
tttgcaggta
attgagaaga

cttgccagct

gtcttatcaa
tttggaaata
ttatacgcga
tacccatttc
acccctcatg
ttgactcttc
taatagctat
{taacttcat
tttaaaaggt
ttactattct
tgatttgtgt
tttgaattta
aaactaaaaa
tcgggtatag
ttcactcgat
ttcgeccttta
aaatcttttc
ttagagcatc
attataaaaa
ccaataaagt
taatatcatg
ctaaattccc
aatatattcc
cttgtcttct
gcaagagtat
gggtcttgcc
gttccttttg
cggttgaaat
aaaaccaaat
agttaacggt
tggttttgga
tgtcctgacc
aatggagtgt

tttaaaaagg

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420



tacctagcct
ttttttattt
aatcaatgga
ctgctggtgc
cctteccttgt
taagttttct
ttgacaggga
caaacggttt
tgaatttacg
tgagccagaa
tgagcgacga
acccgaacct
aagatttagg
tggatgcgge
tgtcacaaat
ggatccggaa
tgaaaggaaa
gtttcgaaga
ccceccggcetce
tggaggagca
catctctcaa
aattgcaggt
actctatata
aatcgatcaa
ttggtttggt
atttcaaaaa
cctactcaat
ctgactacat
gtttagagga
attgttaagt
aatcaatccc
atctaactta
gatctatagc

tcgaattcga

acaaccctag
atttgtttac
agagatacga
aactgctgcc
tcccactect
ctctttctta
cttaaaatgg
tcgaatcacc
agtcaaaggg
agagctcaac
gatatattct
acaaaaactc
cctacctggg
tactaaaatg
tgtaggggat
gaggagattg
tgcggggttg
ggaaatggag
atcttttcat
cactttcaag
cggccatgaa
agaggattga
attttgtact
ctttcattcc
ttgtaataaa
aatcacacaa
cattagatta
ctagaaaggc
aaaccatctc
caaacaatta
aattatgtta
acttgcgtta
aataaattac

taaataagat
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ttttattcat
tattgaagta
ggaaacaaaa
aatgaaatca
tactatccag
tcacttggtt
cgaactggag
gaagtgtcga
attatgatta
tcagtggtgg
gccacagttt
ccaatttggg
tttcgtgtgg
tcgagctttt
gaaaattttc
atgttggagt
ttttgttggg
atttggaaga
tgctctgaac
gaggccatgc
ctctccccca
atcacaactc
attaagacgt
aattcacctt
tttaactaaa
ataccgatag
atcatacaca
tagagagccg
aaacatgcaa
acttggaatt
atcaaactta
ctcggcgatc
atatgcttga

gacgacaaga

aaagggctct
atataaataa
tgaaatttga
taatatcctg
ggtatctaaa
tgtaagaata
tgcaaataat
tggaggaagc
cgaacccatc
attttgctac
ttgagcaacc
atcgaatcca
gcatgattta
gcttagtttc
gagggaatta
cgagtcttcg
tggatatgag
cgattttgta
ctggttggtt
atcgtcttaa

ctaacgtata

aatcaaataa

tgtaatataa
cttgttgtaa
gcagtaaatt
agaaaataat
tttttggcaa
ggatgtccag
atcaattaat
gcctagttaa
ttagattata
taagatttta
ttacttatca

atttgatata
Pge p

tcaaattttc
taaataatag
aaagaacaaa
tcttgccgat
ttcaatcatc
tacgtatata
tccaattcat
catggagcaa
taacccattg
aaccaacgca
gaatttccga
cttggtgtac
ttcaaacgac
ttctcaaaca
tatgcaggaa
acagggcggt
gcatcttttg
tgaggttggag
cagaatgtgc
ggcctttctce
atatgttatt
ttatattagt
atatagatcg
acaaggagtt
ggaaatttgg
gttaagatta
ttctatgaac
ttaaccaaat
ctgcatttat
gtactcccca
attgtcaaat
gcgactatgg
atgtttctaa

tcataaaatt

tttttctttc
gtgttggttg
ctggtgctca
cccggtgaag
ttcctatgtt
tactgcaggt
tgttcgagtt
gcccaatcat
ggcaccacat
atccacatcg
actgtcatgg
agcttgtcca
ccagcggtag
cagtattttg
atgaagcgga
gttagatgtc
aagtacccga
attaatatct
tttgctaata
aactctacct
gatgtagtcc
tatgttttct
atccacatag
tgatgtatta
ttggattaaa
ctcttgattt
ataattttag
tgatctttat
tccaatgatt
aatcaatgct
caatatacaa
actatatccg
atacgctcaa

aaaatgaaaa

3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460



gatttctaat
acatcgcacg
ctttaaaagt
cattttatca
aataaaacta
tgtaatagaa
taatgggctg
tcctctectt
gttttgacat
t

<210> 2
<211>
<212>
<213>

<400> 2
atggcatcct

DNA

tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gagatacgag
actgctgcca
cccactcctt
attccaattc
gccatggagc
tctaacccat
acaaccaacg
ccgaatttcc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
cgacagggcg
aggcatcttt

tatgaggttg

1323

ctcatgagtt
aaaaacacat
gattctatcc
agattaaaaa
tgacataaaa
ttaacatagg
ctttggtttg
ctgaaagtgc

aacttttctt

Cucumis sativus

tgtcttctaa
aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcat
actatccagg
attgttcgag
aagcccaatc
tgggcaccac
caatccacat
gaactgtcat
acagcttgtc
acccagcggt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc

ggattaatat
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tgccaatcaa
gcttttctat
aatgttattt
gaatatataa
ttaaactcct
cttgggcttg
atcactttaa
tctttagect

attttcattt

agctagccat
gaaggaccct
aaacaaggta
attgagaaga
cttgccagct
gaaatttgaa
aatatcctgt
gtttgacagg
ttcaaacggt
attgaattta
attgagccag
cgtgagcgac
ggacccgaac
caaagatcta
agtggatgcg
tgtgtcacaa
gaggatccgg
tctgaaagga
gagtttcgaa

ctccececcggce

aatataaacc
cttacggtgt
gtattaaatc
tcgttacatg
ccgaatgcat
gagtcttaaa
ttatgggccg
tcgacttttg

gctacgtgga

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagg
aagaacaaac
cttgccgatc
gacttaaaat
tttcgaatca
cgagtcaaag
aaagagctca
gagatatatt
ctacaaaaac
ggcctacctg
gctactaaaa
attgtagggg
aagaggagat
aatgcggggt

gaggaaatgg
tcatcttttc

Pge p

ttaaattttg
cgtggtgcta
taattaatta
aaaatatata
tttgaaatct
tgggctggta
tagcttcagt
aaagaaagta

gtttgtgttg

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
tgttggttga
tggtgctcac
ccggtgaagc
ggcgaactgg
ccgaagtgtc
ggattatgat
actcagtggt
ctgccacagt
tcccaatttg
ggtttcgtgt
tgtcgagctt
atgaaaattt
tgatgttgga
tgttttgttg
agatttggaa

attgctctga

aatcatataa
gctagtcctc
tacataaggg
cattatacag
tgttaatatc
ctatccacct
tctttcagga
tattaaaaag

tatattatgt

ttcctacttc
ctcgggaatt
gtggatggag
agaattagct
atcaatggaa
tgctggtgca
cttccttgtt
agtgcaaata
gatggaggaa
tacgaaccca
ggattttgct
ttttgagcaa
ggatcgaatc
gggcatgatt
ttgcttagtt
tcgagggaat
gtcgagtctt
ggtggatatg
gacgattttg

acctggttgg

5520
5580
5640
5700
5760
5820
5880
5940
6000
6001

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
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ttcagaatgt gctttgctaa tatggaggag cacactttca aggaggccat gcatcgtctt 1260

aaggcctttc tcaactctac ctcatctctc aacggccatg aactctcccc cactaacgta 1320

taa 1323

<210> 3

<211> 440

<212> PRT

<213> Cucumis sativus

<400> 3

Tet Ala Ser Leu Ser Ser Lys Ala Ser Hgs Asp Ser His Gly Gln Asn
5 1 15

Ser Ser Tyr ;Be Phe Gly Leu Gln g1u Tyr Glu Lys Asp 560 Tyr His
5

Pro Ile GIn Asn Pro Ser Gly Ile Ile GIn Met Gly Leu Ala Glu Asn
35 40 45

Lys val Cys Pro Asp Leu Leu Asp Glu Trp Met Glu Asn Asn Pro Asp
50 55 60

Ala Leu Gly Leu Arg Arg Asn Gly val Ser Glu Phe Arg Glu Leu Ala
65 70 75 80

Leu Phe GIn Asp Tyr His Gly Leu Pro Ala Phe Lys Lys val Leu val
85 90 95

Glu Ser Met Glu Glu Ile Arg Gly Asn Lys Met Lys Phe Glu Lys Asn
100 105 110

Lys Leu val Leu Thr Ala Gly Ala Thr Ala Ala Asn Glu Ile Ile Ile
115 120 125

Ser Cys Leu Ala Asp Pro Gly Glu Ala Phe Leu val Pro Thr Pro Tyr
130 135 140

Tyr Pro Gly Phe Asp Arg Asp Leu Lys Trp Arg Thr Gly val Gln Ile
145 150 155 160

Ile Pro Ile His Cys Ser Ser Ser Asn Gly Phe Arg Ile Thr Glu val
165 170 175

ser Met Glu Glu Ala Met Glu GIn Ala Gln Ser Leu Asn Leu Arg val
180 185 190

Lys Gly Ile Met Ile Thr Asn Pro Ser Asn Pro Leu Gly Thr Thr Leu
195 200 205

Ser GIn Lys Glu Leu Asn Ser val val Asp Phe Ala Thr Thr Asn Ala
210 215 220

Pge p
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Ile His Ile val Ser Asp Glu Ile Tyr Ser Ala Thr val Phe Glu Gln
225 230 235 240

Pro Asn Phe Arg Thr val Met Asp Pro Asn Leu GIn Lys Leu Pro Ile
245 250 255

Trp Asp Arg Ile His Leu val Tyr Ser Leu Ser Lys Asp Leu Gly Leu
260 265 270

Pro Gly Phe Arg val Gly Met Ile Tyr Ser Asn Asp Pro Ala val val
275 280 285

Asp Ala Ala Thr Lys Met Ser Ser Phe Cys Leu val Ser Ser GIn Thr
290 295 300

GIn Tyr Phe val ser Gln Ile val Gly Asp Glu Asn Phe Arg Gly Asn
305 310 315 320

Tyr Met GIn Glu Met Lys Arg Arg Ile Arg Lys Arg Arg Leu Met Leu
325 330 335

Glu Ser Ser Leu Arg GIn Gly Gly val Arg Cys Leu Lys Gly Asn Ala
340 345 35

(]

Gly Leu Phe Cys Trp val Asp Met Arg His Leu Leu Lys Tyr Pro Ser
355 360 365

Phe Glu Glu Glu Met Glu Ile Trp Lys Thr Ile Leu Tyr Glu val Gly
370 375 380

Ile Asn Ile Ser Pro Gly Ser Ser Phe His Cys Ser Glu Pro Gly Trp
385 39

o
w
O
v
H.N
o
o

Phe Arg Met Cys Phe Ala Asn Met Glu Glu His Thr Phe Lys Glu Ala
405 410 415

Met His Arg Leu Lys Ala Phe Leu Asn Ser Thr Ser Ser Leu Asn Gly
420 425 430

His Glu Leu Ser Pro Thr Asn val
435 440

<210> 4

<211> 6000

<212> DNA

<213> Cucumis sativus

<400> 4
tatgttgtcg acgtggatga aactgatatt ctaaaaagaa gtagattaaa atattagaaa 60

atacatctac gaaacgatag tgaaattaca caaggtttgt atatatagaa aaattgaccg 120

Pge p



catttcattg
ttttattacc
atatatatca
atgaggaaat
ttaatttgat
agttagggaa
tacgatggac
cttgtttttc
ccaaacccta
accctcctat
atgatctaaa
atgaagtggg
aaggaaatta
ttggcatgag
catacacgcc
aaatttatat
ttacattttt
aaactccaat
agatatattt
ttatagaaaa
tttaactttt
gaagagaaga
tctacaaccc
agttttttcc
acaatcccta
gtgtgcagtg
attcagctac
tctaacaaat
tacaataaca
ttattttgtt
ttaaacattt
tttattgttt
ttttgttgaa

ataagatttt

atgatgatag
tttgtaattt
gtgttttaat
atgatgaatg
ttaggagaaa
ggcgacaaga
cactctctct
aaattttacg
attccccaaa
tactttaaat
taattctaat
ctatttattc
agagagagag
ccatcttgtt
ttctcctctc
tctctttcac
caaccctttg
tctcaatttt
aaaagagata
tgaaaaatta
aagatgaatt
gaagatagac
tcatatggca
ttggttttct
ttttgggata
tacatatggt
aacttggcat
tcaatgggca
aatctcaagt
ccaataatcc
tctagttttc
aagttgtgat
agtttgtatt

gttgttatta
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tttattatta
ttttaaatat
gaggcaaatg
attatataaa
atggattatt
aagaaagaaa
tccecttect
gagccattgt
ctaacttcac
aagagaaaag
cctaattcta
ataggatgag
aggagaggag
aaaccatagt
tttacatatt
ttattacttt
aatttcaatt
caaaacaaat
aaaacaaaaa
atccaaatta
ggtgattcac
aaaaggagtt
attcagttga
atattattaa
ataaaagtta
agacacggga
ctgtgttgtt
taaccatcaa
ctctataaca
aacaattcca
caaattcgat
ttttttgtaa
aaatacccat

ttatgtttta

atagatcata
ttgtgaacaa
ctaatattat
ggaaatataa
gtaaatgtaa
gagagaaagg
ctctcatcat
cagataccgc
ttcctcgeta
tagaatagta
gaataataat
atgtaaaggc
aaagtcaatg
gtgtcggtga
ccatacttct
tacatttttc
tattaactta
tgatatgtta
aattgatttg
tggctaatac
attccacccc
aattggtatg
ggtttcacga
tgtcagccat
aagagtgaat
tgaaaacaaa
aactagttta
aattcattta
gaggttaaca
accactcaca
tggattgaag
tttcctttta
acatgtttag

ttgataagct

Pge p

ttgtaaatag
aatgtatttg
ggaatgtcca
ttaagaatga
aatgtaaaaa
gttgagtgtt
atgacacgtg
gtttcccttc
atattacttt
ctaatcataa
aactgctaga
gtcatttgag
ggtaggacgg
aatatgtgaa
cattaatatc
caactcttcc
caaaaccttc
tcaactacta
tttttttttt
tccacctcac
acaaattatg
ccaccatgtg
aaaaggaaat
agcaatgctt
ttaaatattg
ctattttcat
ctttctcaca
aatccatgca
actatgaaaa
tcactactaa
ttaattcttt
gacttgttaa
tatttttata

tcaaaatttt

tattttatga
gattagatga
tagtaaatgg
attagggttg
gagaaaatat
aaaaatacac
cctttacctc
gtggaccacc
cattatattt
ctccagaatt
acaaacatac
tttggatgaa
ttgcgtgtga
tatgcaaaac
actgcccaac
tatttttatt
acctaactta
cgatgttaaa
atatttaaat
atctatgggc
taagagaaga
gtcttatcaa
tttggaaata
ttatacgcga
tacccatttc
acccctcatg
ttgactcttc
taatagctat
ttaacttcat
tttaaaaggt
ttactattct
tgatttgtgt
tttgaattta

aaactaaaaad



gaaaaatcga
atttagttta
tcaaaaatca
attttttctt
taatttagag
caaacatata
aatatcaatt
cactaccagt
caccctaccc
cacacaaaca
tctcctatta
aaagctagcc
gagaaggacc
gaaaacaagg
tagtttaact
atattgagta
aaaaatatgt
ttcttttata
ggtagaaaat
ttttggatga
ctgagtttag
tacctagcct
ttttttattt
aatcaatgga
ctgctggtgce
cttccttgtt
aagttttctc
tgacagggac
aaacggtttt
gaatttacga
gagccagaaa
gagcgacgag
cccgaaccta

agatttaggc

aaaataaatc
agattttatg
ctatcaatct
ctcacttttc
tttgaaaagt
atatgtagtc
acaggaaaaa
tgtgttgttt
ctcttctect
cacaaagatt
tctacctaca
atgattctca
cttatcaccc
taattcttga
acacatggtc
attaagtaag
tacgtagcaa
tatgcttgtt
ttgattgtaa
gtggatggag
agaattagct
acaaccctag
atttgtttac
agagatacga
aactgctgcec
cccactcctt
tctttcttat
ttaaaatggc
cgaatcaccg
gtcaaaggga
gagctcaact
atatattctg
caaaaactcc

ctacctgggt
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cgacaatgaa
tgagtatttt
agctcaactc
ttactagtca
tgctatcata
atgtcttcga
gacagagaaa
gtgataaaaa
cactatatat
tcaatatcaa
tattactgta
tggacaaaat
tattcaaaac
atgtaattaa
gaatcatttg
aaaaagatgt
ttaatttatt
atgatcacga
catgtgatat
aacaatccag
ctatttcaag
ttttattcat
tattgaagta
ggaaacaaaa
aatgaaatca
actatccagg
cacttggttt
gaactggagt
aagtgtcgat
ttatgattac
cagtggtgga
ccacagtttt

caatttggga

ttcgtgtggg

tccaactcca
ggttgttcca
aacctagccg
tccttectgg
tatcaacaga
ttaaagtata
aataaaagag
ataattaaaa
atagatatat
tagtcctata
cactcacata
tcttcctact
ccctcgggaa
gttggactac
ttatcaaatg
aaacgcggat
taatgaattt
tgattatgga
ttaaatgggt
atgctttggg
actatcatgg
aaagggctct
atataaataa
tgaaatttga
taatatcctg
gtatctaaat
gtaagaatat
gcaaataatt
ggaggaagcc
gaacccatct
ttttgctaca
tgagcaaccg
tcgaatccac

catgatttat

Pge p

actttaagtg
cgtttgaatt
acgtacacta
atttgcattt
atcatttgac
ggaaattatt
agagaattag
aaaaactctt
aaatgtcact
ccaaccctaa
tgatggcatc
tctttggatt
ttatacaaat
aaccattatt
acattgtagt
gcatcaaagt
tgtaaggttt
ttatggatta
tttgcaggta
attgagaaga
cttgccagct
tcaaattttc
taaataatag
aaagaacaaa
tcttccgatc
tcaatcatct
acgtatatat
ccaattcatt
atggagcaag
aacccattgg
accaacgcaa
aatttccgaa
ttggtgtaca

tcaaacgacc

tcgggtatag
ttcactcgat
ttcgecttta
aaatcttttc
ttagagcatc
attataaaaa
ccaataaagt
taatatcatg
ctaaattccc
aatatattcc
cttgtcttct
gcaagagtat
gggtcttgcc
gttccttttg
cggttgaaat
aaaaccaaat
agttaacggt
tggttttgga
tgtcctgacc
aatggagtgt
tttaaaaagg
tttttctttc
gtgttggttg
ctggtgctca
ccggtgaagc
tcctatgttt
actgcaggtt
gttcgagttc
cccaatcatt
gcaccacatt
tccacatcgt
ctgtcatgga
gcttgtccaa

cagcggtagt

2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200



ggatgcggct
gtcacaaatt
gatccggaag
gaaaggaaat
tttcgaagag
ccceggcetcea
ggaggagcac
atctctcaac
attgcaggta
ctctatataa
atcgatcaac
tggtttggtt
tttcaaaaaa
ctactcaatc
tgactacatc
tttagaggaa
ttgttaagtc
atcaatccca
tctaacttaa
atctatagca
cgaattcgat
atttctaatc
catcgcacga
tttaaaagtg
attttatcaa
ataaaactat
gtaatagaat
aatgggctgc
cctctcecttce
ttttgacata
<210>
<211>
<212>
<213>
<400> 5

DNA

5
1322

actaaaatgt
gtaggggatg
aggagattga
gcggggttgt
gaaatggaga
tcttttcatt
actttcaagg
ggccatgaac
gaggattgaa
ttttgtacta
tttcattcca
tgtaataaat
atcacacaaa
attagattaa
tagaaaggct
aaccatctca
aaacaattaa
attatgttaa
cttgcgttac
ataaattaca
aaataagatg
tcatgagttt
aaaacacatg
attctatcca
gattaaaaag
gacataaaat
taacataggc
tttggtttga
tgaaagtgct

acttttctta

Cucumis sativus
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cgagcttttg
aaaattttcg
tgttggagtc
tttgttgggt
tttggaagac
gctctgaacc
aggccatgca
tctcccccac
tcacaactca
ttaagacgtt
attcaccttc
ttaactaaag
taccgataga
tcatacacat
agagagccgg
aacatgcaaa
cttggaattg
tcaaacttat
tcggcgatct
tatgcttgat
acgacaagaa
gccaatcaaa
cttttctatc
atgttatttg
aatatataat
taaactcctc
ttgggcttgg
tcactttaat
ctttagcctt

ttttcatttg

atggcatcct tgtcttctaa agctagccat

cttagtttct
agggaattat
gagtcttcga
ggatatgagg
gattttgtat
tggttggttc
tcgtcttaag
taacgtataa
atcaaataat
gtaatataaa
ttgttgtaaa
cagtaaattg
gaaaataatg
ttttggcaat
gatgtccagt
tcaattaatc
cctagttaag
tagattataa
aagattttag
tacttatcaa
tttgatatat
atataaacct
ttacggtgtc
tattaaatct
cgttacatga
cgaatgcatt
agtcttaaat
tatgggccgt
cgacttttga

ctacgtggag

gattctcatg
Pge p

tctcaaacac
atgcaggaaa
cagggcggtg
catcttttga
gaggttggga
agaatgtgct
gcctttctca
tatgttattg
tatattagtt
tatagatcga
caaggagttt
gaaatttggt
ttaagattac
tctatgaaca
taaccaaatt
tgcatttatt
tactccccaa
ttgtcaaatc
cgactatgga
tgtttctaaa
cataaaatta
taaattttga
gtggtgctag
aattaattat
aaatatatac
ttgaaatctt
gggctggtac
agcttcagtt
aagaaagtat

tttgtgttgt

gacaaaattc

agtattttgt
tgaagcggag
ttagatgtct
agtacccgag
ttaatatctc
ttgctaatat
actctacctc
atgtagtcca
atgttttcta
tccacataga
gatgtattat
tggattaaaa
tcttgatttc
taattttagc
gatctttatg
ccaatgatta
atcaatgcta
aatatacaaa
ctatatccgg
tacgctcaat
aaatgaaaag
atcatataaa
ctagtcctcc
acataagggc
attatacaga
gttaatatct
tatccacctt
ctttcaggat
attaaaaagg

atattatgtt

ttcctacttc

4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000

60



tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gagatacgag
actgctgcca
ccactcctta
ttccaattca
ccatggagca
ctaacccatt
caaccaacgc
cgaatttccg
acttggtgta
attcaaacga
cttctcaaac
atatgcagga
gacagggcgg
ggcatctttt
atgaggttgg
tcagaatgtg
aggcctttct
aa

<210> 6
<211> 151
<212> PRT
<213>
<400> 6

1

aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcat
ctatccaggg
ttgttcgagt
agcccaatca
gggcaccaca
aatccacatc
aactgtcatg
cagcttgtcc
cccagcggta
acagtatttt
aatgaagcgg
tgttagatgt
gaagtacccg
gattaatatc
ctttgctaat

caactctacc

Cucumis sativus
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gaaggaccct
aaacaaggta
attgagaaga
cttgccagcet
gaaatttgaa
aatatcctgt
tttgacaggg
tcaaacggtt
ttgaatttac
ttgagccaga
gtgagcgacg
gacccgaacc
aaagatctag
gtggatgcgg
gtgtcacaaa
aggatccgga
ctgaaaggaa
agtttcgaag
tcccccggcet
atggaggagc

tcatctctca

tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagg
aagaacaaac
cttccgatcc
acttaaaatg
ttcgaatcac
gagtcaaagg
aagagctcaa
agatatattc
tacaaaaact
gcctacctgg
ctactaaaat
ttgtagggga
agaggagatt
atgcggggtt
aggaaatgga
catcttttca
acactttcaa

acggccatga

Met Ala Ser Leu Ser Ser Lys Ala Ser Has AsSp
5 1

Ser Ser Tyr Phe Phe Gly Leu GIn Glu Tyr Glu
20 25

Pro Ile g;n Asn Pro Ser Gly Ile Ile GIn Met

40

Lys VS1 Cys Pro Asp Leu Leu Asp Glu Trp Met
5 55

Pge p

ttcaaaaccc
ttttggatga
ctgagtttag
tgttggttga
tggtgctcac
cggtgaagcc
gcgaactgga
cgaagtgtcg
gattatgatt
ctcagtggtg
tgccacagtt
cccaatttgg
gtttcgtgtg
gtcgagcttt
tgaaaatttt
gatgttggag
gttttgttgg
gatttggaag
ttgctctgaa

ggaggccatg

actctccccc

ctcgggaatt
gtggatggag
agaattagct
atcaatggaa
tgctggtgca
ttccttgttc
gtgcaaataa
atggaggaag
acgaacccat
gattttgcta
tttgagcaac
gatcgaatcc
ggcatgattt
tgcttagttt
cgagggaatt
tcgagtcttc
gtggatatga
acgattttgt
cctggttggt
catcgtctta

actaacgtat

Ser His Gly GIn Asn
15

Lys Asp Pro Tyr His
30

Gly Leu Ala Glu Asn
45

Glu Asn Asn Pro Asp

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1322



Ala
65

Leu Gly

Leu Phe Gln

Glu Ser Met

val
115

Lys Leu

ser Cys

130

Leu

Ile GIn

145

Gly

<210> 7
<211> 6001
<212> DNA
<213>

<400> 7
tatgttgtcg

atacatctac
catttcattg
ttttattacc
atatatatca
atgaggaaat
ttaatttgat
agttagggaa
tacgatggac
cttgtttttc
ccaaacccta
accctcctat
atgatctaaa
atgaagtggg
aaggaaatta
ttggcatgag
catacacgcc
aaatttatat

ttacattttt

Leu Arg

Asp Tyr

85

Glu Glu

100

Leu Thr

Ile

Pro

Leu Thr

Cucumis sativus

acgtggatga
gaaacgatag
atgatgatag
tttgtaattt
gtgttttaat
atgatgaatg
ttaggagaaa
ggcgacaaga
cactctctct
aaattttacg
attccccaaa
tactttaaat
taattctaat
ctatttattc
agagagagag
ccatcttgtt
ttctectctce
tctctttcac

caaccctttg

His

Ile

Ala

Pro
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120

135

Thr

aactgatatt
tgaaattaca
tttattatta
ttttaaatat
gaggcaaatg
attatataaa
atggattatt
aagaaagaaa
tccccttect
gagccattgt
ctaacttcac
aagagaaaag
cctaattcta
ataggatgag
aggagaggag
aaaccatagt
tttacatatt
ttattacttt

aatttcaatt

Gly Leu Pro Ala Phe
Arg Gly Asn Lys Met
105

Gly Ala Thr Ala Ala

val Lys Pro Ser Leu

ctaaaaagaa
caaggtttgt
atagatcata
ttgtgaacaa
ctaatattat
ggaaatataa
gtaaatgtaa
gagagaaagg
ctctcatcat
cagataccgc
ttcctcgeta
tagaatagta
gaataataat
atgtaaaggc
aaagtcaatg
gtgtcggtga
ccatacttct
tacatttttc

tattaactta
Pge p

Arg Asn Gly val Ser Glu Phe Arg Glu Leu
70 75

Lys Lys val

Phe Glu
110

Lys

Glu Ile
125

Asn

Phe
140

Pro Leu

gtagattaaa
atatatagaa
ttgtaaatag
aatgtatttg
ggaatgtcca
ttaagaatga
aatgtaaaaa
gttgagtgtt
atgacacgtg
gtttcccttc
atattacttt
ctaatcataa
aactgctaga
gtcatttgag
ggtaggacgg
aatatgtgaa
cattaatatc
caactcttcc

caaaaccttc

Ala
80

Leu val
95

Lys Asn

Ile Ile

Leu Thr

atattagaaa
aaattgaccg
tattttatga
gattagatga
tagtaaatgg
attagggttg
gagaaaatat
aaaaatacac
cctttacctc
gtggaccacc
cattatattt
ctccagaatt
acaaacatac
tttggatgaa
ttgcgtgtga
tatgcaaaac
actgcccaac
tatttttatt

acctaactta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



aaactccaat
agatatattt
ttatagaaaa
tttaactttt
gaagagaaga
tctacaaccc
agttttttcc
acaatcccta
gtgtgcagtg
attcagctac
tctaacaaat
tacaataaca
ttattttgtt
ttaaacattt
tttattgttt
ttttgttgaa
ataagatttt
gaaaaatcga
atttagttta
tcaaaaatca
attttttctt
taatttagag
caaacatata
aatatcaatt
cactaccagt
caccctaccc
cacacaaaca
tctcctatta
aaagctagcc
gagaaggacc
gaaaacaagg
tagtttaact
atattgagta

aaaaatatgt

tctcaatttt
aaaagagata
tgaaaaatta
aagatgaatt
gaagatagac
tcatatggca
ttggttttct
ttttgggata
tacatatggt
aacttggcat
tcaatgggca
aatctcaagt
ccaataatcc
tctagttttc
aagttgtgat
agtttgtatt
gttgttatta
aaaataaatc
agattttatg
ctatcaatct
ctcacttttc
tttgaaaagt
atatgtagtc
acaggaaaaa
tgtgttgttt
ctcttctect
cacaaagatt
tctacctaca
atgattctca
cttatcaccc
taattcttga
acacatggtc
attaagtaag

tacgtagcaa
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caaaacaaat
aaaacaaaaa
atccaaatta
ggtgattcac
aaaaggagtt
attcagttga
atattattaa
ataaaagtta
agacacggga
ctgtgttgtt
taaccatcaa
ctctataaca
aacaattcca
caaattcgat
ttttttgtaa
aaatacccat
ttatgtttta
cgacaatgaa
tgagtatttt
agctcaactc
ttactagtca
tgctatcata
atgtcttcga
gacagagaaa
gtgataaaaa
cactatatat
tcaatatcaa
tattactgta
tggacaaaat
tattcaaaac
atgtaattaa
gaatcatttg
aaaaagatgt

ttaatttatt

tgatatgtta
aattgatttg
tggctaatac
attccacccc
aattggtatg
ggtttcacga
tgtcagccat
aagagtgaat
tgaaaacaaa
aactagttta
aattcattta
gaggttaaca
accactcaca
tggattgaag
tttcctttta
acatgtttag
ttgataagct
tccaactcca
ggttgttcca
aacctagccg
tccttcctgg
tatcaacaga
ttaaagtata
aataaaagag
ataattaaaa
atagatatat
tagtcctata
cactcacata
tcttcctact
ccctcgggaa
gttggactac
ttatcaaatg
aaacgcggat

taatgaattt
Pge p

tcaactacta
Tttt
tccacctcac
acaaattatg
ccaccatgtg
aaaaggaaat
agcaatgctt
ttaaatattg
ctattttcat
ctttctcaca
aatccatgca
actatgaaaa
tcactactaa
ttaattcttt
gacttgttaa
tatttttata
tcaaaatttt
actttaagtg
cgtttgaatt
acgtacacta
atttgcattt
atcatttgac
ggaaattatt
agagaattag
aaaaactctt
aaatgtcact
ccaaccctaa
tgatggcatc
tctttggatt
ttatacaaat
aaccattatt
acattgtagt
gcatcaaagt

tgtaaggttt

cgatgttaaa
atatttaaat
atctatgggc
taagagaaga
gtcttatcaa
tttggaaata
ttatacgcga
tacccatttc
acccctcatg
ttgactcttc
taatagctat
ttaacttcat
tttaaaaggt
ttactattct
tgatttgtgt
tttgaattta
aaactaaaaa
tcgggtatag
ttcactcgat
ttcgecttta
aaatcttttc
ttagagcatc
attataaaaa
ccaataaagt
taatatcatg
ctaaattccc
aatatattcc
cttgtcttct
gcaagagtat
gggtcttgcc
gttccttttg
cggttgaaat
aaaaccaaat

agttaacggt

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180



ttcttttata
ggtagaaaat
ttttggatga
ctgagtttag
tacctagcct
ttttttattt
aatcaatgga
ctgctggtgce
ccttccttgt
taagttttct
ttgacaggga
caaacggttt
tgaatttacg
tgagccagaa
tgagcgacga
acccgaacct
aagatttagg
tggatgcggce
tgtcacaaat
ggatccggaa
tgaaaggaaa
gtttcgaaga
cceccecggetce
tggaggagca
catctctcaa
aattgcaggt
actctatata
aatcgatcaa
ttggtttggt
atttcaaaaa
cctactcaat
ctgactacat
gtttagagga

attgttaagt

tatgcttgtt
ttgattgtaa
gtagatggag
agaattagct
acaaccctag
atttgtttac
agagatacga
aactgctgcc
tcccactect
ctctttctta
cttaaaatgg
tcgaatcacc
agtcaaaggg
agagctcaac
gatatattct
acaaaaactc
cctacctggg
tactaaaatg
tgtaggggat
gaggagattg
tgcggggttg
ggaaatggag
atcttttcat
cactttcaag
cggccatgaa
agaggattga
attttgtact
ctttcattcc
ttgtaataaa
aatcacacaa
cattagatta
ctagaaaggc
aaaccatctc

caaacaatta
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atgatcacga
catgtgatat
aacaatccag
ctatttcaag
ttttattcat
tattgaagta
ggaaacaaaa
aatgaaatca
tactatccag
tcacttggtt
cgaactggag
gaagtgtcga
attatgatta
tcagtggtgg
gccacagttt
ccaatttggg
tttcgtgtgg
tcgagctttt
gaaaattttc
atgttggagt
ttttgttggg
atttggaaga
tgctctgaac
gaggccatgc
ctctccccca
atcacaactc
attaagacgt
aattcacctt
tttaactaaa
ataccgatag
atcatacaca
tagagagccg
aaacatgcaa

acttggaatt

tgattatgga
ttaaatgggt
atgctttggg
actatcatgg
aaagggctct
atataaataa
tgaaatttga
taatatcctg
ggtatctaaa
tgtaagaata
tgcaaataat
tggaggaagc
cgaacccatc
attttgctac
ttgagcaacc
atcgaatcca
gcatgattta
gcttagtttc
gagggaatta
cgagtcttcg
tggatatgag
cgattttgta
ctggttggtt
atcgtcttaa
ctaacgtata
aatcaaataa
tgtaatataa
cttgttgtaa
gcagtaaatt
agaaaataat
tttttggcaa
ggatgtccag
atcaattaat

gcctagttaa
Pge p

ttatggatta
tttgcaggta
attgagaaga
cttgccagct
tcaaattttc
taaataatag
aaagaacaaa
tcttgccgat
ttcaatcatc
tacgtatata
tccaattcat
catggagcaa
taacccattg
aaccaacgca
gaatttccga
cttggtgtac
ttcaaacgac
ttctcaaaca
tatgcaggaa
acagggcggt
gcatcttttg
tgaggttggg
cagaatgtgc
ggcctttctc
atatgttatt
ttatattagt
atatagatcg
acaaggagtt
ggaaatttgg
gttaagatta
ttctatgaac
ttaaccaaat
ctgcatttat

gtactcccca

tggttttgga
tgtcctgacc
aatggagtgt
tttaaaaagg
tttttctttc
gtgttggttg
ctggtgctca
cccggtgaag
ttcctatgtt
tactgcaggt
tgttcgagtt
gcccaatcat
ggcaccacat
atccacatcg
actgtcatgg
agcttgtcca
ccagcggtag
cagtattttg
atgaagcgga
gttagatgtc
aagtacccga
attaatatct
tttgctaata
aactctacct
gatgtagtcc
tatgttttct
atccacatag
tgatgtatta
ttggattaaa
ctcttgattt
ataattttag
tgatctttat
tccaatgatt

daatcaatgct

3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860

4920

4980
5040
5100
5160
5220



aatcaatccc
atctaactta
gatctatagc
tcgaattcga
gatttctaat
acatcgcacg
ctttaaaagt
cattttatca
aataaaacta
tgtaatagaa
taatgggctg
tcctctectt
gttttgacat
t

<210>
<211>

<212>
<213>

DNA
<400> 8

atggcatcct
tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gagatacgag
actgctgcca
cccactcctt
attccaattc
gccatggagc
tctaacccat
acaaccaacg
ccgaatttcc
cacttggtgt
tattcaaacg

tcttctcaaa

8
1323

aattatgtta
acttgcgtta
aataaattac
taaataagat
ctcatgagtt
aaaaacacat
gattctatcc
agattaaaaa
tgacataaaa
ttaacatagg
ctttggtttg
ctgaaagtgc

aacttttctt

Cucumis sativus

tgtcttctaa
aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcat
actatccagg
attgttcgag
aagcccaatc
tgggcaccac
caatccacat
gaactgtcat
acagcttgtc
acccagcggt

cacagtattt
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atcaaactta
ctcggcgatc
atatgcttga
gacgacaaga
tgccaatcaa
gcttttctat
aatgttattt
gaatatataa
ttaaactcct
cttgggcttg
atcactttaa
tctttagcect

attttcattt

agctagccat
gaaggaccct
aaacaaggta
attgagaaga
cttgccagct
gaaatttgaa
aatatcctgt
gtttgacagg
ttcaaacggt
attgaattta
attgagccag
cgtgagcgac
ggacccgaac
caaagatcta
agtggatgcg
tgtgtcacaa

ttagattata
taagatttta
ttacttatca
atttgatata
aatataaacc
cttacggtgt
gtattaaatc
tcgttacatg
ccgaatgcat
gagtcttaaa
ttatgggccg
tcgacttttg

gctacgtgga

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagg
aagaacaaac
cttgccgatc
gacttaaaat
tttcgaatca
cgagtcaaag
aaagagctca
gagatatatt
ctacaaaaac
ggcctacctg
gctactaaaa

attgtagggg

Pge p

attgtcaaat
gcgactatgg
atgtttctaa
tcataaaatt
ttaaattttg
cgtggtgcta
taattaatta
aaaatatata
tttgaaatct
tgggctggta
tagcttcagt
aaagaaagta

gtttgtgttg

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
tgttggttga
tggtgctcac
ccggtgaagce
ggcgaactgg
ccgaagtgtc
ggattatgat
actcagtggt
ctgccacagt
tcccaatttg
ggtttcgtgt
tgtcgagcett

atgaaaattt

caatatacaa
actatatccg
atacgctcaa
aaaatgaaaa
aatcatataa
gctagtcctc
tacataaggg
cattatacag
tgttaatatc
ctatccacct
tctttcagga
tattaaaaag

tatattatgt

ttcctacttc
ctcgggaatt
gtagatggag
agaattagct
atcaatggaa
tgctggtgca
cttccttgtt
agtgcaaata
gatggaggaa
tacgaaccca
ggattttgct
ttttgagcaa
ggatcgaatc
gggcatgatt
trgcttagtt

tcgagggaat

5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6001

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



tatatgcagg
Cgacagggcg
aggcatcttt
tatgaggttg
ttcagaatgt
aaggcctttc
taa

<210> 9
<211> 57
<212> PRT
<213>

<400> 9

1

Ser Ser Tyr Phe Phe
20

Pro Ile Gln Asn Pro

35

Lys val Cys Pro Asp
50

<210>
<211>
<212>
<213>

<400> 10
cacaaacaca

10
DNA

tattccatct
atgttgtcta
tggcaagagt
atgggtcttg
tatttctrtt
tggttgggct
tgaattaaaa
aaggagtggt
agggaatttt
atgacttctt

gagtgtcttt

Met Ala Ser Leu Ser
5

2225

aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgctaa

tcaactctac

Cucumis sativus

Cucumis melo

cacagaatat
ctcecctectec
ctaaagctgg
acgagaagaa
ccgaaaacag
gtagtttaac
atttgatcaa
gtaagaccaa
ttcttttgtg
attgtatgta
ggatgagtgg
gtttagagaa
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gaggatccgg
tctgaaagga
gagtttcgaa
ctccceceggce
tatggaggag
ctcatctctc

40

ttcaatatca
tattatctac
ccatgattct
cccttatcac
ggtaatcctt
tacatggtcg
cccttctage
acaaaaaata
cttgttatga
aaaagaatat
atggagaaca

ttggctctat

aagaggagat
aatgcggggt
gaggaaatgg
tcatcttttc
cacactttca

aacggccatg

25

Leu Leu Asp Glu
55

atatagccct
ctacatactg
catggacaaa
cctactcaaa
gaataatgtt
aattatttgt
agtgaagtaa
tgttacgtag
tcatatgatt
gtaatattaa
atccagatgc

ttcaagacta

Pge p

tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggaggccat

aactctcccc

45

atataccaac
tacactcata
attcttccta
acccctecgg
cgttggacta
tatcatgtaa
gaaaaagatt
caatgaattt
atggttatgg
atgggttttg
tttaggattg

ccatggcttg

gtcgagtctt
ggtggatatg
gacgattttg
acctggttgg
gcatcgtctt

cactaacgta

Ser Lys Ala Ser His Asp Ser His Gly Gln Asn
10

15

Gly Leu GIn Glu Tyr Glu Lys Asp Pro Tyr His
30

Ser Gly Ile Ile GIn Met Gly Leu Ala Glu Asn

ccctagaata
tatgatggca
cttctttgga
gattatccaa
taaccaccat
cgatactagt
tggaggcgga
ttaaaaattt
ttttgaaggg
caggtatgtt
agaaaaaatg

ccggctttta

1020
1080
1140
1200
1260
1320
1323

60
120
180
240
300
360
420
480
540
600
660
720



aaaaggtacc
ttcttttatt
gttgaatcaa
ctaaccgctg
gaagcgttcc
tatataaatc
atatgaatgt
ccattgttcg
gcaagcccaa
attaggcacc
tgcaatccac
tcgaactgtc
gtacagcttg
cgacctagca
aacacagtat
ggaaatgaag
cggtgttaga
tttgaagtac
tgggattaat
gtgctttgcc
tctcaactct
tactaataat
tgctttttat
aataaatgtg
tgtaaccaag

attgg

<210> 11
<211>
<212>

<213>

<400> 11
atggcaatgt

DNA

tttggatggc
atccaaatgg
aacaatccag

ctatttcaag

1323

tagcctacaa
ttatttattt
tggaagaaat
gtgcaactgc
tcgttcccac
ttctcttttt
aggtttgaca
agttcaaaca
acattgaatt
acattgagcc
atcgtgagcg
atggacccga
tccaaagatc
gtagtggatg
tttgtgtcgc
cggaggattc
tgtttgaaag
ccgagtttcg
atctctcccg
aatatggagg
acctcacctc
gtagtctaat
atttatgttt

ggtcgatcaa

gggtttgatg

Cucumis melo

tgtctactaa
aagagtacga
gtcttgccga
atgctttagg

actaccatgg
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ccctagtttt
gtttattatt
acgaggaaac
tgccaatgaa
tccttactat
attagtgcgt
gggacttaaa
gcttccaaat
tacgagtcaa
agaaagagat
atgagatata
acctacaaaa
tgggcctacc
cggctaccaa
aaattgtagg
gaaagaggag
ggaatgcagg
aagaggaaat
gttcgtcttt
aacacacttt
tcaatgccta
tgcaggtgga
tctgctctat
cgtagaatcg

tattggtttc

agctggccat
gaagaaccct
aaacagggta
attgagaaaa

cttgccggct

tcataaaggg
gaaataatat
aaaatgaaat
atcctcatat
ccagggtaaa
ttgtgaaaat
atggcgtaca
cacagaagcg
agggattatg
taactcggtg
ttccgcecaca
attcccaatt
cgggttccgce
aatgtctagc
ggatgaaaaa
attgatgttg
gttgttttgt
ggagatttgg
tcattgctct
caaggtggcc
cgaactctcc
ggagtgaatc
ataattccgt
atcaattttc

tgtctgtaac

gattctcatg
tatcacccta
tgttatgact
aatggagtgt

tttaaaaagg
Pge p

ctcttcaact
ttgataaata
ttgagatgaa
cttgtcttgc
taaattcaat
agaaaaaata
gaagttcaaa
gcgatggagg
attacgaacc
gtggatttcg
gtttttgagc
tgggaccgaa
gtgggcatga
ttttgtttag
tttcgaggca
gagtcgagtc
tgggtggata
aagacgattt
gaacccggtt
atgcatcgtc
cccactaaca
acgaatccaa
acgtagtatt
cttcaaattc

aaattgaact

gacaaaattc
ctcaaaaccc
tcttggatga
ctttgtttag

cgttggttga

tttcttttct
ataggcgttg
caaactggtg
cgatcccggt
aactttccaa
ataagcatat
taattccaat
aagccatgga
catccaaccc
ctatagccaa
acccaaagtt
tccacttggt
tttattcaaa
tttcttctca
attatatgca
tccgacaggg
tgaggcatct
tgtatgaggt
ggtttagaat
ttaagacctt
tataatgtat
acatagtcct
agggttgtaa
accttcttgt

aaagcagtaa

ttcctacttce
ctccgggatt
gtggatggag
agaattggct

atcaatggaa

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2225

60
120
180
240
300



gaaatacgag
actgctgcca
cccactcectt
attccaatcc
gccatggagce
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
cgacagggcg
aggcatcttt
tatgaggttg
tttagaatgt
aagacctttc
taa

<210>
<211>
<212>
<213>
<400>

12
440
PRT
cucu

12
Met Ala Met
1

ser

Sser Tyr

Gin
35

Pro Thr

val
50

Arg cys

Ala
65

Leu Gly

teu Phe G1In

gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgccaa

tcaactctac

mis melo

Leu Ser Th
5

Phe Phe GI1

20

Asn Pro Se

Tyr Asp Ph

Leu Arg

Asp Tyr

85

is Gly
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gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctctcccggt
tatggaggaa

ctcacctctc

r Lys Ala

y Trp GIn

Ile
40

r Gly

e Leu
55

ASp
s Asn

Gly

Leu

atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcgtcttttc
cacactttca

aatgcctacg

His
10

Gly Asp

Glu Glu

25

Tyr

Ile Gln Met

Glu Trp Met

val Leu

75

Ser

Ala Phe
90

Pro

Pge p

tggtgctaac
ccggtgaagce
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgcgt
tgtctagcett
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggtggccat

aactctcccc

Ser His Gly

Pro
30

Lys Asn

Gly Leu Ala

45

Glu
60

Asn Asn

Phe Arg Glu

Lys Lys Ala

cgctggtgca
gttcctcgtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acccggttgg
gcatcgtctt

cactaacata

Gln
15

Asn
Tyr His
Glu Asn
Pro

Asp

Ala
80

Leu

Leu val

95

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1323



Lys

Ser

Tyr

145

Ile

Ala

Lys

ser

Ile

225

Pro

Trp

Pro

Asp

Gln

305

Tyr

Glu

Gly

ser

Leu

Ccys

130

Pro

Pro

Met

Gly

GIn

210

His

Lys

Asp

Gly

Ala

290

Tyr

Met

Ser

Leu

Met

val

115

Leu

Gly

Ile

Glu

Ile

195

Lys

Ile

Phe

Arg

Phe

275

Phe

Gln

Ser

Phe
355

Glu

100

Leu

Ala

Phe

His

Glu

180

Met

Glu

val

Arg

Ile

260

Arg

Thr

val

Glu

Leu

340

Cys

Glu

Thr

ASp

Asp

Cys

Ala

Ile

Ser

Thr

245

His

val

Lys

Ser

Met

325

Arg

Trp

Ile

Ala

Pro

Met

Thr

Asn

Asp

230

val

Leu

Gly

Met

GlIn

310

Lys

Gln

val
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Arg Gly Asn Lys Met Lys Phe G]g Met
11

Gly

Gly

Asp

Ser

Asn

Ser

215

Glu

Met

val

Met

ser

295

Arg

Gly

ASp

Ala

120

Glu

Leu

Ser

Gln

Pro

200

val

Asp

Tyr

Ile

280

Ser

val

Arg

Gly

Met
360

105

Thr

Ala

Lys

Asn

Ala

185

ser

val

Tyr

Pro

ser

265

Tyr

Phe

Gly

Ile

val

345

Arg

Ala Ala

Phe Leu

Trp Arg
155

ser Phe
170

Gln Thr

Asn Pro

Asp Phe

ser Ala

235

AsSn Leu

250

Leu Ser

Ser Asn

Cys Leu

Asp Glu

315

Arg Lys

Arg Cys

His Leu

Pge p

Asn

val

140

Thr

GIn

Leu

Leu

Ala

220

Thr

Gln

Lys

Asp

val

300

Lys

Arg

Leu

Leu

Glu
125

Pro

Glu

Asn

val

LysS

Asp

Leu

285

Sser

Phe

Arg

Lys

Ile

Thr

val

Thr

Leu

190

Thr

Ala

Phe

Phe

Leu

270

Ala

sSer

Arg

Leu

Leu

Pro

GIn

Glu

175

Arg

Thr

Asn

Glu

Pro

255

Gly

val

Gln

Gly

Met

335

Asn

Pro

Asn

Ile

Tyr

Ile

160

Ala

val

Leu

Ala

His

240

Ile

Leu

val

Thr

Asn

320

Leu

Ala

ser



Glu Glu

370

Phe

Ile Ile

385

Asn

Phe Arg Met

Met His Arg

Glu Leu

435

Tyr

<210>
<211>
<212>
<213> Cucu

<400> 13
cacaaacaca

13
2225
DNA

tattccatct
atgttgtcta
tggcaagagt
atgggttttg
tatttctttt
tggttgggct
tgaattaaaa
aaggagtggt
agggaatttt
atgacttctt
gagtgtcttt
aaaaggtacc
ttcttttatt
gttgaatcaa
ctaaccgctg
gaagcgttcc
tatataaatc
atatgaatgt
ccattgttcg

gcaagcccaa

Glu Met

Pro

Ser

Phe
405

cys

Leu
420

Lys

Ser Pro

mis melo

cacagaatat
ctccctctec
ctaaagctgg
acgagaagaa
ccgaaaacag
gtagtttaac
atttgatcaa
gtaagaccaa
ttcttttgtg
attgtatgta
ggatgagtgg
gtttagagaa
tagcctacaa
ttatttattt
tggaagaaat
gtgcaactgc
tcgttcccac
ttctcttttt
aggtttgaca
agttcaaaca

acattgaatt

Glu

Gly

Ala

Thr

Thr
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Ile Trp
375

Ser Ser
AsSn

Phe

Ile
440

AsSn

ttcaatatca
tattatctac
ccatgattct
cccttatcac
ggtaatcctt
tacatggtcg
cccttctage
acaaaaaata
cttgttatga
aaaagaatat
atggagaaca
ttggctctat
ccctagtttt
gtttattatt
acgaggaaac
tgccaatgaa
tccttactat
attagtgcgt
gggacttaaa
gcttccaaat

tacgagtcaa

Lys Thr Ile

Phe His Cys
395

Met Glu Glu His

410

Leu Asn Ser Thr

425

atatagccct
ctacatactg
catggacaaa
cctactcaaa
gaataatgtt
aattatttgt
agtgaagtaa
tgttacgtag
tcatatgatt
gtaatattaa
atccagatgc
ttcaagacta
tcataaaggg
gaaataatat
aaaatgaaat
atcctcatat
ccagggtaaa
ttgtgaaaat
atggcgtaca
cacagaagcg

agggattatg
Pge p

Leu Tyr Glu val Gly

380

Ser Glu Pro Gly Trp

400

Thr Phe Lys val Ala

415

Ser Pro Leu Asn Ala

atataccaac
tacactcata
attcttccta
acccctccgg
cgttggacta
tatcatgtaa
gaaaaagatt
caatgaattt
atggttatgg
atgggttttg
tttaggattg
ccatggcttg
ctcttcaact
ttgataaata
ttgagatgaa
cttgtcttgce
taaattcaat
agaaaaaata
gaagttcaaa
gcgatggagg
attacgaacc

ccctagaata
tatgatggca
cttctttgga
gattatccaa
taaccaccat
cgatactagt
tggaggcgga
ttaaaaattt
ttttgaaggg
caggtatgtt
agaaaaaatg
ccggctttta
tttcttttct
ataggcgttg
caaactggtg
cgatcccggt
aactttccaa
ataagcatat
taattccaat
aagccatgga

catccaaccc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260



attaggcacc
tgcaatccac
tcgaactgtc
gtacagcttg
cgacctagca
aacacagtat
ggaaatgaag
cggtgttaga
tttgaagtac
tgggattaat
gtgctttgcc
tctcaactct
tactaataat
tgctttttat
aataaatgtg
tgtaaccaag
attgg
<210>
<211>
<212>
<213>

<400> 14
atggcaatgt

14

DNA

tttggatggc
atccaaatgg
aacaatccag
ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagc
tccaacccat
atagccaatg

ccaaagtttc

1323

acattgagcc
atcgtgagcg
atggacccga
tccaaagatc
gtagtggatg
tttgtgtcgce
cggaggattc
tgtttgaaag
ccgagtttcg
atctctcccg
aatatggagg
acctcacctc
gtagtctaat
atttatgttt
ggtcgatcaa

gggtttgatg

Cucumis melo

tgtctactaa
aagagtacga
gttttgccga
atgctttagg
actaccatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat

gaactgtcat
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agaaagagat
atgagatata
acctacaaaa
tgggcctacc
cggctaccaa
aaattgtagg
gaaagaggag
ggaatgcagg
aagaggaaat
gttcgtcttt
aacacacttt
tcaatgccta
tgcaggtgga
tctgctctat
cgtagaatcg

tattggtttc

agctggccat
gaagaaccct
aaacagggta
attgagaaaa
cttgcecggcet
gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat

ggacccgaac

taactcggtg
ttccgecaca
attcccaatt
cgggttccgce
aatgtctagc
ggatgaaaaa
attgatgttg
gttgttttgt
ggagatttgg
tcattgctct
caaggtggcc
cgaactctcc
ggagtgaatc
ataattccgt
atcaattttc

tgtctgtaac

gattctcatg
tatcacccta
tgttatgact
aatggagtgt
tttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt

ctacaaaaat

Pge p

gtggatttcg
gtttttgagc
tgggaccgaa
gtgggcatga
ttttgtttag
tttcgaggca
gagtcgagtc
tgggtggata
aagacgattt
gaacccggtt
atgcatcgtc
cccactaaca
acgaatccaa
acgtagtatt
cttcaaattc

aaattgaact

gacaaaattc
ctcaaaaccc
tcttggatga
ctttgtttag
cgttggttga
tggtgctaac
ccggtgaagc
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt

tcccaatttg

ctatagccaa
acccaaagtt
tccacttggt
tttattcaaa
tttcttctca
attatatgca
tccgacaggg
tgaggcatct
tgtatgaggt
ggtttagaat
ttaagacctt
tataatgtat
acatagtcct
agggttgtaa
accttcttgt

aaagcagtaa

ttcctacttc
ctccgggatt
gtggatggag
agaattggct
atcaatggaa
cgctggtgca
gttcctcgtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac

ggaccgaatc

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2225

60
120
180
240
300
360
420
480
540
600
660
720
780



cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcadg
cgacagggcg
aggcatcttt
tatgaggttg
tttagaatgt
aagacctttc
taa

<210>
<211>
<212>
<213>

<400>

15
440
PRT
Cucu

15

Met Ala Met
1

acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgccaa

tcaactctac

mis melo

Leu Ser

Thr
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caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctctceccggt
tatggaggaa

ctcacctctc

Lys Ala

Gly

ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcgtcttttce
cacactttca

aatgcctacg

His
10

Asp

ser

Pro

Arg

Ala

65

Leu

Glu

Lys

ser

Tyr
145

ser

Thr

val

50

Leu

Phe

Ser

Leu

Cys

130

Pro

Tyr

Gln

35

cys

Gly

Gln

Met

val

115

Leu

Giy

Phe

20

Asn

Tyr

Leu

Asp

Glu

100

Leu

Phe

Pro

Asp

Arg

Tyr

85

Glu

Thr

Asp

ASp

Gly

Ser

Phe

Ala

Pro

Trp

Gly

Leu

55

Asn

Gly

Arg

Gly

Gly

Asp

Gln

Ile

40

Asp

Gly

Leu

Gly

Ala

120

Glu

Leu

Glu

25

Ile

Glu

val

Pro

Asn

105

Thr

Ala

Lys

Tyr Glu

Gln Met

Trp Met

Ser Leu

75

Ala Phe

90

Lys Met

Ala Ala

Phe Leu

Trp
155

Pge p

ggttccgegt
tgtctagctt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggtggccat

aactctcccc

Ser Gly

Pro
30

Lys Asn

Phe Ala

45

Gly

Glu
60

Asn Asn

Phe Arg Glu

Lys Lys Ala

Glu
110

Lys Phe

Glu Ile

125

Asn

val Thr

140

Pro

Thr vai

gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acccggttgg
gcatcgtctt

cactaacata

Gln
15

Asn

Tyr

Glu

Pro

Leu

Leu

95

Met

Leu

Pro

His

Asn

Asp

Ala

80

val

Asn

Tyr

Ile
160

840

900

960
1020
1080
1140
1200
1260
1320
1323



Ile

Ala

Lys

Ser

Ile

225

Pro

Trp

Pro

AsSp

GIn

305

Tyr

Glu

Gly

Phe

Ile

385

Phe

Met

Pro

Met

Gly

Gln

210

Lys

Asp

Gly

Ala

290

Tyr

Met

Ser

Leu

Glu

370

Asn

Arg

His

Ile

Glu

Ile

195

Lys

Ile

Phe

Arg

Phe

275

Ala

Phe

Gln

Ser

Phe

355

Glu

Met

Arg

His

Glu

180

Met

Glu

val

Arg

Ile

260

Arg

Thr

val

Glu

Leu

340

Ccys

Glu

ser

Cys

Leu
420

Ile

Ile

ser

Thr

245

His

val

Lys

ser

Met

325

Arg

Trp

Met

Pro

Phe

405

Lys

Met

Thr

Asn

230

val

Leu

Gly

Met

Gln

310

Lys

Gln

val

Glu

Thr
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ser Ser Ser Asn Ser Phe Gln Ile Thr Glu

Glu

Asn

Ser

215

Glu

Met

val

Met

Ser

295

Ile

Arg

Gly

Asp

Ile

375

Ser

Asn

Phe

Gln

Pro

200

val

Ile

Asp

Tyr

Ile

280

ser

val

Arg

Gly

Met

360

Trp

ser

Met

Leu

Ala

185

Ser

val

Tyr

Pro

ser

265

Tyr

Phe

Gly

Ile

val

345

Arg

Lys

Phe

Glu

Asn
425

170

GlIn

Asn

Asp

Ser

Asn

250

Leu

ser

Cys

Asp

His

Thr

Glu
410

Ser

Thr

Pro

Phe

Ala

235

Leu

ser

Asn

Leu

Glu

315

Lys

Cys

Leu

Ile

395

His

Thr

Pge p

Leu Asn Leu

Leu

Ala

220

Thr

Gln

Lys

ASp

val

300

Lys

Arg

Leu

Leu

Leu

380

ser

Thr

ser

Gly

205

Ile

val

Lys

Asp

Leu

285

ser

Phe

Arg

Lys

Tyr

Glu

Phe

Pro

190

Thr

Ala

Phe

Phe

Leu

270

Ala

sSer

Arg

Leu

Tyr

Glu

Pro

Lys

Leu
430

175

Arg

Thr

Asn

Glu

Pro

255

Gly

val

Gly

Met

335

Asn

Pro

val

Gly

val

415

ASn

Ala

val

Leu

Ala

His

240

Ile

Leu

val

Thr

Asn

320

Leu

Ala

Ser

Gly

Trp

400

Ala



435

<210>
<211>
<212>
<213> Cucu

<400> 16
cacaaacaca

16
2225
DNA

tattccatct
atgttgtcta
tggcaagagt
atgggtcttg
tatttctttt
tggttgggct
tgaattaaaa
aaggagtggt
agggaatttt
atgacttctt
gagtgtcttt
aaaaggtacc
ttcttttatt
gttgaatcaa
ctaaccgctg
gaagcgttcc
‘tatataaatc
atatgaatgt
ccattgttcg
gcaagcccaa
attaggcacc
tgcaatccac
tcgaactgtc
gtacagcttg
cgacctagca
aacacagtat
ggaaatgaag

cggtgttaga

mis melo

cacagaatat
ctcecctctec
ctaaagctgg
acgagaagaa
ccgaaaacag
gtagtttaac
atttgatcaa
gtaagaccaa
ttcttttgtg
attgtatgta
ggatgagtgg
gtttagagaa
tagcctacaa
ttatttattt
tggaagaaat
gtgcaactgc
tcgttcccac
ttctcttttt
aggtttgaca
agttcaaaca
acattgaatt
acattgagcc
atcgtgagcg
atggacccga
tccaaagatc
gtagtggatg
tttgtgtcgce
cggaggattc

tgtttgaaag
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Tyr Glu Leu Ser Pro Thr Asn Ile

440

ttcaatatca
tattatctac
ccatgattct
cccttatcac
ggtaatcctt
tacatggtcg
cccttctagce
acaaaaaata
cttgttatga
aaaagaatat
atggagaaca
ttggctctat
ccctagtttt
gtttattatt
acgaggaaac
tgccaatgaa
tccttactat
attagtgcgt
gggacttaaa
gcttccaaat
tacgagtcaa
agaaagagat
atgagatata
acctacaaaa
tgggcctacc
cggctaccaa
aaattgtagg
gaaagaggag
ggaatgcagg

atatagccct
ctacatactg
catggacaaa
cctactcaaa
gaataatgtt
aattatttgt
agtgaagtaa
tgttacgtag
tcatatgatt
gtaatattaa
atccagatgc
ttcaagacta
tcataaaggg
gaaataatat
aaaatgaaat
atcctcatat
ccagggtaaa
ttgtgaaaat
atggcgtaca
cacagaagcg
agggattatg
taactcggtg
ttccgecaca
attcccaatt
cgggttccgce
aatgtttagc
ggatgaaaaa
attgatgttg

gttgttttgt

Pge p

atataccaac
tacactcata
attcttccta
acccctccgg
cgttggacta
tatcatgtaa
gaaaaagatt
caatgaattt
atggttatgg
atgggttttg
tttaggattg
ccatggcttg
ctcttcaact
ttgataaata
ttgagatgaa
cttgtcttgc
taaattcaat
agaaaaaata
gaagttcaaa
gcgatggagg
attacgaacc
gtggatttcg
gtttttgagc
tgggaccgaa
gtgggcatga
ttttgtttag
tttcgaggca
gagtcgagtc

tgggtggata

ccctagaata
tatgatggca
cttctttgga
gattatccaa
taaccaccat
Cgatactagt
tggaggcgga
ttaaaaattt
ttttgaaggg
caggtatgtt
agaaaaaatg
ccggctttta
tttcttttct
ataggcgttg
caaactggtg
cgatcccggt
aactttccaa
ataagcatat
taattccaat
aagccatgga
catccaaccc
ctatagccaa
acccaaagtt
tccacttggt
tttattcaaa
tttcttctca
attatatgca
tccgacaggg

tgaggcatct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680

1740



tttgaagtac
tgggattaat
gtgctttgcc
tctcaactct
tactaataat
tgctttttat
aataaatgtg
tgtaaccaag
attgg
<210>
<211>
<212>
<213>

<400> 17
atggcaatgt

17
DNA

tttggatggc
atccaaatgg
aacaatccag
ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagc
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
‘tatatgcagg
cgacagggcg
aggcatcttt
tatgaggttg
tttagaatgt

aagacctttc

1323

ccgagtttcg
atctctcccg
aatatggagg
acctcacctc
gtagtctaat
atttatgttt

ggtcgatcaa

gggtttgatg

Cucumis melo

tgtctactaa
aagagtacga
gtcttgccga
atgctttagg
actaccatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgccaa

tcaactctac
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aagaggaaat
gttcgtcttt
aacacacttt
tcaatgccta
tgcaggtgga
tctgctctat
cgtagaatcg
tattggtttc

agctggccat
gaagaaccct
aaacagggta
attgagaaaa
cttgccggct
gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctctceccggt
tatggaggaa

ctcacctctc

ggagatttgg
tcattgctct
caaggtggcc
cgaactctcc
ggagtgaatc
ataattccgt
atcaattttc

tgtctgtaac

gattctcatg
tatcacccta
tgttatgact
aatggagtgt
tttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcgtcttttc
cacactttca

aatgcctacg
Pge p

aagacgattt
gaacccggtt
atgcatcgtc
cccactaaca
acgaatccaa
acgtagtatt
cttcaaattc

aaattgaact

gacaaaattc
ctcaaaaccc
tcttggatga
ctttgtttag
cgttggttga
tggtgctaac
ccggtgaagc
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgegt
tgtttagctt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggtggccat

aactctcccc

tgtatgaggt
ggtttagaat
ttaagacctt
tataatgtat
acatagtcct
agggttgtaa
accttcttgt

aaagcagtaa

ttcctacttc
ctccgggatt
gtggatggag
agaattggct
atcaatggaa
cgctggtgca
gttcctegtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acccggttgg
gcatcgtctt

cactaacata

1800
1860
1920
1980
2040
2100
2160
2220
2225

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320



taa

<210>
<211>
<212>
<213>

<400>
Met Ala
1

Ser Ser

Pro Thr

Arg val
50

Ala Leu
65

Leu Phe

Glu ser

Lys Leu

ser Cys

130

Tyr Pro
145

Ile Pro

Ala Met

Lys Gly

Ser Gln

210

Ile His

18
440
PRT

Cucumis melo

18
Met

Tyr

GIn

35

cys

Gly

Gln

Met

val

115

Leu

Gly

Ile

Glu

Ile

195

Lys

Ile

Leu

Phe

20

Asn

Tyr

Leu

Asp

Glu

100

Leu

Ala

Phe

His

Glu

180

Met

Glu

val

ser

Phe

Pro

Asp

Arg

Tyr

85

Glu

Thr

Asp

Asp

Ile

Ile

ser

Thr

Gly

Ser

Phe

Ile

Ala

Pro

Met

Thr

Asn

Asp
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Lys

Trp

Gly

Leu

55

Asn

Gly

Arg

Gly

Gly

Asp

Ser

Glu

Asn

Se[

215

Glu

Ala

Gln

Ile

40

Asp

Gly

Leu

Gly

Ala

120

Glu

Leu

Ser

Gln

Pro

200

val

Ile

Gly

Glu

25

Ile

Glu

val

Pro

Asn

105

Thr

Ala

Lys

Asn

Ala

185

ser

val

Tyr

His

10

Tyr

Gln

Trp

ser

Ala

90

Lys

Ala

Phe

Trp

Ser

170

Gln

Asn

Asp

ser

Asp

Glu

Met

Met

Leu

75

Phe

Met

Ala

Leu

Thr

Pro

Phe

Ala

Pge p

Ser

Lys

Gly

Glu

60

Phe

Lys

Lys

Asn

val

140

Thr

Gln

Leu

Leu

Ala

220

Thr

His

Asn

Leu

45

Asn

Arg

LyS

Phe

Glu

125

Pro

Glu

Ile

Asn

val

Gly

Pro

30

Ala

Asn

Glu

Ala

Glu

110

Ile

Thr

val

Thr

Leu

190

Thr

Ala

Phe

Gln

15

TYyr

Glu

Pro

Leu

Leu

95

Met

Leu

Pro

Gln

Glu

175

Arg

Thr

Asn

Glu

Asn

His

Asn

Asp

Ala

80

val

Asn

Ile

Tyr

Ile

160

Ala

val

Leu

Ala

His

1323



225

Pro Lys

Trp Asp

Pro Gly

Asp Ala
290

Gln Tyr
305

Tyr Met

Glu Ser

Gly Leu

Phe Glu
370

Ile Asn
385

Phe Arg

Met His

Tyr Glu

<210>
<211>
<212>
<213>

<400>

tagatatata aatgtcactc taaattcccc
agcccctata ccaaccctaa aatatattcc
cactcacata tgatggcatc cttgtcttct

tcttcctact tctttggatt gcaagagtat

Phe

Arg

Phe

275

Ala

Phe

Gln

Ser

Phe

355

Glu

Ile

Met

Arg

Leu

435

19
2000
DNA

Arg

Ile

260

Arg

Thr

val

Glu

Leu

340

Cys

Glu

ser

Cys

Leu

420

ser

Thr

245

His

val

Lys

ser

Met

325

Arg

Trp

Met

Pro

Phe

405

LysS

Pro

230

val
Leu
™
Met
GIn
310
Lys
Gln
val
Glu
Gly
Ala

Thr

Thr
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Met

val

Met

Phe

295

Ile

Arg

Gly

Asp

Ile

375

Ser

Asn

Phe

Asn

Citrullus Tanatus

19

Asp

Tyr

Ile

280

Ser

val

Arg

Gly

Met

360

Trp

Ser

Met

Leu

Ile
440

235

Pro Asn Leu GIn Lys Phe Pro

ser

265

Tyr

Phe

Gly

Ile

val

345

Arg

Lys

Phe

Glu

Asn
425

250

Leu

ser

Cys

Asp

Arg

Arg

His

Thr

Glu
410

Ser

Ser

Asn

Leu

Glu

315

Lys

cys

Leu

Ile

Cys

395

His

Thr

aCacaadcac

tctcctatta

aaagctagcc

gagaaggacc
Pge p

Lys

ASp

val

300

Lys

Arg

Leu

Leu

Leu

380

sSer

Thr

Ser

acaaagattt caatatcaat
tctacctaca tattactgta
atgattctca tggacaaaat

cttatcaccc tattcaaaac

Asp

Leu

285

ser

Phe

Arg

Lys

Tyr

Glu

Phe

Pro

Leu

270

Ala

ser

Arg

Leu

Tyr

Glu

Pro

Lys

Leu
430

255

Gly

val

Gln

Gly

Met

335

Asn

Pro

val

Gly

val

415

Asn

240

Ile

Leu

val

Thr

Asn

320

Leu

ser

Gly

60
120
180
240



ccctcgggaa
gttggactac
ttatcaaatg
aaacgcggat
taatgaattt
tgattatgga
ttaaatgggt
atgctttggg
actatcatgg
aaagggctct
atatttgata
aaatttgaga
atatcttgtc
taaataaatt
aaatagaaaa
tacagaagtt
agcggcgatg
tatgattacg
ggtggtggat
cacagttttt
aatttgggac
ccgegtgggce
tagcttttgt
aaaatttcga
gttggagtcg
ttgttgggtg
ttggaagacg
ctctgaaccc
ggccatgcat
ctcccccact
<210>
<211>

<212>
<213>

20
1324
DNA

<400> 20

ttatacaaat
aaccattatt
acattgtagt
gcatcaaagt
tgtaaggttt
ttatggatta
tttgcaggta
attgagaaga
cttgccagct
tcaaattttc
aataataggc
tgaacaaact
ttgccgatcc
caataacttt
aataataagc
caaataattc
gaggaagcca
aacccatcca
ttcgctatag
gagcacccaa
cgaatccact
atgatttatt
ttagtttctt
ggcaattata
agtctccgac
gatatgaggc
attttgtatg
ggttggttta
cgtcttaaga

aaacgtataa
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gggtcttgcc
gttccttttg
cggttgaaat
aaaaccaaat
agttaacggt
tggttttgga
tgtcctgacc
aatggagtgt
tttaaaaagg
tttttctttc
gttggttgaa
ggtgctaacc
cggtgaagcg
ccaatatata
atatatatga
caatccattg
tggagcaagc
acccattagg
ccaatgcaat
agtttcgaac
tggtgtacag
caaacgacct
ctcaaacaca
tgcaggaaat
agggcggtgt
atcttttgaa
aggttgggat
gaatgtgctt

cctttctcaa

Citrullus lanatus

gaaaacaagg
tagtttaact
atattgagta
aaaaatatgt
ttcttttata
ggtagaaaat
ttttggatga
ctgagtttag
tacctagcct
ttttttattt
tcaatggaag
gctggtgcaa
ttcctegttce
aatcttctct
atgtaggttt
ttcgagttca
ccaaacattg
caccacattg
ccacatcgtg
tgtcatggac
cttgtccaaa
agcagtagtg
gtattttgtg
gaagcggagg
tagatgtttg
gtacccgagt
taatatctct
tgccaatatg

ctctacctca

Pge p

taattcttga
acacatggtc
attaagtaag
tacgtagcaa
tatgcttgtt
ttgattgtaa
gtggatggag
agaattagct
acaaccctag
atttgtttat
aaatacgagg
ctgctgccaa
ccactcctta
ttttattagt
gacagggact
aacagcttcc
aatttacgag
agccagaaag
agcgatgaga
ccgaacctac
gatctgggcc
gatgcggcta
tcgcaaattg
attcgaaaga
aaagggaatg
ttcgaagagg
cccggttegt
gaggaacaca

cctctcaatg

atgtaattaa
gaatcatttg
aaaaagatgt
ttaatttatt
atgatcacga
catgtgatat
aacaatccag
ctatttcaag
ttttattcat
tattgaaata
aaacaaaatg
tgaaatcctc
ctatccaggg
gcgtttgtga
taaaatggcg
aaatcacaga
tcaaagggat
agattaactc
tatattccgc
aaaaattccc
tacccgggtt
ccaaaatgtc
taggggatga
ggagattgat
cagggttgtt
aaatggagat
cttttcattg
ctttcaaggt

cctacgaact

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2000



atggcatcct
tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagce
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
cgacagggcg
aggcatcttt
tatgaggttg
tttagaatgt
aagacctttc
ataa

<210>
<211>
<212>
<213>
<400>

21
441

21

1

Ser Ser Tyr Phe Phe Gly Leu GIn Glu
20
Pro Ile GIn Asn Pro Ser Gly Ile Ile
35 40

Lys val Cys Pro Asp Leu Leu Asp Glu
50 55

PRT
Citrullus lanatus

tgtcttctaa
aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgccaa

tcaactctac
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agctagccat
gaaggaccct
aaacaaggta
attgagaaga
cttgccagcet
gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctctccecggt
tatggaggaa

ctcacctctc

Met Ala Ser Leu Ser Ser Lys Ala Ser
5

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcgtcttttc
cacactttca

aatgcctacg

His Asp
10

Tyr Glu

25

GIn Met

Trp Met

Pge p

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
cgttggttga
tggtgctaac
ccggtgaagce
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgegt
tgtctagctt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggtggccat

aactctcccc

ttcctacttc
ctcgggaatt
gtggatggag
agaattagct
atcaatggaa
cgctggtgca
gttcctegtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acccggttgg
gcatcgtctt

cactaaacgt

Ser His Gly GlIn Asn
15

Lys Asp Pro Tyr His
30

Gly Leu Ala Glu Asn

45

Glu Asn Asn Pro Asp

60

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1324



Ala

65

Leu

Glu

Lys

Ser

Tyr

145

Ile

Ala

Lys

ser

Ile

225

Pro

Trp

Pro

Asp

Gln

305

Tyr

Leu

Phe

Ser

Leu

Cys

130

Pro

Pro

Met

Gly

GIn

210

His

Lys

Asp

Gly

Ala

290

Tyr

Met

Gly
Gln
Met
val
115
Leu
Gly
i1e
Glu
Ile
195
Lys
Ile
Phe
Arg
Phe
275
Ala

Phe

Gln

Leu

Asp

Glu

100

Leu

Ala

Phe

His

Glu

180

Met

Glu

val

Arg

Ile

260

Arg

Thr

val

Glu

Arg
Tyr
85

Glu
Thr

Asp

Asp

Ile
Ile
Ser
Thr
245
His
val
Lys

Ser

Met
325
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Arg Asn Gly val Ser
70

His

Ala

Pro

Met

Thr

Asn

Asp

230

val

Leu

Gly

Met

Gln

310

Lys

Gly

Arg

Gly

Gly

Asp

Ser

Glu

Asn

Ser

Leu

Gly

Ala

120

Glu

Leu

ser

Gin

Pro

200

val

215

Glu

Met

val

Met

Ser

295

Ile

Arg

Ile

Asp

Tyr

Ile

280

Ser

val

Arg

Pro

Asn

105

Thr

Ala

Lys

Asn

Ala

185

Ser

val

Tyr

Pro

Ser

265

Tyr

Phe

Gly

Ile

Ala

90

Lys

Ala

Phe

Trp

Ser

170

G1In

Asn

Asp

ser

ASn

250

Leu

ser

Cys

ASp

Arg
330

Glu Phe Arg Glu Leu

75

Phe

Met

Ala

Leu

Thr

Pro

Phe

Ala

235

Leu

ser

AsSn

Leu

Glu

315

Lys

Pge p

Lys

Lys

Asn

val

140

Thr

Gln

Leu

Leu

Ala

220

Thr

Gln

Lys

Asp

val

300

Lys

Arg

Lys

Phe

Pro

Glu

Ile

Asn

val

Lys

Asp

Leu

285

Ser

Phe

Arg

Ala

Glu

110

Ile

Thr

val

Thr

Leu

190

Thr

Ala

Phe

Phe

Leu

270

Ala

Ser

Arg

Leu

Leu

95

Met

Leu

Pro

Gln

Glu

175

Arg

Thr

Asn

Glu

Pro

255

Gly

val

Gln

Gly

Met
335

Ala

80

val

Asn

Ile

Tyr

Ile

160

Ala

val

Leu

Ala

His

240

Ile

Leu

val

Thr

Asn

320

Leu



Glu Ser Ser

Gly Phe

355

Leu

Glu Glu

370

Phe

Ile Ile

385

Asn

Phe Arg Met

Met His Arg

Tyr Glu Leu

435

<210>
<211>
<212>
<213>

<400> 22
Ccaaagatttc

22
1959
DNA

tacctacata
gattctcatg
tatcacccta
attcttgaat
acatggtcga
taagtaagaa
cgtagcaatt
tgcttgttat
gattgtaaca
ggatggagaa
aattagctct
aaccggagtt
tatgaattat
aaatacgadg

ctgctgccaa

Leu

Arg
340

Cys Trp
Glu Met
Ser

Pro

Phe
405

Cys

Leu
420

Lys

sSer Pro

aatatcaata
ttactgtaca
gacaaaattc
ttcaaaaccc
gtaattaagt
atcatttgtt
aaagatgtaa
aatttattta
gatcacgatg
tgtgatattt
caatccagat
atttcaagac
ttattcataa
tattgaaata
aaacaaaatg

tgaaatcctc

Gln

val

Glu

Thr

Thr

06-03-2012 listage séquences_ST25

Met
360

Asp

Ile
375

Trp
Ser Ser
Asn Met
Phe

Leu

LysS

Luffa acutangula

gtcctatacc
ctcacatatg
ttcctacttc
ctcgggaatt
tggactacaa
atcaaatgac
acgcggatgc
atgaattttg
attatggatt
aaatgggttt
gctttgggat
tatcatggct
agggctcttc
atatttgata
aaatttgaga

atatcttgtc

Arg His Leu

Lys Thr Ile

Phe His Cys

395

Glu His

410

Glu

Asn Ser Thr

425

Ile

aaccctaaaa
atggcatcct
tttggattgc
atacaaatgg
ccattattgt
attgtagtcg
atcaaagtaa
taaggtttag
atggattatg
tgcaggtatg
tgagaagaaa
tgccagctct
aaaattcatt
aataataggc
tgaacaaact

ttgccgatcc

Pge p

Gly Gly val Arg Cys Leu Lys Gly Asn
345 350

Leu Lys

365

TYyr

Leu Glu

380

Tyr

Ser Glu Pro

Thr Phe Lys

Leu
430

ser Pro

tatattcctc
tgtcttctaa
aagagtatga
gtcttgccga
tccttttgta
gttgaaatat
aaccaaataa
ttaacggttt
gttttggagg
tcctgacctt
tggagtgtct
taaaaaggta
tcatcctcac
gttggttgaa
ggtgctaacc

cggtgaagcg

Ala

Pro Ser

val Gly

Gly

val
415

Asn

tcctattatc
agctagccat
gaaggaccct
aaacaaggta
gtttaactac
attgagtaat
aaatatgtta
cttttatata
tagaaaattt
ttggatgagt
gagtttagag
cctagcctac
ataatgttag
tcaatggaag
gctggtgcaa

ttcctegttc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



ccactcctta
ttttattagt
gacagggact
aacagcttcc
aatttacgag
agccagaaag
agcgatgaga
ccgaacctac
gatctgggcc
gatgcggcta
tcgcaaattg
attcgaaaga
aaagggaatg
ttcgaagagg
cccggcetcat
gaggagcaca
tctctcaacg
<210> 23

<211>
<212>
<213>

<400> 23
atggcatcct

DNA

tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagc
tccaacccat
atagccaatg
ccaaagtttc

cacttggtgt

1323

ctatccaggg
gcgtttgtga
taaaatggcg
aaatcacaga
tcaaagggat
agattaactc
tatattccgce
aaaaattccc
tacccgggtt
ccaaaatgtc
taggggatga
ggagattgat
cagggttgtt
aaatggagat
cttttcattg
ctttcaagga

gccatgaact

tgtcttctaa
aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat

acagcttgtc
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taaataaatt
aaatagaaaa
tacagaagtt
agcggcgatg
tatgattacg
ggtggtggat
cacagttttt
aatttgggac
ccgcgtggge
tagcttttgt
aaaatttcga
gttggagtcg
ttgttgggtg
ttggaagacg
ctctgaacct
ggccatgcat

ctcccccact

Luffa acutangula

agctagccat
gaaggaccct
aaacaaggta
attgagaaga
cttgccagct
gaaatttgag
catatcttgt
gtttgacagg
ttcaéacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac

caaagatctg

caataacttt
aataataagc
caaataattc
gaggaagcca
aacccatcca
ttcgctatag
gagcacccaa
cgaatccact
atgatttatt
ttagtttctt
ggcaattata
agtctccgac
gatatgaggc
attttgtatg
ggttggttca
cgtcttaagg

aacgtataa

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
cttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat

ggcctacccg
Pge p

ccaatatata
atatatatga
caatccattg
tggagcaagc
acccattagg
ccaatgcaat
agtttcgaac
tggtgtacag
caaacgacct
ctcaaacaca
tgcaggaaat
agggcggtgt
atcttttgaa
aggttgggat
gaatgtgctt

cctttctcaa

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
cgttggttga
tggtgctaac
ccggtgaagce
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg

ggttccgegt

aatcttctct
atgtaggttt
ttcgagttca
ccaaacattg
caccacattg
ccacatcgtg
tgtcatggac
cttgtccaaa
agcagtagtg
gtattttgtg
gaagcggagg
tagatgtttg
gtacccgagt
taatatctcc
tgctaatatg

ctctacctca

ttcctacttc
ctcgggaatt
gtggatggag
agaattagct
atcaatggaa
cgctggtgea
gttcctcgtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc

gggcatgatt

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1959

60
120
180
240
300
360
420
480
540
600
660
720
780
840



tattcaaacg
tcttctcaaa
tatatgcagg
cgacagggcg
aggcatcttt
tatgaggttg
ttcagaatgt
aaggcctttc
taa

<210>
<211>
<212>
<213>
<400>

24
440
PRT

24

Met Ala Ser
1

Ser Ser Tyr

Gln
35

Pro Ile

val
50

LysS Cys

Ala
65

Leu Gly

Leu Phe Gln

Glu Ser Met

val
115

Lys Leu

Ser Cys Leu

130

Tyr Pro Gly

145

Ile Pro Ile

acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgctaa

tcaactctac

tuffa acutangula

Leu Ser Ser
5

Phe Phe

20

Gly

Asn Pro Ser

Pro Asp Leu

Leu Arg Arg

70

Asp Tyr His

85

Glu Glu Ile

100

Leu Thr Ala

Ala Asp Pro

Phe

Asp

His Cys

Lys

Leu

Gly

Leu

55

AsSn

Gly

Arg

Gly

Gly

Asp

Sser

agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctccececggce
tatggaggag

ctcatctctc

Ala

Gln

Ile

40

Asp

Gly

Leu

Gly

Ala

120

Glu

Leu

Ser

gctaccaaaa
attgtaggag
aagaggagat
aatgcagggt
gaggaaatgg
tcatcttrttc
cacactttca

aacggccatg

His
10

ser ASp

Glu Glu

25

Tyr

ITe Gln Met

Glu Trp Met

Glu
75

val Ser

Ala
90

Pro Leu

Asn
105

Lys Met

Thr Ala Ala

Ala Phe Leu

Lys Trp Arg

155

Ser Phe
Pge p

Asn

tgtctagectt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggaggccat

aactctcccc

Ser Gly

Pro
30

Lys Asp

Leu Ala

45

Gly

Glu
60

Asn Asn

Phe Arg Glu

Lys Lys Ala

Glu
110

Lys Phe

Glu Ile

125

Asn

val Thr

140

Pro

Thr Glu val

Gln Ile Thr
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ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acctggttgg
gcatcgtctt

cactaacgta

Gln
15

Asn
Tyr
Glu Asn
Pro

Asp

Ala
80

Leu

Leu val

95

Met Asn
Leu
Pro

Tyr

Ile
160

Gln

Glu Ala

900

960
1020
1080
1140
1200
1260
1320
1323



Ala

Lys

Ser

Ile

225

Pro

Trp

Pro

Asp

Gln

305

Tyr

Glu

Gly

Phe

Ile

385

Phe

Met

His

Met

Gly

GlIn

210

His

Lys

Asp

Gly

Ala

290

Tyr

Met

ser

Leu

Glu

370

AsSn

Arg

His

Glu

Glu
Ile

195

Lys

Phe

Arg

Phe

275

Ala

Phe

GIn

ser

Phe

355

Glu

Met

Arg

Leu

Glu

180

Met

Glu

val

Arg

Ile

260

Arg

Thr

val

Glu

Leu

340

Cys

Glu

ser

Cys

Leu

420

Ser

165

Ala

Ile

Ile

ser

Thr

245

His

val

Lys

ser

Met

325

Arg

Trp

Met

Pro

Phe

405

Lys

Pro

Met

Thr

Asn

Asp

val

Leu

Gly

Met

GIn

310

Lys

GIn

val

Glu

Gly

Ala

Ala

Thr

06-03-2012 1is%$ge séquences_ST25
17

175

Glu GIn Ala Gln Thr Leu Asn Leu Arg

Asn

Ser

215

Glu

Met

val

Met

Ser

295

Ile

Arg

Gly

Asp

Ile

375

ser

Asn

Phe

Asn

Pro

200

val

Ile

Asp

Tyr

Ile

280

Ser

val

Arg

Gly

Met

360

Trp

ser

Met

Leu

val

185

Ser

val

Tyr

Pro

ser

265

Tyr

Phe

Gly

Ile

val

345

Arg

Lys

Phe

Glu

Asn
425

Asn Pro

Asp Phe

ser Ala

235

Asn Leu

250

Leu Ser

sSer Asn

Cys Leu

Asp Glu

315

Arg Lys

Arg Cys

His Leu

Thr Ile

His Cys

395

Glu His
410

ser Thr

Pge p

Leu

Ala

220

Thr

Gln

Lys

Asp

val

300

Lys

Arg

Leu

Leu

Leu

380

Ser

Thr

Ser

val

Lys

ASp

Leu

285

Ser

Phe

Arg

Lys

Tyr

Glu

Phe

Ser

190

Thr

Ala

Phe

Phe

Leu

270

Ala

ser

Arg

Leu

Gly

Tyr

Glu

Pro

Lys

Leu
430

Thr

Asn

Glu

Pro

255

Gly

val

Gln

Gly

Met

335

Asn

Pro

val

Gly

Glu

415

Asn

val

Leu

Ala

His

240

Ile

Leu

val

Thr

Asn

320

Leu

Ser

Gly

Gly



435

<210>
<211>
<212>
<213>

<400> 25
acacacaaag

25
1963
DNA

ttatctacct
gccatgattc
acccttatca
aggtaattct
actacacatg
gtaattaagt
tgttacgtag
atatatgctt
aatttgattg
tgagtgaatg
tagagaatta
cctacaaccg
atttatttgt
gaagaaatac
gcaactgctg
gttcccactc
ctctttttat
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg

gagtttcgaa

atttcaatat
acatattact
tcatggacaa
ccctattcaa
tgaatgtaat
gtcgaatcat
aagaaaaaga
caattaattt
gttatgatca
taacatgtga
gagaacaatc
gctctatttc
gtagttttat
ttattattga
gaggaaacaa
ccaatgaaat
cttactatcc
tagtgcgttt
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt

gaggaaatgg
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440

Lagenaria siceraria

caatagtcct
gtacactcac
aattcttcct
aacccctcgg
taagttggac
ttgttatcaa
tgtaaacgcg
atttaatgaa
cgatgattat
tatttaaatg
cagatgcttt
aagactatca
tcataaaggg
aataatattt
aatgaaattt
cctcatatct
agggtaaata
gtgaaaatag
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgegt
tgtctagctt
atgaaaaatt
tgatgttgga
tgttttgttg

agatttggaa

ataccaaccc
atatgatggc
acttctttgg
gaattataca
tacaaccatt
atgacattgt
gatgcatcaa
ttttgtaagg
ggattatgga
ggttttgcag
gggattgaga
tggcttgcca
ctcttcaaat
gataaatéat
gagatgaaca
tgtcttgecg
aattcaataa
aaaaaataat
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg

gacgattttg
Pge p

taaaatatat
atccttgtct
attgcaagag
aatgggtctt
attgttcctt
agtcggttga
agtaaaacca
tttagttaac
ttatggtttt
gtatgtcctg
agaaatggag
gcttttaaaa
tttctttttc
aggcgttggt
aactggtgct
atcccggtga
ctttccaata
aagcatatat
attccaatcc
gccatggagce
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
cgacagggcg
aggcatcttt

tatgaggttg

tcctctecta
tctaaagcta
tatgagaagg
gccgaaaaca
ttgtagttta
aatatattga
aataaaaata
ggtttctttt
ggaggtagaa
accttttgga
tgtctgagtt
aggtacctag
tttcttrttt
tgaatcaatg
aaccgctggt
agcgttcctc
tataaatctt
atgaatgtag
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc

ggattaatat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
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ctcccccgge tcatcttttc attgctctga

tatggaggag cacactttca aggaggccat

ctcatctctc aacggccatg aactctcccc

<210>
<211>
<212>
<213>

<400>

26
DNA

26

1323

Lagenaria siceraria

atggcatcct tgtcttctaa agctagccat

tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagce
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
€gacagggcg
aggcatcttt
tatgaggttg
ttcagaatgt
aaggcctttc
taa

27

440
PRT

<210>
<211>
<212>
<213>

<220>

aagagtatga
gtcttgccga
atgctttggg
actatcatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgctaa

tcaactctac

gaaggaccct
aaacaaggta
attgagaaga
cttgccagct
gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgcg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctccecceggce
tatggaggag

ctcatctctc

Lagenaria siceraria

acctggttgg
gcatcgtctt

cactaacgta

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcatcttttc
cacactttca

aacggccatg

Pge p

ttcagaatgt
aaggcctttc

taa

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
cgttggttga
tggtgctaac
ccggtgaagce
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgegt
tgtctagctt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggaggccat

aactctcccc

gctttgctaa

tcaactctac

ttcctacttc
ctcgggaatt
gtgaatggag
agaattagct
atcaatggaa
cgctggtgca
gttcctegtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acctggttgg
gcatcgtctt

cactaacgta

1860
1920
1963

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1323



<221>
<222>
<223>

<400>

Met Ala
1

sSer Ser

Pro Ile

Lys val
50

Ala Leu
65

Leu Phe

Glu Ser

Lys Leu

ser Cys

Tyr Pro

145

Ile Pro

Ala Met

Lys Gly

Ser Gln

210

ITe His
225

Pro Lys

misc_feature
(58)..(58)

Xaa can be any naturally occurring amino acid

27

Ser

Tyr

GIn

35

Cys

Gly

Gln

Met

val

115

Leu

Gly

Ile

Glu

Ile

195

Lys

Ile

Phe

Leu

Phe

20

Asn

Pro

Leu

Asp

Glu

100

Leu

Ala

Phe

His

Glu

180

Met

Glu

val

Arg
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ger Ser Lys Ala

Phe

Pro

Asp

Arg

Tyr

85

Glu

Thr

Asp

Asp

Cys

165

Ala

Ile

Ile

Ser

Thr
245

Gly

Ser

Leu

Arg

70

His

Ile

Ala

Pro

Met

Thr

Asn

230

val

Leu

Gly

Leu

55

Asn

Gly

Arg

Gly

Gly

Asp

ser

Glu

Asn

ser

215

Glu

Met

Gln

Ile

40

Asp

Gly

Leu

Gly

Ala

120

Glu

Leu

ser

GlIn

Pro

200

val

ASp

Ser

Glu

25

Ile

Glu

val

Pro

Asn

105

Thr

Ala

Lys

Asn

Ala

185

ser

val

Tyr

Pro

His Asp
10

Tyr Glu
Gln Met
Xaa Met
ser Glu

75

Ala Phe
90

Lys Met
Ala Ala
Phe Leu
Trp Arg
1

Ser Phe
170

Gln Thr
Asn Pro
Asp Phe
ser Ala

235

Asn Leu
250

Pge p

Ser

Lys

Gly

Glu

60

Phe

Lys

Lys

Asn

val

140

Thr

Gln

Leu

Leu

Ala

220

Thr

GIn

His

ASp

Leu

45

Asn

Arg

Lys

Phe

Glu

125

Pro

Glu

Ile

Asn

val

Lys

Gly

Pro

30

Ala

Asn

Glu

Ala

Glu

110

Ile

Thr

val

Thr

Leu

190

Thr

Ala

Phe

Phe

GlIn

15

TYyr

Glu

Pro

Leu

Leu

95

Met

Leu

Pro

Gln

Glu

175

Arg

Thr

Asn

Glu

Pro
255

Asn

His

Asn

Asp

Ala

80

val

Asn

Tyr

Ile

160

Ala

val

Leu

Ala

His

240

Ile



Trp Asp Arg

Phe
275

Pro Gly

Ala Ala

290

Asp

GlIn Phe

305

TYyr

Tyr Met Gln

Glu Ser Ser

Phe
355

Gly Leu

Glu Glu

370

Phe

Ile Ile

385

Asn

Phe Arg Met

Met His Arg

Glu Leu

435

His

<210>
<211>
<212>
<213>

<400>

28
1961
DNA

28

aaccacaaag atttcaatat

ttatctacct
gccatgattc
acccttatca
aggtaattct

actacacatg

Ile His

260

Arg val

Thr

Lys

val ser

Leu

Gly

Met

Gln
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Ile
280

Met

Ser Ser

295

Ile val

310

Glu Met

325

Leu
340

Arg
Cys Trp
Glu Met
Ser

Pro

Phe
405

Cys

Leu
420

Lys

Ser Pro

acatattact
tcatggacaa
ccctattcaa
tgaatgtaat

gtcgaatcat

Lys

Gln

val

Glu

Gly

Ala

Ala

Thr

Arg Arg

Gly Gly

Met
360

Asp

Ile
375

Trp
Ser Ser
Asn Met
Phe

Leu

val
440

Asn

Momordica charentia

caatagtcct
gtacactcac
aattcttcct
aacccctcgg
taagttggac

ttgttatcaa

265

Tyr Ser Asn

Phe Cys Leu

Glu
315

Gly Asp

Ile

Lys

val
345

Arg Cys

Arg His Leu

Lys Thr Ile

Phe His

395

Glu His

410

Glu

Asn Thr

425

Ser

ataccaaccc
atatgatggc
acttctttgg
gaattataca
tacaaccatt

atgacattgt

Pge p

val Tyr Ser Leu Ser Lys Asp Leu Gly
270

Asp Leu Ala

285

val
300

Ser Ser

Lys Phe Arg

Arg Arg Leu

Leu Lys

Leu Tyr

Leu Glu

380

Tyr

Ser Glu Pro

Thr Phe Lys

Ser Ser Leu

430

taaaatatat
atccttgtct
attgcaagag
aatgggtctt
attgttcctt

agtcggttga

Leu

val val

GIn Thr

Gly Asn

320

Met
335

Leu

Asn Ala

Pro Ser

val Gly

Gly Trp

Glu Ala

415

Asn Gly

tcctctccta
tctaaagcta
tatgagaagg
gccgaaaaca
ttgtagttta

aatatattga

60
120
180
240
300
360



gtaattaagt
tgttacgtag
atatatgctt
aatttgattg
tgagtggatg
tagagaatta
cctacaaccc
atttgtttac
agaaatacga
aactgctgcec
tcccactcct
ctttttatta
ttgacaggga
caaacagctt
tgaatttacg
tgagccagaa
tgagcgatga
acccgaacct
aagatctggg
tggatgcggce
tgtcgcaaat
ggattcgaaa
tgaaagggaa
gtttcgaaga
cccceggetc
tggaggagca
catctctcaa
<210>
<211>
<212>
<213>
<400>

29
1323
DNA

29

aagaaaaaga
caattaattt
gttatgatca
taacatgtga
gagaacaatc
gctctatttce
tagttttatt
tattgaagta
ggaaacaaaa
aatgaaatcc
tactatccag
gtgcgtttgt
cttaaaatgg
ccaaatcaca
agtcaaaggg
agagattaac
gatatattcc
acaaaaattc
cctacccggg
taccaaaatg
tgtaggggat
gaggagattg
tgcagggttg
ggaaatggag
atcctttcat
cactttcaag

cggccatgaa
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tgtaaacgcg
atttaatgaa
cgatgattat
tatttaaatg
cagatgcttt
aagactatca
cataaagggc
datataaataa
tgaaatttga
tcatatcttg
ggtaaataaa
gaaaatagaa
cgtacagaag
gaagcggcga
attatgatta
tcggtggtyg
gccacagttt
ccaatttggg
ttccgegtgg
tctagctttt
gaaaaatttc
atgttggagt
ttttgttggg
atttggaaga
tgctctgaac
gaggccatgc

ctctccccca

Momordica charentia

atggcatcct tgtcttctaa agctagccat

tttggattgc aagagtatga gaaggaccct

atacaaatgg gtcttgccga aaacaaggta

aacaatccag atgctttggg attgagaaga

gatgcatcaa
ttttgtaagg
ggattatgga
ggttttgcag
gggattgaga
tggcttgcca
tcttcaaatt
taaataatag
gatgaacaaa
tcttgccgat
ttcaataact
aaaataataa

ttcaaataat

ttgagcaccc
accgaatcca
gcatgattta
gtttagtttc
gaggcaatta
cgagtctccg
tggatatgag
cgattttgta
ctggttggtt
atcgtcttaa

Cctaacgtata

gattctcatg
tatcacccta
tgtcctgacc

aatggagtgt
Pge p

agtaaaacca
tttagttaac
ttatggtttt
gtatgtcctg
agaaatggag
gcttttaaaa
ttcttttctt
gtgttggttg
ctggtgctaa
cccggtgaag
ttccaatata
gcatatatat

tccaatccat

3

aauy w -~ -

cttggtgtac
ttcaaacgac
ttctcaaaca
tatgcaggaa
acagggcggt
gcatcttttg
tgaggttggg
cagaatgtgc
ggcctttctc

d

gacaaaattc
ttcaaaaccc
ttttggatga

ctgagtttag

aataaaaata
ggtttctttt
ggaggtagaa
accttttgga
tgtctgagtt
aggtacctag
tcttttattt
aatcaatgga
ccgectggtgce
cgttcctcgt
taaatcttct
gaatgtaggt
tgttcgagtt

-=~a3acat

/3

agcttgtcca
ctagcagtag
cagtattttg
atgaagcgga
gttagatgtt
aagtacccga
attaatatct
tttgctaata

aactctacct

ttcctacttc
ctcgggaatt
gtggatggag

agaattagct

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
,60
320
380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1961

60
120
180
240



ctatttcaag
gaaatacgag
actgctgcca
cccactcctt
attccaatcc
gccatggagc
tccaacccat
atagccaatg
ccaaagtttc
cacttggtgt
tattcaaacg
tcttctcaaa
tatatgcagg
<gacagggcg
aggcatcttt
tatgaggttg
ttcagaatgt
aaggcctttc
taa

<210>
<211>
<212>
<213>
<400>

30
440
PRT

-30

Met Ala Ser
1

ser Ser Tyr

Gln
35

Pro

val
50

Lys Cys

Ala
65

Leu Gly

Leu Phe Gln

actatcatgg
gaaacaaaat
atgaaatcct
actatccagg
attgttcgag
aagcccaaac
taggcaccac
caatccacat
gaactgtcat
acagcttgtc
acctagcagt
cacagtattt
aaatgaagcg
gtgttagatg
tgaagtaccc
ggattaatat
gctttgctaa

tcaactctac

Leu

Phe Phe

20

Asn Pro

Pro Asp
Leu

Arg

Asp Tyr

Ser Ser
5

Gly
Ser
Leu
Arg

70

His
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cttgccaget
gaaatttgag
catatcttgt
gtttgacagg
ttcaaacagc
attgaattta
attgagccag
cgtgagcgat
ggacccgaac
caaagatctg
agtggatgceg
tgtgtcgcaa
gaggattcga
tttgaaaggg
gagtttcgaa
ctccececeggce
tatggaggag
ctcatctctc

Momordica charentia

Lys Ala

Gln

Leu

Ile
40

Gly

Leu
55

Asp
Gly

Asn

Gly Leu

tttaaaaagg
atgaacaaac
cttgccgatc
gacttaaaat
ttccaaatca
cgagtcaaag
aaagagatta
gagatatatt
ctacaaaaat
ggcctacccg
gctaccaaaa
attgtagggg
aagaggagat
aatgcagggt
gaggaaatgg
tcatcctttc
cacactttca

aacggccatg

His
10

ser Asp

Glu Glu

25

Tyr

Ile GIn Met

Glu Trp Met

Glu
75

val ser

Ala Phe
Pge p

Pro

tgttggttga
tggtgctaac
ccggtgaagce
ggcgtacaga
cagaagcggc
ggattatgat
actcggtggt
ccgccacagt
tcccaatttg
ggttccgegt
tgtctagctt
atgaaaaatt
tgatgttgga
tgttttgttg
agatttggaa
attgctctga
aggaggccat

aactctcccc

Ser His Gly

Pro
30

Lys Asp

Gly Leu Ala

45

Glu
60

Asn Asn

Phe Arg Glu

Lys Lys val

atcaatggaa
cgctggtgea
gttcctcgtt
agttcaaata
gatggaggaa
tacgaaccca
ggatttcgct
ttttgagcac
ggaccgaatc
gggcatgatt
ttgtttagtt
tcgaggcaat
gtcgagtctc
ggtggatatg
gacgattttg
acctggttgg
gcatcgtctt

cactaacgta

Gln
15

Asn
Tyr His
Glu Asn
Pro

Asp

Ala
80

Leu

Leu val

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1323



Glu

Lys

ser

Tyr

145

Ile

Ala

Lys

ser

Ile

225

Pro

Trp

Pro

Asp

Gln

305

Tyr

Glu

Gly

Ser

Leu

cys

Pro

Pro

Met

Gly

Gln

210

His

Lys

Asp

Gly

Ala

290

Tyr

Met

Ser

Leu

Met

val

115

Leu

Gly

Ile

Glu

Ile

195

Lys

Phe

Arg

Phe

275

Ala

Phe

Glin

Ser

Phe

Glu

100

Leu

Ala

Phe

His

Glu

180

Met

Glu

val

Arg

Ile

260

Arg

Thr

val

Glu

Leu

340

cys

85

Glu

Thr

Asp

Asp

165

Ala

Ile

Ile

Ser

Thr

245

val

Lys

Ser

Met

325

Arg

Trp

Ile

Ala

Pro

Met

Thr

Asn

Leu

Gly

Met

Gln

310

Lys

Gln

val
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90 95

Arg Gly Asn

Gly

Gly

Asp

Ser

Glu

Asn

Ser

215

Glu

Met

val

Met

ser

295

Ile

Arg

Gly

ASp

Ala

120

Glu

Leu

Ser

GIn

Pro

200

val

Ile

Asp

Tyr

Ile

280

Ser

val

Arg

Gly

Met

105

Thr
Ala
Lys
Asn
Ala
185
ser
val
Tyr
Pro
ser
265
Tyr
Phe
Gly
Ile
val

345

Arg

Lys Met Lys Phe Glu Met

Ala Ala

Phe Leu

Trp Arg

Ser Phe
170

Gln Thr

Asn Pro

Asp Phe

Ser Ala
235

Asn Leu
250

Leu Ser

Ser Asn

Cys Leu

Asp Glu
315

Arg Lys
330

Arg Cys

His Leu
Pge p

Asn

val

140

Thr

Gln

Leu

Leu

Ala

220

Thr

Gln

Lys

Asp

val

300

Lys

Arg

Leu

Leu

Glu

125

Pro

Glu

Ile

Asn

val

Lys

ASD

Leu

285

Ser

Phe

Arg

Lys

Lys

110

Ile

Thr

val

Thr

Leu

190

Thr

Ala

Phe

Phe

Leu

270

Ala

Ser

Arg

Leu

Gly

Tyr

Leu

Pro

Gln

Glu

175

Arg

Thr

Asn

Glu

Pro

255

Gly

val

Gln

Gly

Met

335

Asn

Pro

Asn

Ile

Tyr

Ile

160

Ala

val

Leu

Ala

His

240

Ile

Leu

val

Thr

Asn

320

Leu

Ala

Ser



355

Phe Glu Glu
370

Ile Asn Ile
385

Phe Arg Met

Met His Arg
His Glu Leu
435
<210> 31
<211> 1869
<212> DNA
<213> Cucu
<220>
<221> misc
<222> (763
<223> n =
<220>
<221> misc
<222> (798
<223> n =
<220>
<221> misc
<222> (801
<223> n =
<220> )
<221> misc
<222> (160
<223> n =
<220>
<221> misc
<222> (170
<223> n =
<400> 31
aaatgtcact
ccaaccctaa
tgatggcatc
tctttggatt
ttatacaaat
aaccattatt
acattgtagt

Glu Met

ser Pro

Gly Ser
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360

375

390

Phe
405

Cys

Leu
420

LysS

ser Pro

rbita pepo

_feature
)..(765)
a, t, g or

_feature
)..(799)
a, t, g or

_feature
)..(1068)
a, t, g or

_feature

4)..(1605)
a, t, g or

_feature

4)..(1869)
a, t, g or
ctaaattccc
aatatattcc
cttgtcttct
gcaagagtat
gggtcttgcc
gttccttttg

cggttgaaat

Ala Asn

Ala Phe

Thr Asn

val
440

cacacaaaca
tctcctatta
aaagctagcc
gagaaggacc
gaaaacaagg
tagtttaact

atattgagta

410

25

cacaaagatt
tctacctaca
atgattctca
cttatcaccc
taattcttga
acacatggtc

attaagtaag
Pge p

380

tcaatatcaa
tattactgta
tggacaaaat
tattcaaaac
atgtaattaa
gaatcatttg

aaaaagatgt

Glu Ile Trp Lys Thr Ile Leu Tyr Glu val Gly

Ser Phe His Cys Ser Glu Pro Gly Trp

400

Met Glu Glu His Thr Phe Lys Glu Ala

415

Leu Asn Ser Thr Ser Ser Leu Asn Gly
430

tagtcctata
cactcacata
tcttcctact
ccctcgggaa
gttggactac
ttatcaaatg

aaacgcggat

60
120
180
240
300
360
420



gcatcaaagt
tgtaaggttt
ttatggatta
tttgcaggta
attgagaaga
cttgccagct
caaatttctt
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
attattcaat
caggtttgac
gagttcaaac
aaagctgaat
tacaatgagc
cattgtaagc
aatggacgat
gtccaaggat
agtggtggct
cttgctgtct
gagacggatc
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnn

<210> 32

<211>

<212>
<213>

DNA

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223> n =

n =

1245

aaaaccaaat
agttaacggt
tggttttgga
tgtcctgacc
aatggagtgt
tttaaaaagg
tctttttnnc
nannnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nannnnnnnn
aaggttgctc
cgggacctaa
gggttcagaa
ctacgagtga
cggaacgagc
gacgagatat
agcctaaaaa
ctgggcctac
gcggctacca
caaattctgg
cggaagagga

nnnnnnnnnn

nnnnnnnnnn

Cucurbita pepo

misc_feature
(280)..(534)

a, t, g or

misc_feature
(995)..(996)

a, t, g or
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aaaaatatgt
ttcttttata
ggtagaaaat
ttttggatga
ctgagtttag
tacctagcct
nnnnnnnnnn
nnnnnnnnnn
nnnnnnRnNnn
nnnnnnnnnn
nnannnnnnn
tagtgtaagt
aatggcgtac
tcacagcagc
agggggtttt
tgaatttagt
attccgccac
aatcctcaat
ccgggttccg
aaatgtcaag
gggacgagaa
aagnnnnnnn
nnnnnnnnnn

nonnnnnnnn

tacgtagcaa
tatgcttgtt
ttgattgtaa
gtggatggag
agaattagct
acaaccctag
nnnnnnnnnn
nAnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
gcttcataat
gcatgttcaa
ggccatggag
aatcacgaac
ggtggatttc
agtttatgag
atgggaccga
agtaggtatg
cttcggtctg
attccgaagg
nnnnnnnnnn
nnnnnnnnnn

nnnnnnnnnn

Pge p

ttaatttatt
atgatcacga
catgtgatat
aacaatccag
ctatttcaag
ttnnntcata
nnnnnnnnnn
nnnnnnnnnn
nnnAnnAnnn
nnnnnnnnnn
nnnnnnnnga
aacacgtgga
ataattccaa
gaggccatgg
ccatcaaacc
gccaaagcca
accccaaagt
atccacgtgg
atttattcaa
gtgnngtctc
aattacatgg
nnnAnnnnnn
nnnnAnnnnn

nnnnnnnnnn

taatgaattt
tgattatgga
ttaaatgggt
atgctttggg
actatcatgg
aagggctctt
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
gtaaaagaca
ttcgaaagag
ttcactgttg
aacgagccga
cattgggcac
aaggaatcca
tcagaaccat
tttacagcct
acaacccgaa
agacgcagta
aggaaacgaa
nnnnnnnnnn
nnnnnnnnnn

nnnnnnnnnn

480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1869



<220>
<221>
<222>
<223> n =

<400> 32
atggcatcct

tttggattgc
atacaaatgg
aacaatccag
ctatttcaag
nnnnnnnnnn
nnnnnnnnnn
nnnhnnnhnnn
nnnnnnnnnn
ccgggaccta
cgggttcaga
tctacgagtg
ccggaacgag
cgacgagata
tagcctaaaa
tctgggecta
tgcggetacc
tcaaattctg
ccggaagagg
nnnnnnnnnn
nnnnnnnnnn
<210>
<211>

<212>
<213>

33
558
PRT

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400> 33

misc_feature
(1094) ..(1245)

a, t, g or

tgtcttctaa
aagagtatga
gtcttgccga
atgctttggg
actatcatgg
nannnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
aaatggcgta
atcacagcag
aagggggttt
ctgaatttag
tattccgcca
aaatcctcaa
cccgggttcc
aaaatgtcaa
ggggacgaga
aaagnnnnnn
nannnnnnnn

nnnnnnnnnn

Cucurbita pepo

MISC_FEATURE
(94)..@372)
X=G, P, A, V, L, I, M, C, F, Y, W,

MISC_FEATURE
(526)..(526)
X=6, P, A, V, L, I,
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agctagccat
gaaggaccct
aaacaaggta
attgagaaga
cttgccagct
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
cgcatgttca
cggccatgga
taatcacgaa
tggtggattt
cagtttatga
tatgggaccg
gagtaggtat
gcttcggtct
aattccgaag
nnnnnnnnnn
nnnnnnnnnn

nnnnnnnnnn

gattctcatg
tatcacccta
tgtcctgacc
aatggagtgt
tttaaaaagn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
aataattcca
ggaggccatg
cccatcaaac
cgccaaagcc
gaccccaaag
aatccacgtg
gatttattca
ggtgnngtct
gaattacatg
nnnnnnnnnn
nnnnnnnnnn

nnnnnnnnnn

M' C! F) Y’ w,

Met Ala Ser Leu Ser Ser Lys Ala Ser His Asp

Pge p

gacaaaattc
ttcaaaaccc
ttttggatga
ctgagtttag
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnAnnnnNNnn
attcactgtt
gaacgagccg
ccattgggca
aaaggaatcc
ttcagaacca
gtttacagcc
aacaacccga
cagacgcagt
gaggaaacga
nnnnnnnnnn
nnnnnnnnnn

nnnnn

H! K’ R! Q'

H, K’ R’ Q1

ttcctacttc
ctcgggaatt
gtggatggag
agaattagct
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnnnnnnnn
nnnngtttga
ggagttcaaa
aaaagctgaa
ctacaatgag
acattgtaag
taatggacga
tgtccaagga
aagtggtggc
acttgctgtc
agagacggat
nnnnnnnnnn

nnnnnnnannn

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1245

N, E, D, Sor T

N, E, D, Sor T

Ser His Gly GIn Asn



ser

Pro

Lys

Ala

65

Leu

Xaa

Xaa

Xaa

Xaa

145

Xaa

Xaa

Xaa

Xaa

Xaa

225

Xaa

Xaa

Xaa

Ser

Ile

val

50

Leu

Phe

Xaa

Xaa

Xaa

130

Xaa

Xaa

Xaa

Xaa

Xaa

210

Xaa

Xaa

Xaa

Xaa

Tyr

Gln

35

Cys

Gly

Gln

Xaa

Xaa

115

Xaa

Xaa

Xaa

Xaa

Xaa

195

Xaa

Xaa

Xaa

Xaa

Xaa

Phe

20

Asn

Pro

Leu

Asp

Xaa

100

Xaa

Xaa

Xaa

Xaa

Xaa

180

Xaa

Xaa

Xaa

Xaa

Xaa

260

Xaa

Phe

Pro

Asp

Arg

TYyr

85

Xaa

Xaa

Xaa

Xaa

Xaa

165

Xaa

Xaa

Xaa

Xaa

Xaa

245

Xaa

Xaa

Gly

ser

Leu

Arg

70

His

Xaa

Xaa

Xaa

Xaa

150

Xaa

Xaa

Xaa

Xaa

Xaa

230

Xaa

Xaa

Xaa
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Leu

Gly

Leu

55

Asn

Gly

Xaa

Xaa

Xaa

135

Xaa

Xaa

Xaa

Xaa

Xaa

215

Xaa

Xaa

Xaa

Xaa

Gln

Ile

40

Asp

Gly

Leu

Xaa

Xaa

120

Xaa

Xaa

Xaa

Xaa

Xaa

200

Xaa

Xaa

Xaa

Xaa

Xaa

Glu

25

Ile

Glu

val

Pro

Xaa

105

Xaa

Xaa

Xaa

Xaa

Xaa

185

Xaa

Xaa

Xaa

Xaa

Xaa

265

Xaa

15

Tyr Glu Lys Asp ;60 Tyr

Gln
Trp
Ser
Ala
90

Xaa
Xaa
Xaa
Xaa
Xaa
170
Xaa
Xaa
Xaa
Xaa
Xaa
250

Xaa

Xaa

Met

Met

Glu

75

Phe

Xaa

Xaa

Xaa

Xaa

155

Xaa

Xaa

Xaa

Xaa

Xaa

235

Xaa

Xaa

Xaa

Pge p

Gly

Glu

60

Phe

Lys

Xaa

Xaa

Xaa

140

Xaa

Xaa

Xaa

Xaa

Xaa

220

Xaa

Xaa

Xaa

Xaa

Leu

45

Asn

Arg

Lys

Xaa

Xaa

125

Xaa

Xaa

Xaa

Xaa

Xaa

205

Xaa

Xaa

Xaa

Xaa

Xaa

Ala

Asn

Glu

Xaa

Xaa

110

Xaa

Xaa

Xaa

Xaa

Xaa

190

Xaa

Xaa

Xaa

Xaa

Xaa

270

Xaa

Glu

Pro

Leu

Xaa

95

Xaa

Xaa

Xaa

Xaa

Xaa

175

Xaa

Xaa

Xaa

Xaa

255

Xaa

Xaa

His

Asn

Asp

Ala

80

Xaa

Xaa

Xaa

Xaa

Xaa

160

Xaa

Xaa

Xaa

Xaa

Xaa

240

Xaa

Xaa

Xaa



Xaa

Xaa

305

Xaa

Xaa

Xaa

Xaa

Ile

385

Ala

val

Met

Gly

Thr

465

Ile

Leu

val

Thr

Asn

Xaa

290

Xaa

Xaa

Xaa

Xaa

Xaa

370

Ile

Ala

Lys

Ser

Ile

450

Pro

Trp

Pro

Ala

Gln

530

Tyr

275

Xaa

Xaa

Xaa

Xaa

Xaa

355

Xaa

Pro

Met

Gly

Arg

His

Lys

Asp

Gly

Ala

515

Tyr

Met

Xaa

Xaa

Xaa

Xaa

340

Xaa

Xaa

Ile

Glu

val

420

Asn

Ile

Phe

Arg

Phe

500

Ala

Leu

Glu

Xaa

Xaa

Xaa

325

Xaa

Xaa

Phe

His

Glu

405

Leu

Glu

val

Arg

Ile

485

Arg

Thr

Leu

Glu

Xaa

Xaa

310

Xaa

Xaa

Xaa

ASp

390

Ala

Ile

Leu

Ser

Thr

470

His

val

LysS

Ser

Thr
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280

Xaa Xaa Xaa Xaa Xaa

295

Xaa

Xaa

Xaa

Xaa

Arg

Trp

Met

Thr

Asn

val

Gly

Met

GIn

535

Lys

Xaa

Xaa

Xaa

Xaa

360

Asp

ser

Glu

Asn

Leu

440

Glu

Met

val

Met

Ser

520

Ile

Arg

Xaa

Xaa

Xaa

345

Xaa

Leu

ser

Arg

Pro

425

val

Asp

Tyr

Ile

505

Ser

Leu

Arg

Xaa

Xaa

330

Xaa

Xaa

Lys

Asn

Ala

410

Ser

val

Tyr

Asp

ser

490

Tyr

Phe

Gly

Ile

Xaa

315

Xaa

Xaa

Xaa

Trp

Asn

Asp

Ser

Ser

475

Leu

ser

Gly

Asp

Arg

Pge p

Xaa

300

Xaa

Xaa

Xaa

Xaa

380

Phe

Lys

Pro

Phe

Ala

460

Leu

Ser

Asn

Leu

Glu

540

Lys

Xaa Xaa Xaa

Xaa

Xaa

Xaa

Xaa

365

Thr

Arg

Leu

Leu

Ala

445

Thr

Lys

Lys

Asn

val

525

LyS

Arg

Xaa

Xaa

Xaa

350

Xaa

His

Ile

Asn

Lys

val

Lys

Asp

Pro

510

Xaa

Phe

Lys

Xaa

Xaa

335

Xaa

Xaa

val

Thr

Leu

415

Thr

Ala

Tyr

ser

Leu

495

Lys

ser

Arg

Xaa

Xaa

320

Xaa

Xaa

Xaa

Ala
400
Arg

Thr

Lys

ser

480

Gly

val

Gln

Arg



545

<210>
<211>
<212>
<213>

<400> 34
tgacgttatt

34
5000
DNA

aaaaaaaaaa
aacctgaatc
ccttgtccta
acaccatttg
ttttctaagt
ttacacataa
gctgggacag
aatatctcaa
tttaaattac
actccccgga
tcacctaacc
ttttcaattt
aaatccttct
atttgctaca
ttcaaataaa
tacaagagag
caactcttta
ctctaaactc
aatatttcct
acatatatat
tcaagattct
tcgaaacccc
ttggttgaat
gggctattga
acatgataat
tgttatgact
aatggagtgt
tttaaaaagg

tttcttttta

550

tttgcggact
aaaaaaaaaa
aggaattttg
agaaacaaaa
acgcagtaca
cccacaaaat
ccccttaatt
gtgctgtttt
tatgcaaaag
cacccaacta
tttgtatttt
caattccctc
cttcctctca
tggatttgca
agatgattat
gtgcgaagaa
agacaattaa
atttcataca
tccacacaaa
ctcecgtctec
atatatatga
tcctactttt
accggaatta
tgcaactatt
ttagccagct
ctcgttatta
tattggatga
ctgtgtttag
tagctactgg

atattattga

Citrullus lanatus

tcaattacta
aaaaaaacga
tttaaagtta
aaaaaaaaat
ttacctcagg
tcttaaatat
aacttcacat
gatccgcagg
catacacggc
atttattcta
catttttcaa
taagacaggt
cttttctacc
tttaaatctt
ttgacttaga
agaaagaaag
tcaataaact
ccctaaacct
cacacaagat
tataatctac
tggcaatgtt
taggatggca
tccaaatggg
attccttttg
aatagtcgag
tcattaacgt
gtggatggag
agaattggct
ctagcctact

aattaatatt

gataatatct
atggagatca
aagggataca
tcaatgataa
ggacaatgaa
tattaatcta
accataccac
agccattttg
ttctctcttt
cttttcaatt
ccctttcaaa
aatcaaatat
tactaatagg
ttctaagttg
gcagccaacc
gaaaaaaaaa
ccaaaattgt
cctctectec
ttcaatatca
ctacatattg
gtctaccaaa
agaatatgag
tctcgccgaa
tagtccaact
tagtactttt
ataattatga
aacaatccag
ctatttcaag
tttttcataa

gtatgtgata
Pge p

ccaaaacaaa
aagacagttt
tctcctttat
acctcggtga
agctatatct
ctttaccaac
aaaagaaaga
ttctacctga
atattcccat
attacctttt
ttcaaattaa
ggaaaatact
aaaaaaaaaa
aagtttgaaa
ccataatatc
aaaaaaaccc
ctgtttgtgg
ctatatatat
atagctttat
tacactttga
gctagccatg
aagaacccat
aacaaggtaa
acatggtcaa
tttttttttt
tattaatggt
acgctttggg
actatcatgg
agggaatatt

ataaataata
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agaagaagag
ttagagtagc
tctggcttta
tatatgtttt
ttttatcatg
atatatatat
aaagtcaatg
ttgtcggtga
gcgtcacctc
acatttttca
tttacaactt
tcatcagttc
aaaaaaaatc
aaatgttgct
taatcatgta
aaaagcaagt
aaaaaaaaat
ataaatgtca
acaaccctaa
tcattcataa
attctcatgg
atcaccctac
ttctccaccg
atcgtgattt
ttttcatcct
tttgcagcta
attgagaaga
cttgcctgct
caattttttt

ataggtgttg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



gttgaattaa
ctcaccgctg
gaagctttcc
ttttccacaa
catacatttt
atattggtga
caataatggt
acttaaatta
acttaggccc
acattggggt
acaccttctt
gtcatgtccc
tgaaatcaag
actgatgttt
ctcacaaact
aggtcgaggt
cttgccatgt
tttcactttc
ttattgatta
aataattcca
agaagcgagg
cccatcgaat
cgccacagcc
atccccaaat
catccacgtg
gatttattca
agtttcatct
gaattacatg
gctccgaaaa
tatgaggcat
tttgtgtgag
ttggttcaga
tcttaaggca

ctaagtggta

tggaggaaat
gtgcaacttc
ttgttcccac
aaaaatttaa
actgccaata
tgccaaaatc
aaagaattta
gaaagtgtaa
tttcttatta
gtacttgttt
ttaactatat
attaggggtg
ggtttatgaa
ttctagtagt
cctactcccc
caagcatact
tcgactcggce
atataagttt
aaaatataat
attcagtgtt
gaacgagccc
ccactgggaa
aacgcaatac
ttccaaacca
gtgtacagcc
aacaacccca
cagacacaat
acggaaatga
gccggaatca
cttttaaaat
gttgggctta
atgtgctttg
tttgtggagt

attggggcac
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acgaggaaag
tgcgaatgag
tccttactat
aaaaaaaact
atttttgcat
tcaaccggaa
acttacaaga
ctgtgcaaca
ggattttaaa
ggtattttgt
tttgggtcta
tttgggataa
ctctttggat
tggacccacc
aacttgttgg
ggtttaggtc
ttgagtcaat
tttaatggtg
gcaggtttga
caagttcaaa
aaaagctgaa
ccacattgag
acatagtgag
tcatggacca
tatccaagga
aagtagtggc
atttggtgtc
agatgaggat
ggtgtttgaa
atccaagttt
atgtctcgcc
ctaacatgtc
ctaccttatc

cacagtagcc

aaagtgagat
atcctaatgt
cctgggtaat
caattatttg
aaatcatgca
aatatacacc
aggaaatata
ggtaaaagtt
gttgcattgg
gggattgacc
agatgatccc
tatatggaat
ccctagtata
aaccccttga
gccaaacata
gaggcccaag
ttttgttata
gttttgtaag
cagagactta
cggtttccga
attacgagtc
ctgcaaggag
cgacgagata
acgcctacaa
tctaggcttg
tgcagctacc
acaaatgcta
caggaagagg
agggaatgcg
ccaacaggaa
cggttcggct
ggaacacact
tctcaaaggc

taatatgcac
Pge p

ttgatatgaa
tttgtcttgce
taacctccat
tgcatgtgta
tacaaaattt
taactttgac
tatttgcaca
ttgaatatta
aattatccct
tttgccaaag
ttaagtcgaa
aatgaaaagt
caaagttgat
gccaaacaag
ctctaagcat
ccagcccatt
tgttagatta
tattagtaag
aaatggcgta
atcaccgcag
aaaggggttt
ctgaatttag
tattcggcca
aaatccccaa
cctgggttcc
aaaatgtcga
ggagacccca
aaaggaatgt
ggtttgtttt
atggagtttt
tgtcattgtt
ttgatggtgg
caccagaagg

aaaatttctt

taaactggtc
cgaacctggt
tatcactttt
ccatgtaaac
aaaattatgg
ttttacttaa
ttggtgtagt
ggtgtaattg
ttgactcact
ttgaagctaa
gcatgcatga
aagaatgtta
aagatataaa
aagtgcacaa
tttgtgaggc
ttagtcctaa
tgttttttga
atttggaatt
caggcgtacg
cggcaatgga
taatcacgaa
tggtgaattt
cagttttctc
tttgggagcg
gcgtaggcat
gctttggtct
aattccgaga
tggagttggg
gttgggtgga
ggaagaggat
ctgaaccggg
cgatgtgtcg
tcttccttaa

ctttcggctt

1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840



tgcttcttta
taattaaatt
atttaaagtt
ccaatgtcta
ttaagtgagc
aaaaggaagg
gcataactcg
tatttataat
tgtttgaaga
tttctatctc
tatacgaggt
gttgaaatat
tatatactat
tcatatacgt
acatcatcat
caaggtttga
tcatgtgatg
tttgtacacc
atttgtaatg
aatgctctag
<210>
<211>
<212>
<213>

<400> 35
atgatggcaa

35

tttttaggat
attatccaaa
gagaacaatc
gctctatttc
gaggaaatac
gcaacttctg
gttcccactc

ataattccaa

gaagcgaggg

1323

ttaccctaat
ttagtaataa
tatgggcgag
ttctgttttt
acgatacatt
aaactaaata
agatattagt
gttatatata
ggcataactc
gtatttataa
ggaagattca
actcattgtg
gtttgtattt
tggatatatt
gtggtttttg
aaatatgaat
acaatcgtaa
agtgtagtgc
aaattttgac

ctagtgggtc

tgttgtctac
ggcaagaata
tgggtctcgce
cagacgcttt
aagactatca
gaggaaagaa
cgaatgagat
cttactatcc
ttcagtgttc

aacgagccca
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taattaattt
tgttcttgat
gggctaaaat
aatgatgatg
tagttattat
aatatagcat
aacttattta
ttttgaagac
gagatattag
tgttatatat
aacttctaat
gcttaaaaaa
attattccat
tactcatttg
ccataaaaaa
ttgatgtcaa
atttgtaata
ttgccacaca

ctacgacatc

DNA
Citrullus lanatus

caaagctagc
tgagaagaac
cgaaaacaag
gggattgaga
tggcttgect
agtgagattt
cctaatgttt
tgggtttgac
aagttcaaac

aaagctgaaa

atccatctaa
atcaactaat
tcattttatg
ataataataa
caaccaacca
aactcatgag
attgtaaaag
gtactttttt
taacttattt
attttgaaga
atcttgatcg
acacttcaat
cttatgcaaa
aaactaggaa
aaaataatta
aatctggaca
aggaagaaca
agctccgatg

catattagta

catgattctc
ccatatcacc
ctatgttatg
agaaatggag
gcttttaaaa
gatatgaata
tgtcttgecg
agagacttaa
ggtttccgaa

ttacgagtca

Pge p

tctaatatat
tgcctattaa
atgagatcac
cttaggtgta
aactataatt
attttttttt
attcaaatct
cttcacgaga
aattgtaaaa
cgtacttttt
atagataata
tgattgcatt
tatgtattcc
cttcgtatat
tgatgtgaaa
aggaaaaacg
tgaccaataa
cttaagttat

ttttcgagtt

atggtcaaga
ctactcgaaa
acttattgga
tgtctgtgtt
aggtgttggt
aactggtcct
aacctggtga
aatggcgtac
tcaccgcagce

aaggggtttt

gtaactagtt
attgttatat
ttctcaaaaa
ttcaattcgg
gttttcctct
gtttgaagag
ttctatctcg
ttttttrttt
tattcaaatc
tcttcaacaa
ttttgtactt
atttataatg
ttggatttca
ttgttcacct
ctaagtttta
cacatgacga
gatagaaaga
aagctggtgt

atattaggtt

ttcttcctac
ccccaccgga
tgagtggatg
tagagaattg
tgaattaatg
caccgctggt
agctttcctt
aggcgtacga
ggcaatggaa

aatcacgaac

3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5000

60
120
180
240
300
360
420
480
540
600



ccatcgaatc
gccacagcca
tccccaaatt
atccacgtgg
atttattcaa
gtttcatctc
aattacatga
ctccgaaaag
atgaggcatc
ttgtgtgagg
tggttcagaa
cttaaggcat
taa

<210>
<211>
<212>
<213>
<400>

36
440
PRT

36
Met Met Ala

1

Asp Ser Ser

Thr
35

His Pro

Asn Leu

Asp Leu

65

Ala Leu Phe

val Glu Leu

Leu
115

Asn Lys

Phe
130

Met Cys

cactgggaac
acgcaataca
tccaaaccat
tgtacagcct
acaaccccaa
agacacaata
cggaaatgaa
ccggaatcag
ttttaaaata
ttgggcttaa
tgtgctttgc

ttgtggagtc

Met Leu Se

5

Tyr Phe Le

20

Arg Asn Pr

Cys Tyr As

Gly Leu Ar

70

Gln Asp

Ty
85

Met Gl

100

val Leu Th

Leu Ala GI
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cacattgagc
catagtgagc
catggaccaa
atccaaggat
agtagtggct
tttggtgtca
gatgaggatc
gtgtttgaaa
tccaagtttc
tgtctcgecec
taacatgtcg

taccttatct

Citrullus lanatus

r Thr Lys

u Gly Trp

o Thr Gly

40

p Leu Leu

55

g Arg Asn

r His Gly
u Ile Arg
r Ala

Gly

u Pro
135

Gly

tgcaaggagc
gacgagatat
cgcctacaaa
ctaggcttgc
gcagctacca
caaatgctag
aggaagagga
gggaatgcgg
caacaggaaa
ggttcggctt
gaacacactt

ctcaaaggcc

Ala Ser His

10

Gln Glu

25

Tyr

Ile Ile Gln

Asp Glu Trp

Gly val ser

Pro Ala

90

Leu

Lys Lys

Thr Ser

Glu Ala Phe

Pge p

tgaatttagt
attcggccac
aatccccaat
ctgggttccg
aaatgtcgag
gagaccccaa
aaggaatgtt
gtttgttttg
tggagttttg
gtcattgttc
tgatggtggc

accagaaggt

Asp Ser His

Glu Asn

30

Lys

Met Gly Leu

45

Met Glu

60

Asn

val Phe Arg

Phe Lys Lys

Phe
110

val Arg

Ala Asn Glu

125

Leu val Pro

140

ggtgaatttc
agttttctca
ttgggagcgce
cgtaggcatg
ctttggtcta
attccgagag
ggagttgggg
ttgggtggat
gaagaggatt
tgaaccgggt
gatgtgtcgt

cttccttaac

Gly GIn

15

Pro Tyr

Ala

Asn Pro

Glu Leu

80

val
95

Leu

Met

Asp

Leu

Thr Pro

660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1323



Tyr

145

Ile

Ala

val

Leu

Ala

225

ser

Ile

Leu

val

Thr

305

ASn

Leu

Ala

Ser

Gly

Trp

Tyr

Ile

Ala

Lys

ser

210

Ile

Pro

Trp

Pro

Ala

290

Gln

Tyr

Glu

Gly

Phe

370

Leu

Phe

Pro

Pro

Met

Gly

Cys

Asn

Glu

Gly

Ala

Tyr

Met

Leu

Leu

355

Gln

Asn

Arg

Gly

Ile

Glu

180

val

Lys

Ile

Phe

Arg

260

Phe

Ala

Leu

Thr

Gln

val

Met

Phe

Gln

165

Glu

Leu

Glu

val

Gln

245

Ile

Arg

Thr

val

Glu

325

Leu

cys

Glu

Ser

cys

Ala

Leu

Ser

230

Thr

His

val

Lys

Ser

310

Met

Arg

Trp

Met

Pro

390

Phe
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Arg Asp Leu Lys

ser

Arg

Thr

Asn

215

Asp

val

Gly

Met

295

Gln

Lys

Lys

val

Glu

375

Gly

Ala

ser

Glu

Asn

200

Leu

Glu

Met

val

Met

280

Ser

Met

Met

Ala

ASp

360

Phe

ser

Asn’

Ser

val

Asp

Tyr

265

Ile

Ser

Leu

Arg

Trp

Ala

Met

Asn

170

Ala

Ser

val

Tyr

Gln

Ser

Tyr

Phe

Gly

Ile

330

Ile

Arg

Lys

Cys

Ser
410

Trp Arg Thr Gly val
155

Gly

Gln

Asn

Asn

Ser

235

Arg

Leu

Ser

Gly

315

Arg

Arg

His

Arg

His

395

Glu

Pge p

Phe

Lys

Pro

Phe

220

Ala

Leu

ser

Asn

Leu

300

Pro

Lys

Cys

Leu

Ile

380

Cys

His

Arg

Leu

Leu

205

Thr

Gln

Lys

AsSn

285

val

Lys

Arg

Leu

Leu

365

Leu

Ser

Thr

Ile

Lys

190

Gly

Thr

val

Lys

Asp

270

Pro

Ser

Phe

Lys

Lys

350

Lys

Cys

Glu

Leu

Thr

175

Leu

Thr

Ala

Phe

ser

255

Leu

Lys

ser

Arg

Gly

Gly

Tyr

Glu

Pro

Met
415

Arg

Thr

Asn

Ser

240

Pro

Gly

val

Gln

Glu

320

Met

Asn

Pro

val

Gly

val
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Ala Met Cys Arg Leu Lys Ala Phe val Glu Ser Thr Leu Ser Leu Lys
420 425 430

Gly His GIn Lys val Phe Leu Asn
435 440

Pge p



