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      FUNDACIÓN INSTITUT DE RECERCA HOSPITAL UNIVERSITARI VALL D´H
      EBRON

<120> INGENIERÍA DE CÉLULAS MADRE Y SU USO TERAPEUTICO

<130> AX120285WO

<150> EP11382362.9
<151> 2011-11-24

<160> 12

<170> BiSSAP 1.0

<210> 1
<211> 328
<212> PRT
<213> Homo sapiens

<220> 
<221> SOURCE
<222> 1..328
<223> /mol_type="protein"
      /organism="Homo sapiens"

<400> 1
Met Gly Phe Trp Ile Leu Ala Ile Leu Thr Ile Leu Met Tyr Ser Thr 
1               5                   10                   15    
Ala Ala Lys Phe Ser Lys Gln Ser Trp Gly Leu Glu Asn Glu Ala Leu 
            20                   25                  30        
Ile Val Arg Cys Pro Arg Gln Gly Lys Pro Ser Tyr Thr Val Asp Trp 
        35                   40                  45            
Tyr Tyr Ser Gln Thr Asn Lys Ser Ile Pro Thr Gln Glu Arg Asn Arg 
    50                   55                  60                
Val Phe Ala Ser Gly Gln Leu Leu Lys Phe Leu Pro Ala Ala Val Ala 
65                   70                  75                  80
Asp Ser Gly Ile Tyr Thr Cys Ile Val Arg Ser Pro Thr Phe Asn Arg 
                85                   90                  95    
Thr Gly Tyr Ala Asn Val Thr Ile Tyr Lys Lys Gln Ser Asp Cys Asn 
            100                  105                110        
Val Pro Asp Tyr Leu Met Tyr Ser Thr Val Ser Gly Ser Glu Lys Asn 
        115                  120                125            
Ser Lys Ile Tyr Cys Pro Thr Ile Asp Leu Tyr Asn Trp Thr Ala Pro 
    130                  135                140                
Leu Glu Trp Phe Lys Asn Cys Gln Ala Leu Gln Gly Ser Arg Tyr Arg 
145                  150                155                  160
Ala His Lys Ser Phe Leu Val Ile Asp Asn Val Met Thr Glu Asp Ala 
                165                  170                175    
Gly Asp Tyr Thr Cys Lys Phe Ile His Asn Glu Asn Gly Ala Asn Tyr 
            180                  185                190        
Ser Val Thr Ala Thr Arg Ser Phe Thr Val Lys Asp Glu Gln Gly Phe 
        195                  200                205            
Ser Leu Phe Pro Val Ile Gly Ala Pro Ala Gln Asn Glu Ile Lys Glu 
    210                  215                220                
Val Glu Ile Gly Lys Asn Ala Asn Leu Thr Cys Ser Ala Cys Phe Gly 
225                  230                235                  240
Lys Gly Thr Gln Phe Leu Ala Ala Val Leu Trp Gln Leu Asn Gly Thr 
                245                  250                255    
Lys Ile Thr Asp Phe Gly Glu Pro Arg Ile Gln Gln Glu Glu Gly Gln 
            260                  265                270        
Asn Gln Ser Phe Ser Asn Gly Leu Ala Cys Leu Asp Met Val Leu Arg 
        275                  280                285            
Ile Ala Asp Val Lys Glu Glu Asp Leu Leu Leu Gln Tyr Asp Cys Leu 
    290                  295                300                
Ala Leu Asn Leu His Gly Leu Arg Arg His Thr Val Arg Leu Ser Arg 
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305                  310                315                  320
Lys Asn Pro Ser Lys Glu Cys Phe 
                325            

<210> 2
<211> 2542
<212> DNA
<213> Homo sapiens

<220> 
<221> source
<222> 1..2542
<223> /mol_type="DNA"
      /organism="Homo sapiens"

<400> 2
gaggagggac ctacaaagac tggaaactat tcttagctcc gtcactgact ccaagttcat      60

cccctctgtc tttcagtttg gttgagatat aggctactct tcccaactca gtcttgaaga     120

gtatcaccaa ctgcctcatg tgtggtgacc ttcactgtcg tatgccagtg actcatctgg     180

agtaatctca acaacgagtt accaatactt gctcttgatt gataaacaga atggggtttt     240

ggatcttagc aattctcaca attctcatgt attccacagc agcaaagttt agtaaacaat     300

catggggcct ggaaaatgag gctttaattg taagatgtcc tagacaagga aaacctagtt     360

acaccgtgga ttggtattac tcacaaacaa acaaaagtat tcccactcag gaaagaaatc     420

gtgtgtttgc ctcaggccaa cttctgaagt ttctaccagc tgcagttgct gattctggta     480

tttatacctg tattgtcaga agtcccacat tcaataggac tggatatgcg aatgtcacca     540

tatataaaaa acaatcagat tgcaatgttc cagattattt gatgtattca acagtatctg     600

gatcagaaaa aaattccaaa atttattgtc ctaccattga cctctacaac tggacagcac     660

ctcttgagtg gtttaagaat tgtcaggctc ttcaaggatc aaggtacagg gcgcacaagt     720

catttttggt cattgataat gtgatgactg aggacgcagg tgattacacc tgtaaattta     780

tacacaatga aaatggagcc aattatagtg tgacggcgac caggtccttc acggtcaagg     840

atgagcaagg cttttctctg tttccagtaa tcggagcccc tgcacaaaat gaaataaagg     900

aagtggaaat tggaaaaaac gcaaacctaa cttgctctgc ttgttttgga aaaggcactc     960

agttcttggc tgccgtcctg tggcagctta atggaacaaa aattacagac tttggtgaac    1020

caagaattca acaagaggaa gggcaaaatc aaagtttcag caatgggctg gcttgtctag    1080

acatggtttt aagaatagct gacgtgaagg aagaggattt attgctgcag tacgactgtc    1140

tggccctgaa tttgcatggc ttgagaaggc acaccgtaag actaagtagg aaaaatccaa    1200

gtaaggagtg tttctgagac tttgatcacc tgaactttct ctagcaagtg taagcagaat    1260

ggagtgtggt tccaagagat ccatcaagac aatgggaatg gcctgtgcca taaaatgtgc    1320

ttctcttctt cgggatgttg tttgctgtct gatctttgta gactgttcct gtttgctggg    1380

agcttctctg ctgcttaaat tgttcgtcct cccccactcc ctcctatcgt tggtttgtct    1440

agaacactca gctgcttctt tggtcatcct tgttttctaa ctttatgaac tccctctgtg    1500

tcactgtatg tgaaaggaaa tgcaccaaca accgtaaact gaacgtgttc ttttgtgctc    1560

ttttataact tgcattacat gttgtaagca tggtccgttc tatacctttt tctggtcata    1620
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atgaacactc attttgttag cgagggtggt aaagtgaaca aaaaggggaa gtatcaaact    1680

actgccattt cagtgagaaa atcctaggtg ctactttata ataagacatt tgttaggcca    1740

ttcttgcatt gatataaaga aatacctgag actgggtgat ttatatgaaa agaggtttaa    1800

ttggctcaca gttctgcagg ctgtatggga agcatggcgg catctgcttc tggggacacc    1860

tcaggagctt tactcatggc agaaggcaaa gcaaaggcag gcacttcaca cagtaaaagc    1920

aggagcgaga gagaggtgcc acactgaaac agccagatct catgagaagt cactcactat    1980

tgcaaggaca gcatcaaaga gatggtgcta aaccattcat gatgaactca cccccatgat    2040

ccaatcacct cccaccaggc tccacctcga atactgggga ttaccattca gcatgagatt    2100

tgggcaggaa cacagaccca aaccatacca cacacattat cattgttaaa ctttgtaaag    2160

tatttaaggt acatggaaca cacgggaagt ctggtagctc agcccatttc tttattgcat    2220

ctgttattca ccatgtaatt caggtaccac gtattccagg gagcctttct tggccctcag    2280

tttgcagtat acacactttc caagtactct tgtagcatcc tgtttgtatc atagcactgg    2340

tcacattgcc ttacctaaat ctgtttgaca gtctgctcaa cacgactgca agctccatga    2400

gggcagggac atcatctctt ccatctttgg gtccttagtg caatacctgg cagctagcca    2460

gtgctcagct aaatatttgt tgactgaata aatgaatgca caaccaaaaa aaaaaaaaaa    2520

aaaaaaaaaa aaaaaaaaaa aa                                             2542

<210> 3
<211> 337
<212> PRT
<213> Mus musculus

<220> 
<221> SOURCE
<222> 1..337
<223> /mol_type="protein"
      /organism="Mus musculus"

<400> 3
Met Ile Asp Arg Gln Arg Met Gly Leu Trp Ala Leu Ala Ile Leu Thr 
1               5                   10                   15    
Leu Pro Met Tyr Leu Thr Val Thr Glu Gly Ser Lys Ser Ser Trp Gly 
            20                   25                  30        
Leu Glu Asn Glu Ala Leu Ile Val Arg Cys Pro Gln Arg Gly Arg Ser 
        35                   40                  45            
Thr Tyr Pro Val Glu Trp Tyr Tyr Ser Asp Thr Asn Glu Ser Ile Pro 
    50                   55                  60                
Thr Gln Lys Arg Asn Arg Ile Phe Val Ser Arg Asp Arg Leu Lys Phe 
65                   70                  75                  80
Leu Pro Ala Arg Val Glu Asp Ser Gly Ile Tyr Ala Cys Val Ile Arg 
                85                   90                  95    
Ser Pro Asn Leu Asn Lys Thr Gly Tyr Leu Asn Val Thr Ile His Lys 
            100                  105                110        
Lys Pro Pro Ser Cys Asn Ile Pro Asp Tyr Leu Met Tyr Ser Thr Val 
        115                  120                125            
Arg Gly Ser Asp Lys Asn Phe Lys Ile Thr Cys Pro Thr Ile Asp Leu 
    130                  135                140                
Tyr Asn Trp Thr Ala Pro Val Gln Trp Phe Lys Asn Cys Lys Ala Leu 
145                  150                155                  160
Gln Glu Pro Arg Phe Arg Ala His Arg Ser Tyr Leu Phe Ile Asp Asn 
                165                  170                175    
Val Thr His Asp Asp Glu Gly Asp Tyr Thr Cys Gln Phe Thr His Ala 
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            180                  185                190        
Glu Asn Gly Thr Asn Tyr Ile Val Thr Ala Thr Arg Ser Phe Thr Val 
        195                  200                205            
Glu Glu Lys Gly Phe Ser Met Phe Pro Val Ile Thr Asn Pro Pro Tyr 
    210                  215                220                
Asn His Thr Met Glu Val Glu Ile Gly Lys Pro Ala Ser Ile Ala Cys 
225                  230                235                  240
Ser Ala Cys Phe Gly Lys Gly Ser His Phe Leu Ala Asp Val Leu Trp 
                245                  250                255    
Gln Ile Asn Lys Thr Val Val Gly Asn Phe Gly Glu Ala Arg Ile Gln 
            260                  265                270        
Glu Glu Glu Gly Arg Asn Glu Ser Ser Ser Asn Asp Met Asp Cys Leu 
        275                  280                285            
Thr Ser Val Leu Arg Ile Thr Gly Val Thr Glu Lys Asp Leu Ser Leu 
    290                  295                300                
Glu Tyr Asp Cys Leu Ala Leu Asn Leu His Gly Met Ile Arg His Thr 
305                  310                315                  320
Ile Arg Leu Arg Arg Lys Gln Pro Ser Lys Glu Cys Pro Ser His Ile 
                325                  330                335    
Ala 
    

<210> 4
<211> 3002
<212> DNA
<213> Mus musculus

<220> 
<221> source
<222> 1..3002
<223> /mol_type="DNA"
      /organism="Mus musculus"

<400> 4
agtgagacag cagcattttt gaacaagtca tggattttgg ctaaaactaa aattctatga      60

tgggcgggtt aaaaaaaaat gccaagacat ctgtgtattt aaaaagaaag agggagcatg     120

cccacgtggg tcgtctgcag aaatgagacg aaggagcgcc aagtagcctc acggctctga     180

gcttattctc tccagccctt catctgggta tctacagtga tttctcttct ggaccctacc     240

tcagagagca cttgtcaacc gcctagtgaa cacaccatta ctatcctgtg ccattgccat     300

agagagacct cagccatcaa tcactagcac atgattgaca gacagagaat gggactttgg     360

gctttggcaa ttctgacact tcccatgtat ttgacagtta cggagggcag taaatcgtcc     420

tggggtctgg aaaatgaggc tttaattgtg agatgccccc aaagaggacg ctcgacttat     480

cctgtggaat ggtattactc agatacaaat gaaagtattc ctactcaaaa aagaaatcgg     540

atctttgtct caagagatcg tctgaagttt ctaccagcca gagtggaaga ctctgggatt     600

tatgcttgtg ttatcagaag ccccaacttg aataagactg gatacttgaa tgtcaccata     660

cataaaaagc cgccaagctg caatatccct gattatttga tgtactcgac agtacgtgga     720

tcagataaaa atttcaagat aacgtgtcca acaattgacc tgtataattg gacagcacct     780

gttcagtggt ttaagaactg caaagctctc caagagccaa ggttcagggc acacaggtcc     840

tacttgttca ttgacaacgt gactcatgat gatgaaggtg actacacttg tcaattcaca     900

cacgcggaga atggaaccaa ctacatcgtg acggccacca gatcattcac agttgaagaa     960

aaaggctttt ctatgtttcc agtaattaca aatcctccat acaaccacac aatggaagtg    1020

gaaataggaa aaccagcaag tattgcctgt tcagcttgct ttggcaaagg ctctcacttc    1080
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ttggctgatg tcctgtggca gattaacaaa acagtagttg gaaattttgg tgaagcaaga    1140

attcaagaag aggaaggtcg aaatgaaagt tccagcaatg acatggattg tttaacctca    1200

gtgttaagga taactggtgt gacagaaaag gacctgtccc tggaatatga ctgtctggcc    1260

ctgaaccttc atggcatgat aaggcacacc ataaggctga gaaggaaaca accaagtaag    1320

gagtgtccct cacacattgc ttgaataaat tggctgaatc agctgtgcac tgcatccgtt    1380

ttctccgagg actgtgtgtt gtagcttggt cccagggaat ccatcatgat caagggaata    1440

gttggcctgt ttcatcaagt gttcttctca cgttgaggaa gctccttaaa tctggtcttt    1500

ccagaatgtt tctgtcttcc aacaggaatc tctgtcattg tatccttccc ctctctgtgt    1560

cccctcctcc ttgttctccc cgcagtcctc cccatctcct cacctccctt aatgtgttct    1620

tgaccccctt ctctcttttc cttctctctg agctccttct cacccaatag tggcttttgc    1680

agtcatcctt tgtaccgact acaagggaca ttggtattgg tagtgggttc agagcagtaa    1740

taactctgct gtgtctcttt gtataacctt gtcatggaaa acaacttaca aactttcatt    1800

ctgagcagtt attaattccc ttgcttggtc cttgggttga caggtgcagc catcatgata    1860

gatagatgac caacctgatc cgattttaaa agagtaaaca tcttttttac ccttatcact    1920

ctcttatgat actgaccact gccttactgg caatacaact aatatgaaaa catttttaat    1980

ttctttcaaa tatcaagagg gcatgggagg gagagagaca ctaactctaa gatcatagca    2040

atatgtgggg catttatttg gatgaatata ttgattaaaa gggtagggtg gaggtaccta    2100

ttagattcag tcatgctgtg tctctgcctg aagtggtatt tgggattttt gttgattctg    2160

tttgtcttct tttgtttgtt tttactatag aaactattct gcccttgtac tcctagagtc    2220

acctgtcttt gcctcccagt tactgggact aaagctatgt gtcaccttac tgagccaggg    2280

tgtttcttgt tttggttttg attttagagc ctctggcttg taacattttt ataaaacaga    2340

attttgattc ctaggtggcc agagttgtga ctcatagagg gatttttgtg ctgttgtgat    2400

cagtgaggtc ttggggatct gcccctgata atggtgttac tccgggtgac tgtggaccac    2460

agcactgtgt tcccagatgg tggtggtcac tgcacattct gcaggaaaag agaatccaaa    2520

cccctattct cacccagttt gaccttgatt ccacaatgcc ttcctctgta acaggatctt    2580

ttgtctagat ttctgagtgt actttagttc acgtttgtat tagaattata ttttttaatc    2640

agtaattttg tatttgtttt gtttgtgtgt gatttctttg ttttccagtt tatttttaat    2700

tcacttgttg ctattcaaat caatgtgttc atactgtttg aacaacacag cgtattaaat    2760

aaaattcgtg tctattgttc ttgaatgatc ataatgaatt cttctgatat ttcttaaatt    2820

ataaaatcaa aaaccttata aagcctccct ctgtatttct caacaccact aggtacaagt    2880

agagtgtctg tgataacaat aattcatatt catgttcaat gttttctatg ttgaagccag    2940

atgtcttcaa catatgtctt agaatttctc atttatcttt ttaccccata ctatttgtca    3000

at                                                                   3002

<210> 5
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<211> 20
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..20
<223> /mol_type="DNA"
      /note="primer ST2 forward from 5' to 3'"
      /organism="artificial sequences"

<400> 5
atgattgaca gacagagaat                                                20

<210> 6
<211> 20
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..20
<223> /mol_type="DNA"
      /note="Primer ST2 Reverse from 5' to 3'"
      /organism="artificial sequences"

<400> 6
agcaatgtgt gagggacact                                                20

<210> 7
<211> 21
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..21
<223> /mol_type="DNA"
      /note="Primer seqST2 forward from 5' to 3'"
      /organism="artificial sequences"

<400> 7
cacaggtcct acttgttcat t                                              21

<210> 8
<211> 20
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..20
<223> /mol_type="DNA"
      /note="Primer seqST2 reverse from 5' to 3'"
      /organism="artificial sequences"

<400> 8
gttggttcca ttctccgcgt                                                20

<210> 9
<211> 74
<212> DNA
<213> artificial sequences

<220> 
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<221> source
<222> 1..74
<223> /mol_type="DNA"
      /note="Primer Adv-ST2 forward from 5' to 3'"
      /organism="artificial sequences"

<400> 9
tcggcgcacg ctggaagacg cggaggctct cttcagtaaa tactgcgatg attgacagac     60

agagaatggg actt                                                       74

<210> 10
<211> 100
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..100
<223> /mol_type="DNA"
      /note="Primer 2A-FLAG-ST2 reverse from 5' to 3'"
      /organism="artificial sequences"

<400> 10
gctttaacag agagaagttc gtggctccgg accctctaga cttatcgtcg tcatccttgt     60

aatcatacga gtcagcaatg tgtgagggac actccttact                          100

<210> 11
<211> 43
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..43
<223> /mol_type="DNA"
      /note="Primer pWPT-BamHI-ST2 forward from 5' to 3'"
      /organism="artificial sequences"

<400> 11
gtcgtgacgc ggatccatga ttgacagaca gagaatggga ctt                       43

<210> 12
<211> 40
<212> DNA
<213> artificial sequences

<220> 
<221> source
<222> 1..40
<223> /mol_type="DNA"
      /note="Primer pWPT-Sall-EGFP reverse from 5' to 3'"
      /organism="artificial sequences"

<400> 12
ggaattccct cgaggtcgac ttacttgtac gctcgtccat                           40
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