<110>
<120>
<130>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<400>

1

Leu Lys

Leu GIn
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2011-01-05

73

PatentIn version
1

488

PRT .
Homo sapiens

1

Met Asn Gln Ser Ile Pro
5

Pro Trp Leu val
20

Trp val Asn Gly
35

His Ala Thr Arg His Gly

50

Lys Ala Trp Ala Lys Glu

65

70

Ala Asp Pro Ala Lys Trp

Ser Arg

GIn Pro

Asp Ser

Asp Phe Arg Leu
100

Tyr Lys Ile Tyr
115

GIn Pro Pro Glu

130

Glu Glu

145

Glu Asp

Pro val

Glu Glu Glu Leu
150

val Lys Trp Pro

val Leu Gly Pro
180

3.5

val

Ala

Glu

Pro

55

Thr

Lys

Ile

Glu

Asp

GlIn

Pro

Pro

Ala

GIn

Lys

40

Ser

Gly

Ala

TYyr

val

120

Tyr

Arg

Thr

Ala

Pro

val

25

Lys

Gln

Lys

Asn

Asp

Cys

Ser

Met

Leu

Pro
185

Thr

10

Asn

Leu

Asp

Tyr

Leu

90

Gly

Ser

Phe

Leu

Gln

170

Asp

Pro

Ser

Phe

Gly

Thr

75

Arg

Pro

Asn

Gly

Pro

155

Pro

Pro

Page 1

Pro

Cys

Cys

Asp

60

Glu

Cys

Arg

Gly

Ala

140

Ser

Pro

Ser

Arg

GIn

Ile

45

Asn

Gly

Ala

Asp

Pro

125

Gly

Leu

Thr

Pro

Arg

Tyr

30

Pro

Thr

val

Leu

Met

110

Ala

Glu

ser

Leu

Leu
190

val

15

Pro

Trp

Ile

Asp

Asn

95

Pro

Pro

Glu

Leu

GlIn

175

Ala

Arg

Gly

Arg

Phe

Glu

80

Lys

Pro

Thr

Glu

Thr

160

Pro

Pro



Pro

Glu

Leu

225

Glu

Ser

GlIn

Phe

Asn

305

Gly

Ser

Arg

Leu

Ile

385

Lys

Leu

Leu

Lys

Pro

Pro

210

Pro

Ile

Asn

Glu

Pro

290

GlIn

GlIn

Gly

Glu

Ile

370

Phe

Lys

Glu

GlIn

Glu
450

Asp

Lys

Pro

Gln

275

Ser

Leu

Asp

Pro

val

355

Leu

Phe

Leu

Met

Ile

435

Leu

Asn

Pro

Leu

Phe

His

260

val

Pro

Leu

Leu

Cys

340

Lys

Phe

Cys

Ile

Phe

420

Ser

His

Pro

Leu

Leu

GlIn

245

Gly

Glu

Glu

Asp

TYyr

325

Ala

Thr

Gln

Phe

Thr

405

Ser

Asn

His

P50627PC_22Decll_sequence 1isting_ST25

Ala Gly 588 Arg Glu Leu Leu Ser Glu val

Pro

Ile

230

Tyr

Cys

Leu

Asp

val

310

Ala

ser

Lys

Lys

Gly

val

Gly

Pro

Ile

Ala

215

Ser

Arg

Arg

Phe

Ile

295

Leu

Ile

Ala

Leu

Gly

Glu

Gln

Glu

Asp

Trp

Ser

Pro

Gly

Leu

Gly

Pro

Asp

Arg

His

Phe

360

Gln

Glu

val

Leu

Leu

440

Gln

Leu

His

Arg

Phe

265

Pro

Ser

Arg

Leu

Asp

345

Ser

Thr

Trp

val

ser

425

Lys

ser

Pro

Met

Pro

250

Tyr

Ile

Asp

Gly

330

ser

Leu

Asn

Pro

Pro

410

Trp

Asp

GlIn

Pro

Leu

235

Pro

ser

Ser

Lys

Leu

315

Gln

Cys

Glu

Thr

Asp

395

val

sSer

Arg

GlIn

Page 2

Ala

220

Pro

Arg

Gln

Leu

GIn

300

Ile

Cys

Pro

His

Pro

380

Arg

Ala

Ala

Met

Arg

205

Gly

Leu

Ala

Leu

Glu

285

Arg

Leu

Lys

Asn

Phe

365

Pro

Lys

Ala

Asp

val

445

Leu

Glu

Thr

Leu

Glu

270

GlIn

Phe

GlIn

val

Pro

350

Leu

Pro

Pro

Arg

ser

430

Glu

Gln

Gln

Asp

Thr

255

Ala

val

Tyr

Leu

Phe

335

Ile

Asn

Phe

Arg

Leu

415

Ile

GIn

Pro

Leu

Leu

Leu

240

Ile

Thr

Arg

Thr

GlIn

320

Trp

Gln

Glu

Glu

Glu

400

Leu

Arg

Phe

val



465

Pro Met His Pro Ala Gly Met Gln

<210>
<211>
<212>
<213>

<400> 2
atgaaccagt

2
1467
DNA
Homo

ctggtggcecc
aaattattct
aacaccatct
gccgatccgg
cgcctcatct
tgctccaatg
ggagaggagg
gaggatgtca
ggtcccecctg
agggagcttc
ggcgaacagc
gagatcaagt
ggctgcceggc
cccataagcec
cgcttctaca
ggccaggacc
gcctcagecc
agcctggagc
ccacccttcg
aagaagctca
tcaggggagc
aaagaccgca
ttgcagcctg

cctatgcacc

<210> 3

485

sapiens

ccatcccagt
aggtgaacag
gcatcccctg
tcaaggcctg
ccaagtggaa
acgacgggcc
gccctgetec
aggaagaaga
agtggccgcc
ctccagaccc
tctctgaggt
tcctgccaga
ttcagtaccg
tcttctacag
tggagcaagt
cgaaccagct
tttatgccat
atgactcatg
attttctcaa
agatcttctt
ttactgtaca
tatcttggtc
tggtggagca
tggcccaggce

cagctggcat

ggctcccacc
ctgccagtac
gaggcatgcc
ggccaaggag
ggccaacctg
ccgggacatg
cacagactcc
ggaagagctg
cactctgcag
cagccccctg
cctggagect
cctgctgatc
ggggcggceca
ccagctggag
gcgcttcccc
gctggatgtc
ccgectgtgt
ccccaacccc
tgagctcatc
ctgctttggg
ggtggtgcct
agctgatagt
attcaaggag
ccctcctgga

gcaataa

475

ccaccccgec
ccagggcttc
acaaggcatg
acagggaaat
cgctgtgecc
ccacctcagc
cagccccctg
cagaggatgt
ccgcccactce
gctcctcecc
gggcccctgce
agcccccaca
cccecgggecc
gccacccagg
agccctgagg
ctggaccgceg
cagtgcaagg
atccagcggg
ctgttccaaa
gaagaatggc
gtagcagctc
atccggctac
ctccatcaca

gcaggccttg

Page 3

gcgtgcggct
aatgggtcaa
gtcccageca
acaccgaagg
ttaacaagag
cctacaagat
aggattactc
tgccaagcect
tgcagccgcec
ctggcaaccc
ctgccagect
tgctgectct
tcaccatcag
agcaggtgga
acatccccag
ggctcatcct
tgttctggag
aggtcaagac
agggccagac
ctgaccgcaa
gactgctgct
agatctcaaa
tctggcagtc

gtgttggcca

P50627PC_22Decll_sequence 1isting_ST25

Ala GIn Ala Pro Pro Gly Ala Gly Leu Gly val Gly GIn Gly Pro Zgg
470

gaagccctgg

cggggaaaag
ggacggagat
cgtggatgaa
ccgggacttc
ctacgaggtc
ttttggtgca
gagcctcaca
cgtggtgctg
tgctggcttc
gccccctgea
gaccgacctg
caacccccat
actcttcggc
tgacaagcag
ccagctacag
cgggccttgt
caagcttttc
caacacccca
accccgagag
ggagatgttc
cccagacctc
ccagcagcgg

ggggccctgg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1467



P50627PC_22Decll_sequence 1isting_ST25
<211> 16
<212> PRT
<213> Drosophila melanogaster

<400> 3

Arg GIn Ile Lys Ile Trp Phe Gln Asn Arg Arg Met Lys Trp Lys Lys
1 5 10 15

<210> 4

<211> 19

<212> PRT

<213> Drosophila melanogaster

<400> 4

Ser Gly Arg GIn Ile Lys Ile Trp Phe GIn Asn Arg Arg Met Lys Trp
1 5 10 15
Lys Lys Cys

<210> 5

<211> 14

<212> PRT

<213> Human immunodeficiency virus type 1

<400> 5

Ser Gly Tyr Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg Cys
1 5 10

<210> 6

<211> 177

<212> PRT

<213> Homo sapiens

<400> 6
Pro Ala Gly Glu GIn Leu Leu Pro Asp Leu Leu Ile Ser Pro His Met
1 5 10 15

Leu Pro Leu Thr Asp Leu Glu Ile Lys Phe GIn Tyr Arg Gly Arg Pro
20 25 30

Pro Arg Ala Leu Thr Ile Ser Asn Pro His Gly Cys Arg Leu Phe Tyr
35 40 45

Ser GIn Leu Glu Ala Thr GIn Glu GIn val Glu Leu Phe Gly Pro Ile
50 55 60

Ser Leu Glu GIn val Arg Phe Pro Ser Pro Glu Asp Ile Pro Ser Asp
65 70 75 80

Lys GIn Arg Phe gyr Thr Asn Gln Leu ggu Asp val Leu Asp Srg Gly
5 5

Leu Ile Leu GIn Leu GIn Gly GIn Asp Leu Tyr Ala Ile Arg Leu Cys
Page 4



Gln Cys Lys

115

Pro Asn
130

Cys

Glu His Phe

145

Thr Pro Pro

Asp

<210> 7
<211> 548
<212> PRT
<213> Homo

<400> 7

Met Asp Glu
1

Ser Gly Pro

Arg Phe Arg

35

Glu Arg Ser

50

Gly Thr

65

Tyr

Pro Pro His

Asp Gly Phe

Phe GIn Asn

115

Ile
130

Ala ser

GlIn
145

Arg Gly

100

val Phe

Pro Ile

Leu Asn

Pro Phe
165

sapiens

Phe
5

Leu

Tyr val

20

Tyr Lys

Thr Asp
Pro

Gly

Pro
85

Arg

Tyr Glu

100

Leu Gly

Gln

Arg

Asp Tyr

P50627PC_22Dec11_sequence 1isting_ST25

105

Trp Ser Gly Pro Cys Ala
120

Gln
Glu

150

Glu

Pro

Glu

Cys

Thr

Gly

70

His

Ala

Ile

Ile

Glu val

Ile Leu

Ile Phe Phe

Leu Ile Phe

Glu
25

Ile Ile

Glu Gly

40

Arg

Thr Thr

55

Lys

Thr val Arg

Pro His Glu

Glu Leu Cys

105

Gln Cys val

GIn Thr

135

Asn

Leu Asnh Ala

Lys

Phe

Cys

Pro

10

Gln

ser

His

Ile

Leu

90

Pro

Lys

Asn

val

Thr
Gln

155

Phe

Ala

Pro

Ala

Pro

ser

75

val

Asp

Lys

Asn

Arg
155

Page 5

Ser
Lys
140

Lys

Gly

Glu

Lys

Gly

Thr

60

Leu

Gly

Arg

Arg

Pro

140

Leu

Ala
125
Leu

Gly

Glu

Pro

GIn

Ser

45

Ile

val

Lys

Cys

Asp

Phe

Cys

110

His

Phe

Gln

Glu

Ala

Arg

30

Ile

Lys

Thr

Asp

Ile

110

Leu

Gln

Phe

Asp

Ser

Thr

Trp

Gln

15

Gly

Pro

Ile

Lys

Cys

His

Glu

Glu

Gln

ser

Leu

Asn

160

Pro

Met

Gly

Asn

Asp

80

Arg

Ser

GlIn

Glu

val
160



Thr

Ser

Ile

Ile

Phe

225

val

Pro

Ser

Thr

Thr

305

Pro

Ser

ser

Gln

Pro

385

Ala

Ala

val

His

Cys

Phe

210

Thr

His

Ser

Asp

Asp

290

Phe

Arg

val

Thr

Ile

370

Gln

GlIn

val

Arg

Pro

Gly

Arg

Leu

Arg

Asp

Lys

Pro

Pro

Ile

355

ser

Ala

Ala

Ala

Asp

Ile

180

val

Leu

Pro

Gln

Gln

260

Glu

Arg

Ser

Pro

Lys

Asn

Gln

Pro

Pro

Pro
420

Pro

165

Phe

Asn

Cys

Gly

val

245

Ala

Leu

His

Ile

Pro

325

Pro

Tyr

Ala

Ala

Ala

405

Pro

P50627PC_22Decll_sequence Tisting_ST25

Ser Gly Arg Pro Leu Arg Leu Pro Pro val

Asp

Arg

Asp

Pro

ser

Arg

Met

310

Arg

Ala

Asp

Ser

Pro

390

Pro

Ala

Asn

Asn

Lys

215

Glu

Ile

val

Glu

Ile

295

Lys

Arg

Pro

Glu

Ala

375

Ala

val

Pro

Arg

Ser

200

val

Ala

val

Arg

Pro

280

Glu

Lys

Ile

GlIn

Phe

360

Leu

Pro

Pro

Lys

Ala

185

Gly

Gln

Arg

Phe

val

265

Met

Glu

Ser

Ala

Pro

345

Pro

Ala

Ala

val

Pro
425

170

Pro

Ser

Lys

Gly

Arg

ser

Glu

Lys

Pro

val

330

Tyr

Thr

Pro

Pro

Leu

410

Thr

Page 6

Asn

Cys

Glu

Ser

235

Thr

Met

Phe

Arg

Phe

315

Pro

Pro

Met

Ala

Ala

395

Ala

GlIn

Thr

Leu

220

Phe

Pro

Gln

Gln

Lys

300

Ser

ser

Phe

val

Pro

380

Met

Pro

Ala

Ala

Ser

Pro

Leu

TYyr

285

Arg

Gly

Arg

Thr

Phe

365

Pro

val

Gly

Gly

Glu

190

Gly

Glu

Gln

Tyr

Arg

Leu

Thr

Pro

Ser

ser

350

Pro

Gln

ser

Pro

Glu
430

175

Leu

Asp

val

Ala

Ala

255

Arg

Pro

Tyr

Thr

ser

335

Ser

Ser

val

Ala

Pro

415

Gly

Leu

Lys

Glu

Tyr

Asp

240

Asp

Pro

Asp

Glu

320

Ala

Leu

Gly

Leu

Leu

400

Gln

Thr



Leu

Ala

Ser

465

val

Ile

Ala

Glu

Gln
545

Ser

Leu

450

val

Ala

Thr

Pro

Asp

530

Ile

<210>
<211>
<212>
<213>

<400>

Glu
435

Leu

Asp

Pro

Arg

Leu

515

Phe

Ser

107
PRT
Homo

8

Pro Asn Thr

1

Ser

Lys

Gly

Arg

65

Ser

Glu

Cys

Glu

Ser

50

Thr

Met

Phe

Leu

Asp

35

Phe

Pro

Gln

GlIn

Ala

Gly

Asn

His

Leu

500

Gly

Ser

Ser

Leu

Asn

Ser

Thr

485

val

Ala

ser

sapiens

Ala

Gly

20

Ile

Ser

Pro

Leu

Tyr
100

Glu

5

Gly

Glu

Gln

Tyr

Arg

85

Leu

P50627PC_22Decll_sequence 1listing_ST25

Leu GIn Leu Gln Phe Asp Asp

ser

Glu

470

Thr

Thr

Pro

Ile

Leu

Asp

val

Ala

Ala

70

Arg

Pro

Thr

455

Phe

Glu

Gly

Gly

Ala
535

Lys

Glu

Tyr

Asp

55

Asp

Pro

Asp

Asp

Gln

Pro

Ala

Leu

520

Asp

Ile

Ile

Phe

40

val

Pro

Ser

Thr

Pro

Glin

Met

GlIn

505

Pro

Met

Cys

Phe

25

Thr

His

Ser

Asp

Ala

Leu

Leu

490

Arg

Asn

Asp

Arg

10

Leu

Gly

Arg

Leu

Arg
90

val

Leu

475

Met

Pro

Gly

Phe

val

Leu

Pro

Gln

Gln
75

Asp Arg

Page 7

Phe

460

Asn

Glu

Pro

Leu

Ser
540

Asn

Cys

Gly

val

60

Ala

Leu

Glu Asp Leu

445

Thr

Gln

Tyr

Asp

Leu

525

Ala

Arg

Asp

Trp

45

Ala

Pro

Ser

Asp

Gly

Pro

Pro

510

Ser

Leu

Asn

Ile

val

Glu

Leu

Ile

Glu

495

Ala

Gly

Leu

ser

15

val

Ala

val

Arg

Pro
95

Gly

Ala

Pro

480

Ala

Pro

Asp

Ser

Gly

Arg

Phe

val

80

Met



<210>
<211>
<212>
<213>

<400>

7
P
H

9

53
RT
omo

Met Ala Ala

1

Ser

Ser

Ser

cys

65

Leu

Pro

Thr

val

Leu

145

Gln

Leu

Lys

val

Asn
225

Gly

Thr

ser

50

Gly

Pro

Ala

Gly

His

130

Thr

Phe

val

Glu

Gln

210

Lys

ser

Ala

35

Pro

val

cys

Ala

Pro

115

Lys

Cys

Leu

Lys

val

195

val

Arg

sapiens

Ser

Pro

20

Pro

Ala

cys

Leu

Ala

100

Ala

His

Arg

Glu

Arg

Arg

Asp

Gly

Ala

5

Gly

Ser

Gly

Arg

His

85

Asn

Lys

Glu

Asp

Ser

val

Arg

P50627PC_22Dec11_sequence 1isting_ST25

Ala

Pro

Ala

Gly

Glu

70

Ser

Ser

Ser

Pro

Cys

150

Ala

Gly

Ser

Lys

val
230

Ala

Gly

Ala

Gly

55

Arg

Ala

ser

Arg

Leu

135

Gln

val

Asp

Ile

Met

215

Leu

Ala

Glu

Ala

40

Ala

Leu

Cys

Gly

Leu

Arg

Lys

Arg

Ala

val

Ser

Gly

25

Ser

Glu

Arg

Ser

Leu

Asn

Asn

His

185

Gln

Ile

Asn

Ala

10

Ser

Ala

Ala

Pro

Ala

90

Gly

Glu

Phe

Ala

GlIn

170

Ala

val

Leu

Asp

Ala

Ala

Ser

Leu

Glu

75

Cys

Gly

Arg

Cys

His

155

Arg

Thr

Ser

Gln

Ala
235

Page 8

Ala

Gly

Ala

Glu

60

Arg

Leu

Ala

Thr

Glu

140

Lys

Lys

Leu

Asp

Ile

220

Gln

Ala

Gly

Ser

45

Leu

Glu

Gly

Ala

val

125

Ser

Asp

Leu

Gln

val

205

Met

Lys

Ser

Glu

30

Ala

Leu

Pro

Pro

Gly

110

Tyr

Cys

His

Leu

Lys

Gln

Lys

val

Ala

15

Lys

Ala

Glu

Arg

Ala

95

Asp

cys

Asp

GlIn

Ala

175

sSer

Lys

Glu

Thr

Ala

Arg

Ala

His

Leu

80

Ala

Gly

Asn

Thr

Tyr

160

Ser

Thr

Arg

Leu

Glu
240



Gly

Gln

Ser

GlIn

Gly

Gln

Phe

Gly

Arg

Ala

Glu

Thr

Leu

465

Gly

Met

Gln

Lys

Asp

Leu

290

Glu

Ala

Pro

Gly

Gly

val

Lys

Asp

Asp

Ala

Ala

Gln

His

Asn

275

His

Met

Phe

Ala

Ser

355

Ser

Lys

val

ser

Tyr

435

Gln

Gly

Pro

Leu

Glu

Gln

260

Asn

Arg

Lys

Gly

Pro

340

Gly

Gly

Arg

Pro

GlIn

420

Asn

Pro

Met

Pro

Ala
500

Arg

Glu

Thr

Ala

Phe

ser

Asp

Ser

Leu

Gly

Ala

Thr

485

Glu

P50627PC_22Decll_sequence 1isting_ST25

Leu Glu Arg GIn His Trp Thr Met Thr Lys
250

His Ile Leu

Ala

Leu

Gln

310

Ile

Ala

Ser

Asp

Pro

Ile

Thr

Ile

470

Ala

Gly

Leu

Lys

295

Trp

val

Pro

GlIn

Pro

375

Ser

Ser

val

val

Ala

455

val

Thr

Pro

Leu

280

Met

Asp

Ala

Pro

Pro

360

Tyr

Gly

Leu

Phe

Ile

440

Pro

Lys

Glu

Gly

Arg Phe Ala Ser Trp

265

Leu

Ile

Leu

Glu

ser

Glu

Glu

Ala

Glu

Gly

Ala
505

Ser

val

Asn

Glu

Ser

Gly

Arg

val

Arg

Gly

Glu

Pro

490

Glu

Lys

Asp

Ala

315

Pro

Pro

val

Ala

Glu

395

Leu

Phe

Gly

Thr

Glu

475

Glu

Gly

Page 9

Lys

Pro

300

Trp

Gly

Gly

Gln

Glu

380

val

Asp

Pro

Ala

Pro

460

Thr

Thr

Pro

Leu

285

val

Thr

Thr

Pro

Glu

365

Pro

Ser

Leu

Gly

Ala

445

Gly

Glu

Lys

Arg

Ala

270

Ile

Glu

Lys

Asn

Leu

350

Gly

His

Gly

Asp

ser

430

Ala

Ala

Ala

Pro

Leu
510

255

Leu

TYyr

Pro

ser

ser

335

ser

Tyr

val

Leu

Leu

415

Thr

Ala

Pro

Ala

val

495

Ala

Ile

Glu

Phe

His

Ala

320

Thr

Lys

Gly

Ser

Met

400

Thr

Thr

Ala

Pro

Ile

480

Leu

Ser



Pro

Thr

Ile

545

Cys

val

Leu

Gly

val

625

Leu

Asp

Tyr

Gln

Gly

Pro

Ser

Ser

530

Cys

Glu

Pro

Lys

val

610

Leu

Ala

Leu

Ser

Phe

690

Leu

Lys

Ala

<210>
<211>
<212>

<213>

Gly

Ala

Arg

Phe

Gly

Glu

595

val

Leu

Thr

Thr

Ser

675

Asn

Gln

Phe

Gly

10
10

DNA
Artificial Sequence

Ser

Pro

val

Cys

Glu

580

Glu

Ala

Ala

Asp

Leu

660

Pro

Lys

Arg

Ser

Leu
740

Thr

Gly

Cys

Phe

565

Glu

Asp

Lys

Leu

Ser

645

Ile

Gln

Leu

Phe

Ala

725

Ser

P50627PC_22Decll_sequence listing_ST25
Ser Ser Gly Leu Glu val val Ala Pro Glu

Gly

Gln

550

His

Trp

Gly

Leu

Phe

630

Thr

Arg

Glu

Thr

Phe

710

val

Ser

Gly

535

Lys

Leu

Ser

sSer

ser

615

Cys

Phe

Ala

Phe

Glu

695

Glu

Leu

Gln

520

Pro

Pro

Asp

Cys

Leu

600

Pro

His

Ser

Arg

Ala

680

Asp

Thr

val

Glu

Gly

Gly

Cys

Ser

585

Ser

Ala

Glu

Leu

Leu

665

Gln

Lys

Arg

Glu

Leu
745

Thr

Asp

His

570

Leu

Leu

Asn

Pro

Asp

Ala

Met

Pro

730

ser

Page 10

Leu

Leu

555

Leu

Cys

Asp

Gln

Glu

val

Asp

Asn

715

Pro

Gly

Asp

540

val

Pro

His

Gly

Arg

Arg

Pro

Lys

Gly

val

700

Glu

Pro

Gly

525

Asp

Met

Ala

val

Ala

605

Lys

Pro

Gly

Leu

Ala

Met

Pro

ser

cys

Leu

Leu

590

Asp

cys

Leu

Gly

Ser

670

Met

Ser

Phe

sSer

Ala

Asn

Gln

575

Pro

Ser

Glu

His

Thr

655

Pro

Phe

Ile

Gly

Leu

735

Asp

Gly

Thr

GlIn

560

Asp

Asp

Thr

Arg

GlIn

640

Leu

Pro

Lys

Ile

Gly



<220>
<223>

<400>

P50627PC_22Decll_sequence 1listing_ST25

wild type kB2 site in TNF 5' upstream
10

gtgaattccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11
10
DNA
Artificial Sequence

Mutated kB2 site in TNF 5' upstream
11

ttgaattccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

10

DNA

Artificial Sequence

wild type kBz site in TNF 5' upstream
12

gtgatttcac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

10

DNA

Artificial Sequence

Mutated kBz site in TNF 5' upstream
13

atcctttcac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14
10
DNA
Artificial Sequence

wild type kB2a site in TNF 5' upstream
14

gggctgtccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

11

DNA

Artificial Sequence

Mutated kB2a site in TNF 5' upstream
15

tagctgtgcc ¢

Page 11

10

10

10

10

10

11



<210>
<211>
<212>
<213>

<220>
<223>

<400>

P50627PC_22Decll_sequence 1isting_ST25
16
10
DNA
Artificial Sequence

wild type kB4 site in TNF 3' downstream
16

gggaatttcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

10

DNA

Artificial Sequence

Mutated kB4 site in TNF 3' downstream
17

cgcaatgtgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

10

DNA

Artificial Sequence

wild type kB4a site in TNF 3' downstream
18

gggaattcca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19
10
DNA
Artificial Sequence

Mutated kB4a site in TNF 3' downstream
19

cgcaagtgca

<210>
<211>
<212>
<213>

<400>

20
20
DNA
Homo sapiens

20

tgagaaggac agggagccaa

<210>
<211>
<212>
<213>

<400>

21

22

DNA

Homo sapiens

21

ccacagattt tgcaagggat ca

<210>
<211>

22
21

Page 12

10

10

10

10

20

22
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<212> DNA
<213> Artificial Sequence

<220>
<223> 1IL12-p35 locus primer

<400> 22
tcattttggg ccgagctgga g 21

<210> 23

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL12-p35 locus primer

<400> 23
tacatcagct tctcggtgac acg 23

<210> 24

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-12p40 locus primer

<400> 24
tccagtacca gcaacagcag caga 24

<210> 25

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-12p40 locus primer

<400> 25
gtaggggctt gggaagtgct tacctt 26

<210> 26

<211> 24

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-23pl1l9 Tocus primer

<400> 26
actgtgaggc ctgaaatggg gagc 24

<210> 27

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> 1IL-23pl9 locus primer

<400> 27
actggatggt cctggtttca tgggaga 27

Page 13



<210>
<211>
<212>
<213>

<220>
<223>

<400>

P50627PC_22Decll_sequence 1isting_ST25

28

27

DNA

Artificial Sequence

IL-10 locus primer

28

cctgtgccgg gaaaccttga ttgtggce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

29

27

DNA

Artificial Sequence

IL-10 locus primer

29

gtcaggagga ccaggcaaca gagcagt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30
26
DNA
Artificial Sequence

kB4 forward oligonucleotide probe
30

agctgggcat gggaatttcc aactct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31

25

DNA

Artificial Sequence

kB4 reverse oligonucleotide probe

31

agctgagttg gaaattccca tgccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

32

26

DNA

Artificial Sequence

kB4a forward oligonucleotide probe
32

agctaactct gggaattcca atcctt

<210>
<211>
<212>
<213>

<220>

33

26

DNA

Artificial Sequence

Page 14
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27

26

25

26



P50627PC_22Decll_sequence 1isting_ST25
<223> kB4a reverse oligonucleotide probe

<400> 33
agctaaggat tggaattccc agagtt

<210> 34

<211> 25

<212> DNA

<213> Artificial Sequence

<220> )

<223> kB4b forward oligonucleotide probe
<400> 34

agctcttgct gggaaaatcc tgcag

<210> 35

<211> 26

<212> DNA

<213> Artificial Sequence

<220> .

<223> kB4b reverse oligonucleotide probe
<400> 35

agctgctgca ggattttccc agcaag

<210> 36

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> 1ISRE1l forward oligonucleotide probe
<400> 36

agctgaagcc aagactgaaa ccagcatta

<210> 37

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> 1ISRE1l reverse oligonucleotide probe
<400> 37

agcttaatgc tggtttcagt cttggcttc

<210> 38

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<223> 1ISRE2 forward oligonucleotide probe
<400> 38

agctccgggt cagaatgaaa gaagaagg

<210> 39
<211> 29

Page 15
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25

26

29

29

28



P50627PC_22Decll_sequence 1isting_ST25
<212> DNA
<213> Artificial Sequence

<220> ) )
<223> ISRE2 reverse oligonucleotide probe

<400> 39
agctccttct tctttcattc tgacccggt

<210> 40
<211> 29
<212> DNA
<213> Artificial Sequence

<220>
<223> ISRE5 forward oligonucleotide probe

<400> 40
agctggagaa gaaaccgaga cagaaggtg

<210> 41

<211> 29

<212> DNA

<213> Artificial Sequence

<220>

<223> 1ISRE5 reverse oligonucleotide probe
<400> 41

agctcacctt ctgtctcggt ttcttctcc

<210> 42

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> 'ISRE'1l6 forward oligonucleotide probe

<400> 42
agcttttgct tagaaaagaa acatggtctc

<210> 43

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> '"ISRE'16 reverse oligonucleotide probe

<400> 43
agctgagacc atgtttcttt tctaagcaaa

<210> 44

<211> 32

<212> DNA

<213> Artificial Sequence

<220>

<223> 'ISRE'1l7 forward oligonucleotide probe
<400> 44

agctacataa acaaagccca acagaatatt cc
Page 16

29

29

29

30

30

32



<210>
<211>
<212>
<213>

<220>
<223>

<400>

P50627PC_22Decll_sequence Tisting_ST25

45

32

DNA

Artificial Sequence

'ISRE'17 reverse oligonucleotide probe

45

agctggaata ttctgttggg ctttgtttat gt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

46

32

DNA

Artificial Sequence

PRDI-III(IFN-beta) forward oligonucleotide probe
46

agctgggaaa ctgaaaggga aagtgaaagt gg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

47

32

DNA

Artificial Sequence

PRDI-III(IFN-beta) reverse oligonucleotide probe
47

agctccactt tcactttccc tttcagtttc cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

48

22

DNA

Artificial Sequence

oligonucleotide probe for TNF Tocus control region

48

tgtgtgtctg ggagtgagaa ct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

49

22

DNA

Artificial Sequence

Oligonucleotide probe for TNF Tocus control region

49

tcttctcage ttctcctttg ct

<210>
<211>
<212>
<213>

<220>

50
24
DNA
Artificial Sequence

Page 17

32

32

32

22

22



P50627PC_22Decll_sequence Tisting_ST25
<223> oOligonucleotide probe for TNF Tocus region A

<400> 50
ccacagcaat gggtaggaga atgt

<210> 51

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region A

<400> 51
gaggtcctgg aggctctttc act

<210> 52

<211> 23

<212> DNA

<213> Artificial Sequence

<220> )

<223> o0ligonucleotide probe for TNF locus region B
<400> 52

ggaagccaag actgaaacca gca

<210> 53

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> oOligonucleotide probe for TNF locus region B
<400> 53

ccgggaattc acagacccca ct

<210> 54

<211> 20

<212> DNA

<213> Artificial sequence

<220>

<223> oOligonucleotide probe for TNF locus region C
<400> 54

tccctccaac cccgttttct

<210> 55

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> oligonucleotide probe for TNF locus region C
<400> 55

taggaccctg gaggctgaac

<210> 56
<211> 20

Page 18
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23

23

22

20

20
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<212> DNA
<213> Artificial Sequence

<220> .
<223> oOligonucleotide probe for TNF locus region D

<400> 56
aactttccaa atccccgecc 20

<210> 57

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region D

<400> 57
ggtgtgccaa caactgcctt 20

<210> 58

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region E

<400> 58
cagcaaggac agcagaggac 20

<210> 59

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Oligonucleotide probe for TNF locus region E

<400> 59
tcccggatca tgctttcagt 20

<210> 60

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region F

<400> 60
ggcagtcagt aagtgtctcc aa 22

<210> 61

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region F

<400> 61
tacctacaac atgggctaca gg 22
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<210> 62

<211> 22

<212> DNA

<213> Artificial Sequence

<220> )
<223> oOligonucleotide probe for TNF locus region G
<400> 62

acagctttga tccctgacat ct

<210> 63

<211> 22

<212> DNA

<213> Artificial Sequence

<220> _ )
<223> oOligonucleotide probe for TNF locus region G
<400> 63

ctccgtgtct caaggaagtc tg

<210> 64

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> oOligonucleotide probe for TNF locus region H
<400> 64

atattcccca tcccccagga aaca

<210> 65

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> oOligonucleotide probe for TNF locus region H
<400> 65

ctgcaacagc cggaaatctc acc

<210> 66

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> oOligonucleotide probe for TNF locus region I
<400> 66

gaggacctca ctcagccctt

<210> 67

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
Page 20
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<223> oOligonucleotide probe for TNF locus region I

<400> 67
cggcagttcg gttccttgtt 20

<210> 68

<211> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> oOligonucleotide probe for TNF locus region 3J

<400> 68
actggtcttt gtggtgaagg ag 22

<210> 69

<211> 22

<212> DNA

<213> Artificial Sequence

<220> .
<223> oOligonucleotide probe for TNF locus region J

<400> 69
gaactagtgg gctcaagtgg tc 22

<210> 70

<211> 23

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region K

<400> 70
gctatgatca tgccactgta ccc 23

<210> 71

<211> 22

<212> DNA

<213> Artificial Ssequence

<220>
<223> oOligonucleotide probe for TNF locus region K

<400> 71
taccacatgg ttttctcctg cc 22

<210> 72

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region L

<400> 72
gctgaaagtc agccatgaag ta 22

<210> 73
<211> 22
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<212> DNA
<213> Artificial Sequence

<220>
<223> oOligonucleotide probe for TNF locus region L

<400> 73
cacttagggt gtcccattta gg
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