<110>
<120>
<130> Act
<160> 41
<170>
<210> 1

<211> 1164
<212> DNA
<213> Homo

<400> 1
atgaacgtct

tggcaccccg
gtgggcaaca
aacctgttca
ttccaggcca
gtgcacttcc
ctggacaggt
aacgcgctgg
ctgagctact
gcccctcgec
ctggttctcg
gtggccgcegg
gtggccgcegc
ttcggccagt
tcctacgcca
aaaggcttcc
cgtgtgtgcg
gacctgttgc
ccatgcatcc
atcctgacgg
<210> 2
<211> 387
<212> PRT
<213> Homo

<400> 2

220A

sapiens

cgggctgccc
aggcggtcat
cgctggtgct
tccttaacct
ccatctacac
tcatcttcct
atctggccat
cagccatcgg
accgccagtc
gccgecgcecat
gcctgaccta
gctcgggtge
tcttctgect
tccecgcetcac
actcctgegt
gcacgatctg
ctgccgcgeg
acatgagcga
tcgagccctg

ttgatgtggc

sapiens

Act 220A_sequences.ST25.txt
SEQUENCE LISTING

PatentIn version 3.3

aggggccggg
cgtgcccctg
ggcggtgctg
gggcgtggcc
cctggacggc
caccatgcac
ccgctacccg
gctcatctgg
gcagctggcc
ggacatctgc
cgcgcgcacc
ccggcgcegec
ctgctggatg
gcgcgecact
caaccccatc
cgcgggectg
gggcacccac
9gcggcgggg
tcctggececg

ctga

ACTELION PHARMACEUTICALS LTD

aacgcgagcc
ctcttcgcgce
ctgcgeggeg
gacctgtgtt
tgggtgttcg
gccagcagct
ctgcactccc
gggctgtcgce
aacctgaccg
accttcgtct
ttgcgctacc
aagcgcaagg
ccccaccacg
tatgcgcttc
gtttacgcgc
ctgggccgtg
agtggcagcg
gcccttegtc

tcctggcagg

aggcgggcgg
tcatcttcct
gccaggeggt
tcatcctgtg
gctcgctgct
tcacgctggc
gcgagctgceg
tgctcttctc
tgtgccatcc
tcagctacct
tctggcgcegce
tgacacgcat
cgctcatcct
gcatcctctc
tggtctccaa
ccccaggcecg
tgttggagcg
cctgccccgg

gcccaaaggc

NEUROPEPTIDE Q AS MODULATOR OF GPCR GALR2 AND USES THEREOF

€gggggaggc
cgtgggcacc

cagcactacc
ctgcgtgccc
gtgcaaggcg
cgccgtctec
cacgcctcga
cgggccctac
cgcgtggagc
gcttcctgtg
cgtcgacccg
gatcctcatc
ctgcgtgtgg
gcacctggtc
gcacttccgc
agcctcgggc
cgagtccagc
cgcttcccag

aggcgacagc

Met Asn val Ser Gly Cys Pro Gly Ala Gly Asn Ala Ser Gln Ala Gly
1 5 10

Page 1

15

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1164



Gly

Ala

val

Leu

65

Phe

Leu

Ser

Tyr

Ala

145

Leu

Pro

val

Arg

Ser

225

val

Leu

Leu

Gly

Leu

Leu

50

Asn

Gln

Cys

Phe

Pro

130

Ile

Ser

Ala

Phe

Thr

210

Gly

Ala

Cys

Arg

Gly

Ile

35

Leu

Leu

Ala

Lys

Thr

115

Leu

Gly

Tyr

Trp

Ser

195

Leu

Ala

Ala

val

Ile
275

Gly

20

Phe

Arg

Gly

Thr

Ala

100

Leu

His

Leu

Tyr

Ser

180

Tyr

Arg

Arg

Leu

Trp

Leu

Trp

Leu

Gly

val

Ile

85

val

Ala

Ser

Ile

Leu

Tyr

Arg

Phe

245

Phe

Ser

val

Gly

Ala

70

Tyr

His

Ala

Arg

Pro

Leu

Leu

Ala

230

Cys

Gly

Act 220A_sequences.ST25.txt

Pro

Gly

Gln

55

Asp

Thr

Phe

val

Glu

135

Gly

Ser

Arg

Pro

Trp

Lys

Leu

Gln

Leu

Glu

Thr

40

Ala

Leu

Leu

Leu

Ser

120

Leu

Leu

Gln

Arg

val

200

Arg

Arg

Cys

Phe

val
280

Ala val Ile val Pro

val

val

Cys

Asp

Ile

105

Leu

Arg

Ser

Leu

Arg

Leu

Ala

Lys

Trp

Pro

265

Ser

Gly

Ser

Phe

Gly

90

Phe

Asp

Thr

Leu

Ala

170

Ala

val

val

val

Met

250

Leu

Tyr

Asn

Thr

Ile

75

Trp

Leu

Arg

Pro

Leu

155

Asn

Met

Leu

Asp

Thr

235

Pro

Thr

Ala

Page 2

Thr

Thr

60

Leu

val

Thr

Tyr

Arg

Phe

Leu

Asp

Gly

Pro

220

Arg

His

Arg

Asn

Leu

45

Asn

Cys

Phe

Met

Leu

125

Asn

Ser

Thr

Ile

Leu

205

val

Met

His

Ala

ser
285

Leu

30

val

Leu

Cys

Gly

His

110

Ala

Ala

Gly

val

Cys

Thr

Ala

Ala

Thr
270

Cys

Leu

Leu

Phe

val

Ser

95

Ala

Ile

Leu

Pro

Cys

175

Thr

Tyr

Ala

Leu

Leu

255

Tyr

val

Phe

Pro
80
Leu

Ser

Arg

Tyr
160

Phe

Gly

Ile
240

Asn



Ile val

290

Pro

Thr Ile

305

Cys

Arg val Cys

Arg Glu Ser

Arg Pro Cys

355

Pro Ser

370

Gly

Asp val

385

<210> 3
<211>
<212>
<213>

<400> 3
atgaatggct

mous

cagcccgagg
ggcaacgcgc
ctattcatcc
caggccacca
catttcctca
gacaggtatc
gcgctggegg
agctactaca
ccacgacgtc
gtgctcagcc
gctgcaggct
gcggtactct
ggtcgctttc
tatgccaact

ggtttccgca

Tyr Ala

Ala Gly

Leu

Leu

Act 220A_sequences.ST25.txt

val ser
295

Leu Gly

310

Ala
325

Ala

Ser
340

Asp

Pro Gly

Trp Gln

e

cggacagcca
cggtcctcgt
tggtgctggc
tcaacctggg
tctataccct
tcttcctcac
tggccatccg
ccatcgggct
gtcagtcgca
gcgccatgga
tgacctatgc
caggttccca
tctgcctctg
cgctcacgcg
cgtgtgtcaa

aaatctgcgc

Ala

Leu

Ala

Gly

Arg Gly

His

Leu

Gln
360

Ser

Pro
375

Lys

g9g9g9g9cggag
acccctattt
ggtgctgctg
tgtggccgac
ggacgattgg
tatgcacgcc
ctacccgctg
catctggggg
gctggccaat
cctctgcact
gcgcaccctg
gcgcgccaag
ttggatgccc
tgccacttac
ccccatcgtt

gggcctgcta

Lys His Phe

Ala Pro

315

Arg

His Ser

330

Thr

Met Glu

345

Ser

Pro Cys Ile

Ala Gly Asp

gactcgagcc
ttcgcgctca
cgcggceggec
ctgtgtttca
gtgtttggct
agcagcttca
cactcccgag
ctagcactgc
ctgacggtgt
tttgtcttta
cactacctct
cgcaaggtga
caccacgcgc
gccctgegea
tatgctctgg

cgccgtgecc

Page 3

Arg Lys Gly
300

Gly Arg Ala

Gly ser val

Ala

Ala

Glu
365

Leu

Ser Ile Leu

380

aggaaggtgg
tcttcctegt
aggcggtcag
tcctgtgcetg
cactgctctg
cgctggccgce
agttgcgcac
tcttctccgg
gccacccagc
gctacctgtt
ggcgcacagt
cacggatgat
ttatcctctg
tcctttcaca

tctccaagca

cgaggagagc

Phe

Ser

Leu
335

Ala Leu

Cys Pro

Thr val

cggcggcetgg
gggcgctgtg
caccacgaac
cgtgcctttc
caaggccgtt
tgtctcgctg
acctcgaaac
gccctacctg
gtggagcgca
gccagtgctg
tgacccagta
cgtcatcgtg
cgtgtggttt
tctagtatct
tttccgcaaa

ttcaggccga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



Act 220A_sequences.ST25.txt
gtgtgcatcc tggcgcctgg aaaccatagt ggtggcatgc tggaacctga gtccacagac 1020

ctgacacagg tgagcgaggc agccgggccc ctcgtccccg cacccgcact tcccaactgec 1080

acaaccttga gtagaaccct cgatccagcc tgttaa 1116
<210> 4

<211> 371

<212> PRT

<213> mouse

<400> 4

Met Asn Gly Ser Asp Ser Gln Gly Ala Glu Asp Ser Ser Gln Glu Gly
1 5 10 15

Gly Gly Gly Trp Gln Pro Glu Ala val Leu val Pro Leu Phe Phe Ala
20 25 30

Leu Ile Phe Leu val Gly Ala val Gly Asn Ala Leu val Leu Ala val
35 40 45

Leu Leu Arg Gly Gly Gln Ala val Ser Thr Thr Asn Leu Phe Ile Leu
50 55 60

Asn Leu Gly val Ala Asp Leu Cys Phe Ile Leu Cys Cys val Pro Phe
65 70 75 80

Gln Ala Thr ITe Tyr Thr Leu Asp Asp Trp val Phe Gly Ser Leu Leu
85 90 95

Cys Lys Ala val His Phe Leu Ile Phe Leu Thr Met His Ala Ser Ser
100 105 110

Phe Thr Leu Ala Ala val Ser Leu Asp Arg Tyr Leu Ala Ile Arg Tyr
115 120 125

Pro Leu His Ser Arg Glu Leu Arg Thr Pro Arg Asn Ala Leu Ala Ala
130 135 140

Ile Gly Leu ITe Trp Gly Leu Ala Leu Leu Phe Ser Gly Pro Tyr Leu
145 150 155 160

Ser Tyr Tyr Ser Gln Ser Gln Leu Ala Asn Leu Thr val Cys His Pro
165 170 175

Ala Trp Ser Ala Pro Arg Arg Arg Ala Met Asp Leu Cys Thr Phe val
180 185 190

Phe Ser Tyr Leu Leu Pro Vval Leu val Leu Ser Leu Thr Tyr Ala Arg
195 200 205

Thr Leu His Tyr Leu Trp Arg Thr val Asp Pro val Ala Ala Gly Ser
210 215 220

Page 4



Gly

Ala

Cys

Arg

Ile

Ile

305

val

Glu

Pro

Pro

Ser

val

val

Ile

val

290

Cys

Cys

Ser

Ala

Ala
370

<210>
<211>
<212>
<213>

<400>
atgaatggct

Gln

Leu

Trp

Leu
275

Tyr

Ala

Thr

Pro
355

Cys

5
1119
DNA
rat

5

tggcagcctg

gtgggcaacg

aacctgttca

ttccaggcca

gttcatttcc

ctggacaggt

aacgcgctgg

ctgagctact

gcacctcgac

Arg

Phe

Phe

260

Ser

Ala

Gly

Leu

Asp

340

Ala

Ala

Cys

245

Gly

His

Leu

Leu

Ala

325

Leu

Leu

ccggcagceca
aggcggtcct
cgctggtgct
tcctcaacct
ccatctacac
tcatctttct
atctggccat
ccgccatcgg
accgtcagtc

gtcgagccat

Arg

Leu

val

Leu

310

Pro

Thr

Pro

Act 220A_sequences.ST25.txt

Arg Lys val Thr Arg Met Ile val
2

Cys

Phe

val

Ser

295

Arg

Gly

Gln

Asn

Trp

Pro

Ser

280

Lys

Arg

Asn

val

Cys
360

gggcgcggag
tgtaccccta
ggcggtgctg
gggcgtggcc
cctggacgac
cactatgcac
ccgctacccg
gctcatctgg
gcagctggcc

ggacctctgc

Met Pro His
250

Leu Thr Arg
265

Tyr Ala Asn

His Phe Arg

Ala Pro Arg

His Ser Gly
330

Ser Glu Ala
345

Thr Thr Leu

aacacgagcc
tttttcgege
ctgcgcggeg
gacctgtgtt
tgggtgttcg
gccagcagct
ctgcactccc
gggctagcac
aacctgacag

accttcgtct

Page 5

His Ala

Ala Thr

ser Cys

285

Arg Ala

Gly Met

Ala Gly

ser Arg
365

Leu

Tyr

270

val

Phe

Ser

Leu

Pro

350

Thr

aggaaggcgg
tcatcttcct

gccaggcggt
tcatcctgtg

gctcgctget

tcacgctggc

gagagttgcg
tgctcttctc

tatgccaccc

ttagctacct

Ile

Ile

255

Ala

Asn

Arg

Gly

Glu

335

Leu

Leu

tagcggcggc
cgtgggcacc
cagcaccacc
ctgcgtgcect
ctgcaaggct
cgccgtctec
cacacctcga
cgggccctac
agcatggagc
gctgccagtg

val

240

Leu

Leu

Pro

Lys

Arg

320

Pro

val

Asp

60
120
180
240
300
360
420
480
540
600



ctagtcctca
gtgactgcag
gtggcggtgc
tttggtcgct
tcctatgcca
aaaggtttcc
cgagtgagca
gacctgacac
tgcacagcct
<210> 6

<211> 372
<212> PRT
<213> rat
<400> 6

Met Asn Gly
1
Gly Ser Gly

Ala Leu Ile
35

val Leu Leu
50

Leu Asn Leu
65

Phe Gln Ala
Leu Cys Lys

Ser Phe Thr
115

Tyr Pro Leu
130

Ala Ile Gly
145

Leu Ser Tyr

Ser

Gly

20

Phe

Arg

Gly

Thr

Ala

100

Leu

His

Leu

Tyr

gtctgaccta
gctcaggttc
ttttctgect
tcccgcetcac
actcctgtgt
gcaaaatctg
tcctggcgec
aggtgagcga

cgagtagaac

Gly
5
Trp
Leu
Gly
val
Ile
85
val
Ala
Ser

Ile

Arg

Ser

Gln

val

Gly

Ala

70

Tyr

Ala

Arg

Act 220A_sequences.ST25.txt

Gln

Pro

Gly

Gln

55

Asp

Thr

Phe

val

Glu

135

Gly

Ser

ctgttggatg
gcgtgccact
caaccccatc
cgcgggectg
tgggaaccat

ggcagccggg
cctggatccg

Gly

Glu

Thr

40

Ala

Leu

Leu

Leu

Ser

120

Leu

Leu

Gln

CCCcaccacg

tacgcgttgc

gtttacgctc

ctgcgccctg

agtggcagca

ccccttgtcc

gcttgttaa

Ala

Ala

25

val

val

Cys

Asp

Ile

105

Leu

Arg

Ala

Leu

Glu

10

val

Gly

Ser

Phe

Asp

90

Phe

Asp

Thr

Leu

Ala
170

Asn

Leu

Asn

Thr

Ile

75

Trp

Leu

Arg

Pro

Leu

155

Asn

Page 6

tgcgcgtacc ctgcgctacc tctggecgcac

ccagcgcgec aaacgcaagg tgacacggat

cgcttatcct

gcatcctttc

tggtctccaa

ccccgaggcg

tgctggaaca

caccacccgc

Thr

val

Ala

Thr

60

Leu

val

Thr

Tyr

Arg

Phe

Leu

Ser

Pro

Leu

45

Asn

Cys

Phe

Met

Leu

125

Asn

Ser

Thr

Gln

Leu

30

val

Leu

Cys

Gly

His

110

Ala

Ala

Gly

val

agtcgacccg
gatcatcatc
ctgcgtgtgg
acacctagtt
gcatttccgt
agcttcgggc
ggaatccaca

acttcccaac

Glu

15

Phe

Leu

Phe

val

Ser

95

Ala

Ile

Leu

Pro

Cys
175

Gly

Phe

Pro
80
Leu

Ser

Arg

Tyr
160

660
720
780
840
900
960
1020
1080
1119



Act 220A_sequences.ST25.txt

Pro Ala Trp Ser Ala Pro Arg Arg Arg Ala Met Asp Leu

180 185

val Phe Ser Tyr Leu Leu Pro val Leu val Leu
195 200

Arg Thr Leu Arg Tyr Leu Trp Arg Thr val Asp
210 215

Ser Gly Ser GIn Arg Ala Lys Arg Lys val Thr
225 230 235

val Ala val Leu Phe Cys Leu Cys Trp Met Pro
245 250

Leu Cys val Trp Phe Gly Arg Phe Pro Leu Thr
260 265

Leu Arg Ile Leu Ser His Leu val Ser Tyr Ala
275 280

Pro Ile val Tyr Ala Leu val Ser Lys His Phe
290 295

Lys Ile Cys Ala Gly Leu Leu Arg Pro Ala Pro
305 310 315

Arg val Ser Ile Leu Ala Pro Gly Asn His Ser
325 330

Gln Glu Ser Thr Asp Leu Thr GIn val Ser Glu
340 345

val Pro Pro Pro Ala Leu Pro Asn Cys Thr Ala
355 360

Asp Pro Ala Cys

370
<210> 7
<211> 1164
<212> DNA
<213> rhesus macaque
<400> 7

atgaacgtct cggtctgccc aggagccggg aacgcgagcc
tggcaccccg aggcggtcat cgtgcccctg ctcttcgegce
gtgggcaaca cgctggtgct ggcggtgctg ctgcgcggceg
aacctgttca ttctcaacct gggcgtggcc gacctgtgtt

Page 7

Ser

Pro

220

Arg

His

Arg

Asn

Arg

Gly

Ala

Ser

Leu

205

val

Met

His

Ala

Ser

285

Lys

Arg

Ser

Ala

ser
365

Thr

Ala

Thr

270

Cys

Gly

Ala

Met

aggtgggctg
tcatcttcct

gccaggcggt
tcatcctgtg

Thr Phe

Tyr Ala

Ala Gly

Ile Ile

240

Leu ITe
255

Tyr Ala

val Asn

Phe Arg

Ser Gly

Leu Glu

335

Pro Leu

Thr Leu

€gggggcggc
cgtgggcacc

cagcaccacc

ctgcgtgecc

60
120
180
240



ttccaggcca
gtgcacttcc
ctggacaggt
aacgcgctgg
ctgagttact
gcccctcgec
ctggttctca
gtggccgcegg
gtggccgege
ttcggccatt
tcctacgceca
aaaggcttcc
cgcgtgtgeg
gacctgtcgc
ccgtgcaccc
atcctgacag
<210> 8

<211> 387
<212> PRT
<213>
<400> 8

ccatctacac
tcatcttcct
atctggccat
cagcgatcgc
accgccagtc
gccgegcecat
gcctgaccta
gctcgggtgc
tcttctgect
tcccgcetcac
actcctgegt
gcaagatctg
ctgcecgcgcec
acgtgagcga
tcgagcctgg
ttgatgtgac

rhesus macaque

Met Asn val Ser val Cys

1

Cys Gly Gly

Ile
35

Ala Leu

val Leu Leu

50

Leu Asn Leu

65

Phe Gln Ala

Leu Cys Lys

Gly

20

Phe

Arg

Gly

Thr

Ala
100

5

Trp

Leu

Gly

val

Ile

85

val

His

val

Gly

Ala

70

Tyr

His

Act 220A_sequences.ST25.txt
gctcgctgct

ctga

Pro

Pro

Gln

55

Asp

Thr

Phe

ccgctacccg
gctcatctgg
gcagctggcc
ggacctctgc
cgcgcgcacc
ccggcgcegec
ctgctggatg
gcgcgctact
gaaccccatc
cgcgggcctg
gggcacccac
ggcggcagag

tcccggcececg

Gly

Glu

Thr

40

Ala

Leu

Leu

Leu

gctggacggc tgggtgttcg

caccatgcac gccagcagct

ctgcactccc

gggctgtcgc

aacctgaccg

accttcgtct

ctgcgctacc

aaacgtaagg

CCCcaccacg

tacgcgcttc

gtttacgcgc

ctgggccgtg
agtggcagceg

gcccttcatc

tcttggcggg

Ala

Ala

25

val

val

Cys

Asp

Ile
105

Gly

10

val

Gly

Ser

Phe

Gly

90

Phe

Asn

Ile

Asn

Thr

Ile

75

Trp

Leu

Page 8

tcacgctggc

gcgaactgcg

tgctcttctc

tgtgccatcc

tcagctacct

tctggegtgce

tgacacgcat

cgctcatcct

gcatcctctc

tggtctccaa

ccccacgecg

tgctggagcg

cctgccccgg

gcccaaaggc

Ala

val

Thr

Thr

60

Leu

val

Thr

Ser

Pro

Leu

45

Asn

Cys

Phe

Met

Gln

Leu

30

val

Leu

Cys

Gly

His
110

gtgcaaggct
cgctgtctcg
cacgcctcga
tgggccctac
cgcgtggagc
gcttccggtg
cgtcgacccg
gatccttatc
ctgcgtgtgg
gcacctggtc
acacttccgc
agcctcgggc
cgagtccacc
cgcttcccag

aggcaacagc

val
15

Gly

Leu Phe

Leu

Phe

val Pro

80

Ser Leu

95

Ala Ser

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1164



Ser

Tyr

Ala

145

Leu

Pro

val

Arg

Ser

225

val

Leu

Leu

Pro

305

Arg

Arg

His

Gly

Phe

Pro

130

Ile

Ser

Ala

Phe

Thr

210

Gly

Ala

Cys

Arg

Ile

290

Ile

val

Glu

Pro

Pro
370

Thr

115

Leu

Ala

Tyr

Trp

Ser

195

Leu

Ala

Ala

val

Ile

275

val

Cys

Cys

Ser

Cys

355

Ser

Leu

His

Leu

Tyr

Ser

180

Tyr

Arg

Arg

Leu

Trp

Leu

Tyr

Ala

Ala

Thr

340

Pro

Trp

Ala

Ser

Ile

Leu

Tyr

Arg

Phe

245

Phe

Ser

Ala

Gly

Ala

325

Asp

Gly

Arg

Ala

Arg

Pro

Leu

Leu

Ala

230

Cys

Gly

His

Leu

Leu

310

Ala

Leu

Ala

Gly

Act 220A_sequences.ST25.txt
val Ser Leu Asp Arg Tyr Leu Ala

Glu

135

Gly

Ser

Arg

Pro

Lys

Leu

His

Leu

val

295

Leu

Pro

Ser

Ser

Pro
375

120

Leu

Leu

Gln

Arg

val

200

Arg

Arg

Cys

Phe

val

280

Ser

Gly

Gly

His

Gln

360

Lys

Arg

Ser

Leu

Arg

Leu

Ala

Lys

Trp

Pro

265

Ser

Lys

Arg

Thr

val

345

Pro

Ala

Thr

Leu

Ala

170

Ala

val

val

val

Met

250

Leu

Tyr

His

Ala

His

330

Ser

Cys

Gly

Pro

Leu

155

Asn

Met

Leu

Asp

Thr

235

Pro

Thr

Ala

Phe

Pro

315

Ser

Glu

Thr

Asn

Page 9

Arg

140

Phe

Leu

Asp

Ser

Pro

220

Arg

His

Arg

Asn

Arg

Gly

Ala

Leu

ser
380

125

Asn

Ser

Thr

Leu

Leu

205

val

Met

His

Ala

Ser

285

Lys

Arg

Ser

Ala

Glu

365

Ile

Ala

Gly

val

Cys

Thr

Ala

Ala

Thr

270

Cys

Gly

Ala

val

Glu

350

Pro

Leu

Ile

Leu

Pro

Cys

175

Thr

Tyr

Ala

Leu

Leu

255

Tyr

val

Phe

Ser

Leu

335

Ala

Gly

Thr

Arg

Tyr
160

Phe

Gly

Ile
240

Asn

Arg

Leu

Pro

val



Act 220A_sequences.ST25.txt

Asp val Thr

385

<210> 9

<211> 1164

<212> DNA

<213> chimpanzee
<400> 9

atgaacgtct cgggctgccc aggggccggg aacgcgagcc aggcgggcgg cgggggaggce
tggcaccccg aggcggtcat cgtgcccctg ctcttcgege tcatcttcct cgtgggcatc

gtgggcaaca cgctggtgct ggcggtgctg ctgcgcggcg gccaggcggt cagcaccacc
aacctgttca tccttaacct gggcgtagcc gacctgtgtt tcatcctgtg ctgcgtgecc
ttccaggcca ccatctacac cctggacggc tgggtgttcg gctcgctgct gtgcaaggcg
gtgcacttct tcatcttcct caccatgcac gccagcagct tcacgctggc cgccgtctcc
ctggacaggt atctggccat ccgctacccg ctgcactccc gcgagctgcg cacgcctcga
aacgcgctgg cagccatcgg gctcatctgg gggctgtcgc tgctcttctc cgggcecctac
ctgagctact accgccagtc gcagctggcc aacctgaccg tgtgccatcc tgcgtggagce
gcccctcgec gccgcgecat ggacatctgce accttcgtct tcagctacct gcttcctgtg
ctggttctcg gcctgaccta cgcgcgcacc ttgcgctacc tctggcgcgc cgtcgacccg
gtggccgecgg gctcgggtgc ccggcgcgec aagcgcaagg tgacacgcat gatcctcatc
gtggccgecge tcttctgect ctgctggatg ccccaccacg cgctcatcct ctgcgtgtgg
ttcggccatt tcccgctcac gcgcgcecact tatgcgcttc gcatcctctc gcacctggtc
tcctacgcca actcctgegt caaccccatc gtttacgcgc tggtctccaa gcacttccge
aaaggcttcc gcacgatctg cgcgggcctg ctgggccgtg ccccaggccg agcctcggge
cgtgtgtgcg ctgccgcgcg gggcacccac agtggcagcg tgctggagcg cgagtccage
gacctgttgc acatgagcga ggcggcgggg gcccttcgtc cctgccccgg cgcttcccag
ccatgcaccc tcgagccctg tcctggcccg tcctggcagg gcccaaaggc aggcgacage

atcctgacgg ttgatgtggc ctga

<210> 10
<211> 387
<212> PRT

<213> chimpanzee

<400> 10

Met Asn val Ser Gly Cys Pro Gly Ala Gly Asn Ala Ser Gln Ala Gly
1 5 10 15

Gly Gly Gly Gly Trp His Pro Glu Ala val Ile val Pro Leu Leu Phe
20 2

Ala Leu ITe Phe Leu val Gly Ile val Gly Asn Thr Leu val Leu Ala
35 40 45

Page 10

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1164



val

Leu

65

Phe

Leu

Ser

Tyr

Ala

145

Leu

Pro

val

Arg

Ser

225

val

Leu

Leu

Pro

Thr
305

Leu

50

Asn

Gln

Cys

Phe

Pro

130

Ile

Ser

Ala

Phe

Thr

210

Gly

Ala

Cys

Arg

Ile

290

Ile

Leu

Leu

Ala

Lys

Thr

115

Leu

Gly

Tyr

Trp

Ser

195

Leu

Ala

Ala

val

Ile

275

val

Cys

Arg

Gly

Thr

Ala

100

Leu

His

Leu

Tyr

Ser

180

Tyr

Arg

Arg

Leu

Trp

Leu

Tyr

Ala

Gly

val

Ile

85

val

Ala

Ser

Ile

Leu

Tyr

Arg

Phe

245

Phe

Ser

Ala

Gly

Gly
Ala

70

Tyr

Ala

Arg

Pro

Leu

Leu

Ala

230

Cys

Gly

His

Leu

Leu
310

Act 220A_sequences.ST25.txt

Gln Ala val Ser Thr Thr Asn Leu
5

Asp

Thr

Phe

val

Glu

135

Gly

Ser

Arg

Pro

Lys

Leu

His

Leu

val

295

Leu

Leu

Leu

Phe

Ser

120

Leu

Leu

Gln

Arg

val

200

Arg

Arg

Cys

Phe

val

280

Ser

Gly

Cys

Asp

Ile

105

Leu

Arg

Ser

Leu

Arg

Leu

Ala

Lys

Trp

Pro

265

Ser

Lys

Arg

Phe

Gly

90

Phe

Asp

Thr

Leu

Ala

170

Ala

val

val

val

Met

250

Leu

Tyr

His

Ala

Page 11

Ile

75

Trp

Leu

Arg

Pro

Leu

155

Asn

Met

Leu

Asp

Thr

235

Pro

Thr

Ala

Phe

Pro
315

Leu

val

Thr

Tyr

Arg

Phe

Leu

Asp

Gly

Pro

220

Arg

His

Arg

Asn

Gly

Cys

Phe

Met

Leu

125

Asn

Ser

Thr

Ile

Leu

205

val

Met

His

Ala

Ser

285

Lys

Arg

Cys

Gly

His

110

Ala

Ala

Gly

val

Cys

Thr

Ala

Ala

Thr

270

Cys

Gly

Ala

Phe

val

Ser

95

Ala

Ile

Leu

Pro

Cys

175

Thr

Tyr

Ala

Leu

Leu

255

Tyr

val

Phe

Ser

Pro
80
Leu

Ser

Arg

Tyr
160

Phe

Gly

Ile
240

Asn

Arg



Arg val Cys

Arg Glu Ser

Arg Pro Cys

355

Gly Pro Ser

370

Asp val Ala

385

<210>
<211>
<212>
<213> Homo

<400> 11
atgaagggac

11
351
DNA

ctgggaaact
gctatgctct
aaggacctct
attccggagg
aaaaactttg
<210>
<211>

<212>
<213>

12
115
PRT
Homo

<400> 12
Met Lys Gly
1

val Phe val

Glu Arg Arg
35
Gln

Gly Arg
50

Asp
65

Arg Pro

Ala Ala
325

Ser Asp
340

Pro Gly

Trp Gln

sapiens

tcagaagtct
ccagctgcgc
acctgaaagg
ccgaccggcc
cagcaaccat

atcaaaccag

sapiens

Leu Arg
5

Se

Phe Leu GI

20

Asn Trp Th

Arg Phe

Gl
70

Leu Pro

Act 220A_sequences.ST25.txt

Ala Arg Gly Thr

Leu Leu His Met

Ala Ser Gln Pro

360

Gly Pro Lys Ala
375

ggcagcaaca
tccgcagaga
ggcacagggt
actgccggaa
cttactggcg

attcctggaa

r Leu Ala

Ser

y Asn

Gln
40

r Pro

e ser
55

Asp

u Arg Arg

330

345

accttggctc
ctgttggaga
cgccgcttca
agacgaagcc
tcccttcaga

gacagtctgc

Thr Thr

10

Ala

Ser Ala

25

Cys

Ala Met Leu

Gln Ser Arg

Asn
75

Ser Pro

Page 12

350

365

ttttcctggt
gaaggaactg
tctccgacca
caaatcccca
aatcaccaga

ttaactggtg

Leu Ala Leu

Pro Gln Arg

30

Leu
45

Tyr Lys

Arg
60

Lys Asp

Pro Gln Leu

His Ser Gly Ser val Leu Glu

335

Ser Glu Ala Ala Gly Ala Leu
Cys Thr Leu Glu Pro Cys Pro

Gly Asp Ser Ile Leu Thr val
380

gtttgttttc
gactcctcaa
gagccggaga
actactaact
agatgaagaa

a

Phe
15

Leu
Leu Leu
Gly Ala
ser

Leu

Thr
80

Leu

60
120
180
240
300
351



Ile Pro Glu

Glu Asp Glu

Leu Leu Asn

115
<210> 13
<211> 14
<212> PRT
<213> Homo
<400> 13
Asn Trp Thr
1
<210> 14
<211> 15
<212> PRT

<213> Homo
<400> 14

Asn Trp Thr
1

<210> 15
<211> 16
<212> PRT
<213> rat
<400> 15

Asn Trp Thr
1

<210> 16
<211> 23
<212> PRT

<213> Homo
<400> 16

Asn Trp Thr
1

Arg Phe Ile
<210> 17
<211> 44
<212> PRT
<213> Homo
<400> 17

Ser Pro Asn

85

Glu Lys
100

sapiens

Pro Gln
5

sapiens

Pro Gln
5

Pro Gln
5

sapiens
Pro Gln

5

Ser Asp
20

sapiens

Pro Gln

Act 220A_sequences.ST25.txt
Ala Ala Thr Ile Leu Leu Ala Ser Leu Gln Lys Ser Pro

95

Asn Phe Asp Gln Thr Arg Phe Leu Glu Asp Ser

Ala

Ala

Ala

Ala

Gln

Leu

Met

Met

Met

Met

Ser

Leu

Leu

Leu

Leu

105

Tyr

Tyr

Tyr

Tyr

Leu
10

Leu
10

Leu
10

Leu
10

110

Lys Gly Ala Gln

Lys Gly Ala Gln Gly
15

Lys Gly Ala Gln Gly His
15

Lys Gly Ala Gln Gly Arg
15

Leu Thr ITe Pro Glu Ala Ala Thr Ile Leu
Page 13



Act 220A_sequences.ST25.txt
1 5 10 15

Leu Ala Ser Leu Gln Lys Ser Pro Glu Asp Glu Glu Lys Asn Phe Asp
20 25 30

Gln Thr Arg Phe Leu Glu Asp Ser Leu Leu Asn Trp
40

<210> 18
<211> 13
<212> PRT

<213> Artificial Sequence

<220>
<223> truncated human Neuropeptide Q amino acid sequence

<400> 18

Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Ala
1 5

10
<210> 19
<211> 12
<212> PRT

<213> Artificial Sequence

<220>
<223> truncated human Neuropeptide Q amino acid sequence

<400> 19

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Gly

1 5 10
<210> 20

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> truncated human Neuropeptide Q amino acid sequence

<400> 20

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys
1 5 10

<210> 21
<211> 10
<212> PRT

<213> Artificial Sequence

<220>
<223> truncated human Neuropeptide Q amino acid sequence

<400> 21
Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu
1 5 10

<210> 22
Page 14



<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
<212>

Act 220A_sequences.ST25.txt
14
PRT
Artificial Sequence

truncated human Neuropeptide Q - Glycine amino acid sequence

22

Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
5 10

23

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

23
Ala Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
1 5 10 15
24
15
PRT
Artificial Sequence

<213>

<220>
<223>

<400>

Asn Trp Ala Pro Gln Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
<212>

human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

24

15

25

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

25
Asn Trp Thr Ala GIn Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
1 5 10 15
26
15
PRT
Artificial Sequence

<213>

<220>
<223>

<400>

human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

26
Page 15



Act 220A_sequences.ST25.txt

Asn Trp Thr Pro Ala Ala Met Leu Tyr Leu Lys Gly Ala GIn Gly
1 5 10 15

<210> 27
<211> 15
<212> PRT

<213> Artificial Sequence

<220>
<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

<400> 27

Asn Trp Thr Pro GIn Ala Ala Leu Tyr Leu Lys Gly Ala Gln Gly
1 5 10 15
<210> 28

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

<400> 28

Asn Trp Thr Pro Gln Ala Met Ala Tyr Leu Lys Gly Ala GIn Gly
1 5 10 15

<210> 29
<211> 15
<212> PRT

<213> Artificial Sequence

<220>
<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

<400> 29

Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Ala Gly Ala Gln Gly
1 5 10 15
<210> 30

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

<400> 30

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Ala Ala GIn Gly
1 5 10 15

<210> 31
<211> 15
<212> PRT
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<213>

<220>
<223>

<400>

o Act 220A_sequences.ST25.txt
Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

31

Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Ala Ala Gly
1 5 10 15

<210> 32

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by alanine

<400> 32

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Gly Ala GIn Ala

1 5 10 15

<210> 33

<211> 15

<212> PRT

<213> Artificial Sequence

<220>

<223> human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

<400> 33

Pro Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

34

Asn Trp Pro Pro Gln Ala Met Leu Tyr Leu Lys Gly Ala GIn Gly

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10 15

35

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

35
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Act 220A_sequences.ST25.txt

Asn Trp Thr Pro Pro Ala Met Leu Tyr Leu Lys Gly Ala Gln Gly
1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn Trp Thr Pro Gln Pro Met Leu Tyr Leu Lys Gly Ala GIn Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>
<212>
<213>

5 10 15
36
15
PRT
Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

36

15

37

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

37
Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Pro Gly Ala Gln Gly
1 5 10 15
38
15
PRT
Artificial Sequence

<220>
<223>

<400>

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Pro Ala Gln Gly
1 5 10

<210>
<211>
<212>
<213>

<220>
<223>

<400>

<210>
<211>

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

38

15

39

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

39
Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Pro Gln Gly
1 5 10 15
40
15
PRT

<212>
<213>

Artificial Sequence
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<220>
<223>

<400>

Act 220A_sequences.ST25.txt

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

40

Asn Trp Thr Pro Gln Ala Met Leu Tyr Leu Lys Gly Ala Pro Gly
1 5 10 15

<210>
<211>
<212>
<213>

<220>
<223>

<400>

41

15

PRT

Artificial Sequence

human Neuropeptide Q - Glycine amino acid sequence with
substitution by proline

41

Asn Trp Thr Pro GIn Ala Met Leu Tyr Leu Lys Gly Ala Gln Pro

1

5 10 15
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