B67428PC-sequence listing
SEQUENCE LISTING

<110> Technologie Integrale

<120> Animal model for the evaluation of the efficacy of an HIV vaccine
<130> B67428PC

<160> 78

<170> PatentIn version 3.5

<210> 1

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> vl forward

<220>

<221> misc_feature
<222> (16)..024)

<223> aorgorcort

<400> 1
ctctgygtya ctttannnnn nnnn

<210> 2
<211> 8
<212> PRT

<213> Artificial Sequence

<220>
<223> translated peptide from vl forward

<220>

<221> MISC_FEATURE

<222> (6)..(8)

<223> any natural amino acid

<400> 2

Leu Cys val Thr Leu Xaa Xaa Xaa
1 5

<210> 3

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> V2 forward

<220>

<221> misc_feature
<222> (16)..Q24)

<223> aorgorcort

<400> 3
aaaactgctc ttwcannnnn nnnn
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B67428PC-sequence listing

<210> 4
<211> 7
<212> PRT

<213> Artificial Sequence

<220>
<223> peptide translated from v2 forward

<220>

<221> MISC_FEATURE
<222> (4)..(4d
<223> Y or F

<220>

<221> MISC_FEATURE

<222> (5..( .
<223> any natural amino acid

<400> 4

Asn Cys Ser Xaa Xaa Xaa Xaa
1 5

<210> 5

<211> 26

<212> DNA

<213> Artificial Sequence
<220>

<223> V3 forward

<220>

<221> misc_feature
<222> (16)..(26)

<223> aorgorcort

<400> S
tavaaattaa ttgtannnnn nnnnnn

<210> 6

<211> 8

<212> PRT

<213> Artificial Sequence
<220>

<223> translated from v3 forward

<220>

<221> MISC_FEATURE
<222> (..
<223> K or Qor E

<220>

<221> MISC_FEATURE

<222> (5)..(8)

<223> any natural amino acid

<400> 6
ﬁaa Ile Asn Cys Xaa Xaa Xaa Xaa
5
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B67428PC-sequence listing

<210> 7
<211> 26
<212> DNA

<213> Artificial Sequence

<220>
<223> Vv3 forward for subtype D

<220>

<221> misc_feature
<222> (16)..(26)

<223> aorgorcort

<400> 7
tavcaattaa ttgcannnnn nnnnnn

<210> 8

<211> 8

<212> PRT

<213> Artificial Sequence
<220>

<223> Translated from v3 forward for subtype D

<220>

<221> MISC_FEATURE
<222> (..
<223> T or P or A

<220>

<221> MISC_FEATURE

<222> (5)..(8

<223> any natural amino acid

<400> 8

Xaa Ile Asn Cys Xaa Xaa Xaa Xaa
1 5

<210> 9

<211> 26

<212> DNA

<213> Artificial Sequence
<220>

<223> v4 forward

<220>

<221> misc_feature
<222> (18)..(26)

<223> aorgorcort

<400> 9
gaatttttct attgyaannn nnnnnn

<210> 10

<211> 8

<212> PRT

<213> Artificial Sequence
<220>

<223> Translated from v4 forward
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B67428PC-sequence listing

<220>

<221> MISC_FEATURE
<222> (4)..(4)
<223> Cor T

<220>

<221> MISC_FEATURE

<222> (6)..(8)

<223> any natural amino acid
<400> 10

Glu Phe Phe Xaa Cys Xaa Xaa Xaa
1 5

<210> 11

<211> 22

<212> DNA

<213> Artificial Sequence
<220>

<223> V5 forward

<220>

<221> misc_feature
<222> (15)..(Q22)

<223> aorgor cort

<400> 11
acaagagatg gtggnnnnnn nn

<210> 12

<211> 7

<212> PRT

<213> Artificial Sequence
<220>

<223> Translated from v5 forward

<220>

<221> MISC_FEATURE

<222> (5)..(D)

<223> any natural amino acid

<400> 12

Thr Arg Asp Gly Xaa Xaa Xaa
1 5

<210> 13

<211> 22

<212> DNA

<213> Artificial Sequence
<220>

<223> V5 forward for subtype C

<220>
<221> misc_feature
<222> (15)..(022)
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<223>
<400>

B67428PC-sequence Tlisting
aorgorcort

13

acacgtgatg gaggnnnnnn nn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

14

7

PRT

Artificial Sequence

Translated from v5 forward for subtype C

MISC_FEATURE

B)..7 . .
any natural amino acid
14

Thr Arg Asp Gly Xaa Xaa Xaa
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

15

28

DNA

Artificial Sequence

V5 reverse

misc_feature

(19)..28)
aorgorcort
15

tcctcectsca ggtctgaann nnnnnnnn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

16

28

DNA

Artificial Sequence

Complementary to V5 reverse

misc_feature

(19)..(29
aorgorcort
16

aggaggasgt ccagacttnn nnnnnnnn

<210>
<211>
<212>
<213>

<220>

17

28

DNA

Artificial Sequence
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<223>

<220>
<221>
<222>
<223>

<400>

B67428PC-sequence listing
V5 reverse complement strand

misc_feature
..ao

aorgorcort

17

_nnnnnnnnnn ttcagacctg saggagga

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

18

9

PRT

Artificial Sequence

translation of V5 reverse complement strand

MISC_FEATURE
W..3

any natural amino acid

MISC_FEATURE

..
G or A
18

Xaa Xaa Xaa Phe Arg Pro Xaa Gly Gly
1 5

<210>
<211>
<212>
<213>

<220>
.<223>

<220>
<221>
<222>
<223>

<400>

19

28

DNA

Artificial Sequence

v4 reverse for subtype G

misc_feature

(20)..(28)
aorgorcort
19

caatttgttt tatyytacan nnnnnnnn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

20

28

DNA

Artificial Sequence

v4 reverse for subtypes A,B,C,D

misc_feature
(20)..(28)
aorgorcort
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B67428PC-sequence Tisting

<400> 20

taatttgytt tattytgcan nnnnnnnn 28
<210> 21

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<223> V4 reverse comlement strand for subtype G

<220>

<221> misc_feature

<222> (L..®

<223> aorgorcort

<400> 21

nnnnnnnnnt gtarrataaa acaaattg 28
<210> 22

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<223> Translated v4 reverse comlement strand for subtype G
<220>

<221> MISC_FEATURE

<222> (1)..(3)

<223> any natural amino acid

<220>

<221> MISC_FEATURE

<222> (5)..(5)

<223> K or R

<400> 22

Xaa Xaa Xaa Cys Xaa Ile Lys Gln Ile
1 5

<210> 23

<211> 28

<212> DNA

<213> Artificial Sequence

<220>

<223> V4 reverse comlement strand for subtypes A,B,C,D
<220>

<221> misc_feature

<222> (1)..(9)

<223> aorgorcort

<400> 23

nnnnnnnnnt gcaraataaa rcaaatta 28
<210> 24

<211> 9
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<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

B67428PC-sequence listing
PRT
Artificial Sequence

Translated V4 reverse comlement strand for subtypes A,B,C,D

MISC_FEATURE
@..3)

any natural amino acid

MISC_FEATURE

5)..(%»
K or R
24

Xaa Xaa Xaa Cys Xaa Ile Lys GIn Ile
5

25

27

DNA

Artificial Sequence

vl reverse

misc_feature
(18)..027)
aorgorcort

25

gcagttttty atttctynnn nnnnnnn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

26

26

DNA

Artificial Sequence

vl reverse complement strand

misc_feature

..
aorgorcort
26

nnnnnnnnnr agaaatraaa aactgc

<210>
<211>
<212>
<213>

<220>
<223>

27

8

PRT

Artificial Sequence

vl reverse complement strand
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B67428PC-sequence listing
<220>
<221> MISC_FEATURE
<222> (1..(3)
<223> X

<400> 27

X X E I K N C

Xaa Xaa Xaa Glu Ile Lys Asn Cys
1 5

<210> 28
<211> 25
<212> DNA

<213> Artificial Sequence

<220>
<223> V2 reverse for subtypes A,D,C

<220>

<221> misc_feature
<222> (18)..(25)

<223> aorgorcort

<400> 28

aggtattrca atttattnnn nnnnn 25
<210> 29

<211> 22

<212> DNA

<213> Artificial Sequence

<220>

<223> V2 reverse for subtype B

<220>

<221> misc_feature
<222> (15)..Q22) _
<223> aorgorcort

<400> 29

ctgaggtrtt acaannnnnn nn 22
<210> 30

<211> 25

<212> DNA

<213> Artificial Sequence

<220>

<223> V2 reverse for subtype G

<220>

<221> misc_feature
<222> (18)..(025)

<223> aorgorcort

<400> 30

agacattaca atttattnnn nnnnn 25
<210> 31

<211> 22

<212> DNA
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B67428PC-sequence listing
<213> Artificial Sequence

<220>
<223> V2 reverse for subtype F1

<220>

<221> misc_feature
<222> (15)..(22)

<223> aorgorcort

<400> 31
ttgaggtatt rcaannnnnn nn

<210> 32

<211> 25

<212> DNA

<213> Artificial Sequence
<220>

<223> V2 reverse complement strand for subtypes A,D,C

<220>

<221> misc_feature
<222> (1..(8)

<223> aorgorcort

<400> 32
nnnnnnnnaa taaattgyaa tacct

<210> 33

<211> 8

<212> PRT

<213> Artificial Sequence
<220>

<223> Translated V2 reverse complement strand for subtypes A,D,C

<220>

<221> MISC_FEATURE

<222> (..

<223> any natural amino acid

<400> 33

Xaa Xaa Xaa Ile Asn Cys Asn Thr
1 5

<210> 34

<211> 23

<212> DNA

<213> Artificial Sequence
<220>

<223> V2 reverse complement strand for subtype B

<220>

<221> misc_feature
<222> (1)..(®

<223> aorgorcort

<400> 34
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B67428PC-sequence Tlisting

nnnnnnnnnt tgtaayacct cag 23
<210> 35

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<223> Translated V2 reverse complement strand for subtype B
<220>

<221> MISC_FEATURE

<222> (1)..(3)

<223> any natural amino acid

<400> 35

Xaa Xaa Xaa Cys Asn Thr Ser
1 5

<210> 36

<211> 25

<212> DNA

<213> Artificial Sequence

<220>

<223> V2 reverse complement strand for G subtype
<220>

<221> misc_feature

<222> (1)..(8)

<223> aorgorceort

<400> 36

nnnnnnnnaa taaattgtaa tgtct 25
<210> 37

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> Translated V2 reverse complement strand for G subtype
<220>

<221> MISC_FEATURE

<222> (1)..(3)

<223> any natural amino acid

<400> 37

Xaa Xaa Xaa Ile Asn Cys Asn val

1 5

<210> 38

<211> 23

<212> DNA

<213> Artificial Sequence

<220>

<223> V2 reverse complement strand for subtype F1
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<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>

B67428PC-sequence listing

misc_feature

1..9
aorgorcort
38
nnnnnnnnnt tgyaatacct caa
39
7
PRT
Artificial Sequence

<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Translated v2 reverse complement strand for subtype F1

MISC_FEATURE

..3) ) )
any natural amino acid
39

Xaa Xaa Xaa Cys Asn Thr Ser
5

40

23

DNA

Artificial Sequence

v3 reverse for subtypes A, D, (C)

misc_feature

(1s5)..(23
aorgorcort
40

aaagtttbat tccannnnnn nnn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

41

23

DNA

Artificial Sequence

V3 reverse for subtype B

misc_feature
(15)..(023)
aorgorcort

41

aaagtgttrt tccannnnnn nnn

<210>

42 :
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<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

53 B67428PC-sequence listing
DNA
Artificial Sequence

v3 reverse complement strand for subtypes A, D, (C)

misc_feature

@..
aorgorcort
42

nnnnnnnnnt ggaatvaaac ttt

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

43

7

PRT

Artificial Sequence

Translated v3 reverse complement strand for subtypes A, D,

MISC_FEATURE
..

any natural amino acid

MISC_FEATURE

(6)..(6)
K orQorE
43

Xaa Xaa Xaa Trp Asn Xaa Thr
1 5

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

44

23

DNA

Artificial Sequence

V3 reverse complement strand for subtype B

misc_feature

L..9
aorgorcort
44

nnnnnnnNnnt ggaayaacac ttt

<210>
<211>
<212>
<213>

<220>
<223>

45

7

PRT

Artificial Sequence

Translated v3 reverse complement strand for subtype B
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B67428PC-sequence listing

<220>

<221> MISC_FEATURE

<222> (1..(3)

<223> any natural amino acid

<400> 45

Xaa Xaa Xaa Trp Asn Asn Thr

1 5

<210> 46

<211> 58

<212> DNA

<213> Artificial Sequence

<220> '

<223> gp41(160) Reverse for A,B,D subtypes
<220>

<221> misc_feature

<222> (48)..(48)

<223> aorgorcort

<400> 46

atagcggccg cctagtggtg gtgatggtgg tgtagyaaag cyctttcnaa gccctgtc 58
<210> 47

<211> 58

<212> DNA

<213> Artificial Sequence

<220> ’

<223> gp41(160) Reverse complement strand for A,B,D subtypes
<220>

<221> misc_feature

<222> (11)..(Q11)

<223> aorgorcort

<400> 47

gacagggctt ngaaagrgct ttrctacacc accatcacca ccactaggcg gccgctat 58
<210> 48

<211> 14

<212> PRT

<213> Artificial sequence

<220> -
<223> Translated gp41(160) Reverse complement strand for A,B,D subtypes
<220>

<221> MISC_FEATURE

<222> (3)..(3

<223> any natural amino acid

<400> 48

Gln Gly Xaa Glu Arg Ala Leu Leu His His His His His His
1 5

Seite 14




<210>
<211>
<212>
<213>

<220>
<223>

<400>

B67428PC-sequence listing
49
59
DNA
Artificial Sequence

gpl20 Reverse Const5 for all subtypes
49

atagcggccg cctagtggtg gtgatggtgg tgtctttttt ctctytscac cactctyct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

50

59

DNA

Artificial Sequence

gpl20 Reverse complement strand Const5 for all subtypes

50

agragagtgg tgsaragaga aaaaagacac caccatcacc accactaggc ggccgctat

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

<210>
<211>
<212>
<213>

51

15

PRT

Artificial Sequence

Translated gpl20 Reverse complement strand Const5 for all
subtypes

MISC_FEATURE

(5)..(5

E or Q

51
Arg Arg val val Xaa Arg Glu Lys Arg His His His His His His
1 5 10 15

52

33

DNA

Artificial Sequence

<220>
<223>

<400>

Forward gpl20 Constl for A subtype
52

aattctagac rctrcagaaa acttgtgggt yac

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

53

18

PRT

Artificial Sequence

Translated Forward gpl20 Constl for A subtype

MISC_FEATURE
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<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

3)..

T or

(3
A

MISC_FEATURE

“4)..

T or

(4
A

MISC_FEATURE
(12)..(13) ) )
any natural amino acid

53

B67428PC-sequence listing

Leu Asp Xaa Xaa Glu Asn Leu Trp val Leu Asp.Xaa Xaa Glu Asn Leu
1 5 10

Trp val

<210>
<211>
<212>
<213>

<400>

Met Arg
1

Trp Gly
Lys Leu
Thr Thr

50

val His

65

Pro Gln

Lys Asn

Asp Gln

Leu Lys

Gly Arg

54
856
PRT

Human immunodeficiency virus

54

val

Thr

Trp

35

Thr

Asn

Glu

Asp

Ser

115

Cys

Met

Lys

Met

20

val

Leu

val

val

Met

100

Leu

Thr

Ile

Glu

5

Leu

Thr

Phe

Trp

val

85

val

Lys

Asp

Met

Lys

Leu

val

Cys

Ala

70

Leu

Glu

Pro

Leu

Glu
150

Tyr

Gly

Tyr

Ala

55

Thr

val

Gln
Met
Tyr
40

Ser
His
Asn
Met
val
120

Asn

Gly

His

Leu

25

Gly

Asp

Ala

val

His

105

Lys

Asp

Glu

Leu Trp Arg
10

Met Ile Cys

val Pro val

Ala Lys Ala
60

Cys val Pro
75

Thr Glu Asn
90

Glu Asp Ile

Leu Thr Pro

Thr Asn Thr
140

Ile Lys Asn
155

Seite 16

Trp

Ser

Trp

45

Tyr

Thr

Phe

Ile

Leu

125

Asn

cys

Gly

Ala

130

Lys

Asp

Asp

Asn

Ser

110

cys

Ser

Ser

15

Trp

15

Thr

Glu

Thr

Pro

Met

95

Leu

val

ser

Phe

Arg

Glu

Ala

Glu

Asn

80

Trp

Trp

Ser

Ser

Asn
160



Ile

Tyr

Leu

ser

Ile

225

Asn

Thr

Arg

Asn

Lys

305

Gly

Lys

Phe

Pro

Cys

385

Ser

Pro

Ser

Lys

Thr

Phe

210

Leu

val

Gln

Ser

Thr

290

Arg

Lys

Trp

Gly

Glu

370

Asn

Thr

Cys

Thr

Leu

Ser

195

Glu

Lys

Ser

Leu

val

275

Ser

Ile

Asn

Asn

355

Ser

Glu

Arg

Ser

180

Cys

Pro

cys

Thr

Leu

260

Asn

val

Arg

Gly

Asn

340

Asn

val

Thr

Gly

Ile
420

Ile

165

Ile

Asn

Ile

AsSn

val

245

Leu

Phe

Glu

Ile

Asn

325

Thr

Lys

Thr

GIn

Ser

405

Lys

Arg

Ile

Thr

Pro

Asn

230

Gln

Asn

Thr

Ile

Gln

310

Met

Leu

Thr

His

Leu

390

Asn

Gln

Gly Lys val GIn Lys Glu Tyr Ala Phe
170

Pro

Ser

Ile

215

Lys

Cys

Gly

Asp

Asn

295

Arg

Arg

Lys

Ile

Ser

375

Phe

Asn

Ile

B67428PC-sequence listing.

Ile

val

200

His

Thr

Thr

Ser

Asn

280

cys

Gly

Gln

Gln

Ile

360

Phe

Asn

Thr

Ile

Asp

185

Ile

Tyr

Phe

His

Leu

265

Ala

Thr

Pro

Ala

Ile

345

Phe

Asn

Ser

Glu

Asn
425

Asn

Thr

Cys

Asn

Gly

Ala

Lys

Arg

Gly

His

330

Ala

Lys

Cys

Thr

Gly

410

Met

Asp

Gln

Ala

Gly

Ile

Glu

Thr

Pro

Cys

Ser

Gln

Gly

Trp

Thr
Ala
Pro
220
Thr
Arg
Glu
Ile
Asn
300
Ala
AsSnh
Lys
Ser
Gly
3

Phe

Asp

Gln
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Thr

Cys

205

Ala

Gly

Pro

Glu

Ile

285

Asn

Phe

Ile

Leu

Ser

365

Glu

Asn

Thr

Lys

Ser

190

Pro

Gly

Pro

val

val

270

val

Asn

val

Ser

Arg

Gly

Phe

Ser

Ile

val
430

175

Tyr

Lys

Phe

Cys

val

255

val

Gln

Thr

Thr

Arg

Glu

Gly

Phe

Thr

Thr

415

Gly

Phe

Lys

val

Ala

Thr

240

Ser

Ile

Leu

Arg

Ile

320

Gln

Asp

Tyr

Trp

Leu

Lys



Ala

Ile

Ser

465

Ser

Ala

val

Thr

Leu

545

Ala

Gln

Leu

Pro

His

625

Leu

Glu

Phe

val

Met

Thr

450

Glu

Glu

Pro

Gly

Met

530

Ser

Gln

Ala

Gly

Trp

610

Thr

Ile

Gln

Asn

Gly

Tyr

435

Gly

Ile

Leu

Thr

Ile

515

Gly

Gly

Gln

Arg

Ile

595

Asn

Thr

His

Glu

Ile

675

Gly

Ala

Leu

Phe

Tyr

Gly

Ala

Ile

His

Ile

580

Trp

Ala

Trp

Ser

Leu

660

Thr

Leu

Pro

Leu

Arg

Lys

Ala

Ala

Ala

val

Leu

565

Leu

Gly

Ser

Met

Leu

645

Leu

Asn

val

Pro

Leu

Pro

470

Tyr

Lys

Leu

Ser

Gin

550

Leu

Ala

Cys

Trp

Glu

630

Ile

Glu

Trp

Gly

Ile

Thr

455

Gly

Lys

Arg

Phe

Met

535

Gln

Gln

val

Ser

Ser

615

Trp

Glu

Leu

Leu

Leu
695

B67428PC-sequence listing

Ser Gly GIn Ile Arg

440

Arg

Gly

val

Arg

Leu

520

Thr

Gln

Leu

Glu

Gly

Asn

Asp

Glu

ASp

Trp

Arg

Asp

Gly

val

val

505

Gly

Leu

Asn

Thr

585

Lys

Lys

Arg

Ser

Tyr

Ile

Gly

Asp

Lys

val

Phe

Thr

Asn

val

570

Tyr

Leu

Ser

Glu

Gln

650

Trp

Ile

Gly

Met

475

Ile

Gln

Leu

val

Leu

555

Trp

Leu

Ile

Leu

Ile

635

Asn

Ala

Lys

Asn

460

Arg

Glu

Arg

Gly

Gln

540

Leu

Gly

Lys

Cys

Glu

620

Asn

Gln

Ser

Leu

cys

445

Ser

Asp

Pro

Glu

Ala

525

Ala

Arg

Ile

Asp

Thr

605

Gln

Asn

Gln

Leu

Phe
685

val Phe Ala val

700

Seite 18

Ser

Asn

Asn

Leu

Lys

510

Ala

Arg

Ala

Lys

Gln

590

Thr

Ile

Tyr

Glu

Leu

Ser

Asn

Trp

Arg

Gly

Gln

Ile

Gln

575

Gln

Ala

Trp

Thr

Lys

Asn

Met

Ser

Asn

Glu

Ala

Ser

Leu

Glu

560

Leu

Leu

val

Asn

Ser

640

Asn

Trp

Ile

Ile



val
705
Leu
Gly
Leu
His
Leu
785
Gln
Ala

val

Gln

Asn
Pro
Gly
Ala
Arg
770
Gly
fyr
Thr

Gln

Gly
850

<210>
<211>
<212>
<213>

<400>

Arg

Thr

Glu

Leu

755

Leu

Arg

Trp

Ala

Gly

Leu

55
511
PRT

val

Pro

Arg

740

Ile

Arg

Arg

Ser

Ile

820

Ala

Glu

Arg

Arg

Asp

Trp

Asp

Gly

Gln

805

Ala

Cys

Arg

Gln

710

Gly

Arg

Asp

Leu

Trp

Glu

val

Arg

Gly

Pro

Asp

Asp

Leu

775

Glu

Leu

Ala

Ala

Leu
855

B67428PC-sequence Tisting

Tyr Ser Pro Leu Ser Phe Gln

Asp

Arg

Leu

760

Leu

Ala

Lys

Glu

Ile

840

Leu

Arg
Ser

745

Arg

Leu

Asn

Human immunodeficiency virus

55

Met Arg val Lys Glu Lys Tyr Gln
1 5

Trp Gly Thr Met Leu Leu Gly Met
2

Lys Leu Trp val Thr val Tyr Tyr
35 40

Thr Thr Thr Leu Phe Cys Ala Ser
55

65

val His Asn val Trp A
7

Ta Thr His
0

His

Leu

25

Gly

Asp

Ala

Pro
730
Ile
ser
val
Lys
Ser
810

Thr

His

Leu
10 -
Met
val

Ala

cys

715

Glu

Arg

Leu

Thr

Tyr

795

Ala

Asp

Ile

Trp

Ile

Pro

Lys

val
75

Gly

Leu

Cys

Arg

780

Trp

val

Arg

Pro

Arg

Cys

val

Ala

60

Pro

Seite 19

Ile

val

Leu
765

Ile

Trp

Ser

val

Trp

Ser

Trp

45

Tyr

Thr

Glu

Asn

750

Phe

val

Asn

Leu

Ile

830

Arg

Gly

Ala

30

Lys

Asp

Asp

Thr

Glu

735

Gly

Ser

Glu

Leu

Leu-

815

Glu

Trp

15

Thr

Glu

Thr

Pro

His

720

Glu

Ser

Tyr

Leu

Leu

800

Asn

val

Arg

Arg

Glu

Glu

Asn
80




Pro

Lys

Asp

Leu

Tyr

Leu

Ser

Ile

225

Asn

Thr

Arg

Asn

Lys

Gln

AsSn

GlIn

Lys

Arg

Ser

Lys

Thr

Phe

210

Leu

val

Gln

Ser

Thr

290

Arg

Lys

Trp

Glu

Asp

Ser

115

cys
Met
Thr
Leu
Ser
195
Glu
Lys
Ser
Leu
val
275
Ser
Ile

Ile

Asn

val

Met

100

Leu

Thr

Ile

Ser

Asp

Cys

Pro

Cys

Thr

Leu

260

AsSn

val

Arg

Gly

Asn
340

val

85

val

Lys

Asp

Met

Ile

165

Ile

Asn

Ile

Asn

val

245

Leu

Phe

Glu

Ile

Asn

325

Thr

Leu

Glu

Pro

Leu

Glu

150

Arg

Ile

Thr

Pro

Asn

230

Gln

Asn

Thr

Ile

Gln

310

Met

Leu

val

Gln

Cys

Lys

Gly

Pro

Ser

Ile

215

Lys

cys

Gly

Asp

Asn

295

Arg

Arg

Lys

B67428PC-sequence Tlisting

Asn val Thr Glu Asn Phe Asn

Met

val

120

Asn

Gly

Lys

Ile

val

200

His

Thr

Thr

Ser

Asn

280

Cys

Gly

Gln

Gln

His

105

Lys

Asp

Glu

val

Tyr

Phe

His

Leu

265

Ala

Thr

Pro

Ala

Ile
345

90

Glu

Leu

Thr

Ile

Gln

170

Asn

Thr

Cys

Asn

Gly

Ala

Lys

Arg

Gly

His
330

Asp

Thr

Asn

Lys

155

Lys

Asp

Gln

Ala

Gly

Ile

Glu

Thr

Pro

Cys

Ile

Pro

Thr

140

Asn

Glu

Thr

Ala

Pro

220

Thr

Arg

Glu

Ile

Asn

300

Ala

Asn

Ala Ser Lys

Seite 20

Ile

Leu

125

Asn

Cys

Tyr

Thr

cys

Ala

Gly

Pro

Glu

Ile

285

Asn

Phe

Leu

Ser

110

Cys

Ser

Ser

Ala

Ser

190

Pro

Gly

Pro

val

val

270

val

Asn

val

Ser

350

Met

95

Leu

val

Ser

Phe

Phe

175

Tyr

Lys

Phe

Cys

val

255

val

Gln

Thr

Thr

Arg

Glu

Trp

Trp

Ser

Ser

Asn

160

Phe

Lys

val

Ala

Thr

240

Ser

Leu

Arg

Ile

320

Ala

Gln



Phe

Pro

Cys

385

Ser

Pro

Ala

Ile

Ser

465

Ser

Ala

Gly

Glu

370

Asn

Thr

Cys

Met

Thr

450

Glu

Glu

Pro

<210>
<211>
<212>
<213>

<400>

Asn

355

Ile

Ser

Glu

Arg

TYyr

435

Gly

Ile

Leu

Thr

56
345
PRT

Asn

val

Thr

Gly

Ile

420

Ala

Leu

Phe

Tyr

Lys

Thr

Gln

Ser

405

Lys

Pro

Leu

Arg

Lys

Ala

Thr

His

Leu

390

Asn

Gln

Pro

Leu

Pro

470

Tyr

Lys

Ile

Ser

375

Phe

Asn

Ile

Ile

Thr

455

Gly

Lys

Arg

B67428PC-sequence listing

ITe Phe Lys Gln Ser Ser Gly Gly

360

Phe

Asn

Thr

Ile

Ser

440

Arg

Gly

val

Arg

Asn

Ser

Glu

Asn

425

Gly

Asp

Gly

val

val
505

Human immunodeficiency virus

56

Ala val Gly
1

Ser

Leu

Glu

Leu
65

Thr

Leu

Ala

50

Gln

Met

Ser

35

Gln

Ala

Ile Gly Ala Leu Phe Leu
5 ,

Gly Ala Ala Ser Met Thr

25

Gly Ile val GIn G1ln G1In

40

Gln His Leu Leu GIn Leu

55

Arg Ile Leu Ala val Glu
70

Cys

Thr

Gly

410

Met

Gln

Gly

Asp

Gly
10

Leu
AsSn

Thr

Arg

Gly

Trp
Ile
Gly
Met
475

Ile

Gln

Phe
Thr
Asn
val

Tyr
75

Gly

380

Phe

Asp

Gln

Arg

Asn

460

Arg

Glu

Arg

Leu

val

Leu

Trp

60

Leu

Seite 21

365

Glu

Asn

Thr

Lys

Asp

Pro

Glu

Gly

Gln

Leu

45

Gly

Lys

Phe

Ser

Ile

val

430

Ser

Asn

Asn

Leu

Lys
510

Ala

Ala

30

Arg

Ile

Asp

Phe

Thr

Thr

415

Gly

Ser

Asn

Trp

Gly

Arg

Ala

15

Arg

Ala

Lys

Gln

Asp

Tyr

Lys

Asn

Glu

Arg

val

Gly

Gln

Gln

Gln
80



Leu

val

Asn

Ser

Asn

145

Trp

Ile

Ile

His

Glu

225

Ser

Tyr

Leu

Leu

Asn

305

val

Arg

Leu

Pro

His

Leu

130

Glu

Phe

val

val

Leu

210

Gly

Leu

His

Leu

Gln

290

Ala

val

Gln

Gly

Trp

Thr

115

Ile

Gln

AsSn

Gly

Asn

195

Pro

Gly

Ala

Arg

Gly

TYyr

Thr

Gln

Gly

Ile

Asn

100

Thr

His

Glu

Ile

Gly

Arg

Thr

Glu

Leu

Leu

260

Arg

Trp

Ala

Gly

Leu
340

Trp

85

Ala

Trp

Ser

Leu

Thr

165

Leu

val

Pro

Arg

Ile

245

Arg

Arg

Ser

Ile

Ala

Glu

Gly

Ser

Met

Leu

Leu

150

Asn

val

Arg

Arg

230

Trp

Asp

Gly

Gln

Ala

310

Cys

Arg

cys

Trp

Glu

Ile

135

Glu

Trp

Gly

Gln

Arg

Asp

Leu

Trp

Glu

295

val

Arg

Ile

B67428Pc-séquence Tisting
Ser Gly Lys Leu Ile Cys Thr
90

Ser Asn

105

Trp Asp

Glu Glu

Leu Asp

Leu Trp

Leu Arg

Gly Tyr

Pro Asp

Asp Arg

Asp Leu

Leu Leu

265

Glu Ala

280

Leu Lys

Ala Glu

Ala Ile

Leu Leu
345

Lys

Arg

Ser

Lys

TYyr

170

Ile

Ser

Arg

Ser

Leu

Asn

Gly

Ser

Glu

Gln

val

Pro

Pro

Ile

ser

val

Lys

Ser

Thr

315

His

Leu

Ile

Asn

140

Ala

Lys

Phe

Leu

Glu

220

Arg

Leu

Thr

Tyr

Ala

300

Asp

Ile

Seite 22

Glu

Asn

125

Gln

Ser

Leu

Ala

Ser

205

Gly

Leu

cys

Arg

Trp

val

Arg

Pro

Gln

110

Asn

Gln

Leu

Phe

val

190

Phe

Ile

val

Leu

Ile

270

Trp

ser

val

Arg

Thr

95

Ile

Tyr

Glu

Trp

Ile

175

Leu

Gln

Glu

Asn

Phe

255

val

Asn

Leu

Ala

Trp

Thr

Lys

Asn

160

Met

Ser

Thr

Gly

Ser

Glu

Leu

Leu

Glu

320

Ile



B67428PC-sequence listing

<210> 57

<211> 842

<212> PRT

<213> Human immunodeficiency virus
<400> 57

Met Arg val Arg Gly Met GIln Arg Asn Tgp GIn Thr Leu Gly an Trp
1 5 1 5

Gly Ile Leu ;ge Leu Gly Ile Leu §1e Ile Cys Ser Asn Aga Asp Lys
5 3

Leu Trp §a1 Thr val Tyr Tyr Gly val Pro val Trp Lys Glu Ala Thr
5 40 45

Pro Thr Leu Phe Cys Ala Ser Asp Ala Lys Ala ggr Glu Lys Glu val
50 55

His Asn val Trp Ala Thr His Ala Cys val Pro Thr Asp Pro Asn Pro
65 70 75 80

GIn Glu val Glu Met Glu Asn val Thr Glu Asn Phe Asn Met Trp LYys
85 90 95

Asn Asn Met val Glu GIn Met His Thr Asp Ile Ile Ser Leu Trp Asp
100 105 110

Glu Ser Leu Lys Pro Cys val Glu Leu Thr Pro Leu Cys val Thr Leu
115 120 125

Asn Cys Thr Asp Tyr Lys Gly Thr Asn Ser Thr Asn Asn Ala Thr Ser
130 135 140

Thr val val Ser Pro Ala Glu Ile Lys Asn Cys Ser Phe Asn Ile Thr
145 150 155 160

Thr Glu Ile Lys Asp Lys Lys Lys Lys Glu Ser Ala Leu Phe Tyr Arg
165 170 175

Leu Asp val Leu Pro Leu Asn Gly Glu Gly Asn Asn Ser Ser Thr Glu
180 185 190

Tyr Arg Leu Ile Asn Cys Asn Thr Ser Thr Ile Thr Gln Thr Cys Pro
195 200 205

Lys val Thr Phe Glu Pro Ile Pro Ile His Tyr Cys Ala Pro Ala Gly
210 215 220

Phe Ala Ile Leu Lys Cys Lys Asp Lys Arg Phe Asn Gly Thr Gly Pro
225 230 235 240

Cys Lys Asn val Ser Thr val GIn Cys Thr His Gly Ile Lys Pro val
Seite 23



val

Ile

Gln

Thr

305

Gly

Glu

His

Asp

val

Ser

Thr

Arg

Gly

Ser

Ile

Leu
290

‘Arg

Asp

Lys

Phe

Pro

370

Cys

Thr

Gly

Ser

His

450

Arg

Ile

Ala

Ser

Thr

Arg

Asn

Lys

Ile

Trp

Lys

Glu

Asn

Leu

Lys

Asn

435

Asn

Ser

Ala

val

Thr

Gln

260

Ser

Glu

ser

Ile

Asn

340

Asn

Ile

Thr

Pro

Ala

420

Ile

Glu

Glu

Pro

245

Leu

Glu

Thr

Ile

Gly

Met

Gly

Leu

Thr

Thr

Thr

Leu

Thr

485

Leu

Gly

Leu

Asn

val

His

310

Asp

Thr

Thr

Thr

Lys

Arg

Tyr

Gly-

Phe

Tyr

470

Arg

Gly

Ala

Leu

Ile

Gln

295

Met

Ile

Leu

Ile

His

375

Leu

Ile

Ala

Met

Lys

Ala

Ala

Ala

B67428PC-sequence listing
250

Asn

Thr

280

Ile

Gly

Arg

Ser

Thr

360

Met

Phe

Lys

Pro

Ile

440

Pro

Tyr

Arg

val

Ser

Gly Ser Leu

265

Asp

Asn

Pro

Gln

Phe

Asn

Gln

Pro

425

Leu

Gly

Lys

Arg

Phe

505

Ile

Asn

cys

Gly

Lys

Asn

Glu

Ile

410

Ile

Thr

Gly

val

Arg

Phe

Thr

Thr

Lys
Pro
Cyé
Thr
395
Ala
Arg
Gly
val
475

val

Gly

Ala
Lys
Arg
300
Ala
Cys
Glu
Pro
Ala
380
Gly
Asn
Gly
Asp
Asp
4

Gln

val

Phe

Thr Leu Thr
Seite 24

Glu

Asn

285

Pro

Phe

Asn

LysS

Asn

365

Gly

Glu

Met

Ser

Ile

Gln

Leu

val

Glu

270

Ile

Asn

Tyr

Ile

Leu

350

Pro

Glu

Asn

Trp

Ile

430

Gly

Arg

Glu

Arg

255

Glu

Ile

AsSn

Thr

Ser

335

Lys

Gly

Phe

Gly

Gln

415

AsSn

Asn

Asp

Pro

Glu

495

Ala

Ala

Ile

val

Asn

Thr

320

Gly

Gly

Phe

Thr

400

Lys

Cys

Asn

Asn

Leu

480

Lys

Ala

Arg



GIn

Ile

545

G1n

Gln

Asn

Trp

Ser

625

Lys

Asn

Met

Ser

Thr

705

Glu

Gly

Ser

Glu

Leu

Leu

530

Glu

Leu

Leu

val

Asn

610

Asp

Asn

Trp

Ile

val

690

Leu

Glu

Phe

Tyr

Arg

770

val

515

Leu

Ala

Arg

Leu

Pro

595

Asn

Thr

Glu

Phe

Ile

675

val

Ile

Gly

Leu

Arg

Gly

Gln

Ser

Gln

Ala

Trp

Met

Ile

Gln

Asp

660

Gly

Asn

Pro

Gly

Ala

740

Gln

Leu

Tyr

Gly

Gln

Asn

Thr

Tyr

Asp

Ile

Gly

Arg

Thr

Glu

725

Leu

Leu

Arg

Trp

Ile

His

550

Ile

Trp

Ser

Trp

Thr

Leu

val

Ser

710

Gln

Ala

Arg

Gly

Ser

val

535

Leu

Leu

Gly

Ser

Met

615

Leu

Leu

Lys

Ile

Arg

Arg

Asp

Trp

Asn

Gly

Gln

B67428PC-sequence listing

520

Gln

Leu

Ala

cys

Ala

Trp

Gly

Gln

Gly

Lys

Asp

Leu

760

Trp

Glu

Gln

Gln

val

Ser

585

Ser

Trp

Glu

Leu

Leu

665

Leu

Gly

Ala

Asn

Glu

Leu

Gln Ser Asn

Leu

Glu

570

Gly

Asn

Glu

Glu

Trp

Arg

Tyr

AsSp

Arg

Leu

Leu

Ala

Thr

555

Arg

Lys

Lys

Lys

Ser

635

Lys

Tyr

Ile

Ser

Arg

Ile

Leu

540

val

Tyr

Leu

Ser

Glu

620

Gln

Trp

Ile

Ala

Pro

700

Pro

val

Asn

val

Lys
780

Lys Asn Ser
Seite 25

525

Leu Leu

Trp Gly

Leu Lys

Ile Cys

590

Trp Glu

Ile Gly

Thr Gln

Ala Ser

Lys Ile

670

Phe Ala
685

Leu Ser

Glu Gly

Arg Leu

Leu Cys

750

Thr Arg
765

Tyr Leu

Ala Ile

Arg

Ile

575

Thr

Glu

Asn

Gln

Leu

655

Phe

val

Phe

Ile

val

735

Leu

Ile

Trp

Ser

Ala

Lys

Gln

Thr

Ile

Tyr

Glu

640

Trp

Leu

Gln

Glu

720

Ser

Phe

Leu

Asn

Leu



B67428PC-~sequence listing
785 790 795 800

Leu Asn Thr Thr Ala Ile Ala val Ala Gly Gly Thr Asp Arg Ile Ile
805 810 815

Glu Ile Gly GIn Arg Ala Phe Arg Ala Leu Leu His Ile Pro Arg Arg
820 825 830

Ile Arg Gln Gly Leu Glu Arg Ala Leu Leu

835 840
<210> 58
<211> 497
<212> PRT

<213> Human immunodeficiency virus
<400> 58

Met Arg val Arg Gly Met GIn Arg Asn Igp Gln Thr Leu Gly ﬁsn Trp
1 5 5

Gly Ile Leu Phe Leu Gly Ile Leu Ile Ile Cys Ser Asn Ala Asp Lys
20 25 30

Leu Trp val Thr val Tyr Tyr Gsy val Pro val Trp Lys Glu Ala Thr
35 4 45

Pro Thr Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Glu Lys Glu val
50 55 60

His Asn val Trp Ala Thr His Ala Cys val Pro Thr Asp Pro Asn Pro
65 70 75 80

GIn Glu val Glu ggt Glu Asn val Thr ggu Asn Phe Asn Met ;gp Lys

Asn Asn Met val Glu Gln Met His Thr Asp Ile ITe Ser Leu Trp Asp
100 105 110

Glu Ser Leu Lys Pro Cys val Glu Leu Thr Pro Leu Cys val Thr Leu
115 120 125

Asn Cys Thr Asp Tyr Lys Gly Thr Asn Ser Thr Asn Asn Ala Thr Ser
130 135 140

Thr val val Ser Pro Ala Glu Ile Lys Asn Cys Ser Phe Asn Ile Thr
145 150 155 160

Thr Glu Ile Lys Asp Lys Lys Lys Lys Glu Ser Ala Leu Phe Tyr Arg
165 170 175

Leu Asp val Leu Pro Leu Asn Gly Glu Gly Asn Asn Ser Ser Thr Glu
180 185 190

Seite 26



Tyr

Lys

Phe

225

Cys

val

Ile

Gln

Thr

305

Gly

Glu

His

Asp

val

Ser

Thr

Arg

val

210

Ala

Lys

Ser

Ile

Leu

290

Arg

Asp

Lys

Phe

Pro

370

Cys

Thr

Gly

Ser

His
450

Leu

195

Thr

Ile

Asn

Thr

Arg

Asn

Lys

Ile

Trp

Lys

Glu

Asn

Leu

Lys

Asn

435

Asn

Ile

Phe

Leu

val

Gln

260

Ser

Glu

Ser

Ile

Asn

340

AsSn

Ile

Thr

Pro

Ala

420

Ile

Glu

Asn

Glu

Lys

Ser

245

Leu

Glu

Thr

Gly

Met

Gly

Leu

Thr

Thr

Thr

Cys

Pro

Cys

230

Thr

Leu

Asn

val

His

310

Asp

Thr

Thr

Thr

Lys

Arg

Tyr

Gly

Phe

Asn

Ile

215

Lys

val

Leu

Ile

Gln

295

Met

Ile

Leu

Ile

His

375

Leu

Ile

Ala

Met

Arg

B67428PC-sequence listing

Thr Ser Thr Ile Thr GIn Thr

200

Pro Ile

Asp Lys

GIn Cys

Asn Gly

Thr Asp

280

ITe Asn

Gly Pro

Arg Gln

Ser Arg

Thr Phe

360

Met Phe

Phe Asn

Lys Gln

Pro Pro

425

Ile Leu
440

Pro Gly

His

Arg

Thr

250

Ser

Asn

cys

Gly

Ala

330

val

Lys

AsSn

Glu

Ile

410

Ile

Thr

Tyr

Phe

235

His

Leu

Thr

Thr

Lys

His

Lys

Pro

Cys

Thr

395

Ile

Ala

Arg

Cys

220

Asn

Gly

Ala

Lys

Arg

Ala

Cys

Glu

Pro

Ala

380

Gly

Asn

Gly

Asp

Gly Gly Asp
Y 460
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205

Ala

Gly

Ile

Glu

Asn

285

Pro

Phe

Asn

Lys

ASn

365

Gly

Glu

Met

Ser

Gly

Met

Pro

Thr

Lys

Glu

270

Ile

Asn

Tyr

Ile

Leu

350

Pro

Glu

Asn

Trp

Ile

430

Gly

Arg

Cys

Ala

Gly

Pro

255

Glu

Ile

Asn

Thr

Ser

335

Lys

Gly

Phe

Gly

Gln

415

Asn

Asn

Asp

Pro

Gly

Pro

240

val

val

Asn

Thr

320

Gly

Glu

Gly

Phe

Thr

400

Lys

Cys

Asn

Asn



B67428PC-sequence listing

Trp Arg Ser Glu Leu Tyr Lys Tyr Lys val val Gln Ile Glu Pro Leu
465 470 475 480

Gly Ile Ala Pro Thr Arg Ala Arg Arg Arg val val Gin Arg Glu Lys

485 490 495
Arg
<210> 59
<211> 345
<212> PRT
<213> Human immunodeficiency virus
<400> 59
Ala val Gly Leu Gly Ala val Phe Phe Gly Phe Leu Gly Ala Ala Gly
1 5 10 15

Ser Thr Met Gly Ala Ala Ser Ile Thr Leu Thr val GIn Ala Arg GlIn
20 25 30

Leu Leu Ser Gly Ile val GIn GIn GIn Ser Asn Leu Leu Arg Ala Ile
35 40 45 :

Glu Ala GIn GIn His Leu Leu GIn Leu Thr val Trp Gly Ile Lys Gln
50 55 60

Leu Arg Ala Arg Ile Leu Ala val Glu Arg Tyr Leu Lys Asp GIn GlIn
65 70 75 80

Leu Leu Gly Ile Trp Gly Cys Ser Gly Lys Leu Ile Cys Thr ghr Asn
85 90 5

val Pro Trp Asn Ser Ser Trp Ser Asn Lys Ser Trp Glu Glu Ile Trp
100 105 110

Asn Asn Met Thr Trp Met Glu Trp Glu Lys Glu Ile Gly Asn Tyr Ser
115 120 125

Asp Thr Ile Tyr Lys Leu Ile Glu Glu Ser GIn Thr GIn GIn Glu Lys
130 135 140

Asn Glu GIn Asp Leu Leu Ala Leu Asp Lys Trp Ala Ser Leu Trp Asn
145 150 155 160

Trp Phe Asp Ile Thr Lys Trp Leu Trp Tyr Ile Lys Ile Phe Ile Met
165 170 175

ITe Ile Gly Gly Leu Ile Gly Leu Arg Ile Ala Phe Ala val Leu Ser
180 185 190
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val val

Leu Ile
210

Glu Gly
225

Phe Leu

Tyr Arg

Arg Gly

val G1n
290

Asn Thr
305

Ile Gly

Arg Gln

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>

Asn Arg val
195

Pro Thr Ser

Gly Glu Gln

Ala Leu Ala
245

Gln Leu Arg
260

Leu Arg Gly
275

Tyr Trp Ser

Thr Ala Ile

Gln Arg Ala
325

Gly Leu Glu
340

60
825
PRT

Arg

Arg

Asp

230

Trp

Asn

Gly

Gln

Ala

310

Phe

Arg

GIn

Gly

Lys

Asp

Leu

Trp

Glu

295

val

Arg

Ala

B67428PC-sequence listing

Gly Tyr Ser Pro Leu Ser Phe

200

Ala

Asn

Asp

Ile

Glu

280

Leu

Ala

Leu

Asp

Arg

Leu

Leu

265

Ala

Lys

Gly

Leu

Leu
345

Human immunodeficiency virus

MISC_FEATURE
(18)..(18)
unknown

MISC_FEATURE
(23)..(023)
unknown

MISC_FEATURE
(274)..Q274)
unknown

MISC_FEATURE
(285)..(285)
unknown

Arg

Ser

Leu

Asn

Gly

Leu
330

Pro

val

235

Asn

val

Lys

ser

Thr

315

His

Glu

220

Arg

Leu

Thr

Tyr

Ala

300

Asp

Ile

Seite 29

205

Gly

Leu

Cys

Arg

Leu

285

Arg

Pro

Ile

val

Leu

Ile

270

Trp

Ser

Ile

Arg

Gln

Glu

Ser

Phe

255

Leu

Asn

Leu

Ile

Arg
335

Thr

Glu

Gly

Ser

Leu

Leu

Glu

320

Ile



B67428PC-sequence listing
<221> MISC_FEATURE
<222> (321)..(321)
<223> unknown

<220> )
<221> MISC_FEATURE
<222> (333)..(333)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (340)..(0340)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (360)..(360)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (398)..(398)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (401)..(401D)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (403)..(403)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (406)..(406)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (450)..(450)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (461)..(463)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (638)..(669)
<223> unknown

<220>

"<221> MISC_FEATURE
<222> (696)..(696)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (774)..(774)
<223> unknown
<400> 60

Met Lys Ala Lys Gly Met Gln Arg Asn Tyr GIn His Leu Trp Arg Trp
1 5 10 15
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Gly

Leu

Thr

His

65

Gln

Asn

Gln

Asn

Ser

145

Asn

Phe

Tyr

Lys

Phe

225

cys

val

Met

Xaa

Trp

Thr

50

Asn

Glu

Asn

Ser

Met

Tyr

Arg

val

210

Lys

Ser

Xaa

Met
val
35

Leu
val
Ile
Met
Leu
115
Ala
Ser
Thr
Lys
Leu
195
Thr
Ile
Asn

Thr

Arg

Leu

20

Thr

Phe

Trp

Ala

val

100

Lys

Glu

Ser

Thr

Leu

180

Ile

Phe

Leu

val

Gln

260

Ser

Phe

val

Cys

Ala

Leu

85

Glu

Pro

Pro

Asp

Glu

165

Asp

Asn

Glu

Lys

Ser

245

Leu

Glu

Trp

Tyr

Ala

Thr

70

Glu

Gln

Cys

Asn

ser

150

Leu

Ile

Cys

Pro

Cys

Thr

Leu

Asn

Xaa

Tyr

Ser

55

His

Asn

Met

val

Ser

135

val

Arg

val

Asn

Ile

215

Lys

val

Leu

Ile

B67428PC-sequence listing

ITe ITe Met Cys Lys Ala Ala
30

Gly

40

Asp

Ala

val

Gln

Phe

Asp

Ser

Thr

200

Pro

Asp

Gln

Asn

Thr
280

25

val

Ala

cys

Thr

Thr

105

Leu

Ser

Glu

Lys

Thr

185

Ser

Thr

cys

Pro

Lys

val

Glu

20

Asp

Thr

Ser

Glu

Gly

Ala

His

Asn

Thr

250

Ser

Asn

val Trp

Ala Tyr
60

Pro Thr
75

Lys Phe

Ile Ile

Pro Leu

Asn Asn

140

Met Lys
155

Lys Thr

Ser Asn

Met Thr

Tyr Cys

220

Phe Thr
235
His Gly

Leu Ala

Gly Lys

Seite 31

Arg

45

Asp

Asp

Asp

Ser

Asn

val

Gly

GIn

205

Gly

Ile

Glu

Xaa
285

Asp

Lys

Pro

Met

Leu

110

val

Ser

cys

His

Ser

190

Ala

Pro

Thr

Lys

Lys

270

Ile

Glu

Ala

Glu

Asn

Trp

95

Trp

Thr

val

Thr

Ser

175

Gly

Cys

Gly
Pro
255

Glu

Ile

Asn

Glu

val

Pro

80

Lys

Asp

Leu

Asn

Phe

160

Leu

Pro

Gly

Pro

240

val

val

val



GIn

Thr

305

Xaa

Ala

Tyr

Leu

Ile

Ala

Leu

Thr

465

Leu

Thr

Leu

Gly

Leu

290

Arg

Asp

Ala

Phe

Glu

370

Asn

Thr

Lys

Pro

Xaa

450

Phe

Tyr

Arg

Gly

Ala

530

Ile

Thr

Thr

val

Trp

Asn

355

val

Thr

Xaa

Gln

Pro

435

Leu

Arg

Lys

Ala

Ala

515

Ala

val

Glu

Ser

Ile

Xaa

340

Asn

Thr

Thr

Ile

Ile

420

Ile

Thr

Pro

Tyr

Ser

Gln

Pro

Ile

Gly

Ser

Lys

Thr

Asp

Thr

405

Lys

Arg

Ile

Arg

Phe

Met

Gin

val

Asp

Thr

Thr

His

Leu

390

Xaa

Asn

Gly

Asp

Gly

val

Arg

Leu

Thr

Gln
550

AsSn

295

Ile

Ile

Leu

Ile

Ser

375

Phe

Ala

Met

Ser

Gly

val

val

Gly

Leu

535

Ser

B67428PC-sequence Tlisting

ITe Thr Cys Ile Arg Pro Gly Asn
300

Gly

Arg

Gln

Xaa

360

Phe

Asn

Asn

Trp

Ile

440

Gly

Asn

Lys

val

Phe

520

Thr

Asn

Pro

Lys

Lys

345

Phe

Asn

Ser

Gly

Gln

425

Arg

Gly

Met

Ile

Glu

505

Leu

val

Leu

Gly

Ala

330

Ile

Lys

Cys

Thr

Thr

410

Arg

Cys

Gly

Arg

Glu

490

Arg

Gly

Gln

Leu

Gln

315

Tyr

ser

Asn

Gly

val

Glu

Thr

Glu

Ala

Ala

Arg
555

Thr
Cys
Thr
Ser
Gly
3

Asp
Thr
Gly
Ser
Asn
460
Asn
Ile
Lys
Ala
Arg

540

Ala

Seite 32

Phe

Xaa

Gln

Ser

365

Glu

Gly

Leu

Gln

Asn

445

Xaa

Trp

Gly

Arg

Gly

Gln

Tyr

val

Leu

350

Gly

Phe

Xaa

Pro

Ala

430

Ile

Xaa

Arg

val

Ala

510

Ser

Leu

Glu

Ala

Ser

335

Arg

Gly

Phe

Gly

Cys

Met

Thr

Xaa

ser

Ala

495

Ile

Thr

Leu

Ala

Asn

Thr

320

Arg

Lys

Asp

Tyr

Thr

400

Arg

Tyr

Gly

Glu

Glu

480

Pro

Gly

Met

Ser

Gln
560



Gln

Arg

Ile

Asn

Thr

625

Tyr

Asp

Ile

Ser

Arg

His

Glu

Leu

Leu

Arg

Leu

Ile

His

val

Trp

Ser

610

Trp

Asp

Leu

Ser

Leu

690

Ala

Pro

Gln

Ala

Gly

Asn

Leu

Leu

Met

Leu

Leu

Asn

675

Ile

Arg

Glu

Gly

Trp

755

Asp

Ser

Asn

Leu

Leu

Ala

580

Cys

Trp

Gln

Ile

Ala

660

Trp

Gly

Gln

Gly

Asp

Phe

Leu

Leu

Ile
820

Ser

ser

Trp

Glu

645

Leu

Leu

Leu

Gly

Pro

725

Asp

Asp

Ile

Lys

Leu

805

Asp

Leu

Glu

Gly

Asn

630

Lys

Asp

Trp

Arg

Tyr

710

Asp

Arg

Leu

Xaa

Gly

Gly

Thr

Thr

Arg

Lys

Lys

615

Lys

Ser

Lys

Tyr

Ile

695

Ser

Arg

Ser

Arg

Ile

775

Leu

Tyr

Ile

B67428pPC-sequence listing

val Trp Gly Ile Lys GIn Leu
570

Tyr Leu
585

Leu Ile
600

Ser Gln
Glu val
Gln Asn
Trp Ala

665

Ile Lys

680

Xaa Phe

Pro Leu

Pro Gly

Ile Arg

Ser Leu

760

Ala Ala

Arg Leu

Trp Gly

Ala Ile
825

Lys

Cys

Ser

Ile

Gln

650

Ser

Ile

Ala

Ser

730

Leu

cys

Arg

Gly

GlIn
810

Asp

Thr

Glu

Asn

635

Gln

Leu

Phe

val

Leu

715

Ile

val

Leu

Thr

Trp

Glu

Gln

Thr

Ile

620

Tyr

Glu

Trp

Ile

Leu

700

Gln

Lys

Ser

Phe

val

780

Glu

Leu

Seite 33

Gln
ASn
605
Trp
Thr
Lys
Xaa
Ile
685
Tyr
Thr
Glu
Gly
ser
765
Glu

Gly

Lys

Leu

590

val

Asp

Xaa

Asn

Trp

Ile

Ile

Leu

Glu

Phe

750

Tyr

Leu

Leu

Ser

Gln

575

Leu

Pro

Asn

Ile

Glu

655

Phe

val

Ile

Thr

Gly

Leu

His

Leu

Lys

ser
815

Ala

Gly

Trp

Met

Ile

640

Gln

Asp

Gly

Asn

Pro

720

Gly

Ala

Arg

Gly

Tyr

Ala



B67428pPC-sequence listing

<210> 61
<211> 509
<212> PRT

<213> Human immunodeficiency virus

<220>

<221> MISC_FEATURE
<222> (18)..(18)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (23)..(23)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (274)..Q274)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (285)..(285)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (321)..(321)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (333)..(333)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (340)..(340)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (360)..(360)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (398)..(398)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (401)..(401)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (403)..(403)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (406)..(406)
<223> unknown
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MISC_FEATURE
(450)..(450)
unknown

MISC_FEATURE
(461)..(463)
unknown

61

Met Lys Ala Lys
1

Gly

Leu

Thr

His

65

Gln

Asn

Gln

Asn

ser

145

Asn

Phe

Tyr

Lys

Xaa

Trp

Thr

50

Asn

Glu

Asn

Ser

cys

Asn

Met

Tyr

Arg

val
210

Met

val

35

Leu

val

Ile

Met

Leu

115

Ala

ser

Thr

Lys

Leu

Leu

20

Thr

Phe

Trp

Ala

val

100

Lys

Glu

Ser

Thr

Leu

180

Ile

195

Thr

Phe

Gly

Phe

val

Cys

Ala

Leu

85

Glu

Pro

Pro

ASp

Glu

165

Asp

Asn

Glu

Met
Trp
Tyr
Ala
Thr
70

Glu
Gln
Cys
Asn
ser
150
Leu
Ile

Cys

Pro

Gln

Xaa

Tyr

Ser

55

His

Asn

Met

val

Ser

135

val

Arg

val

Asn

Ile
215

B67428PC-sequence listing

Arg

Gly

40

ASp

Ala

val

Gln

LysS

Thr

Phe

Asp

Ser

Thr

200

Pro

Asn

Ile

25

val

Cys

Thr

Thr

105

Leu

Ser

Glu

Lys

Thr

185

Ser

Ile

Tyr GlIn

Met Cys

Pro val

Lys Ala

val Pro

75

Glu Lys

90

Asp Ile

Thr Pro

Ser Asn

Glu Met

155

Arg Lys

Gly Ser

Ala Met

His Tyr

Seite 35

His

Lys

Trp

Tyr

60

Thr

Phe

Ile

Leu

Asn

140

Lys

Thr

Asn

Thr

Cys
220

Leu

Ala

Arg

45

Asp

Asp

Asp

Ser

Cys

Asn

Asn

val

Gly

Gln

205

Ala

Trp

Ala

30

Asp

Lys

Pro

Met

Leu

110

val

Ser

Cys

His

Ser

190

Ala

Pro

Arg

15

Glu

Ala

Glu

Asn

Trp

95

Trp

Thr

val

Thr

Ser

175

Gly

Cys

Ala

Trp

Asn

val

Pro

80

Lys

Asp

Leu

Asn

Phe

160

Leu

Gln

Pro

Gly



Phe

225

cys

val

Met

Gln

Thr

305

Xaa

Ala

Tyr

Leu

385

Xaa

Ile

Ala

Leu

Thr

465

Leu

Ala

Lys

Ser

Xaa

Leu

290

Arg

Asp

Ala

Phe

Glu

370

Asn

Thr

Lys

Pro

Xaa

450

Phe

Tyr

Ile

Asn

Thr

Arg

Thr

Thr

val

Trp

Asn

355

val

Thr

Xaa

G1In

Pro

435

Leu

Arg

Lys

Leu

val

Gln

260

Ser

Glu

Ser

Ile

Xaa

340

Asn

Thr

Thr

Ile

Ile I

420

Ile

Thr

Pro

Tyr

Lys

Ser

245

Leu

Glu

Pro

Ile

Gly

Ser

Lys

Thr

Asp

Thr

405

Lys

Arg

Ile

Lys

Cys

230

Thr

Leu

Asn

val

310

Asp

Thr

Thr

His

Leu

390

Xaa

Asn

Gly

Asp

Gly

val

Lys

val

Leu

Ile

Asn

295

Ile

Ile

Leu

Ile

Ser

375

Phe

Ala

Met

Ser

val

B67428PC-sequence listing
Asp Thr Asn Phe Thr Gly Thr

Gln

Asn

Thr

280

Ile

Gly

Arg

Gln

Xaa

360

Phe

Asn

Asn

Trp

Ile

440

Gly

Asn

Lys

Cys

Gly

Asp

Thr

Pro

Lys

Lys

345

Phe

Asn

Ser

Gly

Arg

Gly

Met

Ile

Thr

250

Ser

Asn

Cys

Gly

Ala

330

Ile

Lys

Cys

Thr

Thr

410

Arg

Cys

Gly

Arg

Glu
490

235

His

Leu

Gly

Ile

Gln

315

Tyr

Ser

Asn

Gly

Trp

Ile

val

Glu

Thr

Asp

Pro

Gly
Ala

Lys

cys
Thr
Ser
Gly
3

Asp
Thr
Gly
Ser
Asn
460

Asn

Ile

Seite 36

Ile

Glu

Xaa

285

Pro

Phe

Xaa

Gln

Ser

365

Glu

Gly

Leu

Gin

Asn

445

Xaa

Trp

Gly

Lys

Lys

Ile

Gly

Tyr

val

Leu

350

Gly

Phe

Xaa

Pro

Ala

430

Ile

Xaa

Arg

val

Gly

Pro

255

Glu

Ile

Asn

Ala

Ser

335

Arg

Gly

Phe

Gly

Thr

Xaa

Ser

Ala
495

Pro

240

val

val

val

Asn

Thr

320

Arg

Lys

Asp

Tyr

Thr

400

Arg

Tyr

Gly

Glu

Glu

480

Pro



B67428PC-sequence Tlisting
Thr Arg Ala Lys Arg Arg val val Glu Arg Glu Lys Arg
500 5

05
<210> 62
<211> 352
<212> PRT

<213> Human immunodeficiency virus

<220>

<221> MISC_FEATURE
<222> (129)..(129)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (160)..(160)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (187)..(187)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (265)..(265)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (324)..(324)
<223> unknown

<220>

<221> MISC_FEATURE
<222> (347)..(347)
<223> unknown

<400> 62
Ala Ile Gly Leu Gly Ala Ala Phe Leu Gly Phe Leu Gly Ala Ala Gly
1 5 10 15

Ser Thr Met Gly Ala Ala Ser Met Thr Leu Thr val Gln Ala Arg Gln
20 25 30

Leu Leu Ser Gly Ile val GIn GIn GIn Ser Asn Leu Leu Arg Ala Ile

Glu Ala Gln GIn His Leu Leu Lys Leu Thr val Trp Gly Ite Lys Gln
50 55 60

Leu GIn Ala Arg val Leu Ala val Glu Arg Tyr Leu Lys Asp GIn Gln
65 70 75 80

Leu Leu Gly Ile Trp Gly Cys Ser Gly Lys Leu Ile Cys Thr Thr Asn
85 90 95

val Pro Trp Asn Ser Ser Trp Ser Asn Lys Ser Gln Ser Glu Ile Trp
100 105 110

Seite 37



Asp

Xaa

Asn

145

Trp

Ile

Ile

Leu

Glu

225

Phe

Tyr

Leu

Leu

Ser

305

Trp

Arg

Asn

Ile

130

Glu

Phe

val

Ile

Thr

210

Gly

Leu

His

Leu

Lys

Ser

Thr

Asn

<210>
<211>
<212>
<213>

<400>

Met

115

Ile

Gln

Asp

Gly

Asn

195

Pro

Gly

Ala

Arg

Gly

Tyr

Ala

Asp

Ile

63
878
PRT

Thr

Tyr

Asp

Ile

Ser

180

Arg

His

Glu

Leu

Leu

260

Arg

Leu

Ile

Xaa

Pro
340

Trp

Asp

Leu

Ser

165

Leu

Ala

Pro

Gln

Ala

245

Arg

Ser

Gly

Asn

val

325

Arg

Met

Leu

Leu

150

Asn

Ile

Arg

Glu

Gly

Trp

Asp

Ser

Asn

Leu

310

Arg

Gln

Ile

135

Ala

Trp

Gly

Gln

Gly

Arg

Asp

Phe

Leu

Leu

295

Ile

Glu

Ile

B67428PC-sequence Tlisting

Trp Asp Lys Glu val Ile Asn
120

Glu Lys

Leu Asp

Leu Trp

Leu Arg

185

Gly Tyr

Pro Asp

Asp Arg

Asp Leu

ITe Xaa

265

Lys Gly

Leu Gly

Asp Thr

Ile Gly

Arg Gln
345

Human immunodeficiency virus

63

Ser

Lys

Tyr

170

Ile

Ser

Arg

Ser

Arg

Ile

Leu

Tyr

Ile

Gln

330

Gly

Gln

Xaa

Pro

Pro

Ile

235

Ser

Ala

Arg

Trp

Ala

315

Arg

Xaa

Asn

140

Ala

Lys

Phe

Leu

Gly

Arg

Leu

Ala

Leu

Leu

Glu

Seite 38

125

Gln

Ser

Ile

Ala

Ser

205

Arg

Leu

Cys

Arg

Gly

Gln

Ala

Cys

Lys

Gln

Leu

Phe

val

190

Leu

Ile

val

Leu

Thr

270

Trp

Glu

val

Arg

Ala
350

Tyr

Glu

Trp

Ile

175

Leu

Gln

Lys

Ser

Phe

255

val

Glu

Leu

Ala

Ala

335

Leu

Thr

Lys

Xaa

160

Ile

Tyr

Thr

Glu

Gly

Ser

Gly

Lys

Arg
320



Met

Ile

Ser

Thr

His

65

Gln

Asn

GIn

Asn

Thr

145

Asn

Asn

Phe

Ser

Pro

225

Pro

Arg

Ile

Trp

Thr

50

Asn

Glu

Asp

Ser

Cys

Gly

Asn

Ile

Tyr

Tyr

210

Lys

Tyr

Cys

val

Leu

val

35

Leu

val

Ile

Met

Leu

115

Thr

Thr

Thr

Thr

Arg

val

Ala

Asn

Arg

Gly

20

Thr

Phe

Trp

Glu

val

100

Lys

Asn

Asn

Cys

Thr

180

Leu

Leu

Ser

Ile

Asn
260

Gly

Phe

Ile

cys

Ala

Leu

85

Asp

Pro

Ala

Asn

Met

165

Glu

Asp

Ile

Phe

Leu

245

val

Ile

Trp

Tyr

Ala

Thr

70

Glu

Gln

Cys

Thr

Thr

150

Glu

Leu

Ile

Asn

230

Lys

Ser

Pro

Met

Tyr

Ser

His

Asn

Met

val

Asn

Arg

val

Cys

215

Pro

Cys

Thr

B67428PC-sequence listing

Arg Asn Trp GIn Gln Trp Trp
10

Leu Leu
25

Gly val

40

Asp Ala

Ala Cys

val Thr

His Glu

105

Lys Leu

Pro val

Thr Asn

ITe Glu

Asp Lys

Pro Leu

200

Asn Thr

Ile Pro

Asn Asn

val Gln
265

Ile

Pro

Lys

val

Glu

90

Asp

Thr

Thr

Cys

Gly

Lys

Asn

Ser

Ile

Lys
250

Cys

val

Ala

Pro

75

Asn

Ile

Pro

Arg

Ser

155

Met

Lys

Glu

Thr

His

235

Thr

Asn

Trp

His

60

Thr

Phe

Ile

Leu

Thr

140

Gly

Lys

Lys

Thr

Ile

220

Tyr

Phe

Cys Thr His

Seite 39

val

Arg

45

Glu

Asp

Asn

Ser

Cys

125

Asn

Ser

Asn

Glu

Cys

Ser

Gly

Gly

30

Glu

Thr

Pro

Met

Leu

110

val

Thr

Ala

Cys

Tyr

190

Asp

Gln

Ala

Gly

Ile
270

Ile

15

Gly

Ala

Glu

Asn

Trp

95

Trp

Thr

Thr

Ser

Ser

175

Ala

Asn

Ala

Pro

Thr

255

Met

Trp

Asn

Lys

val

Pro

80

Lys

Asp

Leu

Thr
160
Phe
Leu
Ser
Cys
Ala
240

Gly

Pro



val

val

val

305

Thr

Thr

Gly

Lys

Tyr

Tyr

Cys

Ile

Thr

465

Glu

Glu

Pro

Gly

val

Ile

290

His

Thr

Gly

Lys

His

370

Leu

Cys

Asn

Arg

Tyr

450

Gly

Thr

Leu

Thr

Ile
530

ser

275

Ile

Leu

Arg

GlIn

Glu

355

Phe

Glu

Asn

Asn

Ile

435

Ala

Leu

Phe

Tyr

Glu

515

Gly

Thr

Arg

Lys

Arg

Ile

340

Trp

Pro

Ile

Thr

Thr

420

Lys

Pro

Leu

Arg

Ala

Gln

Ser

Asp

Glu

325

Ile

Asn

Asn

Thr

Ser

405

Asp

Gln

Pro

Leu

Pro

485

Tyr

Lys

val

Leu

Asp

Pro

310

val

Gly

Lys

Lys

Thr

390

Lys

Asn

Ile

Ile

Thr

470

Gly

Lys

Arg

Phe

Leu

Asn

295

val

Gly

Asp

Thr

Thr

375

His

Leu

Thr

Ile

Ala

455

Trp

Gly

val

Arg

Leu
535

B67428pPC-sequence listing

Leu Asn Gly Ser Leu Ala Glu

280

Met

Glu

Ile

Ile

Leu

360

Ile

Ser

Phe

Asp

Asn

440

Gly

Asp

Gly

val

val

520

Gly

Thr

Ile

Gly

Arg

Arg

Gln

Phe

Asn

AsSn

425

Met

Asn

Gly

Asp

Glu

505

val

Phe

Asn

val

Pro

330

Gln

Gln

Phe

Thr

Ile

410

Pro

Trp

Ile

Gly

Met

490

Glu

Leu

Ala

Gly

Ala

val

Lys

395

Ser

Thr

Gln

Thr

ser

475

Arg

Lys

Arg

Gly

Ala

300

Thr

Gln

His

Gly

Pro

380

ser

Met

Gln

Glu

Cys

Gly

Asp

Pro

Glu

Ala
540

Seite 40

285

Thr

Arg

Thr

Cys

Ala

365

His

Gly

Ser

Ile

val

445

Lys

Glu

Asn

Leu

Thr

Pro

Phe

Asn

350

Glu

Ser

Glu

Asn

Thr

430

Gly

Ser

Asn

Trp

Gly

510

Arg

Gly

Glu

Ile

Asn

Leu

Gly

Phe

Leu

415

Leu

Arg

Asn

Asn

Ala

Ser

Met

Ile

Asn

320

Thr

Thr

Glu

Gly

Phe

400

Thr

Pro

Ala

Ile

Thr

480

Ser

Ala

Ile

Thr



Met
545
Ser

Gln

Ala

Ile

Lys

Asp

Pro

Gly

Ala

Gly

Gly

Gln

Arg

Ile

610

Asn

Thr

Tyr

Glu

Ile

690

Gly

Arg

Ser

Glu

Leu

770

Leu

His

Ala

Ile

His

val

595

Trp

Ser

Trp

Gln

Leu

675

Ser

Leu

val

Pro

Gln

755

Ala

Arg

Ser

Ala

val

Leu

580

Leu

Gly

Ser

Met

Leu

660

Leu

Asn

Ile

Arg

Arg

Asp

Trp

AsSp

Ser

Ser

Gln

565

Leu

Ala

cys

Trp

Glu

645

Leu

Ala

Trp

Gly

Gln

725

Glu

Lys

Asp

Phe

Leu
805

Ile

550

Gln

Gln

Ile

Ser

Ser

630

Trp

Glu

Leu

Leu

Leu

710

Gly

Pro

Gly

Asp

Ile

790

Arg

Thr

Gln

Leu

Glu

Asp

Glu

Asp

Arg

Tyr

Asp

Arg

Leu

775

Ser

Gly

B67428PC-sequence listing

Leu Thr val

ser

Thr

LysS

Lys

Lys

Ser

Ser

680

Tyr

Ile

Ser

Arg

Ser

760

Arg

Ile

Leu

Asn
val
585
Tyr
Leu
Thr
Glu
Gln
665

Trp

‘Ile

val

Pro

Leu

745

Ile

Ser

Ala

Gln

Leu

570

Trp

Leu

Ile

Leu

Ile

650

Ile

Lys

Lys

Phe

Leu

730

Arg

Arg

Leu

Ala

Arg
810

GIn Ala Arg GlIn

555

Leu

Gly

Lys

Cys

Gly

Ser

Gln

Asn

Ile

Ala

715

Ser

Gly

Leu

cys

Arg

795

Gly

Arg

Ile

Asp

Thr

620

Glu

Asn

Gln

Leu

Phe

700

val

Phe

Ile

val

Leu

780

val

Trp

Seite 41

Ala

Lys

Gln

605

Thr

Ile

Tyr

Glu

Leu

GIn

Glu

Gln

765

Phe

val

Glu

Ile

Gln

590

Gln

Ser

Trp

Thr

Gln

670

Asn

Met

Ser

Thr

Glu

750

Gly

Ser

Glu

Ala

Leu

Glu

575

Leu

Leu

val

Asn

His

655

Asn

Trp

Ile

Ile

Leu

735

Glu

Phe

Tyr

val

Leu
815

Leu

560

Ala

Gln

Leu

Pro

Asn

640

Thr

Glu

Phe

val

val

720

Thr

Gly

Leu

His

Leu

800

Lys



Tyr Leu Lys Ser

820

Ala val Ser Leu

835

Asp Arg Ile Ile

850

Ile Pro Arg Arg

865

<210>
<211>
<212>
<213>

<400>

64
526
PRT

B67428PC-sequence listing

Leu val GIn Tyr Trp Gly Leu Glu Leu Lys

825

Leu Asp Thr Leu Ala Ile Ala

840

Glu Leu Ile GIn Gly Ile Cys

855

Ile Arg GIn Gly Phe
870

Human immunodeficiency virus

64

Met Arg val Arg
1

Ile

ser

Thr

His

65

Gln

Asn

Gln

Asn

Thr

145

Asn

Ile

Trp

Thr

50

Asn

Glu

Asp

Ser

Asn

Leu Gly
20

val Thr
35

Leu Phe
val Trp
Ile Glu
Met val

100

Leu Lys
115
Thr Asn

Thr Asn

Thr Cys

Gly
5
Phe
Ile
Cys
Ala
Leu
85
Asp
Pro
Ala

Asn

Met
165

Ile
Trp
Tyr
Ala
Thr
70

Glu
Gln
Cys
Thr
Thr

150

Glu

Pro

Met

Tyr

Ser

55

Asn

Met

val

Asn

Arg

Leu

Gly

40

Asp

Ala

val

His

Lys

120

Pro

Thr

Ile

AsSn

Leu

25

val

Ala

Cys

Thr

Glu

105

Leu

val

Asn

Glu

Glu Ala
875

Trp Gln
10

Ile Cys

Pro val

Lys Ala

val Pro
75

Glu Asn
90

Asp Ile

Thr Pro

Thr Arg

Cys Ser
155

Gly Met
170

Seite 42

val

Arg

Ala

GIn

Asn

Trp

His

60

Thr

Phe

Ile

Leu

Thr

140

Gly

Lys

Leu

Trp

val

Arg

45

Glu

Asp

Asn

Ser

Ser

Asn

830

Glu

Lys

Gly

Ser

Thr

Ile Arg Asn

Leu

Trp

Gly

30

Glu

Thr

Pro

Met

Leu

110

val

Thr

Ala

Cys

Ile

15

Gly

Ala

Glu

Asn

Trp

95

Trp

Thr

Thr

Ser

Ser
175

Trp

Asn

Lys

val

Pro

80

Lys

Asp

Leu

Ala

Thr

160

Phe



Asn

Phe

ser

Pro

225

Gly

Pro

val

val

val

305

Thr

Thr

Lys

Asp

Tyr

Tyr

Cys

Ile

Tyr

Tyr

210

Lys

Tyr

Cys

val

Ile

290

His

Thr

Gly

Lys

His

370

Leu

Cys

Asn

Arg

Thr

Arg

Arg

val

Ala

Asn

Ser

275

Ile

Leu

Arg

Gln

Glu

355

Phe

Glu

Asn

Asn

Ile
435

Thr

180

Leu

Leu

Ser

Ile

Asn

260

Thr

Arg

Lys

Arg

Ile

340

Trp

Pro

Ile

Thr

Thr

420

Lys

Glu

Asp

Ile

Phe

Leu

245

val

Gln

Ser

Asp

Glu

325

Ile

Asn

Asn

Thr

Ser

405

Asp

Gln

Leu

Ile

Asn

230

Lys

Ser

Leu

Asp

Pro

310

val

Gly

Lys

Lys

Thr

390

Lys

Asn

Ile

Arg

val

Cys

Thr

Leu

Asn

295

val

Gly

Asp

Thr

Thr

375

His

Leu

Thr

Ile

B67428PC-sequence listing

Asp Lys Lys Lys Lys Glu Tyr
185

Pro

200

Asn

Ile

Asn

val

Leu

280

Met

Glu

Ile

Ile

Leu

360

Ile

Ser

Phe

Asp

ASn
440

Leu

Thr

Pro

Asn

Gln

. 265

Asn

Thr

Ile

Gly

Arg

Arg

GIn

Phe

Asn

Asn

425

Met

Asn Glu
Ser Thr
Ile His
Lys Thr
250

Cys Thr
Gly Ser
Asn Ala
val Cys
Pro Gly
330

GIn Ala
GIn val
Phe Lys
Thr Cys

395

Ile Ser
410

Pro Thr

Trp Gln

Seite 43

Thr

Ile

220

Tyr

Phe

His

Leu

Ala

300

Thr

Gln

His

Gly

Pro

380

Ser

Met

Gln

Glu

Arg

205

Thr

Cys

ser

Gly

Ala

285

Thr

Arg

Thr

Cys

Ala

365

His

Gly

ser

Ile

val
445

190

Asp

Gln

Ala

Gly

Ile

270

Glu

Thr

Pro

Phe

Asn

350

Glu

Ser

Glu

Asn

Thr

430

Gly

Ala

Asn

Ala

Pro

Thr

Met

Glu

Ile

Asn

Tyr

335

Ile

Leu

Gly

Phe

Leu

415

Leu

Arg

Leu

Ser

Cys

Ala

240

Gly

Pro

Met

Ile

Asn

320

Thr

Thr

Glu

Gly

Phe

400

Thr

Pro

Ala



B67428PC-sequence listing
Ile Tyr Ala Pro Pro Ile Ala Gly Asn Ile Thr Cys Lys Ser Asn Ile
450 455 460

Thr Gly Leu Leu Leu Thr Trp Asp Gly Gly Ser Gly Glu Asn Asn Thr
465 470 475 480

Glu Thr pPhe Arg Pro Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser
485 490 495

Glu Leu Tyr Lys Tyr Lys val val Glu Ile Lys Pro Leu Gly Ile Ala
500 505 510

Pro Thr Glu Ala Lys Arg Arg val val Glu Arg Glu Lys Arg
515 520 525

<210> 65

<211> 352

<212> PRT

<213> Human immunodeficiency virus
<400> 65

Ala ITe Gly Ile Gly Ala val Phe Leu Gly Phe Leu Gly Ala Ala Gly
1 5 10 15

ser Thr Met Gly Ala Ala Ser Ile Thr Leu Thr val Gln Ala Arg Gln
20 25 30

Leu Leu Ser Gly Ile val GIn GIn GIn Ser Asn Leu Leu Arg Ala Ile
35 40 45

Glu Ala GIn GIn His Leu Leu GIn Leu Thr val Trp Gly Ile Lys Gln
50 55 60

Leu GIn Ala Arg val Leu Ala Ile Glu Arg Tyr Leu Lys Asp GIln Gln
65 70 75 80

Leu Leu Gly Ile Trp Gly Cys Ser Gly ;gs Leu Ile Cys Thr Thr Ser
85 95

val Pro Trp Asn Ser Ser Trp Ser Ash Lys Thr Leu Gly Glu Ile Trp
100 105 110

Asn Asn Met Thr Trp Met Glu Trp Asp Lys Glu Ile Ser Asn Tyr Thr
115 120 125

His Thr Ile Tyr GIn Leu Leu Glu Glu Ser GIn ITe GIn Gln Glu Gln
130 135 140

Asn Glu Lys Glu Leu Leu Ala Leu Asp Ser Trp Lys Asn Leu Trp Asn
145 150 155 160

Trp Phe Asp Ile Ser Asn Trp Leu Trp Tyr Ile Lys Ile Phe Ile Met
Seite 44




Ile val

Ile val

Leu Thr
210

Glu Gly
225

Phe Leu

Tyr His

val Leu

Leu Lys

Lys Ser

Gly Thr

Arg Asn

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Gly

Asn

195

Pro

Gly

Ala

Arg

Gly

Tyr

Ala

Asp

Ile

66
58
DNA

Arg

ser

Glu

Leu

Leu

260

Leu

val

Arg

Pro
340

165

Leu

val

Pro

Gln

Ala

245

Arg

Ser

Lys

Ser

Ile

325

Arg

Ile

Arg

Arg

Asp

230

Trp

Asp

Ser

Ser

Leu

310

Arg

Gly

GlIn

Glu

215

Lys

Asp

Phe

Leu

Leu

295

Leu

Glu

Ile

Artificial Sequence

B67428PC-sequence listing
170

Leu

Gly

Pro

Gly

Asp

Ile

Arg

val

Asp

Leu

Arg

Arg Ile val Phe

185

Tyr

Asp

Arg

Leu

Ser

265

Gly

Gln

Thr

Ile

Gln
345

Ser

Arg

Ser

250

Ile

Leu

Tyr

Leu

Gln

330

Gly

Pro

Leu

Ile

235

Ser

Ala

Gln

Trp

Ala

315

Gly

Phe

Leu

Arg

Arg

Leu

Ala

Arg

Gly

Ile

Ile

Glu

Ala

Ser

205

Gly

Leu

cys

Arg

Leu

Ala

Cys

Ala

val

190

Phe

Ile

val

Leu

val

270

Trp

Glu

val

Arg

Ala
350

gp41(160) Reverse for subtype A (rare variant)

misc_feature

(48). . (48)
n is a, ¢, g,
66

or

t

175

Leu

Gln

Glu

Gln

Phe

255

val

Glu

Leu

Gly

Ala

335

Leu

Ser

Thr

Glu

Gly

Ser

Lys
Glu
320

Ile

Leu

atagcggccg cctagtggtg gtgatggtgg tgtagcaaag cyctttcngc gccctgtc

<210>
<211>
<212>

67
58
DNA
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B67428PC-sequence listing
<213> Artificial Sequence

<220>
<223> gp41(160) Reverse for C subtype
<400> 67

atagcggccg cctagtggtg gtgatggtgg tgtwgcaaag ctgcttcaaa gccctgtc

<210> 68

<211> 58

<212> DNA :

<213> Artificial Sequence
<220>

<223> gp41(160) Reverse for G subtype

<220>

<221> misc_feature

<222> (48)..(48)

<223> nis a, ¢, g, or t

<400> 68
atagcggccg cctagtggtg gtgatggtgg tgtagcaaag cyctttcnaa gccttgtc

<210> 69

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<223> Forward gpl20 Constl for B subtype
<400> 69

aattctagac gctrcagaam aattgtgggt cac

<210> 70

<211> 33

<212> DNA

<213> Artificial Sequence

<220>

<223> Forward gpl20 Constl for C subtype
<400> 70

aattctagac gtrrtgggra acttgtgggt cac

<210> 71

<211> 35

<212> DNA

<213> Artificial Sequence

<220>

<223> Forward gpl20 Constl for G subtype
<400> 71

aattctagac gcctcarata acttgtgggt cacag

<210> 72
<211> 5
<212> PRT

<213> Artiffcia] Sequence

Seite 46

58

58

33

33

35



B67428PC-sequence listing
<220> .
<223> minimal translation of vl forward for subtypes A,G B,C,F1,H
<400> 72

Leu Cys val Thr Leu
1 5

<210> 73

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> minimal translation of v2 forward for all subtypes

<220>

<221> MISC_FEATURE
<222> 4)..(4)
<223> Y or F

<400> 73

Asn Cys Ser Xaa
1

<210> 74

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> minimal translation of v3 forward for A, B, G subtypes

<220>

<221> MISC_FEATURE
<222> (1)..1)
<223> K or Qor E

<400> 74

Xaa Ile Asn Cys
1

<210> 75

<211> 4

<212> PRT

<213> Artificial Sequence
<220>

<223> minimal translation of v3 forward for subtype D

<220>

<221> MISC_FEATURE
<222> (D..D
<223> T or Por A
<400> 75

Xaa Ile Asn Cys
1
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

76

)

PRT

Artificial Sequence

B67428PC-sequence listing

minimal translation of v4 forward for all subtypes

76

Glu Phe Phe Tyr Cys
5

77

4

PRT

Artificial Sequence

minimal translation of v5 forward

77

Thr Arg Asp Gly
1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

1

78

11

PRT

Artificial Sequence

minimal translation of Forward gpl20 Constl for A subtype

MISC_FEATURE
(3)..03)
T or A

MISC_FEATURE

®..4
T or A
78

5

Leu Asp Xaa Xaa Glu Asn Leu Trp val Leu Asp
10
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