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URO-B-0001 PCT1
81
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1

444

PRT

Phaeodactylum tricornutum

1

Met Arg Leu Trp Lys Arg Thr Thr Ser
1 5

Arg Arg

Thr Leu

Leu val

50

Thr Asp

65

Ala Tyr

Leu Arg

Ser val

val Arg

Arg Gly Gly Arg Glu Glu Arg
20 25

Ala val val Trp Gly Thr val
35 40

Ala ser Pro Thr Lys Ser val

Ser Arg Pro Ser Ala Ala Phe
70

Glu Ser Pro Leu Leu val pPhe
85

Glu Thr Leu Arg Asp Ile Trp
100 105

Gly Cys Pro Leu val Ile Ser
115 120

Arg val val Arg Glu Phe Thr

130 135

val Pro

145

val Ile His Trp Thr His Thr

Gly

10

Leu

Leu

Pro

val

Thr

90

Asn

Gln

Asp

Ser

val

Ala

val

Thr

val

75

Cys

Tyr

Asp

Glu

Ala
155

Pro

Ile

Gly

Phe

60

ser

Arg

Ile

Gly

Phe

140

Leu

Page /|

Pro

Gly

Thr

45

Pro

Asp

Arg

Pro

Asn

125

Ala

Arg

Pro

Leu

30

Leu

Thr

Ala

Asp

Thr

110

Asp

Thr

Gly

Arg

15

Leu

val

val

Pro

Gln

95

Asp

Pro

Lys

Ser

Arg

Leu

Pro

Gly

80

Tyr

cys

Ala

Asn

Thr
160



URO-B-0001 PCT1l listage sequence DEPOT

Asn Gly Tyr GIn Ala Leu Ala Ile His Tyr Gly Trp Ala Leu Arg Arg
165 170 175

val Phe Asp Gly Gln Thr Leu Ser Gly Ser val His Gly Ala Lys His
180 185 190

Gly Thr Pro GIn Arg val Ile Ile Leu Glu Glu Asp Leu His val Ala
195 200 205

Pro Asp Phe Phe Asp Tyr Phe Ala Ala Thr Ala Pro Leu Leu Asp His
210 215 220

Asp Ser Ser Leu Leu Ala val Ser Ala Phe His Asp Asn Gly Phe Ala
225 230 235 240

His Asn val Arg Asn Ala Ser Arg Ile Leu Arg Ser Asp Phe Phe Pro
245 250 255

Gly Leu Gly Trp Met Met Asn Arg Arg Leu Trp val Asp Glu Leu Gin
260 265 270

ser Lys Trp Pro Gly Gly Tyr Trp Asp Asp Trp Leu Arg Glu Pro Ala

Gln Arg Gln Asp Arg Ala Ile Leu Arg Pro Glu Ile Ser Arg Thr Tyr
290 295 300

His Phe Gly Thr Glu Gly Gly Thr Ser Ser Asn GIn Phe Gly Ser His
305 310 315 320

Leu Ser Lys Ile Leu Leu Asn Arg Glu Thr val Asp Trp Ser Lys Ala
325 330 335

Ala Asp Leu Glu Ala GIn Leu Arg Pro Glu val Tyr Asp Pro Ala Tyr
340 345 350

Trp Ala Met val GlIn Ala Ser Thr Leu Thr Tyr Thr Ile Pro Asp Ala
355 360 365

Leu Glu GIn Ala Lys Lys Ser Asn Ala Arg Leu GIn Tyr Thr Thr Ile
370 375 380

Glu Gln Phe Lys Tyr Leu Ala His Lys Leu LyS Leu Met Ala Asp Glu
385 390 395 400

Lys Ala Asn val Pro Arg Thr Ala Tyr Lys Gly Ile val Glu Thr Arg
405 410 415

Pro His Gly Ala Asp Tyr Phe Leu Phe Leu Thr Pro Pro Leu Ala Glu
420 425 430
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Leu Gln Lys Glu Phe Asp Ile Pzg Ser Pro Lys Arg
4

435

<210>
<211>
<212>
<213>

<400> 2
atgcggttgt

2
1332
DNA

ggacgggagg
gtactcgtcg
cccacggtac
gcgtacgaat
ttgcgggata
tcacaagacg
gccaccaaga
aacggctacc
caaacgctgt
ctcgaagaag
cttttggacc
cacaacgttc
atgatgaacc
gacgactggt
tcccgcacct
ttatcgaaaa
gcccaactgc
ttgacgtaca
tacaccacca
aaggccaatg
gattactttc
tcaccgaaaa
<210> 3

<211>

<212>
<213>

DNA

<400> 3

1047

ggaaacgtac
agcgtctagce
gtaccctcgt
cgaccgattc
cgcccttact
tttggaacta
gcaacgaccc
acgtccccgt
aagccttggce
ccgggagegt
atttgcacgt
acgattcgtc
ggaacgcatc
gacggttatg
tgcgggaacc
accactttgg
tactgctcaa
gacccgaagt
ccatcccaga
ttgagcagtt
taccacggac

tattcctgac

ga

pPhaeodactylum tricornutum

gacgtcgggt
gataggacta
ggccctegtce
acgaccgtcc
cgtctttacc
cattccgacg
cgctgteccga
aattcactgg
cattcactac
tcacggtgcg
ggcaccggac
cctcectggec
cagaatactg
ggtggatgag
ggcacaacgg
caccgagggt
ccgtgaaaca
gtacgacccg
cgcactcgag
caagtacctc
ggcatacaag

gccgecectce

Phaeodactylumtricornutum

cgtgttgaag caaaccgccg tctgtgacga

agcgacttgg gagtttctgc aggacgacgc

gtgccaccac
ctgctcacgce
gcgtccccca
gccgectteg
tgtcgacgag
gattgttcgg
cgtgtggtac
acgcatacga
ggttgggcct
aagcacggga
tttttcgact
gtttcggect
cggtccgact
ctccagtcca
caagatcgcg
ggcacgagta
gtggattgga
gcctactggg
caggccaaaa
gctcataaac

ggaattgtgg
gcagagctgc

attcgatatc

gcaccccggg

cacgccgtag
tggcecgtegt
ccaaatccgt
tcgtctcgga
atcaatattt
taggttgtcc
gcgagtttac
gtgccttgceg
tgcgaagagt
cgccgcaacg
actttgccgce
ttcacgacaa
ttttcccecgg
aatggcccgg
caattctaag
gtaaccagtt
gcaaggcagc
ccatggtgca
aaagtaacgc
tgaaactcat
aaacgcgccc

agaaggaatt

gattacgact

gtcctccagg
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URO-B-0001 PCT1 listage sequence DEPOT

acgccgtggt
gtggggtacg
cccgacgttt
cgcacccggg
gcgcgaaaca
cttggtaatt
cgacgaattc
cggcagcacg
ctttgacgga
ggtcattatc
caccgcgcecc
cggctttgeca
tctcggatgg
cggatactgg
acccgaaatc
tgggtcccat
agatctggaa
agcctccacg
gagattacag
ggccgacgaa
gcacggtgcc

cgacattccg

gttgggagga

ccgtgacgca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1332

60
120



gttgcagaag
agccgcccaa
gtactttgac
tagggatacg
gagccaacag
cgaaaaatcc
gcagatgaaa
aatactgtaa
gtaccttatc
tgtcggcatc
ccctaccact
acgtaatgtt
ccatggcgca
gtaaacacgt
gttccaagca
cggcaacgaa
<210> 4

<211> 363
<212> PRT
<213>
<400> 4

Tyr Glu Ser Pro Leu Leu val
1 5

Arg Glu Thr

val Gly Cys

35

Gln Arg val

50

Pro val val

65

Gly Tyr Gln

Phe Asp Gly

ttctgggagc
gaggaagaag
gcgcacgctc
accgaagccg
gatgccggag
gtcgcecgege
cagcaacagg
attgttaacc
ggtgtgtgta
gtctcgggga
gtttagggta
agctctactg
ttggtcggtc
tcgtgetttce
caacagcaca

tcttccggac

Leu
20

Arg
Pro Leu
val

Arg

His Trp

AsSp

val

Glu

Thr

URO-B-0001 PCT1 Tistage sequence DEPOT

acgctacgga
ccttgctcac
aggcctttgce
cgacgcaaca
aagccgcgcet
atcagaacaa
atatccaaaa
gccccaccgt
actaacataa
ctaggttttc
tcacgagatt
tagctagcgce
gggtaccgag
ttctgaggat
ccttaacacc

cttecgec

Phaeodactylum tricornutum

Ile Trp

ser

40

Thr

Thr

70

Ala Leu

85

Gln Thr

100

Le

Ala

Ile His

Phe Thr

Asn

25

Gln

Asp

Ser

Tyr

tgagcccgtg
ggccgaacgg
cgaactggtc
agcactgcaa
cgagatggaa
tccecgtggtg
cgccatggec
tcctactgta
actgtacacc
gagaggcggt
tttcgtgecg
gaatctcggt
gggcacattt
acgcccgtct

acCadaCaddcaag

Cys
10

Arg

Tyr Ile

Asp Gly

Glu Phe

Ala Leu

75

Gly
90

Trp

u Ser

Gly

ser
105

val

His

acgggatggc
gtcctcgaag

caacagtacc
cgggactttg
gacgtctcca
ggacgagcac
atggtggatt
aggattgtcg
tcaacccaac
ctcgttgccc
tcgaccactg
ctcgtecttg
ggttcgttgg
ggggaagcaa

ctccacaatc

Arg Asp Gln

Pro Thr Asp

30

Asn Asp

45

Pro

Ala Thr

60

Lys

Arg Gly Gly

Ala Leu Arg

Gly Ala Lys

110

Page \

ggcccggaca
tggcggcacg
aagcggacgg
gcgccgcecat
tgaagtgttt
tcggtatgat
aatggacagt
actcgegttc
aagagcgact
tttgacccaa
cagtgcacta
gggcacttca
agtgtccaac
cattcgcatc

cacagcccta

Tyr Leu

15

Cys Ser

Ala val

Asn val

Thr Asn

80

Arg val

95

His Gly

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1047



Thr

Asp

Ser

145

Asn

Leu

Lys

Arg

Phe

225

Ser

Asp

Ala

Glu

GlIn

305

Ala

His

Gln

Pro

Phe

130

ser

val

Gly

Trp

GlIn

210

Gly

Lys

Leu

Met

Gln

290

Phe

Asn

Gly

Lys

<210>
<211>
<212>
<213>

Leu

Arg

Trp

Pro

195

Asp

Thr

Ile

Glu

val

275

Ala

Lys

val

Ala

Glu

355

5
1256
PRT

Arg

Asp

Leu

Asn

Met

180

Gly

Arg

Glu

Leu

Ala

260

Gln

Lys

Tyr

Pro

340

Phe

val

Tyr

Ala

Ala

165

Met

Gly

Ala

Gly

Leu

245

Gln

Ala

Lys

Leu

Arg

325

Asn

Asp

URO-B-0001 PCT1 listage sequence DEPOT
Ile Ile Leu Glu Glu Asp Leu q%g val Ala

Phe

val

150

Ser

Asn

Tyr

Ile

Leu

Ser

Ser

Ala

310

Thr

Phe

Ile

Ala

135

Ser

Arg

Arg

Trp

Leu

215

Thr

Arg

Arg

Thr

Asn

295

His

Ala

Leu

Pro

120

Ala

Ala

Ile

Arg

200

Arg

sSer

Glu

Pro

Leu

280

Ala

Lys

TYyr

Phe

ser
360

Thr

Phe

Leu

Leu

185

Asp

Pro

ser

Thr

Glu

265

Thr

Arg

Leu

Lys

Leu

345

Pro

Phaeodactylum tricornutum

Ala

His

170

Trp

Trp

Glu

Asn

val

250

val

Tyr

Leu

Lys

Gly

Thr

Lys

Pro

Asp

ser

val

Leu

Ile

Gln

235

Asp

Tyr

Thr

Gln

Leu

315

Ile

Pro

Arg

Leu

140

Asn

Asp

Asp

Arg

ser

220

Phe

Trp

Asp

Ile

val

Pro

Page S

Leu

Gly

Phe

Glu

Glu

205

Arg

Gly

ser

Pro

Pro

285

Thr

Ala

Glu

Leu

Asp

Phe

Phe

Leu

190

Pro

Thr

Ser

Lys

Ala

270

Asp

Thr

Asp

Thr

Ala
350

His

Ala

Pro

175

Gln

Ala

Tyr

His

Ala

255

Tyr

Ala

Ile

Glu

Arg

Glu

Pro

Asp

His

160

Gly

Ser

Gln

His

Leu

240

val

Trp

Leu

Glu

Lys

Pro

Leu



<400>

Met Arg Gln
1

val

Ala

Gly

Ile

65

Phe

Lys

Leu

Glu

Asp

Gly

Glu

Glu

Pro

225

val

Ala

Trp

Gln

Trp

50

Leu

Ile

Asp

Gln

Leu

130

Gln

Pro

Phe

Leu

Asp

210

Phe

cys

Pro

Lys

Pro

35

Ile

Thr

Trp

Asp

Phe

115

Tyr

Thr

Phe

Lys

Ala

195

Ala

Phe

cys

Gln

Leu

Gln

20

Leu

Lys

Thr

Ala

Thr

100

val

Ala

Phe

Gly

Ala

- 180

GIn

Thr

Ser

Gln

Thr

val

Gly

Gln

Thr

val

Glu

85

Arg

Thr

Met

Gly

Tyr

Met

Arg

Thr

Tyr

Phe

245

Ile

URO-B-~0001 PCT1l Tistage sequence DEPOT

Arg

Trp

val

Phe

val

70

Ile

Lys

Gly

Glu

Leu

Arg

Ala

230

Asp

Thr

Thr

Asn

Phe

Asp

55

Gln

Ser

val

Gly

Ile

135

Ala

Pro

Ile

His

Gly

val

Phe

ser

Leu

val

val

40

Asp

Ala

Tyr

val

Trp

Gln

Thr

Gln

Leu

200

Thr

Pro

GlIn

Lys

ser

Thr

25

val

Tyr

Leu

Phe

Gln

105

val

Leu

val

Met

Arg

Glu

His

Arg

Asn

Phe Asp Asn Pro Asp
10

Ala

Pro

Phe

GlIn

Glu

90

Thr

GlIn

Pro

Ala

170

val

Phe

Asp

Thr

Thr
250

Arg

His

Gin

Arg

75

Trp

Leu

Pro

Glu

Tyr

His

Tyr

Ile

Cys

235

Thr

ASp

ser

ser

60

Asp

Trp

Leu

Asp

Gly

140

His

Leu

Tyr

Trp

Phe

220

Gly

cys

val Ala Glu

Page ¢

Asp

His

45

Gln

GIn

Tyr

Asp

His

Gly

Leu

Ala

205

Thr

Pro

Pro

Arg

Phe

30

Cys

Thr

Arg

Arg

Asn

110

Ala

Asp

Trp

Gln

val

190

Gln

His

Asp

Trp

Ala

Gly

15

Thr

Asp

Arg

Arg

Glu

95

Lys

Asn

Trp

Ser

Lys

Thr

val

Pro

Leu

255

Met

Gly

Asn

Pro

Gln

Gln

ser

Ile

Ile

160

Tyr

Lys

Trp

Met

Ser

240

Lys

Leu



Leu

val

Ala

305

Ala

Phe

Phe

Thr

Leu

385

Pro

Thr

Ala

Tyr

Ala

465

Asn

Pro

Gly

Cys

Leu

Leu

290

Glu

Asn

Asp

Phe

Ser

370

Tyr

Arg

Ala

Ile

Ala

Ala

Asn

Glu

Asp

Ala

Ala

Leu

Ala

Thr

355

Arg

ser

Arg

Lys

His

435

Thr

Gln

Cys

Leu

val

515

Leu

260

Gln

Pro

Gln

Pro

val

340

Tyr

val

Ala

Ala

Thr

420

Thr

Glu

Pro

Glu

val

500

val

Pro

Tyr

Leu

Tyr

Asn

325

val

ser

ser

Thr

Leu

405

His

Thr

Leu

cys

ser

485

val

Gly

URO-B-0001 PCT1 listage sequenc§78EP0T

Arg

Gly

Thr

310

val

Gly

Asp

Asp

Gln

390

Ser

val

Glu

Gln

val

Pro

Pro

Lys

ASp

295

Asn

Lys

ser

Ile

Leu

Asp

Pro

455

val

Tyr

Tyr

Gly

Thr

Lys

280

Asp

Tyr

Met

Phe

ASp

Ala

Gly

Phe

Glu

Trp

Leu

Ala

Thr

Asn

Gln

520

ser

265

Ala

Phe

Gln

Gln

Asp

345

Glin

Leu

Ala

Gln

Leu

Pro

val

Pro

505

Lys

val

Ala

Arg

Ala

Phe

330

Thr

Asp

Gly

Ser

His

410

Tyr

Leu

Thr

Glu

Asp

Leu

Leu

Leu

Tyr

Ile

315

Gly

Pro

Tyr

Arg

395

His

Ala

Arg

Ala

Pro

475

ser

Ser

Arg

Tyr

Leu

300

Phe

Thr

Ile

Trp

Asp

Arg

Ala

460

Arg

Ala

Thr

Thr

Ser Gln Thr
Page 3L

Arg Ser Asn

285

Thr

Asp

Leu

Leu

ser

365

Leu

Asp

Gly

GIn

Ile

445

Thr

Thr

Ala

Ser

Ala

525

Lys

Ala

Tyr

Ser

Gln

Gly

Glu

Leu

val

Met

430

His

Thr

Met

Ser

Gln

510

Thr

Phe

Gln

val

Asp

Gly

Tyr

Arg

GlIn

Thr

415

Met

Gln

Ala

Pro

Ser

495

Leu

val

val

Glu

Asn

320

Tyr

ser

Phe

val

Ala

400

Gly

ASp

Gln

Gly

Glu

480

Pro

Cys

Pro

Phe



His

545

val

Leu

Gly

Glu

Tyr

625

ser

Phe

GIn

Arg

705

Asp

Arg

Phe

Pro

Ala

785

Arg

530

Pro

Trp

Arg

Tyr

Ile

610

Glu

Gly

Asn

val

Leu

690

Gly

Arg

Leu

Asp

Leu

770

Asp

Glu

Glu

Lys

Ser

val

595

Pro

Thr

Asn

Phe

Phe

675

Thr

Ala

Gly

Arg

val

755

val

Pro

Arg

Thr

val

TYyr

580

val

Thr

Thr

val

val

Ile

Leu

val

740

Thr

Leu

Trp

GIn

Ser

Asp

Leu

Ala

645

Thr

Met

Leu

Asp

Gly

val

Pro

Phe

Lys

Arg

URO-B-0001

Leu

550

Lys

Leu

Thr

Phe

Ile

630

Asn

His

Pro

ser

val

710

GIn

val

Leu

Gly

His

790

Gln

535

Met

Gly

Thr

Glu

Asn

Tyr

Thr

Glu

695

Trp

Gly

Glu

val

Lys

Arg

GIn

Leu

Gly

Lys

Ser

600

Ile

Gly

Gly

Phe

Met

680

His

Leu

Ile

Arg

Ser

Arg

PCT1 1istage528quence DEPOT

Glu

Ala

His

585

Trp

Ser

Asn

Ile

Ala

Asp

Ser

Glu

745

Arg

val

Asp

Ala

Pro

TYyr

570

Asp

Lys

Ser

Arg

Phe

650

Ala

Ala

GIn

Arg

730

Thr

Thr

Lys

ser

val Lys Glu Glu

555

Leu

val

Arg

Thr

Glu

635

His

Asp

Ile

Gly

Arg

715

Asn

Phe

Trp

Lys

Glu
795

Phe

Ile

Thr

val

620

Trp

Thr

Met

GIn

Ala

700

Leu

Arg

Asn

Asp

ser

780

Ala

Arg Glu Arg

Page ¢

Phe

Ile

val

605

Ile

Phe

Asp

Pro

AsSp

Pro

val

Glu

765

Ile

Arg

Gln

Pro

Glu

590

val

Asp

val

Leu

Ile

670

Asp

Ser

Gln

Thr

Gln

750

Leu

Asp

Gln

Arg

Trp

Gly

Asp

Glu

Phe

Arg

Asn

655

Gln

Gln

Leu

Asp

Arg

Lys

Gln

Leu

Ala

Gln

Lys

Gln

Gly

Arg

val

Phe

640

Gly

Ser

Thr

Glu

His

val

800

Leu



URO-B-0001 PCT1 listage sequence DEPOT
810

805 815

GIn Glu Lys Glu Glu Lys Arg Gly Ala Gly Asp GIn GIn Leu Phe val
820 825 830

Asn Asp Lys Pro Lys Glu Ser Ala Leu Lys Gly Phe Trp Asn Thr Gly
835 840 845

ITe Ile Thr Ser Asp Phe Phe Gly Phe Phe Arg Lys Ala Ser Glu Thr
850 855 860

Leu Pro Lys Asp GIn Gly His Glu Asp Gly Lys GIn Leu GIn Lys Met
865 870 875 880

Pro Gly Lys Thr Arg val Ser Lys Gly Asn Arg Arg His Arg His Pro
885 890 895

Pro val Asp Ser Phe Gln Arg Lys Phe Leu val Asn Asp Ala Asp Trp
900 905 910

Met Asn Gly Gly Arg Ser Tyr Ala Ser Arg Lys Thr Arg Glu Ile Lys
915 920 925

Asn Arg Arg Phe Thr Met Lys Asn Thr Asp Ile Pro Phe val Leu Met
930 935 940

val Tyr Lys Arg val Asp Tyr Leu Lys Lys Ala Ile Asp Ser val Arg
945 950 955 960

Arg Ser Asp Phe Pro Lys Ser Arg val Pro Leu Ile Ile Ser His Asp
965 970 975

Gly Arg val Pro Glu val val Glu Tyr val Glu Ser Leu Lys Asp Glu
980 985 990

Phe Lys Ile Ile GIn Leu Ile His Pro His Ser Cys Tyr Glu His Pro
995 1000 1005

Asn Glu Phe Pro Gly Asp Asp Pro Thr Leu Asn Glu Gly Phe Ala
1010 1015 1020

Gly Asp Ser Tyr Gly Asn Pro Arg Ser Ala Trp Ile Thr Cys Cys
1025 1030 1035

Lys His His Phe Thr Trp Met Leu His Thr val Phe Arg Arg Asp
1040 1045 1050

Phe Thr Asp Pro Ala val Asp Thr Phe Leu Phe Leu Glu Glu Asp
1055 1060 1065

Tyr Ile val Ala Pro Thr Ile Tyr Ser Ala val Ile Ala Gly Leu
Page q



URO-B-0001 PCT1 listage sequence DEPOT

1070 1075 1080
Asn val Met Glu Asp Met Asp Lys Glu Ile Pro Gly Gly Phe Phe
1085 1090 1095
Gly Leu Gly Met Asp Pro Ser Met Ala Asn Thr Ala Phe Glu Pro
1100 1105 1110
Tyr Tyr Lys Lys Ala Thr Trp Tyr val Glu Ala Phe Lys Ser Gly
1115 1120 1125
Pro Met Thr Met Asn Arg Asp Met Phe Lys Lys Leu Gln Gln His
1130 1135 1140
Ala Lys Glu Tyr Cys Thr Phe Asp Asp Tyr Asn Trp Asp Trp Ser
1145 1150 1155
ITe val His Leu Gln Ser Lys Lys Leu Leu Pro Arg Thr Leu Leu
1160 1165 1170
Met Pro Ser Lys val Leu Ala Lys His Ile Gly val Lys Glu Gly
1175 1180 1185
Met His Thr Asn Lys Ser Phe Gly Lys Asp Phe Ser Asp Leu Phe
1190 1195 1200
Pro Asn Tyr Ala Pro Arg Arg Glu Gln Leu Thr Thr His Phe Ala
1205 1210 1215
Glu Tyr Arg Phe Thr Gly Asn Thr Ala Ala Ala Leu His Thr Glu
1220 1225 1230
Phe Asn Pro Gly Tyr Gly Gly Trp Gly His Pro Lys Asp His Glu
1235 1240 1245
His Cys Met Lys val Leu GIn Ser
1250 1255
<210> 6
<211> 3771
<212> DNA
<213> pPhaeodactylum tricornutum
<400> 6
atgcgccaat tggttcggac cttgagcttt gacaatcccg atggaggcgt ctggaaacag 60
ggatggaacg tcacggcacg ggacgacttt accaacgctc agccgctaca ggtattcgtc 120
gtcccgcact cccactgtga tccgggatgg atcaagacct ttgacgatta cttccaatcg 180
cagactcgcc aaatccttac caccgtcgtc caggctctcc aacgagacca acgccgcaaa 240
ttcatctggg ccgaaatttc ctactttgaa tggtggtacc gcgaacaaaa ggacgacact 300
cgaaaagtgg tccaaacgct ccttgataat aagcagctgc aattcgtcac gggcggatgg 360

Page 40



gtacaaccgg
catgattgga
gatccctttg
atgctcattc
gaattttatt
acccacgtca
gtctgctgtc
atcacctcca
gcggctctet
acggctcagg
gccaacctgce
gtgggttcgt
caagactact
ttggaacgcg
ccccgacggg
catgtacacg
atgctgcgtg
actacggccg
aatgcgtgtg
gcggtctaca
aagctacgaa
aagtttgtct
gtatggaaag
gagctaacaa
tggaagcgca
atcgatttcg
tccggtaatg
acccattatt
tcggecatac
gctagcttgce
gaccgaggtc
gtggtggaac
aggacctggg
atcgaccttg

acgaggccaa
ttcgacaaac
gctattcccc
aacgggtaca
ggcggcaaac
tgccgttctt
aatttgactt
aaaacgtggc
accggtccaa
aagccgaggc
cgaatgttaa
ttgacacacc
ggtcggggta
tcttgtactc
ccectgteect
aagattacgc
cgattcatca
gcgcaatcca
aatcggagta
acccgctgtc
ctgccacact
tccatcccga
tcaagaaggg
aacacgatgt
ctgtggtgga
tttacgaaac
tcgcgaacaa
tccgagcgga
aagacgacca
aggatggcgc
taggccaggg
gagaaacgtt
atgagcttca

ttgccgatcc

URO-B-0001 PCT1 listage sequence DEPOT

ttcggaatta
gttcggggac
cactatggcc
ctacgccgtc
ctgggaggac
ttcctacgac
ccaacgcact
cgaacgagca
cgtagtcctg
ccagtacacc
aatgcaattt
catactacaa
ttttacttcc
tgcaacgcag
ctttcagcat
ccgccaaatg
acagtacggg
accgtgctgg
cactgtagat
gacatcgcaa
accctgtgaa
gacggggctt
aggagcatac
gattatagag
acgcgagata
taccttgatt
cggcattttc
tatgcccatt
aacacgcttg
cattgatgtt
tatatcggac
caatgtgcag
acatcctctt

gtggaagcac

tacgctatgg
gcccatgtcc
taccttttgc
aagaaggaac
gccaccacgg
gtaccgcata
acgtgtccgt
atgctcttgt
gcaccactgg
aattaccaag
ggaactttgt
ggatccttct
cgtgtttccg
atgggtgcat
catgacggcg
atggacgcca
actgaactgc
gtcgcgeecg
tccgcagegt
cactgtggta
ctccctggtce
atgctagaac
ttgttcttcc
gacggtggat
ccgacagatt
gagggtaatc
cacacggact
caatcgcaag
actgttttga
tggttggatc
aatagaccaa
aaggagtttg
gtactttttg

cgatccgatt
Page

aaattcaact
ccaaacacgg
aaaaatacgg
tcgcgcaacg
cgggcactca
cgtgcggacc
ggctcaaggc
tggatcagta
gagatgactt
caatctttga
cggactattt
ttacctactc
acaaggcctt
cgaaacaaga
tcactgggac
ttcataccac
aacccctgtt
aaccacggac
cgtcgccgec
acgtggttgt
ccacgtcagt
ccgtcaagga
ctggacaatt
acgttgtgtc
ttggtatcag
gcgaatggtt
tgaacggctt
tttttcccat
gtgaacacgc
gtcgattaga
cccggacgceg
acgtcacgcc
gaaagcatgt

cagaagcccg

<

gcaggaaggg
atggtccatt
attcaaggcc
ccgtcacttg
cgatattttc
agatccctcg
gccgcaaacc
tcgaaaaaag
tcgctacctg
ttacgtcaac
tgatgccgtg
cgacattgat
gggtcgttgg
cctccaggct
cgccaaaact
cgaggactgg
gaccgcggat
catgcccgaa
agcccttgta
gcccggecaa
gtcacaaaca
ggagtggaag
aaggtcttat
gactgagtcc
ctcgacggtg
tgtgcgtttt
caacttcgat
gccgaccatg
gcaaggtgcc
tcaggacgat
acttcgagtt
actagtacgc
taaaaagtcg

acaagcacga

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200

1260

1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400



agagaaaggc
gaaaagaggg
ttgaagggtt
gcaagtgaaa
ccaggtaaaa
tttcagcgca
tcgcgcaaaa
ttcgtattga
cgatccgact
gaagtcgttg
ccgcattctt
ggctttgctg
cattttactt
acatttttgt
gctgggttga
ggtatggatc
tatgtcgaag
caacaacatg
catctacaaa
aaacatattg
gatttatttc
cgttttaccg
tggggacatc
<210>
<211>
<212>
<213>

<400> 7
tacaattatc

DNA

aaattgtttt
acgcagcata
ctctaaaggc
cacggaagga
gggtcgacac

ctcttggatc

7
1000

aacgtcaaca
gcgctggtga
tttggaatac
ctcttcctaa
cgagagtttc
agttcttggt
cccgtgaaat
tggtttataa
ttccaaagtc
agtatgtcga
gctacgagca
gagatagcta
ggatgcttca
ttctcgaaga
atgttatgga
cgagtatggc
cattcaagtc
ctaaggagta
gtaaaaagtt
gtgtcaagga
ccaactatgc
ggaacaccgc

cgaaagacca

gagcgcactc
gggcccccgt
cgcgacactt
agcaatcctg
tcgatatcgg
tgtccagect

tacgcaagca

URO-B-0001 PCT1 listage sequence DEPOT

acgcgcegcega
ccagcaacta
tggaatcatt
agatcaaggt
caaaggaaat
caacgacgct
caagaatcgt
gcgcgtggat
tcgtgtgect
atcgctgaaa
tcccaacgag
tggtaatcca
cactgtcttt
agattacatc
agacatggac
gaatactgcc
aggtccgatg
ctgtacgttc
actaccacgg
gggtatgcac
ccctegtege
ggcagcttta

cgagcactgc

Phaeodactylum tricornutum

tcgagagcgce
tggtacgacc
tgtcgatgaa
tgacacttgc
attggatttc
tgttgttgtt

acggcttata

gagcggcaac
ttcgtgaatg
acgtctgact
catgaagacg
cgacgccatc
gactggatga
cgctttacaa
tatttgaaaa
cttatcattt
gacgagttca
tttcctgggg
cggagtgcgt
cgtcgggact
gtggctccta
aaggagattc
tttgagcctt
acgatgaacc
gacgattaca
actcttctca
acgaacaaat
gagcagctga
cacaccgaat

atgaaagtgc

agtagacgga
aagactcaag
ctgcaactac
tcggttgttc
ggcagataag
ttccatccca

acctaaatta

ggcagctgca
ataaaccaaa
tttttggctt
gcaaacaact
gacatccacc
atggggggag
tgaagaacac
aggcgattga
cgcacgatgg
aaattatcca
atgatcccac
ggatcacctg
ttacggaccc
cgatttattc
cgggcggcett
actacaagaa
gggacatgtt
attgggattg
tgccaagcaa
cctttggaaa
ccacgcattt
tcaatcccgg

tacagtcgta

ggggtgaccg
agaagaacag
aggctaccct
ccgtctctca
acgaccgtac
ctcgttctct

ctactccaaa

Page |2

agaaaaagaa
agagtcagct
tttccgcaaa
gcaaaaaatg
ggtcgattct
atcgtacgca
ggacatcccg
ttcggtccgt
acgagtgccg
actcattcat
actcaacgaa
ctgcaaacat
agcagtggat
cgccgttatt
cttcggtttg
ggcgacgtgg
caaaaagctc
gtccattgtc
agtcctagca
agacttttca
tgcggaatac
ttatggtggt

a

tcactaccgg
aaaacacagt
cgcaagttat
atccaatccg
agtgagtgac
agcagattca

tgattcgcag

2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3771

60
120
180
240
300
360
420



URO-B-0001 PCT1 listage sequence DEPOT

tcgcaccggt gccaacggcea

ctcctccgcg ttgctcgaat

cctaaacagt aaccacaact

atcccgggeg tcccegtege

acgtctccga cggcgacccce

ccatctcgga tgggttgctc

ttttgtgagt atttatttac

ctccaatgtg gtatcccccc

ttccgacaca gccgtggtac

cggaacaaaa atcagtacca

<210> 8

<211> 1220

<212> PRT

<213>

<400> 8

Gln val pPhe val val Pr

1 5

Thr Phe Asp Asp Tyr Ph

20
val val Gln Ala Leu Gl
35

Glu Ile Ser Tyr Phe GI
50

Arg Lys val val GIln Th

65 70

Thr Gly Gly Trp val Gl

85
Met Glu Ile Gln Leu GI
100
Gly Asp Ala His val pPr
115

Tyr Ser Pro Thr Met Al
130

Met Leu Ile Gln Arg va

145 15

ctaacggcgc
ctccctecac
ccgtttecegt
cgccaacact
tggcctecggce
ccctcgetcet
tcgaaaccac
gtcgtgcctt
caactgatca

aacccgaaga

Phaeodactylum tricornutum

0 His Ser His

e GIn Ser

n Arg Asp

40

u Trp
55

Trp
r Leu Leu
n Pro Asp
n Glu

Gly

His
120

o Lys

a Tyr Leu

135

1 His
0

Tyr

Gln

25

Gln

Tyr

Asp

Glu

His

105

Gly

Leu

Ala

ggtaccagcc
cacaacgtcg
cagccgattc
ctcacctccg
ttccgecgec
cgtattactc
tgccaatgcc
ttggcaacaa
cgccatgcat

ctggattgat

cys
10

Asp
Thr Arg
Arg Arg
Arg Glu
Asn

Lys

Ala
90

Asn
Asp Trp
Trp Ser
GIn

Lys

val Lys
155

cgtacgagtc
tcagtgacgt
tccegttggce
gcgegegtag
aaggcgtcca
gcactcttta
ggcgtctcta
cacttgcgac

cgaccttccg

Pro Gly Trp

Gln Leu

30

Phe Ile

45

LysS

Gln
60

Lys Asp

GIn Leu GIn

Ser Glu Leu

GIn
110

Ile Arg

Ile Asp Pro

Tyr Gly Phe

140

Lys Glu Leu

Page |2

cgacccaatc
ccaccactaa
ttttggcacc
cacgcaaatc
ccttgegtca
cgctcgtgct
cggcggaggg
ggcctgcacc

gtgctaccat

Ile
15

Lys
Thr Thr
Trp Ala
Thr

Asp

val
80

Phe

Tyr Ala

95

Thr Phe

Phe Gly

Lys

Gln
160

Ala

480
540
600
660
720
780
840
900
960
1000



Arg

Thr

Tyr

Phe

Tyr

Leu

Tyr

Asn

val

305

ser

ser

Thr

Leu

His

385

Thr

Leu

Arg

Ala

Asp

Asp

210

Thr

Arg

Gly

Thr

val

290

Gly

Asp

Asp

Gln

ser

370

val

Glu

GIn

His

Gly

val

195

Phe

Ser

Lys

Asp

Asn

275

Lys

ser

Ile

Lys

Met

355

Leu

His

Asp

Pro

Leu

Thr

180

Pro

GIn

Lys

Lys

Asp

260

Tyr

Met

Phe

Asp

Ala

340

Gly

Phe

Glu

Trp

Leu
420

Glu

165

His

His

Arg

Asn

Ala

245

Phe

GIn

Gln

Asp

Gln

325

Leu

Ala

Gln

Asp

Met

405

Leu

URO-B-0001 PCT1l listage sequence DEPOT

Phe Tyr Trp

Asp

Thr

Thr

val

230

Ala

Arg

Ala

Phe

Thr

310

Asp

Gly

Ser

His

Tyr

390

Leu

Thr

Ile

Cys

Thr

215

Ala

Leu

Tyr

Ile

Gly

Pro

Tyr

Arg

Lys

His

375

Ala

Arg

Ala

Phe

cys

Glu

Tyr

Leu

Phe

280

Thr

Ile

Trp

Trp

Gln

360

Asp

Arg

Ala

AsSp

Arg GIn Thr Trp Glu Asp
170

Thr

185

Pro

Pro

Arg

Arg

Thr

265

Asp

Leu

Leu

ser

Leu

345

Asp

Gly

Gln

Ile

Thr
425

His

Asp

Trp

Ala

ser

250

Ala

Tyr

Ser

Gln

Leu

val

Met

His

410

Thr

val

Pro

Leu

Met

235

Asn

GIn

val

Asp

Gly

Tyr

Arg

Gln

Thr

Met

395

Gln

Ala

Met

Ser

Leu

val

Glu

Asn

Tyr

300

ser

Phe

val

Ala

Asp

Gln

Gly

Page lq

Pro

val

205

Ala

Leu

val

Ala

Ala

285

Phe

Phe

Thr

Leu

Pro

365

Thr

Ala

Tyr

Ala

Phe

190

Cys

Pro

Leu

Leu

Glu

270

Asn

Asp

Phe

Ser

Tyr

350

Arg

Ala

Ile

Gly

Ile
430

Ala

175

Phe

Cys

Gln

Asp

Ala

255

Ala

Leu

Ala

Thr

Arg

335

ser

Arg

Lys

Thr
415

GlIn

Thr

ser

GIn

Thr

Gln

240

Pro

GIn

Pro

val

TYr

320

val

Ala

Ala

Thr

Thr

400

Glu

Pro



Cys

Ser

Ala

465

val

Gly

Gly

Lys

Glu

545

Ser

Asp

Leu

Ala

Thr

625

Met

Leu

Asp

Trp

Glu

450

val

Pro

Pro

Leu

Thr

Phe

Ile

Asn

610

His

Pro

Ser

val

Gln
690

val

435

Tyr

Tyr

Gly

Thr

Met

515

Gly

Thr

Glu

Gly

Glu

595

Asn

Tyr

Thr

Glu

Trp

Gly

Ala

Thr

Asn

Gln

Ser

500

Leu

Gly

Lys

ser

Ile

580

Gly

Gly

Phe

Met

His

660

Leu

Ile

Pro

val

Pro

Lys

val

Glu

Ala

His

AsSn

Arg

Ser

645

Ala

Asp

ser

URO-B-0001 PCT1 Tistage sequence DEPOT

Glu Pro Arg

Asp

Leu

470

Leu

Ser

Pro

Tyr

550

Lys

Ser

Arg

Phe

Ala

630

Ala

Gln

Arg

Asp

ser

455

Ser

Arg

GlIn

val

Leu

535

val

Arg

Thr

Glu

His

615

Asp

Gly

Arg

Asn
695

440

Ala

Thr

Thr

Thr

Lys

520

Phe

Ile

Thr

val

Met

Gln

Ala

Leu

680

Arg

Thr Met Pro Glu Asn Ala Cys

Ala

Ser

Ala

505

Glu

Phe

val

Ile

585

Phe

Asp

Pro

Asp

Ala

665

Asp

Pro

Ser

Gln

Thr

490

Phe

Glu

Pro

Glu

val

570

Asp

val

Leu

Ile

Gln

Thr

ser

His

475

Leu

val

Trp

Gly

Asp

555

Phe

Arg

Asn

GlIn

635

Gln

Leu

Asp

Arg

Pro

460

Cys

Pro

Phe

Lys

Gln

540

Gly

Arg

val

Phe

Gly

ser

Thr

GIn

Asp

Thr
700

Page IS

445

Pro

Gly

Cys

His

val

525

Leu

Gly

Glu

Tyr

ser

605

Phe

Gln

Arg

Asp

Ala

Asn

Glu

Pro

510

Trp

Arg

TYyr

Ile

Glu

590

Gly

Asn

val

Leu

Gly

Arg

Leu

Leu

val

Leu

495

Glu

Lys

ser

val

Pro

575

Thr

Asn

Phe

Phe

Thr

655

Ala

Gly

Arg

Glu

val

val

480

Pro

Thr

val

Tyr

val

560

Thr

Thr

val

Asp

Pro

640

val

Ile

Leu

val



val

705

Pro

Phe

Lys

Arg

Glu

785

Lys

Asp

Gln

Arg

Phe

865

Arg

Thr

val

Pro

Glu

945

Gln

val

Leu

Gly

His

Gin

770

Lys

Glu

Phe

Gly

val

850

Gln

Ser

Met

Asp

Lys

val

Leu

Glu

val

Lys

Arg

GlIn

Arg

Ser

Phe

His

835

Ser

Arg

Tyr

Lys

Tyr

915

Ser

val

Ile

Arg

Arg

His

740

Ser

Arg

Gly

Ala

Lys

Lys

Ala

Asn

900

Leu

Arg

Glu

His

Glu

Arg

val

Asp

Ala

Ala

Leu

805

Phe

Asp

Gly

Phe

Ser

885

Thr

Lys

val

Tyr

Pro
965

URO-B-0001 PCT1 Tistage sequence DEPOT

Thr Phe Asn

710

Thr

Lys

Ser

Arg

Lys

Phe

Gly

Asn

Leu

870

Arg

Asp

Lys

Pro

val

950

His

Trp

Lys

Glu

Glu

775

Asp

Gly

Arg

Lys

Ala
Leu
935

Glu

ser

Asp

Ser

Ala

760

Arg

Gln

Phe

Lys

Gln

840

Arg

Asn

Thr

Pro

Ile

920

Ile

Ser

Cys

val GIn Lys Glu Phe Asp val

Glu

Ile

745

Arg

Gln

Gln

Trp

Ala

825

Leu

His

Asp

Arg

Phe

905

Asp

Ile

Leu

Tyr

Leu

730

Asp

Gln

Arg

Leu

Asn

810

Ser

Gln

Arg

Ala

Glu

890

val

ser

ser

Lys

Glu
970

715

Gln

Leu

Ala

Gln

Phe

795

Thr

Glu

Lys

His

Asp

875

Ile

Leu

val

His

Asp

His

His

val

Arg

Leu

780

val

Gly

Thr

Met

Pro

860

Trp

Lys

Met

Arg

Asp

Glu

Pro

Page |Q

Pro

Ala

Arg

Gln

Asn

Ile

Leu

Pro

845

Pro

Met

Asn

val

Arg

Gly

Phe

Asn

Leu

750

Glu

Glu

Asp

Ile

Pro

830

Gly

val

Asn

Arg

TYyr

910

ser

Arg

Lys

Glu

val

735

Pro

Arg

Lys

Lys

Thr

815

Lys

Lys

Asp

Gly

895

Lys

Asp

val

Phe
975

Thr

720

Leu

Trp

Gln

Glu

Pro

800

Ser

Asp

Thr

Ser

Gly

Phe

Arg

Phe

Pro

Ile

960

Pro



URO-B-0001 PCT1 listage sequence DEPOT
Gly Asp Asp Pro Thr Leu Asn Glu Gly Phe Ala Gly Asp Ser Tyr Gly
980 985 990

Asn Pro Arg Ser Ala Trp Ile Thr Cys Cys Lys His His Phe Thr Trp
995 1000 1005

Met Leu His Thr val Phe Arg Arg Asp Phe Thr Asp Pro Ala val
1010 1015 1020

Asp Thr pPhe Leu Phe Leu Glu Glu Asp Tyr Ile val Ala pro Thr
1025 1030 1035

ITe Tyr Ser Ala val Ile Ala Gly Leu Asn val Met Glu Asp Met
1040 1045 1050

Asp Lys Glu Ile Pro Gly Gly Phe Phe Gly Leu Gly Met Asp Pro
1055 1060 1065

Ser Met Ala Asn Thr Ala Phe Glu Pro Tyr Tyr Lys Lys Ala Thr
1070 1075 1080

Trp Tyr val Glu Ala Phe Lys Ser Gly Pro Met Thr Met Asn Arg
1085 1090 1095

Asp Met Phe Lys Lys Leu Gln GIn His Ala Lys Glu Tyr Cys Thr
1100 ,1105 1110

Phe Asp Asp Tyr Asn Trp Asp Trp Ser Ile val His Leu GIn Ser
1115 1120 1125

Lys Lys Leu Leu Pro Arg Thr Leu Leu Met Pro Ser Lys val Leu
1130 1135 1140

Ala Lys His Ile Gly val Lys Glu Gly Met His Thr Asn Lys Ser
1145 1150 1155

Phe Gly Lys Asp Phe Ser Asp Leu Phe Pro Asn Tyr Ala Pro Arg
1160 1165 1170

Arg Glu Gln Leu Thr Thr His Phe Ala Glu Tyr Arg Phe Thr Gly
1175 1180 1185

Asn Thr Ala Ala Ala Leu His Thr Glu Phe Asn Pro Gly Tyr Gly
1190 1195 1200

Gly Trp Gly His Pro Lys Asp His Glu His Cys Met Lys val Leu
1205 1210 1215

Gln ser
1220

Page \f%



<210>
<211>
<212>
<213>

<400>
Met Gln
1

Ala Ala
Ala Leu

Tyr Ser
50

Lys Gly
65

Gln Leu
Leu Asn
Asp Glu

Thr Gln
130

Gln Glu
145

val Glu
Glu Thr
Arg Ile

Glu Pro
210

Ile Leu
225

Pro Leu

9
1085
PRT

URO-B-0001 PCT1 listage sequence DEPOT

Phaeodactylum tricornutum

9

Ser Ser

val Gly
20

Thr Gly
35

Thr GIn

Pro Asn

His val

Glu Ser

100

GIn Lys
115

GIn Asp

Gly Ile

Ser Pro

val Gln

180

ser Arg
195
Gln Ile

Asp Asp

Asn Phe

Leu Arg Ala Arg Arg

5

Arg

Leu

Glu

Pro

val

85

Ser

Thr

Gln

Arg

val

165

Lys

Pro

Glu

Pro

Thr

Tyr

val

Lys

ser

70

val

Arg

Arg

Lys

Lys

Asp

Phe

Lys

val

Leu

230

Ala

Gln

Thr

Gln

55

Asn

Pro

Glu

Pro

Thr

135

His

Glu

val

val

Ala

215

Gln

Ala

Leu

Thr

40

GIn

Leu

Glu

His

Lys

Asp

Asp

Ala

200

Pro

Asn

val

val

25

Gln

Arg

Arg

Glu

Glu

105

Ser

Lys

Thr

His

Asp

Arg

Pro

Pro

Pro

Gly

10

Leu

Phe

Gln

Thr

Gln

90

Ser

Glu

Arg

Asp

Glu

170

Arg

Ala

Pro

Asp

val

Ala

val

Gln

Asp

75

Lys

Arg

Lys

Asn

His

155

val

Arg

Ala

Glu

Phe
235

Ala

Ile

Leu

His

60

Ser

Gln

Glu

Lys

Glu

140

Glu

GIn

val

ser

LyS

Asn

Tyr Leu Gly

Page

18

Pro

Thr

ser

45

Lys

Phe

Ser

Asn

Ala

Lys

Arg

Pro

205

Arg

Lys

val

Arg

Leu

30

Thr

ser

Pro

Glu

Asp

110

Asp

Gly

Pro

Ala

Leu

190

Pro

Pro

Pro

Leu

Arg

15

ser

ser

His

Arg

Arg

95

His

Leu

Pro

Glu

His

175

Lys

Glu

Tyr

Ser

Ile

Lys

val

Leu

Ala

Glu

80

Arg

Glu

Leu

Ala

Lys

Arg

His

val

Asp

Lys

240

Asp



Gly

Arg

Asp

Pro

305

Leu

Pro

His

Leu

Ile

385

Leu

Arg

Ile

Met

Glu

Glu

Gly

Leu

Gln

290

Ala

Arg

Glu

Leu

Pro

370

Leu

Gly

ser

Ile

Thr

450

Glu

Ser

val

Ala

Arg

ser

275

Ala

Ala

Asp

val

val

355

Leu

Lys

Gly

Pro

Ala

435

Gly

Ser

Asn

Trp

val

His

260

Asp

Phe

vai

Leu

Asn

340

val

Asn

Glu

Asp

val

420

Asp

Gln

Tyr

Arg

Gln

500

Pro

245

Phe

Leu

Asn

Asn

Thr

325

val

His

val

val

Glu

405

Phe

val

Ala

Pro

Leu

485

Asn

Thr

URO-B-0001 PCT1 listage sequence DEPOT
250

Phe

Arg

val

Asn

310

Ala

Pro

Cys

Thr

val

390

val

AsSn

Gly

Asn

Gly

Tyr

Thr

Ala

Pro

Tyr

Leu

295

Pro

Tyr

Gly

Pro

His

375

Asp

Asn

Tyr

Tyr

Leu

455

Glu

Phe

Arg

Ile

Met

Asn

280

Leu

His

Ala

His

Glu

360

His

Ile

Met

Thr

Pro

440

Glu

Arg

ASp

Arg

Ile

Asp

265

Leu

Asp

Gln

Lys

Ala

345

Phe

Asp

Phe

Ala

Ala

425

Glu

Arg

His

Thr

Phe

505

Ala

Trp Met Lys Arg Ala

Ile

ser

Gln

Ser

330

Gly

Ile

Leu

Asp

Lys

Ala

Lys

Asn

490

Tyr

His

His

val

315

Lys

Ala

cys

Lys

Asp

395

Pro

Glu

Gln

Gly

Ala

475

Gln

val

Leu

Pro

300

Trp

Gly

Trp

GlIn

Pro

380

Pro

Cys

val

val

Gly

460

Ala

Asp

Asn

Gly Thr Phe

Page|q

Arg

285

Glu

Thr

val

Ala

Arg

Ile

Pro

Phe

val

val

445

val

Gly

Gln

Asp

Glu

270

Leu

Leu

Ala

Ser

Leu

Phe

Asn

Leu

430

Arg

Glu

Pro

Asn

Tyr

510

Leu

255

val

Thr

Ala

Ser

Ile

335

Ile

Tyr

Thr

Leu

Glu

415

Lys

Trp

Gln

Phe

Ala

495

Gln

Ser

Asp

Asp

Tyr

Glu

320

Met

Pro

Gly

Ser

His

400

val

Glu

Glu

Phe

Phe

480

Tyr

Pro

Thr



Thr

Leu

545

Gly

Thr

Ala

His

Pro

Asp

Asn

705

Pro

Glu

Ala

Gly

Arg

Gly

Glu

TYyr

Pro

His

610

Pro

Asn

Pro

His

Ser

Ile

Ser

Ser

770

Leu

515

Trp

Ala

Lys

ser

Glu

595

Ile

Arg

val

Thr

Cys

675

Leu

Ala

Ser

Lys

Ala

755

Ala

Cys

Tyr

Arg

Met

Gln

580

Tyr

cys

ser

Phe

Leu

660

Gly

Gly

Gln

Leu

val

740

val

Gly

Glu

Asp

Asn

val

565

Ala

Lys

Glu

Ser

val

Thr

Leu

Pro

725

Tyr

Gly

Trp

Ile

URO-B-0001

Arg

Leu

Ile

Lys

Arg

Asp

Met

Arg
710

Thr

Tyr

Gly

Asn

535

Thr

Asp

Cys

Lys

Met

615

Arg

Pro

Asp

Leu

Leu

695

Leu

Thr

Arg

Gln

Glu

775

Asp

520

Ile

Leu

Gln

Glu

val

Ala

Leu

680

Thr

val

val

Ser

Met

760

Ser

Ala

PCT1 Tistage sequence DEPOT

Leu

Pro

Tyr

Thr

585

Gly

Thr

Ala

His

Gln

665

Thr

Asp

ser

Gly

Gly

ser

Gly

Lys

Gln

570

Asn

Asp

Thr

Thr

Thr

650

Ala

Thr

Thr

Asn

His

730

Leu

Pro

Tyr

Arg

Thr

555

val

Gly

Gly

Glu

Gln

635

His

Leu

Arg

val

Met

Glu

Leu

525

Leu Leu Ala val

540

Met

Phe

Gly

Trp

val

620

Ala

Thr

GIn

Ser

Ala

700

Gly

Leu

Gly

Ile

Ala
780

Ile Asp val
Page 20

Lys

Cys

Pro

val

605

Thr

Asn

Arg

Arg

Leu

685

Lys

Phe

Leu

Thr

Ser

765

Asn

Thr

Asp

Asp

Ile

590

val

Lys

ser

val

His

670

val

Leu

Thr

Ala

val

750

Met

cys

Asn

Gln

Gln

575

Ile

Trp

Ala

Tyr

Pro

Gly

Phe

Thr

735

Ala

Thr

Pro

Pro

Ala

560

Leu

Pro

Lys

Met

Phe

640

Gln

Ile

Ala

Phe

Ala

720

Lys

Lys

Thr

Asn

Phe



URO-B-0001 PCT1l listage sequence DEPOT
785 790 795 800

Leu Pro Pro Thr val Tyr Ser Leu Ile Tyr Glu Leu Arg Ser Ile Phe
805 810 815

ser Ser Ser Pro Tyr Ile His Leu Gly Ser Asp Glu Arg GIn Asp Ala
820 825 830

Ala Ala Cys Tyr GIn Glu Ala Asn Pro Thr Phe His Ala Asp val Gly
835 840 845

Ala Phe Glu Arg Lys Met val Lys val Leu Glu Ala Ser Gly Ile Ala
850 855 860

Asn Asp Ser val Leu Arg Tyr Ala Asn Ser GlIn Gly Glu val Tyr Ser
865 870 875 880

Asp Arg Thr Gly Gly val Thr His Tyr Gly Pro Asp His Ala Thr Glu
885 890 895

ITe Pro Ala Asp Ala Pro Ile Phe val Ser val Asp Leu Leu Arg Asp
900 905 910

Asp Gly Trp Thr Leu Tyr GIn Arg val Lys Glu Leu Vval Ser Lys LyS
915 920 925

Pro Leu Gly Ile Leu Ala Glu Ile Arg Thr Leu Thr Ala Pro Arg Trp
930 935 940

Glu Gly Leu Glu Ile Pro Glu Arg Leu Leu vVal Tyr Ala Met Ala val
945 950 955 960

Sser Glu Leu Pro Thr Tyr Ala Asn Ala Ala Ala Leu Gly Glu Arg Tyr
965 970 975

Gly Glu Leu Cys Arg Ala Leu Ser Asp Arg Leu Pro Gly Leu Gly Arg
980 985 990

Arg His Asp Cys Ala Leu Pro Gly val val Ser Gly Lys Vval Thr Phe
995 1000 1005

Leu Ala Asp Thr Ser Thr Phe val Gln Gln GIn Cys GIn Met Ala
1010 1015 1020

Thr Tyr Pro val Thr GIn His His Ala Lys Leu val Ala Pro Arg
1025 1030 1035

Tyr Asn Ala Thr Glu Trp Glu Gln Leu Arg Gly Ala Pro Arg val
1040 1045 1050

Phe Pro Ala Ala Gly Arg Asp Pro Gln Arg His His Pro val val
Page 2



1055

Ile Gly His Gly Lys Ser Gly Asp Glu Ser Pro val
1075

1070

Ala Ser
1085

<210>
<211>
<212>
<213>

<400> 10
atgcaatctt

10
3339
DNA

cggtatcaac
caatttgtgc
aagagccacg
cagttgcacg
agtcgggaac
tcagagaaga
catggtcctg
gtggaatcgc
aaattcgtcg
agggctgcat
cgaccttatg
ccgttgaact
ttctttccaa
ttgattcact
gagctcgctt
ttgcgtgact
gttcccggac
ttcatctgec
atcttgacga
ttgggtgggg
cggaaggtat
aacgaagttc
attgccgatg
aatttggaac

aaggctgcgg

ccttgegegce
tggtcctege
tgtcgacttc
caaagggacc
tagttgtgcc
acgaatctcg
aagatgatct
ctcaggaagg
cagtggatga
acgaccgaag
caccgcctga
acattctgga
tcacggccgce
tggactggat
tgcgtcttac
atcccgeegce
tgaccgctta
acgccggtgce
aaagaggcta
gtatcttgaa
atgaagtcaa
aaggcgtttc
gcagtcccgt
taggctaccc
gcgctggegg
gacctttttt

1060

Phaeodactylum tricornutum

acgacgtggt
tattacgttg
gttgtattcc
taatccatcc
ggaagaacag
agagaatgac
tcttacgcag
catccgcaag
ggaccatgaa
agttcgcctc
ggtggaaccg
tgatcccttg
tgtaccatat
gaaacgagcc
ggacgaccaa
cgtcaacaac
cgcgaaatcc
ctgggceggt
cggattgcca
ggaagtcgtc
cgtacgtttg
taaacttttt
ctttaattac
cgaaaagcaa
tgtggaacaa

catttcgaac

gtggctcccc
tccgtcgect
actcaagaaa
aatctaagga
aaacaatcag
catgaagacg
caggaccaaa
cacaagactg
gtccaaaagg
aagcacagaa
caaattgagg
caaaatccag
ttgggtgtac
gttgatcgcc
gccttcaacg
ccacaccagc
aaaggagtaa
attcctcacc
ctaaatgtaa
gacatttttg
ttttccgtgt
tttctctacc
acggctttcg
gtggttcgtt
ttttgggagt
cgtttgtatt

1065

Glu
1080

ggagaaaagc
tgaccggtct
agcagcaacg
ccgattcttt
agcggcgatt
agcaaaagac
agacgacgaa
accacgaggc
cacacagaga
tctctcgacc
ttgctccgec
atttcaacaa
tgattgacgg
tttctgattt
ttctattgga
aagtttggac
gcatcatgcc
tagtcgtgca
cccatcacga
atgatccgcc
ggaacttttc
agatggccgg
aagttgttct
gggaaatgac
cgtatccggg

ttgatacaaa

Page 99

URO-B-0001 PCT1 listage sequence DEPOT

ser val

tgccgtcggt
cgtgacaact
acagcagcac
cccgagagag
gaacgaaagc
ccggcccgat
acgaaacgaa
tcccgaaaag
aacagtgcaa
caaagtggcc
acccgaaaag
accctcgaag
ggggcgtcat
gcgctataat
ttctcatccc
ggccagcgaa
cgaagtcaac
ctgtcccgaa
tctcaaacct
ctttctacat
tgtgcgttgt
cccctgtttt
taaagaaatc
cgggcaggct
agaacggcac

ccaggatcaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



aatgcgtacg
gcagttccaa
cgcaatattt
aagacgatga
gaccagttag
ccggagtaca
cgcatgacga
acgcaggcga
gtgggccagc
cattgtggcg
attttgaccg
aacaagggct
gcaacgaagg
agtgcggtgg
tacgagtcgg
attgacgtga
tccattttca
gcttgctacc
atggtcaaag
tcgcaaggeg
gcgacggaga
gggtggacat
gcggaaatcc
ctggtgtacg
gagcggtacg
cacgattgcg
acctttgtgc
ttggtagcac

tttccggegg

tcgggggacg

<210>
<211>
<212>
<213>

<400>

11
973
PRT

11

aagtttggca
ccgccattat
tgggacgttt
aggaccaaga
gatatagcca
aaaagaaatg
cgactgaggt
acagctactt
atccaacgtt
ttatgttgga
acaccgttgc
tcacgtttgc
agatcaaggt
gaatccaaat
gctatctagc
cgaacccgtt
gcagcagtcc
aagaagccaa
tcttggaggce
aggtgtacag
ttcctgcgga
tgtaccagcg
gtacgttgac
ccatggccgt
gggagctttg
cgttgccggg
agcagcagtg
cccggtacaa

cgggtcggga
agtccccggt

URO-B-0001 PCT1 listage sequence DEPOT

gaatacccga
tgccggceacc
gttggctgtt
ccatgagaaa
ggcaatttgc
gggtgacggt
aaccaaggca
ttggaacgta
gccagacgat
tacgaccaga
aaaattgggt
tccgagtagt
atacactagg
gatccccgaa
gaattgtcca
cttaccaccc
ctatattcat
tcccacgttc
gagcgggatt
cgaccggacg
cgcaccaata
ggtgaaggaa
ggctccccgt
atcggaattg
ccgggegtta
tgtcgtctcg
tcaaatggcg
cgcgaccgag
tccccagegg

cgagtccgta

Phaeodactylum tricornutum

cggttttatg
tttgagttgt
gcgttgggtg
atggtgcttg
gaaaccaacg
tgggtagttt
atgcgacccc
tttggatttc
ctccaggecc
tccctggttce
ttcaacatag
ctaccgcata
agtgacttga
atcagcatga
aaccgtctgt
accgtgtact
ctcggttcgg
cacgcggacg
gcgaacgatt
ggtggcgtca
tttgtgagtg
ctcgtatcga
tgggaaggcc
cccacgtacg
tcggatcgat
gggaaggtga
acgtatcccg
tgggagcaac
catcaccccg

gctagctag

taaatgatta
cgacgacttg
cccgaaacga
atcaatacca
gtggcccgat
ggaaggcgca
gctctagcga
ctgcgcacac
tccagcgaca
cagcggatcg
cccagctgeg
ctgtaggcca
tgggtaccgt
cgacaggaag
gtgaaattgg
cgttgatcta
acgagcgtca
tgggagcgtt
ctgtactgcg
cacactacgg
tggatttgtt
aaaagccgtt
tggagattcc
cgaacgcggc
tgccgggatt
cgtttttggc
tgacgcaaca
tgcgcggggc
tcgtcatcgg

page 273

ccagcccgag
gtggtacgat
aactctacca
agttttctgce
catccctacc
catctgtgaa
ccgggtegec
acacacgcga
tttaattcct
gttgggaacg
tttggtcagc
ttcgttacta
tgctaaagcg
tgctggttag
tgacgcgtcg
cgagttgcgt
agacgcggca
cgagcgcaaa
gtacgccaat
tccggaccat
gcgggacgat
gggcatcttg
ggaacgtttg

ggcactgggc
gggtcgtcgg
cgacacgagt
ccacgccaag
gccecgegtg

gcatggaaaa

1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3339



URO-B-0001 PCT1 listage sequence DEPOT

Met Glu Ser Ala Arg Ser Arg Asn Thr Arg Asp Gly Thr Arg Lys GlIn
10 15

Gly Thr Ala 359 Arg Ser Gly Gly ;gr Thr Ser Ser Asn ggy Asn Gln

Gly Phe Asp Glu Phe Gly Phe Gly GIn Pro Ala Phe Pro Asp Ser Ala
35 40 45

Phe Asp Asn His Gly Phe Glu Met Pro Gln Thr Arg Ile Gln Pro Thr
50 55 60

Lys Ile Arg Ser Arg Arg Arg Ala Ser Leu Ala Ala Ala Pro Asn Ile
65 70 75 80

Asp val val Ser Glu Asn Pro Ser Ile Gly Phe Thr Asn Gln Phe Gln
85 90 95

Sser Ser GIn Asp Glu GIn val Ser Arg Gly Gly Ala Arg Leu Ala Lys
100 105 110

Ala Gly Arg Ser Ser Arg Ser Met Asp Gly Ile Glu Phe Pro Thr Ala
115 120 125

Arg Lys Asp val Ser Ser GIn Asn Arg Pro Arg Arg Ser Gly Arg Arg
130 135 140

Ala Ser Met Ala Thr Ser Ser Asn His Ser Leu Ser Ala Ser Asn His
145 150 155 160

Thr Asn Pro Glu Leu Gly Tyr Gly Asp Ala Ile Pro Ser val Ala Ala
165 170 175

Asn His Arg Lys Gly Asp Ser Asn Ser Gly Ile Leu Asp Phe Gly Phe
180 185 190

Gly Gly Gly Lys Asn Ala Gly Thr Ala Asn Ala Asp Tyr Gly Tyr Gly
195 200 205

Asp Thr Met Ser Ser Gly Phe Gly Asn Phe Glu Ser Met Pro Ser Ala
210 215 220

Pro Ser Thr Thr pro Glu Ser Glu Arg Pro Arg Arg Ser Gly Arg Arg
225 230 235 240

Sser Ser Ile Ser Gly Gly Leu Glu Ser Leu Arg Ser Asp Leu Arg Gly
245 250 255

Gly Asp Leu Ser Gly Ala Pro Ser Ser Arg val Leu Gly Gly Asn Ser
260 265 27

Page

o



Arg

Gly

Asp

Leu

Ser

Arg

val

385

Ala

Arg

Gly

ser

465

Ile

val

val

Ile

Ala

Gly

Asn

Lys

Lys

Ala

Glu

cys

Thr

Leu

450

Ser

Leu

Ser

Ala

Thr
530

Gln

275

Asn

Ala

Glu

Asp

Asp

Lys

Tyr

Gly

Cys

Leu

435

Arg

Phe

Asp

Ser

Gln

515

Thr

Asn

val

val

Lys

Pro

Ser

sSer

Gly

Asp

Ala

Thr

500

His

Asn

Arg

Gly

Leu

325

Lys

Asn

Ala

Asp

ser

405

Ser

Ile

Leu

val

Ala

485

Pro

Asp

Glu

URO-B-0001 PCT1 listage sequence DEPOT

val Leu Pro

Arg

Ala

310

Asp

Ala

Ile

Ala

Lys

Asp

His

Tyr

Leu

Asn

Ser

ASD

Glu

Ile

Ser

375

Ile

Ser

Ile

Ala

Ile

455

cys

val

Ala

val

Ala
535

280

Arg

Met

Asp

Gly

Ser

360

ser

Leu

Gly

Trp

ser

440

Ser

His

Arg

His

Gln

520

Leu

Met Ala Gly Pro Glu Lys val

Arg

Gly

Thr

Arg

ser

Lys

Ala

ser

Pro

425

ser

Pro

Gly

Phe

His

505

Ala

val

Gly Ser

Gly Phe
315

Thr Lys
330

Arg Gly

Tyr Thr

Thr Leu

GIn Arg
395

Gly Ser
410

Ala Ala

Ser Met

Thr Gln

Tyr Cys

475

Leu Lys
490

]

Asp Arg

Leu Leu

His Asp

Leu

300

Thr

Lys

Thr

Gly

Asp

ser

Arg

Thr

Ser

460

GlIn

Ala

Arg

Gly

Ala
540

Page 2

285

Leu

Gly

Ser

Thr

Asp

365

Lys

Cys

Asp

Cys

Leu

445

val

Asp

Leu

Glu

Ile

525

Asp

Gly

Gly

Lys

Arg

Glu

Ser

Gly

Glu

430

Arg

Gly

val

Arg

Asn

510

His

Glu

Ser

Asn

ser

335

Gln

Asp

ser

Cys

ser

415

Thr

Arg

Asp

Gln

Ile

Arg

Ala

val

Lys

320

Phe

Pro

Arg

Asn

Tyr

His

Glu

Ser

480

Ser

Lys

ser

Tyr



Gln

545

Asp

His

Ser

Arg

Thr

625

Ala

Ser

Arg

Leu

Glu

705

Asp

Glu

Asp

Trp

Phe

785

Pro

Leu

Gly

Ala

GIn

Ile

610

Ala

Met

Gin

Gly

val

690

Trp

Ala

Leu

Glu

Met

770

Glu

Ile

Asp

Ser

Tyr

Thr

595

Arg

Arg

Glu

Ser

Ala

675

val

Leu

Thr

Ala

val

755

Arg

Arg

val

val
Tyr
Gln
580

Gly

Asp

Ala

Trp

660

Phe

Arg

Thr

Asn

Ile

740

Asn

Lys

Asp

Trp

Pro

Ile

565

Ser

Ala

Gly

Phe

ser

645

Pro

Gly

Glu

Pro

Pro

725

Leu

Leu

His

Leu

Gln
805

URO-B-0001 PCT1 listage sequence DEPOT

Gly Pro Thr

550

His

Leu

Phe

Pro

Leu

630

Lys

Tyr

Pro

Ala

Cys

710

Ala

Phe

Asp

Asn

Leu

790

Glu

Leu

Leu

val

val

615

Pro

Leu

val

Glu

Ala

695

Gly

val

Ala

cys

Met

775

ser

Leu

Thr

GIn

Phe

600

Tyr

Leu

Asn

ser

Glu

680

Ala

Ser

Tyr

Tyr

760

Thr

Tyr

Phe

val

Ala

Leu

585

Ala

Pro

Pro

val

Thr

665

Thr

Arg

Lys

Glu

Glu

745

His

Gln

val

Asp

Thr

Pro

570

val

Met

Tyr

Leu

Leu

650

Ala

Tyr

Ala

Pro

Phe

730

Ser

Asn

Glu

Thr

ser
810

Glu Asn Asp Asp Asp

555

Thr

Thr

Pro

Arg

Ile

635

His

Phe

Thr

Ile

Phe

Ser

Leu

Ala

795

Gly

val

Phe

Asp

Trp

Pro

Ala

Gly

Pro

His

Leu

Thr

Glu

780

val

Leu

Page 26

TYyr

val

Thr

605

Leu

Gln

His

Glu

Thr

685

Arg

Gln

Arg

His

Thr

765

val

Leu

Gly

Gly

Gly

Thr

Met

Asn

val

Leu

670

Asp

Ser

Glu

Leu

val

750

val

Leu

Asn

Leu

Ile

575

Arg

Leu

Ile

Leu

Thr

655

ser

His

Pro

Tyr

Gly

GIn

ser

Arg

Pro
815

Asp

Leu

Asp

Ile

Asp

Asp

Ala

Ala

Pro

Leu

720

Asp

Gly

Arg

Tyr



Gln

Asn

Leu

Arg

Asn

Arg

Gly
945

Thr

Ala

850

Glu

Ala

val

Leu

Cys

930

Ala

Ile

Thr

835

His

Phe

ser

Trp

Thr

915

His

ser

Ser Phe His

<210>
<211>
<212>
<213>

<400>

atggaatctg ctcgctctcg

12
3341
DNA

val

820

Leu

Leu

Asn

Met

Pro

900

Ala

Leu

cys

Asp

Asp

Arg

Asn

Gly

Trp

Arg

Ala

val

Gly

Glu
965

URO-B-0001 PCT1 listage sequence DEPOT

val Trp Lys
Gly His Glu
840
Glu Asp Trp
Thr Lys Glu
870
Gly Glu Arg
Ala ser Ala
Ala Asp Ser
920
Arg Arg Gly

Arg GIn Pro

Glu Leu Gln

Ser Trp Glu Pro Ser Ser Arg

825

val

Gln

Gln

val

Thr

905

Ala

Ile

Asn

Glu

Phaeodactylum tricornutum

12

agaagtggcg

caacctgcct

attcagccaa

gacgttgtgt

gaacaggtgt

gacggcatcg

tcgggtcgec

accaacccgg

ggagactcta

gccaatgcecg

gtactactag
ttccggattc
cgaagattcg
cggaaaaccc
ctcgtggtgg
aattcccaac
gggcttcaat
aactcggtta
atagcggaat

actacggcta

aaatacccgg
tagcaatggc
tgcgtttgac
ttcccgeegt
gtcaataggt
agcccgettg
tgcacgcaag
ggctacttct
cggagacgcc
tttggacttc

cggtgacaca

Ile

ser

Lys

Asp

890

Ala

Ala

Pro

Gly

Gly

Leu

Phe

Asn

875

Ala

Glu

Ser

Ala

Phe

955

Lys

gatggcaccc

aatcaaggct

aaccacggct

cgagcatctt

tttaccaatc

gcaaaggcgg
gacgtttcta

tccaaccaca

attccgtctg

ggctttggtg

atgtcgtcgg
Page D7

Ser

Tyr

860

Leu

Thr

Lys

Arg

Ser

940

Pro

val

Ser

845

Ala

Ile

Asn

Leu

Leu

925

Pro

Ala

Thr

830

Cys

Cys

Leu

Phe

val

val

gaaagcaagg

tcgacgagtt

ttgagatgcc

tagctgeggce

datttcaatc

gacgctcatc

gtcaaaatcg

gccttteccge

ttgctgctaa

gtggtaagaa

gttttggtaa

Trp

Asp

Gly

Leu

895

Thr

Ala

Gly

Ile

tacggcacga
tggatttggt
gcaaactcga
gccgaacatt
ttcacaagac
gcgctcaatg
tcctcgtegt
ttccaatcac
ccatagaaaa
tgccggtaca

tttcgagtct

Tyr

Tyr

Pro

Gly

ser

Gly

Phe

Pro

60
120
180
240
300
360
420
480
540
600
660



atgccatccg
tccagtatca
ggtgctccgt
atggccgggc
ctgggtagtg
gacaaggaaa
aaggctgaag
tcctataccg
aaagagagca
aaacacagca
agcggtatag
atattagatt
tgactcgecc
gcgaaatcct
gaggactttg
actgtagttg
gtgcttgttg
aaatcgatgc
cccctactca
aagacgttca
gcgtgtcttc
atgacaacgt
tcgtacacga
acgacgacga
tgcacgccta
gcgctttegt
atccctaccg
tgcaaaactt
attcgcagtc
ttggtcctga
cacggggtat
gctcacatcc
atgcgaccaa

tctttgegea

cgcctteccac
gtggaggtct
ctagtcgggt
cggaaaaagt
ttggtaatgc
aactcgacga
gtcggcgagg
gcgatcgcga
acgtgtcgta
attcaataat
tccgetegge
cagtgtacgt
gagatcgcgg
ggccgctttc
tcgtatttct
tggaggtgaa
tcgcagcaaa
ttcctectcet
aagcgtaggg
atcgatactg
cacgcctttg
acaggctctg
cgcggacgaa
cgacgatggc
ccaaagctta
attcgccatg
gggactcatg
ggacgccatg
gtggccctac
agaaacctac
tcgggtgatt
ggaatggtta
tccggecgtce

cgaatccttt

URO-B-0001 PCT1l listage sequence DEPOT

cacacccgaa
tgaaagtcta
gttgggtgga
ggccggtggc
agtcggagct
cgataccacc
cacgacacgt
ccgacgecgce
ctcggatcgt
ttggcggtgt
caagatatag
gatgtaccgg
aatcgcagaa
gcgcatttac
cttctaacgt
gggagcagca
atttggccgg
atgacattgc
gacgaaagta
gacgccgegt
gcgcatcacg
ttgggcattc
cgataccaac
agctacattc
ctgcagctgg
ccggacacaa
atcgacacgg
gaggccagta
gtcagtactg
acggctacag
cctgaattcg
acaccctgtg
tacgaattcg

ttacacgtcg

tctgaacgtc
cggtctgact
aattctcgeg
aatgttcgtc
accatggggg
aaaaagtcta
caaccatcgg
aagccggceag
attttagcac
acagactacc
aagggcaggg
gaccagtgtg
aaacccgaga
attacatagt
tgctattatt
gtagcggtag
cggctcgatg
gacggcacgg
gcttcgatgt
acgttcgett
accgtcgcga
acatttccat
tggacgtccc
atctcactgc
tgacgtttgt
ccctcattceg
cccgacattt
aactgaacgt
cttttccgga
atattgccct
atttgcctgg
ggtccaagcc

tacaccgcct

gaggagacga

cgcgtcgeag
tgcgcggagg
cccagaacat
gtggacgtcg
gattcactgg
agtcttttct
ccgatggcaa
cgtcgtccaa
agcggtaaga
aatctaaatg
aattgcagca
agagaataaa
cactgtcaat
tcgcaccatg
actattcgtt
cggtagcagt
tgaaacctac
cttgcgagga
ggactgccat
tctcaaggceg
aaatgaaaag
tactacgaat
agggcctacc
acccaccgtc
tggtagggac
aatccgtgat
tttgccacta
cttgcactgg
gcttagtgct
cgtcgtgcgg
acactcgtaa
acggccgcaa
ctacgacgaa

agtcaattta

Page 2.6

cggacgacgc
cgacctgagt
tgtgttgccc
cggatcctta
tggaaataag
aaaggatcgc
tataatctct
gaccctgggc
ggcaacataa
tttaaagcct
aagtaaaggc
ggtccgaatg
ccgtttctte
tgggggagac
tctaacagtg
gacggtagta
cgaacactcg
ctgcatatct
ggatattgtc
ctccggcgaa
gtcgctcaac
gagtctgcac
gtcactgaaa
tacggcattc
tctcaaacag
ggacccgtgt
ccgcttatct
cacgtgactg
cggggagcct
gaagccgecg
gcgattggac
gaacctttgg
ttggcaatac

gattgttacc

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700



acaatagcac
ttctgagcta
ccattgtgtg
atgtctggaa
ttattttgtc
cctgtgatcc
acgcttccat
gtgccagtgc
cggcttctcg
cggtcggtcc
gctttcatga
<210>
<211>
<212>
<213>

<400>

13

442
PRT
Mus

13

Met Arg Phe
1

val Ala Ala

Lys Ser Asp

35

Ala
50

Gly

Glu Ala

65

Ser

Asn Leu Thr

Gln Met Leu

Leu
115

Leu val

Ile
130

Leu Asp

Ile Phe Ser

gacggtccaa
ttttgagegt
gcaggaactc
atcgtgggaa
ctcgtgctgg
acgggagttc
gtggggggaa
tacggccgaa
attggccgcec
gggagcaagt
cgaggagttg

musculus
Arg Ile
5
Gly
Leu
Leu
Ala

Pro

Leu Arg

85

Asn
val
Ser

Leu

His Asp

Tyr

Phe

Gly

Leu

70

Tyr

val

Gln

Arg

Phe

agatggatgc
gatttgcttt
ttcgattcgg
ccttegtege
tatctcgatc
aacggtacga
cgggtggatg
aagctgtgga
tttcgetgtc
tgcggcagac

caggaaggaa

Lys Arg

val

Leu

Pro
40

Pro

val
55

Ser
val Pro
Arg Ser
Gly

Asn

His
120

val
Ala

Lys

Trp Ser

gaaaacacaa
cgtacgtcac
gattgggtct
gatacaacgc
atttgaacga
aagaacagaa
cgaccaactt
caggcaactt
atttggtccg
aaccaaatgg

aggttacttg

val
10

Lys Leu

Trp
25

Ser Ser

Leu Leu Asp

val Gly Ile

Ala val Pro

75

val
90

Leu Tyr

Gly Thr

Arg Pro

Gln Gly Ile

Ala Glu Ile

tatgacacag
cgctgtatta
tcccaatcag
cactttgcgg
agattggcaa
gaacttgatt
tctatctcgt
aacagctgcg
cagaggaatt
ttttccggcet

a

Ile Leu Thr

Asn Gly Arg

30

Glu
45

Ala Pro

Arg val

60

Arg

Arg Pro Glu

Gln Leu Asn

Pro
110

Trp Ser

Glu Tyr Leu

125

GIn Glu val

140

Asn Ser Leu

Page 20'

URO-B-0001 PCT1l listage sequence DEPOT

gaacttgagg
aatcgtcgtc
acaattgtcg
ggccacgaag
agcttctacg
ctgggcggtc
gtttggcccc
gcggattcgg
ccggccagtc

gtgatcgata

Leu val

15

GIn Arg

val Arg

Ser Asn

val Asp

80

Phe
95

Asp
Gly Glu
Arg Leu
val

Leu

Ile Ser

2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3341



145

Arg

Gln

Arg

Glu

Thr

225

Lys

His

Leu

Tyr

LysS

Asp

Asp

Leu

His

Thr

385

Leu

Ile

val

Leu

ASp

TYyr

210

Lys

val

Tyr

Lys

Thr

290

Thr

Ala

Asp

Pro

Ala

370

Gln

Phe

ser

Asp

Tyr

Leu

195

Pro

His

Leu

Leu

Gln

275

Thr

Trp

Tyr

Tyr

Lys

Gly

Ser

Pro

Pro

Phe

Pro

180

Lys

Asp

His

Glin

Ala

260

Gln

Ile

Lys

Gln

Asn
340

Glu

Pro

Cys

165

Asn

Lys

Ser

Trp

Asp

245

Pro

Glu

Arg

Ser

Trp

Cys

Gln

Thr

405

Arg

URO-B-0001

150

Pro val Leu

Glu

Asn

Phe

Tyr

ASp

Cys

ser

Thr

310

L.eu

ASp

Lys

Gly

Ile

390

Leu

Lys

Phe

Ala

Trp

Thr

Phe

Pro

Phe

295

Glu

Ile

Trp

val

Met

375

Glu

val

Asn

Pro

Ala

200

His

Lys

Gly

Tyr

Gly

Tyr

His

Glu

Thr

Leu

360

His

ser

Ile

Gly

PCT1 listage sequence DEPOT
155

Gln

Tyr

Leu

Leu

His

265

cys

Gly

Asn

Cys

Leu

345

val

His

Leu

Gly

Gly

val Phe Phe Pro Phe

170

ser

Lys

Arg

His

Ile

250

val

Asp

Ile

Met

Thr

330

G1In

Pro

Lys

Leu

Glu
410

Asp

Leu

Glu

Phe

235

Leu

Phe

val

Ala

Gly

Asp

Tyr

Gln

Lys

Asn

395

Lys

Pro

Gly

Ala

220

val

Phe

Lys

Leu

Thr

Leu

Ala

Thr

380

Ser

Phe

Trp Gly Asp
Page 35

Arg

cys

205

Lys

Trp

Leu

Lys

Ser

285

Lys

Ala

Phe

Thr

Pro

365

Cys

Asn

Pro

Ile

Phe

Glu

Met

270

Leu

val

Leu

Cys

Leu

350

Arg

Arg

Lys

Met

Arg

Ser

175

Cys

Asn

ser

Arg

Glu

255

Trp

Gly

Asp

Thr

Thr

335

Ala

Pro

GIn

Ala

415

Asp

160

Ile

Pro

Ala

Gln

val

240

Asp

Lys

Thr

val

Arg

Tyr

Cys

Phe

ser

Tyr

400

Ala

His



URO-B-0001 PCT1 Tistage sequence DEPOT
420 425 430

Glu Leu Cys Lys Ser Tyr Arg Arg Leu Gln

435 440
<210> 14
<211> 447
<212> PRT
<213> Homo sapiens
<400> 14

Met Arg Phe Arg Ile Tyr Lys Arg Lys Xg1 Leu Ile Leu Thr Leu val
1 5 15

val Ala Ala Cys Gly Phe val Leu Trp Ser Ser Asn Gly Arg GlIn Arg
20 25 30

Lys Asn Glu Ala Leu Ala Pro Pro Leu Leu Asp Ala Glu Pro Ala Arg
35 40 45

Gly Ala Gly Gly Arg Gly Gly Asp His Pro Ser val Ala val Gly Ile
50 55 60

Arg Arg val Ser Asn val Ser Ala Ala Ser Leu val Pro Ala val Pro
65 70 75 80

Gln Pro Glu Ala ggp Asn Leu Thr teu Agg Tyr Arg Ser Leu ga1 Tyr
9 5

Gln Leu Asn Phe Asp GIn Thr Leu Arg Asn val Asp Lys Ala Gly Thr
100 105 110

Trp Ala Pro Arg Glu Leu val Leu val val GIn val His Asn Arg Pro
115 120 125

Glu Tyr Leu Arg Leu Leu Leu Asp Ser Leu Arg Lys Ala Gln Gly Ile
130 135 140

Asp Asn val Leu val Ile Phe Ser His Asp Phe Trp Ser Thr Glu Ile
145 150 155 160

Asn GIn Leu Ile Ala Gly val Asn Phe Cys Pro val Leu GIn val Phe
165 170 175

Phe Pro Phe Ser Ile Gln Leu Tyr Pro Asn Glu Phe Pro Gly Ser Asp
180 185 190

Pro Arg Asp Cys Pro Arg Asp Leu Pro Lys Asn Ala Ala Leu Lys Leu
195 200 205

Gly Cys Ile Asn Ala Glu Tyr Pro Asp Ser Phe Gly His Tyr Arg Glu
210 215 220

Page ~3|



Ala

225

val

Phe

Lys

Leu

Thr

Leu

Ile

Thr

385

Asn

Phe

Asp

Lys

Trp

Leu

Lys

ser

290

Lys

Ala

Phe

Thr

Pro

370

cys

Asn

Thr

Ile

<210>
<211>
<212>
<213>

<400>

Phe

Glu

Glu

Met

275

Leu

val

Leu

cys

val

355

Arg

Arg

Lys

val

Arg

435

15
334
PRT

Phaeodactylum tricornutum

15

Ser

Arg

Glu

260

Trp

Gly

Asp

Thr

Thr

340

Ser

Ile

Pro

Gln

val

420

Asp

Gln

val

245

ASp

Lys

Thr

val

Arg

Tyr

Cys

Phe

Ser

His

URO-B-0001 PCT1 listage sequence DEPOT

Thr Lys His

230

Lys

His

Leu

Tyr

Lys

310

Asn

Asp

Leu

His

Thr

390

Met

Ile

Glu

Ile

Tyr

Lys

ser

295

Thr

Ala

Asp

Pro

Ala

375

Gln

Phe

Ser

Leu

Leu

Leu

Gln

280

Ala

Trp

Tyr

Tyr

Lys

360

Gly

Ser

Pro

Pro

Cys
440

His

Arg

Ala

265

GIn

Ser

Lys

Gln

Asn

345

Phe

Asp

Ala

Glu

Pro

425

Lys

Arg Ser Tyr Ala Ser Arg Lys Thr Arg
1 5

Trp

Asp

250

Pro

Glu

Arg

Ser

LysS

330

Trp

Trp

Ccys

Gln

Thr

410

Arg

ser

Trp Trp Lys Leu
235

Tyr

Asp

cys

Ser

Thr

315

Leu

Asp

Lys

Gly

Ile

395

Leu

Lys

Tyr

Ala

Phe

Pro

Phe

300

Glu

Ile

Trp

val

Met

380

Glu

Thr

Asn

Arg

Glu Ile Lys
10

Page 32

Gly

Tyr

Glu

285

Tyr

His

Glu

Thr

Leu

365

Ser

Gly

Arg
445

Asn

Leu

His

270

Cys

Gly

Asn

Cys

Leu

350

val

Leu

Ser

Gly

Leu

Arg

His
Ile
255
val
Asp
Met
Met
Thr
335
Gln
Pro
Lys
Leu
Glu

415

Trp

Arg
15

Phe
240
Leu
Phe

val

Ala

Asp

Tyr

GlIn

Lys

Asn

400

Lys

Gly

Phe



URO-B-0001 PCT1 listage sequence DEPOT
Thr Met Lys ggn Thr Asp Ile Pro Phe val Leu Met val g%r Lys Arg
25

val Asp ;gr Leu Lys Lys Ala Ile Asp Ser val Arg A;g Ser Asp Phe
40 4

Pro Lys Ser Arg val Pro Leu Ile Ile Ser His Asp Gly Arg val Pro
50 55 60

Glu val val Glu Tyr val Glu Ser Leu Lys Asp Glu Phe Lys Ile Ile
65 70 75 80

GIn Leu Ile His Pro His Ser Cys Tyr Glu His Pro Asn Glu Phe Pro
85 90 95

Gly Asp Asp Pro Thr Leu Asn Glu Gly Phe Ala Gly Asp Ser Tyr Gly
100 105 110

Asn Pro Arg Ser Ala Trp Ile Thr Cys Cys Lys His His Phe Thr Trp
115 120 125

Met Leu His Thr val Phe Arg Arg Asp Phe Thr Asp Pro Ala val Asp
130 135 140

Thr Phe Leu Phe Leu Glu Glu Asp Tyr Ile val Ala Pro Thr Ile Tyr
145 150 155 160

Ser Ala val Ile Ala Gly Leu Asn val Met Glu Asp Met Asp Lys Glu
165 170 175

Ile Pro Gly Gly Phe Phe Gly Leu Gly Met Asp Pro Ser mMet Ala Asn
180 185 190

Thr Ala Phe Glu Pro Tyr Tyr Lys Lys Ala Thr Trp Tyr val Glu Ala
195 200 205

Phe Lys Ser Gly Pro Met Thr Met Asn Arg Asp Met Phe Lys Lys Leu
210 215 220

GIn GIn His Ala Lys Glu Tyr Cys Thr Phe Asp Asp Tyr Asn Trp Asp
225 230 235 240

Trp Ser Ile val His Leu GIn Ser Lys Lys Leu Leu Pro Arg Thr Leu
245 250 255

Leu Met Pro Ser Lys val Leu Ala Lys His Ile Gly val Lys Glu Gly
260 265 270

Met His Thr Asn Lys Ser Phe Gly Lys Asp Phe Ser Asp Leu Phe Pro
275 28 285

o

page 33



URO-B-0001 PCT1 listage sequence DEPOT

Asn Tyr Ala Pro Arg Arg Glu GIn Leu Thr Thr His Phe Ala Glu Tyr
295

290

Arg Phe Thr Gly Asn Thr Ala Ala Ala Leu His

305

315

Gly Tyr Gly Gly Trp Gly His Pro Lys Asp His
325 330

<210>
<211>
<212>
<213>

<400> 16
agatcgtacg

16
DNA

acggacatcc
gattcggtcc
ggacgagtgc
caactcattc
acactcaacg
tgctgcaaac
ccagcagtgg
tccgeegtta
ttcttcggtt
aaggcgacgt
ttcaaaaagc
tggtccattg
aaagtcctag
aaagactttt

tttgcggaat
ggttatggtg

<210> 17

<211> 538
<212> PRT
<213> Mus

<400> 17

1002

catcgcgcaa
cgttcgtatt
gtcgatccga
cggaagtcgt
atccgcattc
aaggctttgc
atcattttac
atacattttt
ttgctgggtt
tgggtatgga
ggtatgtcga
tccaacaaca
tccatctaca
caaaacatat
cagatttatt

accgttttac

gttggggaca

musculus

Phaeodactylum tricornutum

aacccgtgaa
gatggtttat
ctttccaaag
tgagtatgtc
ttgctacgag
tggagatagc
ttggatgctt
gtttctcgaa
gaatgttatg
tccgagtatg
agcattcaag
tgctaaggag
aagtaaaaag
tggtgtcaag
tcccaactat
cgggaacacc

tccgaaagac

atcaagaatc
aagcgcegtgg
tctcgtgtgce
gaatcgctga
catcccaacg
tatggtaatc
cacactgtct
gaagattaca
gaagacatgg
gcgaatactg
tcaggtccga
tactgtacgt
ttactaccac
gagggtatgc
gccectegtce
gcggcagett

cacgagcact

Met Lys Met Arg Arg Tyr Lys Leu Phe igu Met
1 5

300

Thr Glu Phe Asn Pro

Glu His Cys

gtcgctttac
attatttgaa
ctcttatcat
aagacgagtt
agtttcctgg
cacggagtgc
ttcgtcggga
tcgtggcetcc
acaaggagat
cctttgagcc
tgacgatgaa
tcgacgatta
ggactcttct
acacgaacaa
gcgagcagct
tacacaccga

gc

320

aatgaagaac
aaaggcgatt
ttcgcacgat
caaaattatc
ggatgatccc
gtggatcacc
ctttacggac
tacgatttat
tccgggeggce
ttactacaag
ccgggacatg
caattgggat
catgccaagc
atcctttgga
gaccacgcat

attcaatccc

Phe Cys Mmet Ala Gly
15

Leu Cys Leu Ile Ser Phe Leu His Phe Phe Lys Thr Leu Ser Tyr val
30

20

25

Page 3

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1002



URO-B-0001 PCT1 listage sequence DEPOT

Thr Phe Pro Arg Glu Leu Ala Ser Leu Ser Pro Asn Leu val Ser Ser
35 40 45

Phe gge Trp Asn Asn Ala gro val Thr pPro Gln Ala Ser Pro Glu Pro
5 60

Gly Gly Pro Asp Leu Leu Arg Thr Pro Leu Tyr Ser His Ser Pro Leu
65 70 75 80

Leu GIn Pro Leu Ser Pro Ser Lys Ala Thr Glu Glu Leu His Arg val
85 90 95

Asp Phe val Leu Pro Glu Asp Thr Thr Glu Tyr Phe val Arg Thr Lys
100 105 110

Ala Gly Gly val Cys Phe Lys Pro Gly Thr Arg Met Leu Glu Lys Pro
115 120 125

Ser Pro Gly Arg Thr Glu Glu Lys Pro Glu val Ser Glu Gly Ser Ser
130 135 140

Ala Arg Gly Pro Ala Arg Arg Pro Met Arg His val Leu Ser Thr Arg
145 150 155 160

Glu Arg Leu Gly Ser Arg Gly Thr Arg Arg Lys Trp val Glu Cys val
165 170 175

Cys Leu Pro Gly Trp His Gly Pro Ser Cys Gly val Pro Thr val val
180 185 190

Gln Tyr Ser Asn Leu Pro Thr Lys Glu Arg Leu val Pro Arg Glu val
195 200 205

Pro Arg Arg val Ile Asn Ala Ile Asn Ile Asn His Glu Phe Asp Leu
210 215 220

Leu Asp val Arg Phe His Glu Leu Gly Asp val val Asp Ala pPhe val
225 230 235 240

val Cys Glu Ser Asn Phe Thr Ala Tyr Gly Glu Pro Arg Pro Leu Lys
245 250 255

Phe Arg Glu Met Leu Thr Asn Gly Thr Phe Glu Tyr Ile Arg His Lys
260 265 270

val Leu Tyr val Phe Leu Asp His Phe Pro Pro Gly Gly Arg Gln Asp
275 280 285

Gly Trp Ile Ala Asp Asp Tyr Leu Arg Thr Phe Leu Thr Gln Asp Gly
290 295 300

Page 2G



val
305
Asp
Tyr
Tyr
Ccys
Leu
385
Asn
His
Tyr
Asp
%hr
465
Pro
Gln

Glu

val

Ser

Ala

Asp

Gly

Thr

370

Arg

Arg

Phe

Phe

Tyr

450

Gly

Ser

Phe

Glu

<210>
<211>
<212>
<213>

<400>

Arg

Asp

Gly

Phe

355

Met

Arg

Thr

Ala

Lys

435

Glu

Gly

Glu

Arg

Gly

Gly

18
533
PRT
Homo

18

Leu

Glu

340

Phe

Asp

Arg

Gly

Gly

Leu

Asp

Trp

His

Tyr

500

Gly

Lys

Arg

Ile

325

Thr

Trp

Met

Gln

His

405

Trp

val

Lys

Phe

Met

485

Leu

Arg

Leu

sapiens

URO-B-0001 PCT1 listage sequence DEPOT

Asn Leu Arg

310

Pro

Glu

Lys

Leu

Tyr

390

Ile

His

ser

Arg

Asp

Tyr

Leu

Arg

Asp

Ala

Pro

Gin

Gln

375

TYyr

Leu

Cys

Ala

Ala

Glu

Asn

Thr
535

Arg

Phe

Pro

360

Ala

Thr

val

Ser

Gln

440

Leu

Thr

Pro

Asn

Gln

520

val

Pro Asp Asp val Phe Ile Ile

Asp

Ala

345

Gly

val

Met

Gln

Trp

Asn

Asn

Gln

Lys

Pro

505

Gly

Glu

Gly

330

Phe

Thr

Tyr

Pro

Trp

cys

Gly

Tyr

Gln

Tyr

490

Tyr

Ser

Gly

315

val

His

Leu

Gly

Asn

395

Ser

Phe

Asp

Ile

Glu

475

Leu

Arg

Asp

Leu

Met

Glu

Leu

380

Phe

Leu

Thr

Phe

Arg

Tyr

Leu

Glu

Gly

Page 1f

Phe

Arg

val

365

Asp

Arg

Gly

Pro

Pro

445

Ser

Pro

Lys

Pro

Arg

Leu

Gly

Gln

Ser

Glu

430

Arg

Leu

Pro

Asn

Lys

Pro

LysS

335

Ser

ser

Ile

Tyr

Pro

415

Gly

Trp

Ile

Ala

Tyr

495

Ser

Ser

Asp

Leu

Leu

Gly

Arg

Glu

400

Leu

Ile

Gly

Arg

Asp

Thr

Ala



Met

Leu

Thr

Phe

Gly

65

Leu

Asp

Ala

Pro

Ala

145

Gly

Trp

Leu

Ile

Phe

225

Asn

Leu

Lys
Cys
Phe
Phe
50

Gly
Gln
Leu
Gly
Pro
130
Arg
Arg
His
Pro
ASn
210
His
Phe

Thr

Met

Leu

Pro

35

Trp

Pro

Pro

val

Gly

Gly

Arg

Gly

Gly

Thr

195

Ala

Glu

Thr

Asn

Arg

Ile

20

Arg

Asn

Asp

Leu

Leu

100

val

Arg

Pro

Ala

Pro

180

Lys

Ile

Leu

Ala

Gly

Arg

Ser

Glu

Asn

Leu

Pro

85

Pro

cys

Pro

Pro

Glu

Asn

Gly

Tyr

245

Thr

URO-B-0001

Tyr Lys Leu

Phe

Leu

Ala

Leu

70

Pro

Glu

Phe

Glu

Arg

cys

Arg

val

Gly

Phe

Leu

Ala

Pro

55

Arg

Ser

Asp

Lys

Glu

135

Tyr

Lys

Gly

Leu

Asn

215

val

Glu

Glu

His

ser

40

val

Thr

Lys

Thr

Pro

120

Lys

Leu

Trp

val

val

200

His

val

Pro

Tyr

PCT1 listage sequence DEPOT
Phe Leu Met Phe Cys Met Ala

Phe

25

Leu

Thr

Pro

Ala

Thr

105

Gly

Pro

Leu

val

Pro

185

Pro

Glu

Asp

Arg

Ile
265

10

Phe

Ser

Pro

Leu

Ala

90

Glu

Thr

Glu

Ser

Glu

170

Thr

Arg

Phe

Ala

Pro

250

Arg

Lys

Pro

GIn

Tyr

75

Glu

Tyr

Lys

Gly

Ala

155

cys

val

Glu

Asp

Phe

235

Leu

His

Thr

Asn

Ala

60

ser

Glu

Phe

Met

Ala

140

Arg

val

val

val

Leu

220

val

Lys

Lys

Page 3]

Leu

Leu

45

Ser

His

Leu

val

Leu

125

Asn

Glu

cys

Gln

Pro

205

Leu

val

Phe

val

ser

30

val

Pro

ser

His

Arg

110

Glu

Gly

Arg

Leu

TYyr

Arg

Asp

cys

Arg

Leu
270

15

Tyr

Ser

Glu

Pro

Arg

95

Thr

Arg

ser

Thr

Pro

175

Ser

Arg

val

Glu

Glu

255

Tyr

Gly

val

Ser

Pro

Leu

80

val

Lys

Pro

Ser

Gly

160

Gly

Asn

val

Arg

Ser

240

Met

val



Phe

Asp

Thr

Trp

Met

Gln

385

His

Trp

val

Lys

Phe

465

Met

Leu

Trp

Asp

Leu

290

Asn

Pro

Glu

Lys

Leu

370

Tyr

Ile

His

ser

Asp

Tyr

Leu

Arg

Glu
530

Asp

Tyr

Leu

Ala

Pro

Gln

355

Gln

Tyr

Leu

Cys

Ala

Asp

Gly

Ala

Asp

His

515

Ala

His

Leu

Arg

Arg

Phe

340

Pro

Ala

Thr

val

ser

420

GlIn

Leu

Thr

Pro

Asn

500

Arg

Glu

Phe

Arg

Pro

Asp

325

Ala

Gly

val

Met

Gln

405

Trp

Asn

Asn

GIn

Lys

Pro

Gly

val

URO-B-0001 PCT1l listage sequence DEPOT

Pro Pro Gly

Thr

310

Gly

Phe

Thr

Tyr

Pro

390

Trp

Cys

Gly

Tyr

Glin

470

Tyr

Tyr

Pro

Phe
295
ASp

val

Leu

Gly

Asn

Sser

Phe

Asp

Ile

455

Glu

Leu

GlIn

280

Leu

val

Leu

Met

Glu

360

Leu

Phe

Leu

Thr

Phe

440

Arg

Tyr

Leu

Glu

Gly Arg GIn Asp Gly Trp Ile
285

Thr

Phe

Phe

Arg

345

val

Asp

Arg

Gly

Pro

425

Pro

Gly

Pro

Lys

Pro

505

Arg

Gln

Ile

Leu

330

Lys

val

Gly

Gln

ser

410

Glu

Arg

Leu

Pro

Asn

490

Arg

Pro

Asp

Ile

315

Lys

ser

ser

Ile

Tyr

395

Pro

Gly

Trp

Ile

Ala

475

Tyr

ser

Pro

Gly
300
Asp
Leu

Leu

Gly

Leu

Ile

Gly

Asp

Asp

Thr

Ala

Page 3%

val

Asp

Tyr

Tyr

Asn

His

Tyr

Asp

Thr

Pro

Arg

Ala

Arg

Ser

Ala

Asp

Arg

Arg

Phe

Phe

430

Tyr

Gly

ser

Phe

Ala

510

Gly

Arg

Asp

Gly

Phe

val

Arg

Thr

Ala

415

Lys

Glu

Gly

Glu

His

495

Gly

Lys

Ala

Leu

Glu

320

Trp

Phe

Asp

Arg

Gly

400

Gly

Leu

Asp

Trp

His

480

Tyr

Gly

Leu



URO-B-0001 PCT1 listage sequence DEPOT

<210> 19

<211> 535

<212> PRT

<213> Mus musculus
<400> 19

Met Arg Leu Arg Asn Gly Thr val Ala Thr Ala Leu val phe val Thr
1 5 10 15

Ser Phe Leu Thr Leu Ser Trp Tyr Thr Thr Trp Gln Asn Gly Lys Glu
20 25 30

Lys Leu Ile Ala Tyr GIn Arg Glu Phe Leu Ala Leu Lys Glu Arg Leu
35 40 45

Arg val Ala Glu His Arg Ile Ser GIn Arg Ser Ser Glu Leu Asn Thr
50 55 60

Ile val Gln Gln Phe Arg Arg Ala Gly Ala Glu Thr Asn Gly Ser Lys
65 70 75 80

Thr Ala Leu Ser Thr Ile Ser Asp Asn Thr Ile Lys Leu Leu Lys Glu
85 90 95

Leu Thr Ser Lys Lys Ser Leu Arg val Pro Ser Ile Tyr Tyr His Leu
100 105 110

Pro His Leu Leu GIn Asn Glu Arg Ser Leu GlIn Pro Ala val Gln Ile
115 120 125

Gly ser Gly Arg Thr Gly val Ser Ile val Met Gly Ile Pro Thr val
130 135 140

Lys Arg Glu val Lys Ser Tyr Leu val Glu Thr Leu His Ser Leu Ile
145 150 155 160

Asp Asn Leu Tyr Pro Glu Glu Lys Leu Asp Cys val Ile val val Phe
165 170 175

I1e Gly Glu Thr Asp Leu Asp Tyr val His Ser val val Ala Asn Leu
180 185 190

Glu Lys Glu Phe Ser Arg Glu Ile Ser Ser Gly Leu Leu Glu Ile Ile
195 200 205

Ser Pro Pro Glu Ser Tyr Tyr Pro Asp Leu Thr Asn Leu Lys Glu Thr
210 215 220

Phe Gly Asp Ser Lys Glu Arg val Arg Trp Arg Thr Lys GIn Asn Leu
225 230 235 240

Asp Tyr Cys Phe Leu Met Met Tyr Ala GIn Glu Lys Gly Ile Tyr Tyr

Pagesﬂ



Ile

Ile

Glu

Leu

305

Ile

Glu

Arg

Ser

Leu

385

Lys

Phe

Phe

Gln

Pro

465

Arg

Ala

Leu

Gln

Lys

Phe

290

Ala

Asp

Lys

Phe

Gly

Leu

val

Phe

Asp

Glu

450

Leu

Leu

Glu

Ser

Leu

Asn

275

Ser

Leu

Trp

Asp

Arg

355

Lys

Lys

Tyr

Trp

Lys

Glu

Gly

val

Glu

260

Phe

Gln

val

Leu

Ala

340

Pro

Ile

val

GIn

Ala

420

Pro

Pro

ser

Asp

Ile

500

Ile

245

Asp

Ala

Leu

val

Leu

325

Lys

ser

Gln

His

val

Gly

Asp

Gly

val

Gln

URO-B-0001 PCT121gstage sequence DEPOT
5

Asp

Leu

Gly

Glu

310

Asp

His

Leu

Lys

val

390

His

Thr

Asn

Asp

ser

470

Tyr

Asp

Asn

Ile

Gln

Phe

295

Phe

His

Cys

Phe

Leu

375

Asn

Thr

Pro

val

Ile

455

Leu

Phe

Pro

Ser

Ile

Leu

280

Ile

Ile

Ile

Asp

Gln

360

Thr

Pro

Leu

Thr

Glu

440

Leu

Glu

Arg

Gly

Ala

val

265

Ser

Gly

Leu

Leu

Arg

His

Asp

Pro

Glu

Ala

425

Ser

Leu

Ile

Ile

Leu

505

val

Lys GIn Asn Tyr Phe

Ser

Lys

Met

330

GIn

val

Lys

Ala

Lys

410

Gly

Tyr

Asn

Ser

Glu

Met

Phe

315

val

Lys

Gly

Asp

Glu

395

Thr

Asp

Leu

Thr

Lys

Pro

Glu

Phe

300

Tyr

Lys

Ala

Leu

Tyr

380

val

Tyr

Tyr

Phe

Thr

460

Glu

Phe

Ile

Trp Ala Ile
Page q
0

Trp

285

Gln

Lys

val

Asn

His

365

Met

ser

Met

His

445

val

Thr

Glu

ser

Leu

270

Met

Ala

Glu

Cys

Leu

350

ser

Lys

Thr

Gly

Leu

430

Ser

Asp

Lys

Tyr

Ala

510

Asn

255

Asn

Ile

Pro

Lys

Asn

335

Arg

Ser

Pro

ser

Glu

415

Phe

Gly

val

Asp

Gly

Phe

Glu

Thr

Leu

Asp

Pro

320

Pro

Leu

Leu

Leu

400

Asp

Lys

Asn

Leu

Lys

val

Arg

Ile



URO-B-0001 PCT1 Tlistage squggce DEPOT

515 520

His Ile Lys Lys val Thr Ser

530 535
<210> 20
<211> 548
<212> PRT
<213> Mus musculus
<400> 20
Met Arg Leu Arg Asn Gly Thr Phe Leu Thr Leu Leu Leu Phe Cys Leu
1 5 10 15

Cys Ala Phe Leu Ser Leu Ser Trp Tyr Ala Ala Leu Ser Gly GIn Lys
20 25 30

Gly Asp val val Asp Ile Tyr Gln Arg Glu Phe Leu Ala Leu Arg Asp
35 40 45

Arg Leu His Ala Ala Glu GIn Glu Ser Leu Lys Arg Ser Lys Glu Leu
50 55 60

Asn Leu val Leu Glu Glu Ile Lys Arg Ala val Ser Giu Arg GIn Ala
65 70 75 80

Leu Arg Asp Gly Glu Gly Asn Arg Thr Trp Gly Arg Leu Thr Glu Asp
85 90 95

Pro Arg Leu Lys Pro Trp Asn val Ser His Arg His val Leu His Leu
100 105 110

Pro Thr val Phe His His Leu Pro His Leu Leu Ala Lys Glu Ser Ser
115 120 125

Leu GIn Pro Ala val Arg val Gly GIn Gly Arg Thr Gly val Ser val
130 135 140

val Met Gly Ile Pro Ser val Arg Arg Glu val His Ser Tyr Leu Thr
145 150 155 160

Asp Thr Leu His Ser Leu Ile Ser Glu Leu Ser Pro GIn Glu Lys Glu
165 170 175

Asp Ser val Ile val val Leu Ile Ala Glu Thr Asp Pro GIn Tyr Thr
180 185 190

ser Ala val Thr Glu Asn Ile Lys Ala Leu Phe Pro Thr Glu Ile His
195 200 205

Ser Gly Leu Leu Glu val Ile Ser Pro Ser Pro His Phe Tyr Pro Asp
210 215 220

Page q l



Phe

225

Trp

Gln

Lys

ser

Trp

Gln

val

Lys

Gly

Phe

Asn

465

Glu

ser

Arg

Ser

Pro

Glu

290

Met

Phe

val

Lys

Gly

Asp

Glu

Ala

Asp

Phe

450

Thr

Ala

Arg

Thr

Lys

Asn

275

Asp

Phe

Tyr

Lys

Ala

355

Thr

Phe

val

Tyr

Phe

435

Phe

ser

Leu

Leu

Lys

Gly

Tyr

Trp

Lys

Arg

val

340

Asn

His

Gly

ser

Leu

420

Ile

Arg

val

Gln

Arg

Gln

245

Ile

Leu

Met

Ser

Asp

325

cys

Leu

Ser

Lys

Thr

405

Arg

Arg

Ser

Glu

Glu
485

URO-B-0001 PCT1l Tlistage sequence DEPOT

Glu Ser Phe

230

Asn

Tyr

Ser

Ile

Leu

310

Lys

Asn

Arg

Ser

His

390

Ser

Glu

Phe

Gly

val

470

Gly

Leu

Tyr

Thr

Leu

295

Asp

Pro

Pro

Ile

Leu

375

Ala

Leu

Asp

Arg

Asn

455

Leu

Arg

Asp

val

Met

280

Glu

Leu

Ile

Glu

Leu

Lys

Phe

Phe

440

Ile

Pro

ser

Gly

Tyr

GlIn

265

Lys

Phe

Ser

Asp

Gly

Arg

Thr

Phe

425

Phe

Glu

Phe

Ala

Asp

Asn

Ser

Leu

Lys

Lys

Lys

Tyr

410

Trp

Gln

His

Asp

Thr
490

Pro Lys Glu Arg val

235

Phe Leu

Glu Asp

Phe Ala

Gln Leu
300

Ile val
315

Leu Leu

Ala Lys

Pro Ser

Ile Gln
380

Glu His
395

GIn His

Ala Phe

Pro Leu

Pro Glu
460

Asn Pro
475

Leu Arg

Page 42

Met

Asp

Leu

285

Gly

Glu

Asp

His

Leu

365

Lys

val

Phe

Thr

ASDp

Gln

Tyr

Met

Ile

270

Gln

Phe

Phe

His

Cys

350

Phe

Leu

Asn

Thr

Pro

430

Leu

Lys

Ser

Pro

Tyr

255

val

Gln

Ile

Ile

Ile

335

Asp

Gln

Lys

Pro

Leu

415

Ala

Glu

Leu

Glu

Arg

Ala

Ala

Pro

Gly

Leu

320

Leu

Arg

His

Asp

Pro

400

Glu

Ala

Arg

Phe

Lys

Ser



URO-B-0001

Pro Asp Gly Tyr Leu Gln Ile Gly

Gly Glu ¥a1 Asp Pro Ala Phe Gly
15

500

520

ITe Gln Thr Asp Ser Pro val Trp

530

Lys Lys Ala Asp

545

<210>
<211>
<212>
<213>

<400>

1

Met

val

Leu

Asn

65

Gly

Arg

Gly

Tyr

Asn

145

Ala

Arg

val

Glu

50

Ser

Thr

Lys

Asn

Glu

130

Ser

His

21
478
PRT

Mus musculus

21

Cys

Phe

35

Gly

Glu

Ile

Arg

ser

His

Leu

20

Leu

Asp

Arg

Asn

Tyr

100

Leu

Leu

Trp

Ile

Met Leu Lys Phe Tyr
5

Arg

Leu

Lys

Tyr

val

85

Leu

Leu

Lys

Arg

Ile
165

GlIn

Lys

Phe

Gln

val

70

Thr

Thr

Asp

Glu

Asp

Ala

535

Met

Arg

Met

Leu

55

His

Tyr

Ile

Thr

Ile

Ala

Gly

Lys

sSer

Asn

40

Ile

Thr

Arg

Gly

Ile

120

Ser

Met

Arg

PCT1l Tistage sequence DEPOT

Ser Phe Tyr Lys Gly val Ala

505

510

Pro Leu Glu Ala Leu Arg

val

Tyr

Thr

25

Leu

Arg

Phe

Tyr

Leu

105

Lys

val

val

Leu

525

Ile Leu Ser Glu Ile

Ile Phe

10

val Ser

Tyr Ile

Glu Thr

Lys Asp
75

Leu Ala

90

Ser Ser

Ser Ile

val val

Gln Asp

Met val
170

Gln

Phe

Glu

ser

60

Leu

Ala

val

Phe

His

140

Ile

Ile

Page (3

Ile

Leu

Asp

45

Thr

ser

Thr

Lys

Glu

125

Leu

Thr

His

Leu
Gly
30
Ser
His
Asn
Pro
Arg
1
Gin
Ala

Gln

Ala

Leu

Phe

Asp

15

val

Tyr

Gln

Phe

Leu

95

Lys

Ser

Asp

Lys

Pro
175

Glu

ser

Leu

Lys

Leu

val

Leu

sSer

80

G1In

Lys

ser

Phe

Phe

160

Glu



Glu

Glu

Leu

Asp

225

Leu

Ala

Leu

Ile

Glu

Trp

Asn

385

Arg

Leu

Gly

Tyr

Asp

Leu

210

Asp

Ala

Gly

His

Thr

290

Pro

Glu

Pro

Asn

Gly

Pro

GlIn

Ile

Glu

Asn

val

ser

Tyr

Phe

275

His

Ser

Asn

Asp

Tyr

Lys

Ile

Asn

Phe

Phe
435

Pro

180

val

Phe

Arg

Leu

Ile

260

Leu

Phe

Leu

Lys

Asn

340

Glu

Ser

Thr

Asp

ser

420

Lys

val

Arg

Cys

Cys

Glu

245

Gly

Leu

Arg

Phe

Leu

325

Pro

Ala

Pro

Ile

Ile

405

Lys

Asn

URO-B-0001 PCT1l listage sequence DEPOT

Leu Asp Gly

Phe

Ala

Ser

230

Gly

Lys

Met

Gly

Gln

310

Lys

Pro

ser

sSer

390

Leu

GIn

Gly

Arg

Asn

215

Arg

Thr

Leu

Phe

Leu

295

His

Asp

Ala

Lys

Met

375

Lys

Gln

Ile

Tyr

Ser

200

Thr

Asn

Tyr

Tyr

Tyr

280

Leu

Met

Asp

ser

Ala

360

Gly

Ile

His

Arg

Phe
440

Leu Lys Arg Asn Tyr Asn Asp
190

185

Lys

ser

Phe

Trp

His

265

Gln

Ala

Gly

Asp

Phe

345

Tyr

Asp

Lys

Gly

Gln

425

Glu

Gln

Asp

Leu

val

250

ser

Glu

Gln

Tyr

Phe

330

Tyr

ser

Thr

val

Ala

410

cys

Asn

Tyr

Thr

235

Thr

His

Met

Lys

Tyr

315

Glu

Thr

Ser

Phe

Asn

395

Leu

Asp

val

TYyr

220

Ala

Leu

Asp

Pro

Asn

300

ser

Glu

Asn

val

val

380

Thr

Asp

Thr

Met Ser Asp

Page LH

Asp

205

val

Ile

Glu

Leu

Cys

285

val

Ser

Glu

Met

Asp

365

Ile

Gly

val

Tyr

val
445

Tyr

Met

Lys

Phe

Pro

270

Asp

Ile

Tyr

Ser

Asn

350

Glu

val

Thr

Gly

Leu

430

Asn

Ala

Leu

Lys

ser

255

Arg

Trp

Arg

Lys

Phe

335

val

Tyr

Phe

Glu

Glu

415

Arg

Gln

Pro

Phe

Glu

val

240

Lys

Leu

Leu

Phe

Gly

Asp

Phe

Phe

Glu

Lys

Leu

Lys



Ile Pro Phe

450

Lys Glu Trp

465

<210>
<211>
<212>
<213>

<400>

22
535
PRT
Homo

22

Met Arg Leu
1

Ser

Lys

Arg

Ile

65

Asp

Leu

Pro

Gly

Lys

145

Asp

Ile

Glu

Phe

Leu

Ile

50

val

Ala

Thr

His

Asn

130

Arg

Asn

Gly

Lys

Leu

Ile

35

Ala

Gln

Leu

ser

Leu

115

Gly

Glu

Leu

Glu

Glu
195

Asp

Leu

Ile

Ile

sapiens

Arg

Thr

20

Ala

Glu

GlIn

Asn

Lys

Leu

Arg

val

Tyr

Thr

180

Phe

Asn
5

Leu
Tyr
His
Phe
Lys
Lys
Lys
Thr
Lys
Pro
165

Asp

Ser

URO-B-0001 PCT1 listage sequence DEPOT

His Cys Met

Ile
470

Gly

Ser

Gln

Arg

ser

Asn

Gly

ser

150

Glu

Ile

Lys

455

Arg

Thr

Trp

Arg

Ile

55

Arg

ser

Leu

Glu

val

135

Tyr

Glu

Asp

Glu

Ser

val

Tyr

Glu

40

ser

val

Asp

Gln

Gly

Ser

Leu

Lys

Tyr

Ile
200

Arg Ile Cys val Thr Lys Thr Gln
460

Ile

Ala

Thr

25

Phe

GIn

Gly

Asn

val

105

Ser

Ile

Ile

Leu

val

185

ser

Ser

Thr

10

Thr

Leu

Arg

Ala

Thr

90

Pro

Leu

val

Glu

170

His

Ser

Ile
475

Ala

Trp

Ala

Ser

Glu

75

Leu

ser

Gln

Met

Thr

155

cys

Gly

Gly

Trp

Leu

Gln

Leu

Ser

60

Thr

Lys

Ile

Pro

Gly

140

Leu

val

val

Leu

Page L,g

Thr

Ala

Asn

Lys

Glu

Asn

Leu

Tyr

His

Ile

val

val
205

Ser

Phe

Gly

30

Glu

Leu

Gly

Leu

Tyr

110

val

Pro

ser

val

Ala

190

Glu

Ile

15

Lys

Arg

Asn

Ser

Lys

95

His

Gln

Thr

Leu

val

175

Asn

val

Thr

Glu

Leu

Thr

Leu

Ile

val

Ile

160

Phe

Leu

Ile



ser

Phe

225

Asp

Ile

Ile

Glu

Leu

305

Ile

Glu

Arg

Ser

Leu

385

Lys

Phe

Phe

Gln

Pro
465

Pro

210

Gly

Tyr

Gln

Lys

Phe

290

Thr

Asp

Lys

Phe

val

Phe

Asp

Glu

450

Phe

Pro

Asp

cys

Leu

Asn

275

Ser

Leu

Trp

Asp

Arg

355

LysS

Lys

Tyr

Trp

Lys

ser

Phe

Glu

260

Phe

Gln

Ile

Leu

Ala

340

Pro

Ile

Ile

Gln

Ala

420

Pro

Pro

ser

ser

Lys

Leu

245

Asp

Ala

Leu

val

Leu

325

Lys

Ser

Gln

His

Gly

Ile

val

Gly

Glu

URO-B-0001 PCT1 listage sequence DEPOT

Tyr Tyr Pro

Glu

230

Met

Asp

Leu

Gly

Glu

310

Asp

His

Leu

Lys

val

390

His

Thr

Asn

Asp

Gly

215

Arg

Met

Ile

GlIn

Phe

295

Phe

His

Cys

Phe

Leu

375

Asn

Thr

Pro

val

Ile

455

Leu

val

Tyr

Leu

280

Ile

Ile

Ile

Asp

Gln

360

Thr

Pro

Leu

Ile

Glu

440

Leu

Glu

Asp Leu Thr Asn Leu Lys Glu

Arg

Ala

val

265

Ser

Gly

Phe

Leu

345

His

Asp

Pro

Glu

Ala

425

Ser

Leu

Ile

Trp

Gln

250

Lys

ser

Lys

Met

val

Lys

Ala

Lys

410

Gly

Tyr

Asn

ser

Arg

235

Glu

Gln

Glu

Met

Phe

315

val

Lys

Gly

Asp

Glu

395

Thr

Asp

Leu

Thr

Lys

220

Thr

Lys

Asn

Glu

Phe

300

Tyr

Lys

Ala

Leu

Tyr

380

val

Tyr

Tyr

Phe

Thr

460

Glu

Page L4(

Lys

Gly

Tyr

Trp

285

Gln

Lys

val

Asn

His

365

Met

ser

Met

Ile

His

445

val

Thr

Gln

Ile

Phe

270

Met

Ala

Glu

cys

Leu

350

Ser

Lys

Thr

Gly

Leu

430

ser

Glu

Lys

Asn

TYr

255

Asn

Ile

Pro

Lys

Asn

335

Arg

Ser

Pro

Ser

Glu

415

Phe

Gly

val

Asp

Thr

Leu

240

Tyr

Thr

Leu

ASp

Pro

320

Pro

Ile

Leu

Leu

Leu

400

Asp

Lys

Asn

Leu

Lys



Arg Leu Glu

Ala Glu Gly

Leu Ser val

515

His Ile Lys

530

<210>
<211>
<212>
<213>

<400>

23
548
PRT
Homo

23

Met Arg Leu
1

Cys

Gly

Arg

Asn

65

Leu

Pro

Pro

Leu

val

145

Asp

Asp

Ala

Asp

Leu

50

Leu

Arg

Arg

Thr

Gln

130

Met

Thr

Ser

Phe

val

35

His

val

Asp

Leu

val

115

Pro

Gly

Leu

val

Asp Gly
485

Met val
500
Ile Gln

Lys Ala

sapiens

Arg Asn

Leu Ser

20

val Asp

Ala Ala

Leu Asp

Gly Asp

85

Lys Pro

Phe His

Ala val

Ile Pro

His Ser

165

Ile val

URO-B-0001 PCT1 listage sequence DEPOT

Tyr Phe Arg

Asp

Asn

Thr

Gly

Leu

val

Glu

Glu

70

Gly

Trp

His

Arg

Ser

150

Leu

val

Pro

Ser

Asn
535

Thr

Ser

Tyr

Gln

55

Ile

Asn

Asn

Leu

val

135

val

Ile

Leu

Ser

Ala
520

Phe

Trp

Gln

40

Glu

Lys

Arg

Gly

Pro

120

Gly

Arg

ser

Ile

Ile Gly Lys Phe Glu Asn
490

Gly
495

Leu Asn Pro Ile Ser Ala Phe

505

510

val Trp Ala Ile Leu Asn Glu

Leu Thr Leu Leu
10

Tyr Ala Ala Leu
25

Arg Glu Phe Leu

ser Leu Lys Arg
60

Arg Ala val ser
75

Thr Trp Gly Arg
90

Ser His Arg His
105

His Leu Leu Ala

Gln Gly Arg Thr
140

Arg Glu val His
155

Glu Leu Ser Pro
170

Ala Glu Thr Asp

Page 91%

525

Leu

Ser

Ala

45

ser

Glu

Leu

val

ser

GlIn

Ser

Phe

Gly

30

Leu

Lys

arg

Thr

Leu

110

Glu

val

Tyr

Glu

Gln

cys

15

Gln

Arg

Glu

Gln

Glu

95

Ser

Ser

Leu

Lys

175

Tyr

val

Arg

Ile

Leu

Lys

Asp

Leu

Ala

80

Asp

Leu

Ser

val

Thr

160

Glu

Thr



Ser

ser

Phe

225

Trp

Gln

Lys

Ser

305

Met

Trp

GIn

val

385

Ala

Lys

Gly

Phe

Ala

Gly

210

Ser

Arg

Ser

Pro

Glu

290

Met

Phe

val

Lys

Asp

Glu

Ala

Asp

Phe

val

195

Leu

Arg

Thr

Lys

Asn

275

Asp

Phe

Tyr

Lys

Ala

355

Thr

Phe

val

Tyr

Phe

435

Phe

180

Thr

Leu

Leu

Lys

Gly

Tyr

Trp

Lys

Arg

val

340

Asn

Gly

Ser

Leu

420

Ile

Arg

Glu

Glu

Arg

Gln

245

Ile

Leu

Met

Ser

Asp

325

Cys

Leu

ser

Lys

Thr

405

Arg

Arg

Ser

URO-B-0001 PCT1l listage sequence DEPOT
185 190

Asn

val

Glu

230

Asn

Tyr

ser

Leu

310

Lys

Asn

Arg

ser

GlIn

390

ser

Glu

Phe

Gly

Ile

Ile

215

Ser

Leu

Tyr

Thr

Leu

295

Asp

Pro

Pro

Ile

Leu

375

Ala

Leu

Asp

Arg

Asn

Phe

Asp

val

Met

280

Glu

Leu

Ile

Glu

Leu

Lys

Phe

Phe

440

Ile

Ala

Pro

Gly

Tyr

GIn

265

Lys

Phe

Ser

Asp

345

Phe

Gly

Arg

Thr

Phe

425

Phe

Glu

Leu Phe Pro

ser Pro

Asp Pro
235

Cys Phe

250

Leu Glu

Asn Phe

Ser Gln

Leu Ile
315

Trp Leu

330

Asp Ala

Lys Pro

Lys Ile

Lys Glu
395

Tyr Gln

410

Trp Ala

Gln Pro

His

220

Lys

Leu

Asp

Ala

Leu

300

val

Leu

Lys

ser

Gln

380

His

His

Phe

Leu

His Pro Glu

Ud

Page

Thr Glu Ile

205

Phe

Glu

Met

Asp

Leu

285

Gly

Glu

Asp

His

Leu

365

Lys

val

Phe

Thr

Arg

Asp

Tyr

Arg

Met

Ile

270

Gln

Phe

Phe

His

cys

Phe

Leu

Asn

Thr

Pro

430

Leu

Lys

Pro

val

TYyr

255

val

GlIn

Ile

Ile

Ile

335

Asp

GlIn

Lys

Pro

Leu

415

Ala

Glu

Leu

His

Asp

Arg

Ala

Ala

Pro

Gly

Leu

320

Leu

Arg

His

Asp

Pro

400

Glu

Ala

Arg

Phe



Asn

465

Glu

Pro

Gly

Ile

Lys
545

450

Thr

Ala

Asp

Glu

Gln

530

Lys

<210>
<211>
<212>
<213>

<400>

Ser

Leu

Gly

val
515

Thr

Ala

24
563
PRT
Homo

24

Met Ser Arg
1

Arg

val

Asp

Leu

65

Leu

Arg

Arg

Thr

Trp

Ala

val

50

His

val

ASp

Leu

val
130

Thr

Leu

35

val

Ala

Leu

Gly

val

GlIn

Tyr

Asp

Asp

Asp

Glu

Glu

485

Leu

Pro

Ser

sapiens

val

Pro

20

Asp

Asp

Ala

Asp

ASp

100

Pro

His

Ala
5
Arg
Arg
val
Glu
Glu
85

Gly

Trp

URO-B-0001

455
val Leu
470
Gly Arg
Gln Ile

Ala Phe

Pro val
535

Gly Thr

Cys val

Pro Leu

Tyr Gln

55
GIn Glu
70
Ile Lys
Asn Arg

Asn Gly

Leu Pro
135

Pro

Thr

Gly

Arg

Arg

val

40

Arg

ser

Arg

Thr

Ser

120

His

PCT1 listage sequence DEPOT
460

Phe

Ala

ser

505

Pro

val

Thr

Trp

25

Thr

Glu

Leu

Ala

Leu

Asp

Thr

490

Phe

Leu

Ile

Asp

10

Ala

Phe

Lys

val

920

Gly

Arg

Asn Pro Gln Ser

475

Leu

Tyr

Glu

Leu

val

Thr

Cys

Leu

Arg

75

Ser

Arg

His

Arg

Lys

Ala

ser
540

Asn

Gly

Leu

Ala

60

ser

Glu

Leu

val

Leu Ala Lys

Page

140

19

Tyr

Gly

Leu

525

Glu

Glu

Gly

Pro

45

Leu

Lys

Arg

Thr

Leu

125

Glu

Pro

val

510

Arg

Ile

Leu

Ala

30

Pro

Arg

Glu

Gln

Glu

110

His

ser

Asp

Leu

Phe

Leu

15

Arg

Ala

Asp

Leu

Ala

95

Asp

Leu

Ser

Lys

Ser

Glu

Ser

Leu

Gln

Arg

Gly

Arg

Asn

80

Leu

Pro

Pro

Leu



Gln

145

Met

Thr

Ser

Ala

Arg

ser

Pro

Glu

305

Met

Phe

val

Lys

Pro

Gly

Leu

val

val

210

Leu

Arg

Thr

Lys

Asn

290

Asp

Phe

Tyr

Lys

Ala

370

Thr

Phe

Ala

Ile

His

Ile

195

Thr

Leu

Leu

Lys

Tyr

Trp

Lys

Arg

val

355

Asn

Gly

val

Pro

Ser

180

val

Glu

Glu

Arg

GIn

260

Ile

Leu

Met

Ser

340

cys

Leu

Ser

Lys

Arg

Ser

165

Leu

val

Asn

val

Glu

245

Asn

Tyr

Ser

Leu

325

Lys

Asn

Arg

ser

Gln
405

URO-B-0001 PCT1l Tistage sequence DEPOT

val Gly Gln

150

val

Ile

Leu

Ile

Ile

230

Ser

Leu

Tyr

Thr

Leu

310

Asp

Pro

Pro

Ile

Leu

390

Ala

Arg

ser

Ile

Phe

Asp

val

Met

295

Glu

Leu

Ile

Glu

Arg

375

Ala

Leu

Arg

Glu

Ala

200

Ala

Pro

Gly

Tyr

Gln

280

Lys

Phe

ser

Asp

LysS

Phe

Gly

Arg

Gly

Glu

Leu

185

Glu

Leu

ser

Asp

265

Leu

Asn

Ser

Leu

Trp

345

Asp

Lys

Lys

Lys

Arg

val

170

Ser

Thr

Phe

Pro

Pro

250

Phe

Glu

Phe

Gln

Ile

330

Leu

Ala

Pro

Ile

Glu
410

Thr Gly val Ser

155

His

Pro

Asp

Pro

His

235

Lys

Leu

Asp

Ala

Leu

315

val

Leu

Lys

Ser

Gln

395

His

Ser

Gln

Ser

Thr

220

Phe

Met

Asp

Leu

300

Gly

Glu

Asp

His

Leu

380

Lys

val

Page Gy

Tyr

Glu

Gln

205

Glu

Tyr

Arg

Met

Ile

285

GIn

Phe

Phe

Leu

Asn

Leu

Lys

Tyr

Ile

Pro

val

TYyr

270

val

GlIn

Ile

Ile

Ile

350

Asp

Gln

Lys

Pro

val

Thr

175

Glu

Thr

His

Asp

Arg

Ala

Ala

Pro

Gly

Leu

335

Leu

Arg

His

Asp

Pro
415

val

160

Asp

Asp

Ser

Ser

Phe

240

Trp

Gln

Lys

Ser

Lys

Met

Trp

Gln

val

Lys

Ala



Glu

Ala

ASp

Phe

465

Thr

Ala

Asp

Glu

Gln

545

Lys

val

Tyr

Phe

450

Phe

Ser

Leu

Gly

val

530

Thr

Ala

<210>
<211>
<212>
<213>

<400>

Ser
Leu

435

Ile

Arg

val

Gln

Tyr

515

Asp

Asp

Asp

25
478
PRT
Homo

25

Met Phe Lys
1

Met

val

Leu

Asn
65

Arg

Ile

Glu

50

ser

Cys
Phe
35

Gly

Glu

Thr

420

Arg

Arg

Ser

Glu

Glu

500

Leu

Pro

ser

Ser

Glu

Phe

Gly

val

485

Gly

Gln

Ala

Pro

sapiens

Phe

Leu

20

Leu

Asp

Arg

His

5

Arg

Leu

Lys

Tyr

URO-B-0001 PCT1l listage sequence DEPOT

Leu Lys Thr

Asp

Arg

Asn

470

Leu

Arg

Ile

Phe

val
550

Gln

Lys

Phe

Gln

val
70

Phe

Phe

455

Ile

Pro

Thr

Gly

Gly

Trp

Met

Arg

Met

Leu

55

His

Phe

440

Phe

Glu

Phe

Ala

Ser

520

Pro

val

Lys

Ser

Asn

40

Ile

Thr

Tyr GIn His Phe

425

Trp

Gln

His

Asp

Thr

505

Phe

Leu

Ile

His

Thr

25

Leu

Arg

Phe

Ala

Pro

Pro

Asn

490

Leu

Tyr

Glu

Leu

Ile

10

val

Tyr

Glu

Lys

Phe Thr
Leu Arg
Glu Asp
475

Pro Gln
Arg Tyr
Lys Gly
Ala Leu

540

Ser Glu
555

Phe Glu

ser Phe

Ile Glu

Thr Ser

60

Asp Leu

Page S)

Thr

Pro

445

Leu

Lys

Ser

Pro

val

525

Arg

Ile

Leu

Asp

45

Thr

ser

Leu

430

Ala

Glu

Leu

Asp

Arg

Ala

Leu

Phe

Leu

Gly

30

Ser

His

Asn

Glu

Ala

Arg

Phe

Glu

Ser

Leu

Asp

15

val

Tyr

Gln

Phe

Lys

Gly

Phe

Asn

480

Glu

Pro

Gly

Ile

Lys
560

Lys

Leu

val

Leu

ser
80



Gly

Arg

Gly

Tyr

Asn

145

Ala

Glu

Glu

Leu

Asp

225

Ile

Leu

Ala

Leu

Ile

Ala

Lys

Asn

Glu

130

ser

His

Tyr

Asp

Leu

210

AsSp

Ala

Gly

His

Thr

290

Pro

Glu

Pro

Ile

Arg

Tyr

115

Glu

ser

His

Tyr

Arg

Asn

val

ser

Tyr

Phe

275

His

ser

Asn

Asp

Asn

Tyr

100

Leu

Leu

Trp

Ile

Pro

180

val

Phe

Arg

Leu

Ile

260

Leu

Phe

Leu

Lys

Asn
340

val

85

Leu

Leu

Lys

Arg

Ile

165

Ile

Lys

cys

Cys

Glu

245

Gly

Leu

Arg

Phe

Leu

325

Pro

URO-B-0001 PCT1l Tlistage sequence DEPOT

Thr Tyr Arg

Thr

Glu

Asp

Ala

Leu

Phe

Ala

ser

230

Gly

Lys

Met

Gly

Gln

310

Lys

Pro

Ile

Thr

Ile

135

Ala

Gly

Asp

Arg

Asn

215

Lys

Thr

Leu

Phe

Leu

295

His

Asp

Ala

Gly

Ile

120

ser

Met

Arg

Gly

Ser

200

Thr

Asn

Tyr

Tyr

TYyr

Leu

Met

Asp

ser

Tyr ggu Ala Ala Thr Pro Leu

Leu

105

Lys

val

val

Leu

Leu

185

Lys

Ser

Phe

Trp

His

265

Glin

Ala

Gly

Asp

Leu
345

Ser

Ser

val

GlIn

Met

170

Lys

GlIn

Asp

Leu

val

250

Ser

Glu

Gln

Tyr

Phe

330

Tyr

ser

Ile

val

Arg

Asn

Tyr

Thr

235

Thr

His

Met

Lys

TYyr

315

Glu

Thr

val

Phe

His

140

Ile

Ile

Asn

val

Tyr

220

Ala

Leu

Asp

Pro

Asn

300

ser

Glu

Asn

Page S pY

Lys

Glu

125

Leu

Thr

His

Tyr

Ile

Glu

Leu

285

val

ser

Met

Ala

Gln

Ala

Asn

190

Tyr

Met

Lys

Phe

Pro

270

Asp

Ile

Tyr

Ser

Asn
350

Lys

Ser

Asp

Lys

Pro

175

Asp

Ala

Leu

Lys

ser

255

Arg

Trp

Arg

Lys

Phe

335

val

Gln

Lys

ser

Phe

Phe

160

Glu

Pro

Phe

Glu

val

240

Lys

Leu

Leu

Phe

Gly

Asp

Phe



Glu

Trp

Asn

385

Arg

val

Gly

Ile

Lys
465

Asn

Gln

Met

Glu

Pro

450

Glu

<210>
<211>
<212>
<213>

<400>

Tyr

355

Lys

Ile

Asn

Pro

Phe
435

Phe

Trp

26
740
PRT

Glu

Pro

Ile

ASp

Ser

420

Lys

Asp

Leu

Ala

Pro

Ile

Ile

405

Lys

Asn

Ile

Ile

Mus musculus

26

Met Ala Phe Phe Ser

1

Phe

Thr

Glin

Asn

65

Asp

Ile

Leu

Ile

Ile

50

Arg

Leu

Gly

val

Gln

35

Leu

Asp

Lys

Lys

Thr

20

Gln

Asp

val

Lys

Leu
100

5

Phe

Arg

Leu

val

Thr

85

Glu

URO-B-0001 PCT1l listage sequence DEPOT

Sser Lys Ala

ser

Lys

Leu

GlIn

Gly

His

Ile
470

Pro

Gly

Thr

Ser

Asp

70

Leu

Ser

Thr

375

Lys

His

Arg

Asn

Cys

Arg

Trp

Phe

Gln

Lys

Gly

Ala

Lys

360

Gly

Ile

His

Arg

Phe

440

Met

Ser

Lys

Ile

Pro

40

Arg

Pro

val

val

Tyr Ser Ser val

Asp

Lys

Gly

GIn

425

Glu

Arg

Ile

Leu

Trp

25

Glu

Tyr

Tyr

Leu

val

val

Ala

410

Cys

Met

Ile

ser

Ser
10

Gly
Ser
Ile
Ala
Leu
90

Asn

Phe

Asn

395

Leu

Ser

Ser

Tyr

Ile
475

ser

Met

Ser

Lys

Gly

75

Asp

Leu

val
380
Thr
ASp
Thr
Gly
val
460

Trp

Gln

Met

Ser

Ala

60

val

Asn

val

Page 53

Asp Glu Tyr

365

Ile

Gly

val

Tyr

val

445

Thr

Thr

LysS

Leu

Met

45

Leu

Met

Ile

Asn

val

Thr

Gly

Leu

430

Asn

Lys

Ser

Leu

Leu

30

Leu

Ala

Thr

Leu

Gly
110

Phe

Glu

Glu

415

Arg

Gln

Thr

Gly

15

His

Arg

Glu

Ala

Gln

95

Thr

Phe

Glu

Asp

Asn

Leu

Lys

Gln

Phe

Phe

Glu

Glu

Tyr

80

Arg

Gly



Ala

Glu

val

145

Trp

val

Asn

Ala

Tyr

225

Ile

Glu

Leu

Phe

Thr

305

Ala

Cys

val

Tyr

Asn

Lys

Leu

Met

Asp

Trp

210

Gly

Arg

Lys

Gly

Ser

290

ser

Glu

Pro

Gly

GlIn
370

Ser

115

Ile

Pro

Lys

Gly

Cys

His

Met

Arg

GlIn

Leu

275

Gly

Leu

Leu

Thr

Leu

355

Cys

Thr

Asn

Pro

Asp

Thr

180

Pro

Asn

Met

Met

Asn

260

Leu

Gly

Tyr

Lys

val

340

Ala

Met

Asn

val

Met

Met

165

Ser

Arg

Ser

Lys

Ala

245

Leu

Thr

Pro

Leu

Glu

325

Gly

Gln

Leu

URO-B-0001 PCT1 listage sequence DEPOT
Ala val Pro Ser Leu val Ser

ser Thr Thr

Ala

Asp

Trp

cys

Leu

Leu

Lys

Asp

Glu

Lys

Leu

Leu

310

Asp

Phe

Arg

Asp

135

Gly

Arg

ser

Pro

Ala

215

Ala

Lys

Glu

Gly

Gly

Met

Arg

Lys

val
375

120

Ile

Tyr

Ser

Phe

Glu

Trp

Arg

ser

280

Glu

His

Lys

Ile

Lys

360

Leu

Ile

Pro

Asp

Phe

185

Arg

Ile

Glu

Ile

Lys

265

Gly

Leu

Asp

Lys

val

345

Thr

Asp

Asn

His

Pro

170

Ile

Ala

Arg

Phe

Gln

250

Arg

Phe

val

Ile

val

330

Glu

Leu

Ser

Gly

Cys

Tyr

Lys

Thr

Arg

Ala

Lys

Lys

GIn

Arg

val

Leu

Gly

Phe

val

140

Glu

Tyr

Leu

Asn

Asp

Trp

Ile

Lys

Ile

Trp

300

Ile

Gly

Ile

Pro

Gly

Page SH

125

Gln

Gly

Ala

Ser

Pro

205

Phe

Met

Lys

Ile

Ala

285

ser

Ser

Asn

Tyr

Ser

365

Thr

Glu

Lys

Asp

Glu

190

Tyr

Asn

Arg

Ser

Leu

270

Glu

Asp

Ala

Arg

Ile

350

Trp

Glu

Lys

Ile

Tyr

175

val

Glu

Ile

Leu

Leu

255

val

Thr

Leu

Ser

Ser

335

Asp

val

Pro

Leu

Cys

Lys

160

Gly

Glu

Glu

Leu

Arg

Ala

His

Ala

Ile

Leu

320

Gly

His

Glu



) URO-B-0001 PCT1 listage sequence DEPOT
Phe Asn His Ala Ser Tyr Ala GIn Ser Lys Gly His Lys Thr Pro Trp
385 390 395

Gly Lys Trp Asn Leu Asn Pro Gln GIn Phe Tyr Thr Met Phe Pro His
405 410 415

Thr Pro Asp Asn Ser Phe Leu Gly Phe val val Glu GIn His Leu Asn
420 425 430

Ser Ser Asp Ile His His Ile Asn Glu Ile Lys Arg Gln Asn GIn Ser
435 440 445

Leu val Tyr Gly Lys val Asp Ser Phe Trp Lys Ash Lys Lys Ile Tyr
450 455 460

Leu Asp Ile Ile His Thr Tyr Met Glu val His Ala Thr val Tyr Gly
465 470 475 480

ser Ser Thr Lys Asn Ile Pro Ser Tyr val Lys Asn His Gly Ile Leu
485 490 495

Ser Gly Arg Asp Leu Gln Phe Leu Leu Arg Glu Thr Lys Leu Phe val
500 505 510

Gly Leu Gly Phe Pro Tyr Glu Gly Pro Ala Pro Leu Glu Ala Ile Ala
515 520 525

Asn Gly Cys Ala Phe Leu Asn Pro Lys Phe Asn Pro Pro Lys Ser Ser
530 535 540

Lys Asn Thr Asp Phe Phe Ile Gly Lys Pro Thr Leu Arg Glu Leu Thr
545 550 555 560

Ser GIn His Pro Tyr Ala Glu val Phe Ile Gly Arg Pro His val Trp
565 570 575

Thr val Asp Leu Asn Asn Arg Glu Glu val Glu Asp Ala val Lys Ala
580 585 590

Ile Leu Asn GIn Lys Ile Glu Pro Tyr Met Pro Tyr Glu pPhe Thr Cys
595 600 605

Glu Gly Met Leu GIn Arg Ile Asn Ala Phe Ile Glu Lys GIn Asp Phe
610 615 620

Cys His Gly GIn val Met Trp Pro Pro Leu Ser Ala Leu Gln val Lys
625 630 635 640

Leu Ala Glu Pro Gly Gln Ser Cys Lys Gln val Cys Gln Glu Ser Gln
645 650 655

Page SQ



URO-B-0001 PCT1 listage sequence DEPOT
Leu ITe Cys Glu Pro Ser Phe Phe GIn His Leu Asn Lys Glu Lys Asp
660 665 670

Leu Leu Lys Tyr Lys val Thr Cys GIn Ser Ser Glu Leu Tyr Lys Asp
675 680 685

Ile Leu val Pro Ser Phe Tyr Pro Lys Ser Lys His Cys val Phe Gln
690 695 700

Gly Asp Leu Leu Leu Phe Ser Cys Ala Gly Ala His Pro Thr His Gln
705 710 715 720

Arg Ile Cys Pro Cys Arg Asp Phe Ile Lys Gly Gln val Ala Leu Cys

725 730 735

Lys Asp Cys Leu

740
<210> 27
<211> 792
<212> PRT
<213> Mus musculus
<400> 27

Met Ile Thr val Asn Pro Asp Gly Lys Ile Met val Arg Arg Cys Leu
1 5 10 15

val Thr Leu Arg Pro Phe Arg Leu Phe val Leu Gly Ile Gly Phe Phe
20 25 30

Thr Leu Cys Phe Leu Met Thr Ser Leu Gly Gly GIn Phe Ser Ala Arg
35 40 45

Arg Leu Gly Asp Ser Pro Phe Thr Ile Arg Thr Glu val Pro Gly Ser
50 55 60

Pro Glu Ser Arg Gly Ala Leu Arg Lys Met Ser Asp Leu Leu Glu Leu
65 70 75 80

Met val Lys Arg Met Asp Met Leu Ala Arg Leu Glu Asn Ser Ser Glu
85 90 95

Leu His Arg Thr Ala Ser val Ala His Leu Ala Ala Asp Arg Leu Thr
100 105 110

Pro Gly Ala Ser Leu Ile Glu Arg Ile GIn Ala Ile Ala GIn Asn val
115 120 125

ser Asp Ile Ala val Lys val Asp GIn Ile Leu Arg His Ser Leu Ile
130 135 140

Leu His Ser Lys val Ser Glu Gly Arg Arg Asp GIn Cys Glu Ala Pro
Page S¢



145

ser

Ala

Thr

Pro

Ser

225

Leu

Arg

Ala

His

val

305

Leu

Leu

Cys

His

Tyr

Tyr

Gly

Asp

Arg

Glu

Pro

210

Leu

Glu

Thr

GIn

Ile

290

Leu

Ala

Lys

Pro

Asn

Tyr

Pro

Trp

Cys

Leu

Pro

Leu

Arg

Lys

275

Gly

Lys

Ala

Glu

Leu

355

Leu

Cys

His

Trp

Lys

Thr

180

Ser

Pro

Arg

Met

Phe

Gly

Leu

Leu

340

Thr

Gln

Arg

Glu

Asn

Phe

165

Ser

Phe

Trp

val

Gly

Phe

Gly

Leu

Gly

Tyr

325

GIn

val

Gln

Ile

Glu

405

Leu

150

Pro Asp Cys

Asp

Leu

Arg

Gln

230

ser

Thr

Asp

Thr

Pro

310

val

ser

Pro

Met

Arg

390

Tyr

Asn

Pro

Ile

Asn

215

Ala

Gly

Ala

Ile

Glu

295

Leu

Leu

Asn

Leu

Lys

val

Ala

Pro

Cys

Tyr

200

Gln

val

Lys

Gln

Arg

Glu

Gly

Gly

Leu

Pro

360

GlIn

Ile

Thr

Lys

Ser Gly Lys val Glu Trp

Tyr

185

Leu

Thr

Phe

Glu

Trp

265

Arg

Ser

Glu

His

His

Asp

Leu

Gln

170

Ala

Ser

Ala

Arg

Ser

250

Thr

Asp

Gly

Met

Ser

330

val

Asp

Met

Thr

His
410

Phe

Glu

Ala

Ser

235

Leu

Lys

Gln

Asp

val

315

Leu

Pro

Leu

Gly

Phe

395

Gly

Phe

val

Arg

Asn

Ile

Ala

Lys

val

300

GlIn

Arg

Pro

Ile

Leu

380

Gly

Tyr

Phe Met Thr
Page S}

Gly

Glu

205

Thr

Leu

Phe

Ala

Gln

285

Phe

Trp

Gly

Tyr

365

ser

Thr

Arg

Met

val

190

Trp

Ala

ser

Met

Lys

Ile

Ser

Ala

Thr

Phe

Glu

Thr

Phe

URO-B-0001 PCT1l listage sequence DEPOT
155

Met

175

Asp

Phe

Pro

His

Tyr

Leu

Pro

Asp

val

335

Gly

Asp

Lys

Pro

Asn

415

Pro

160

Arg

Gly

Cys

Lys

Leu

240

Lys

Leu

val

Arg

Ile

320

sSer

Asn

Tyr

Lys

Ala

400

Trp



Thr

Thr

val

465

Phe

Tyr

Gly

Leu

Ala

545

His

Glu

His

Ile

Tyr

625

Gln

Ala

Ala

Leu

Pro

Glu

450

Tyr

Leu

Glu

Leu

Phe

530

Ile

ser

val

val

Asp

Gln

Gln

Arg

Lys

Gly

Ala

Ser

Leu

515

Ile

Ala

Ser

Phe

Trp

Ala

Cys

Phe

Ser

Asn
675

420

Asn

Gln

Lys

val

Gln

500

Pro

Gly

Asn

Leu

ser

580

Thr

Ile

Ala

cys

Pro

660

Ile

Trp

ser

Leu

Glu

Leu

485

Arg

Gln

Phe

Gly

Asn

565

Gln

val

Met

Gly

val

645

Phe

Ser

Leu

URO-B-0001

Phe

Ile

Ala

470

Asn

Pro

Pro

Gly

550

His

His

Asp

Asn

Met

630

Gly

val

ser

Ala

Met

Lys

455

Ser

Lys

Pro

Glu

Phe

535

Ile

Glu

Pro

Tyr

Thr

615

Leu

Pro

Leu

val

Ala

TYyr

Glu

Phe

520

Pro

Phe

Phe

Tyr

Asn

600

GIn

Glu

Ser

Ala

Pro

680

Pro

PCT1 listage sequence DEPOT

425

Phe

Gly

Trp

Met

val

505

GlIn

Tyr

Leu

Phe

Ala

585

Asn

val

Arg

Pro

Pro

665

Gly

Gly

val Ser Glu

Lys

Lys

Glu

490

Pro

GlIn

Glu

Gln

570

Glu

ser

Asp

Ile

Leu

650

Asn

Ala

Ala

Leu

475

Ile

Ala

Leu

Gly

Ser

555

Gly

Asn

Asp

Pro

Asn

635

Pro

Ala

Trp

ser

460

G1In

His

Phe

Leu

Pro

540

Arg

Lys

Phe

Glu

TYyr

Ala

Pro

Thr

Pro

Arg Ala Cys

Page %

Glu

445

Asn

Gly

Gly

val

Arg

525

Ala

Phe

Pro

Ile

Phe

605

Leu

Tyr

Gly

His

Pro

685

Thr

430

Leu

Met

Lys

Thr

Lys

510

LysS

Pro

ser

Thr

Pro

Ile

Ala

Leu

670

Thr

ASp

Asn

Ala

Glu

val

495

Asn

Ala

Leu

Pro

Ser

575

Lys

Thr

Tyr

Gln

Ser

655

Glu

His

Glu

val

Lys

TYyr

His

Lys

Glu

Pro

560

Arg

Pro

Ala

Glu

His

640

Thr

Trp

ser

cys



Leu

705

Ser

Trp

cys

Thr

val
785

690

ASp

GIn

Glu

Tyr

Lys

770

Ala

<210>
<211>
<212>
<213>

<400>

His

Asn

Met

Leu
755

Tyr

Leu

28
741
PRT
Homo

28

Met Ala Leu
1

Phe

Thr

Gln

Asn

65

Asp

Ile

Leu

Leu

Ile

Ile

50

Arg

Leu

Gly

Thr

Glu
130

val

Gln

35

Leu

Asn

Lys

Lys

Asn

115

Lys

Gly Leu
Ser Phe

725
His His
740
GIn Lys

Gln Arg

Cys GIn

sapiens
Phe Thr
5
Thr Phe
20
Gln Arg
Asp Leu
val val
Lys Thr
85

Leu Glu
100

ser Thr

Ile Asn

URO-B-0001

Ile

710

Leu

Leu

Glu

Leu

Gly

Pro

Gly

Thr

ser

Asp

70

Leu

Ser

AsSn

val

695

Cys

Lys

Tyr

Pro

775

Cys

Trp

Phe

Gln

Gly

Ala

Lys

Ser

Ala
135

Glu

Leu

Pro

Leu

760

Pro

Leu

Lys

Ile

Pro

40

Arg

Pro

val

val

Thr

120

Asp

PCT1 Tistage sequence DEPOT
700

Pro

Gln

Ala

745

Leu

Cys

Leu

Trp

25

Glu

Tyr

Tyr

Leu

Ile

ser

val

730

Phe

Phe

Arg

Ser
10
Gly

ser

Ala
Leu
90

Asn

Ala

Phe Phe Pro Phe

715

Pro
Ala
Ser

Asp

ser
Met
ser
Lys
Gly
75

Asp

Leu

val

Cys

GlIn

Cys

Phe
780

Gln

Met

sSer

Ala

60

val

Asn

val

Pro

Ile Asn Gly

140

Page S;ﬂ

Asp

Pro

Ala

765

Arg

Lys

Leu

Met

45

Leu

Met

Ile

val

Ser

125

Ala

Ser

Lys

Leu

Leu

30

Leu

Ala

Thr

Leu

Asn

110

Leu

Gln

Leu
Thr
735
GIn

Ala

Gly

Gly

15

His

Arg

Glu

Ala

Gln

95

Gly

val

Glu

Asn

720

Glu

Glu

Ser

Gln

Phe

Phe

Glu

Glu

Tyr

80

Arg

Thr

Ala

Lys



Cys

145

Lys

Gly

Glu

Glu

Leu

225

Arg

Ala

His

Ala

Ile

305

Leu

Ile

His

Glu

385

Trp

val

Trp

val

Asn

Ala

210

Tyr

Ile

Glu

Leu

Phe

290

Thr

Ala

Cys

val

Tyr

370

Phe

Gly

Leu

Met

Asp

Asp

ser

Arg

Lys

Gly

Ser

Ser

Glu

Pro

Gly

Gln

Asn

Lys

Pro

Lys

Gly

cys

His

Met

Arg

Gln

260

Leu

Gly

Leu

Leu

Thr

340

Leu

Cys

His

Trp

Pro

Asp

Ser

Pro

Asn

Met

Met

245

Asn

Leu

Gly

Tyr

LysS

325

val

Ala

Met

Ala

Asn
405

URO-B-0001 PCT1 listage sequence DEPOT

Met Asp Gly

150

Met

Thr

His

Ser

Lys

230

Ala

Leu

Thr

Pro

Leu

310

Glu

Gly

Gln

Leu

Asn

390

Leu

Trp

cys

Leu

Leu

215

Lys

Asp

Glu

Lys

Leu

295

Leu

Ile

Asp

Phe

Arg

Tyr

Asn

Arg

Ser

Pro

200

Ala

His

Ala

Lys

Glu

280

Gly

Gly

Met

Arg

Ala

Pro

Tyr Pro His Cys Glu Gly Lys
155

ser

Phe

185

Trp

Glu

Glu

Trp

Arg

265

Ser

Glu

Lys

Ile

345

Lys

Leu

Gln

Gln

Asp

170

Phe

Arg

Ile

Glu

Ile

250

Lys

Gly

Leu

Asp

Thr

Asp

ser

Gln
410

Pro

Ile

Ala

Arg

Phe

235

Gln

Arg

Phe

val

Ile

315

val

Glu

Leu

Ser

Phe

Cys

Tyr

Lys

Thr

220

Arg

Ala

Lys

Lys

GlIn

300

Arg

val

Leu

Gly

Phe

380

Gly

Tyr

Page CO

Tyr

Leu

Asn

205

Asp

Trp

Ile

Lys

Ile

285

Trp

Gly

Ile

Pro

365

Gly

His

Thr

Ala

ser

190

Pro

Phe

Met

Lys

val

270

Ala

ser

ser

Asn

TYyr

350

Sser

Thr

Lys

Met

Asp

175

Glu

Tyr

Asn

Arg

Ser

255

Leu

Glu

Asp

Ala

Arg

335

Ile

Trp

Glu

Thr

Phe
415

Ile

160

Tyr

val

Glu

Ile

Leu

240

Leu

val

Thr

Leu

ser

320

Ser

Asp

val

Pro

Pro

400

Pro



His

Asn

Ser

Tyr

465

Gly

Leu

val

Ala

Ser

545

Thr

Trp

Ala

Cys

Phe

625

Lys

Gln

Asp

Thr

ser

Leu

450

Leu

ser

ser

Gly

Asn

530

Lys

Ser

Thr

Ile

Glu

610

Cys

Leu

Leu

Met

Pro

Ser

435

val

Asp

Ser

Gly

Leu

515

Gly

Asn

Gln

val

Leu

595

Gly

His

Ala

Ile

Leu
675

420

Asp

Tyr

Ile

Thr

cys

Thr

His

580

Asn

Met

Gly

Glu

Cys

Lys

Asn

Ile

Gly

Ile

Asp

Phe

Ala

Asp

Pro

565

Leu

Gln

Leu

Gln

Pro

645

Glu

TYyr

URO-8-0001 PCT1 listage sequence DEPOT

Ser

His

LyS

His

470

Asn

Leu

Pro

Phe

Phe

550

TYyr

Asn

Lys

Gln

val

630

Gly

Pro

Lys

Phe

val

455

Thr

Ile

Gln

Tyr

Leu

535

Phe

Ala

Asn

Ile

GIn

Ser

val

Leu

Ile

440

Asp

Tyr

Pro

Phe

Glu

520

Asn

Ile

Glu

Gln

Glu

600

Ile

Trp

ser

Phe

Thr
680

Gly Phe val val Glu GIn His

425

Asn

Ser

Met

ser

Leu

505

Gly

Pro

Gly

val

Glu

585

Pro

Asn

Pro

cys

Phe

665

Cys

Glu

Phe

Glu

TYyr

490

Leu

Pro

Lys

Lys

Phe

570

Glu

Tyr

Ala

Pro

Lys

Gln

Ile

Trp

val

475

val

Arg

Ala

Phe

Pro

555

Ile

val

Met

Phe

Leu

635

Gln

His

Lys

Lys

His

Lys

Glu

Pro

Asn

540

Thr

Gly

Glu

Pro

Ile

620

Ser

val

Leu

GIn Ser Ser

Page 6

Ala

Asn

Thr

Leu

525

Pro

Leu

Arg

Asp

Tyr

605

Glu

Ala

Cys

Asn

Glu
685

430

GlIn

Lys

Thr

His

Lys

510

Glu

Pro

Arg

Pro

Ala

590

Glu

Lys

Leu

GIn

Lys

Leu

Asn

Lys

val

Ala

Lys

Glu

His

575

val

Phe

Gln

Gln

Glu

655

ASp

Ala

Leu

Gln

Ile

Tyr

480

Ile

Phe

Ile

Ser

Leu

560

val

Lys

Thr

Asp

val

640

Ser

Lys

Lys



URO-B-0001 PCT1l Tistage sequence DEPOT

Asp Ile Leu val Pro Ser Phe Asp Pro Lys Asn Lys His Cys val Phe
690 695 700

GIn Gly Asp Leu Leu Leu Phe Ser Cys Ala Gly Ala His Pro Arg His
705 710 715 720

GIn Arg val Cys Pro Cys Arg Asp Phe Ile Lys Gly Gin val Ala Leu
725 730 735

Cys Lys Asp Cys Leu

740
<210> 29
<211> 790
<212> PRT
<213> Homo sapiens
<400> 29
Met Ile Thr val Asn Pro Asp Gly Lys Ile Met val Arg Arg Cys Leu
1 5 10 15

val Thr Leu Arg Pro Phe Arg Leu Phe val Leu Gly Ile Gly Phe Phe
20 25 30

Thr Leu Cys Phe Leu Met Thr Ser Leu Gly Gly Gln Phe Ser Ala Arg

Arg Leu Gly Asp Ser Pro Phe Thr Ile Arg Thr ggu val Met Gly Gly
50 55

Pro Glu Ser Arg Gly val Leu Arg Lys Met Ser Asp Leu Leu Glu Leu
65 70 75 80

Met val Lys Arg Met Asp Ala Leu Ala Arg Leu Glu Asn Ser Ser Glu
85 90 95

Leu His Arg Ala Gly Gly Asp Leu His Phe Pro Ala Asp Arg Met Pro
100 105 110

Pro Gly Ala Gly Leu Met Glu Arg Ile GIn Ala Ile Ala GIn Asn val
115 120 125

ser Asp Ile Ala val Lys val Asp Gln Ile Leu Arg His Ser Leu Leu
130 135 140

Leu His Ser Lys val Ser Glu Gly Arg Arg Asp GIn Cys Glu Ala Pro
145 150 155 160

Ser Asp Pro Lys Phe Pro Asp Cys Ser Gly Lys val Glu Trp Met Arg
165 170 175

Page Q)L



Ala

Thr

Pro

Pro

225

Leu

Arg

Ala

His

val

305

Leu

Leu

Cys

His

Tyr

385

Tyr

Gly

Thr

Arg

Glu

Pro

210

Leu

Asp

Thr

Gln

Ile

290

Leu

Thr

Lys

Pro

Gly

Arg

Asn

Tyr

Pro

Pro

Leu

Lys

Lys

Gly

Lys

Ala

Glu

Leu

355

Leu

Cys

His

Trp

Asp

Thr

180

Ser

Pro

Lys

Met

Leu

Phe

Gly

Leu

Leu

340

Thr

GIn

Arg

Glu

Asn

420

Asn

ser

Phe

Trp

val

Gly

Leu

Gly

Leu

Gly

Tyr

325

Gln

Met

GlIn

Glu
405

Leu

ser

URO-B-0001 PCT1 listage sequence DEPOT

Asp Pro Cys

Leu

Arg

Gln

230

ser

Thr

Ala

Thr

Pro

310

val

ser

Pro

Met

Tyr

Asn

Phe

Ile

Asn

215

Ala

Gly

Ala

Thr

Glu

295

Leu

Leu

Asn

Leu

Ala

Pro

Met

Tyr

200

Gln

val

Lys

Gln

Gln

280

Glu

Gly

Gly

Leu

Pro

360

Arg

Ile

Thr

Lys

Gly

185

Leu

Thr

Phe

Glu

Trp

Arg

Ser

Glu

His

Gly

Phe

His

AsSp

Leu

Gln

425

Phe

Ser

Ala

Arg

Ser

250

Ala

Asp

Gly

Met

Asp

Met

Thr

His

410

Phe

val

Glu

Ala

Ser

235

Leu

Leu

GlIn

Asp

val

315

Leu

Pro

Leu

Gly

Phe

395

Gly

Met

Ser

val

Gln

220

Asn

Ile

Ala

Lys

val

300

Gln

Arg

Pro

Ile

Leu

380

Gly

TYyr

Thr

Glu

Page Q{}

Glu

205

Arg

Leu

Phe

Ala

Gln

285

Phe

Trp

val

Gly

Tyr

365

Ser

Thr

Arg

Met

Glu
445

Trp

Ala

Ser

Met

Gln

270

Ile

Ser

Ala

Thr

Arg

Thr

Phe

Glu

Thr

Phe

430

Leu

Tyr Ala Phe Phe Gly val Asp
190

Phe

Pro

His

Lys

255

Arg

Leu

Pro

Asp

val

335

Gly

Asp

Lys

Pro

Asn

415

Pro

Asn

Gly

cys

Lys

Leu

240

Lys

Leu

val

Arg

Ile

320

ser

ser

Tyr

Lys

Ala

400

Trp

His

Glu



Thr

val

465

Gly

Ser

Leu

Ala

545

ser

Phe

Trp

Ala

ser

Asn

Ala

His
705

Glu

450

Tyr

Ile

Gln

Pro

Leu

Ser

Thr

Ile

610

Glu

cys

Pro

Thr

Trp

690

Gly

Lys

Gly

Leu

Arg

Gln

515

Phe

Gly

Asn

Gin

val

595

Met

Gly

Arg

Phe

ser

675

Leu

Leu

Arg

Lys

Asn

Pro

500

Pro

Gly

Cys

His

His

580

Asp

Arg

Met

Ala

val

660

Leu

Ala

Ile

Leu

Glu

Glu

Phe

Ile

Glu

565

Pro

Tyr

Thr

Leu

Pro

645

Leu

Ala

val

cys

URO-B8-0001 PCT1 listage sequence DEPOT

Ile Lys Gly

Ala

470

Tyr

Glu

Phe

Pro

Phe

550

Phe

Tyr

Asn

Gln

Glu

630

Asp

Ala

Pro

Pro

Glu
710

455

ser

Met

val

Gln

Tyr

Leu

Phe

Ala

Asn

val

615

Arg

Pro

Pro

Gly

Ile

Glu

Pro

Gln

520

Glu

Gln

Arg

ser

600

Asp

Ile

Ala

Asn

Ala

680

Arg

ser

Gly Lys Ala Ser Asn Met Ala
460

Trp

Ile

Ala

505

Leu

Gly

Ser

Gly

Asn

585

Glu

Pro

His

Leu

Ala

665

Trp

Ala

Phe

Lys

His

490

Phe

Leu

Pro

Arg

Glu

Tyr

Ala

Pro

650

Thr

Pro

Cys

Phe

Gly

475

Gly

val

Arg

Ala

Phe

555

Pro

Ile

Phe

Leu

Tyr

635

Glu

His

Pro

Thr

Pro
715

Lys

Thr

Lys

Lys

Pro

540

Ser

Thr

Gly

Glu

Pro

620

Ile

Ala

Leu

Ala

Asp

700

Phe

Page g(+

Glu

val

Asn

Ala

525

Leu

Pro

ser

Lys

Ala

605

Tyr

GIn

His

Glu

His

685

Thr

Leu

Lys

Tyr

His

510

Lys

Glu

Pro

Arg

Pro

590

Ala

Glu

His

Ala

Cys

Asn

Phe

Tyr

495

Gly

Leu

Ala

His

Glu

575

Ile

Tyr

Gln

Pro

655

Ala

Leu

Leu

Ser

val

Leu

480

Glu

Leu

Phe

Ile

ser

560

val

val

Lys

Thr

Asp

Gln

Arg

Arg

Asp

Gln
720



URO-B-0001 PCT1l listage sequence DEPOT

Asp Ala Phe Leu Lys Leu GIn val Pro Cys Asp Ser Thr Glu Ser Glu
725 730 735

Met Asn His Leu Tyr Pro Ala Phe Ala GIn Pro Gly Gln Glu Cys Tyr
740 745 750

Leu GIn Lys Glu Pro Leu Leu Phe Ser Cys Ala Gly Ser Asn Thr Lys
755 760 765

Tyr Arg Arg Leu Cys Pro Cys Arg Asp Phe Arg Lys Gly Gln val Ala
770 775 780

Leu Cys GIn Gly Cys Leu

785 790
<210> 30

<211> 801

<212> PRT

<213> Homo sapiens
<400> 30

Met His Ser Phe val Lys His Leu Cys Ser Arg Tyr val val Glu Arg
1 5 10 15

Gln Gly Thr ggt Ala Leu Pro Ala Egu Leu Thr Arg Leu ggu Pro Leu

Arg Arg Leu Phe val Leu Gly Ile Gly Phe Phe Thr Leu Cys Phe Leu
35 40 45

Met Thr Ser Leu Gly Gly GIn Phe Ser Ala Arg Arg Leu Gly Asp Ser
50 55 60

Pro Phe Thr Ile Arg Thr Glu val Met Gly Gly Pro Glu Ser Arg Gly
65 70 75 80

val Leu Arg Lys ggt Ser Asp Leu Leu ggu Leu Met val Lys Sgg Met

Asp Ala Leu Ala Arg Leu Glu Asn Ser Ser Glu Leu His Arg Ala Gly
100 105 110

Gly Asp Leu His Phe Pro Ala Asp Arg Met Pro Pro Gly Ala Gly Leu
115 120 125

Met Glu Arg Ile GIn Ala Ile Ala Gln Asn val Ser Asp Ile Ala val
130 135 140

Lys val Asp Gln Ile Leu Arg His Ser Leu Leu Leu His Ser Lys val
145 150 155 160

Page 65



ser

Pro

Asp

Leu

Arg

225

GlIn

ser

Thr

Ala

Thr

305

Pro

val

ser

Pro

Met

385

Arg

Tyr

Glu

Asp

Pro

Ile

210

Asn

Ala

Gly

Ala

Thr

290

Glu

Leu

Leu

Asn

Leu

370

Lys

val

Ala

Gly

Cys

Tyr

Gln

val

Lys

Gln

275

Gln

Glu

Gly

Gly

Leu

355

Pro

Arg

Ile

Thr

Arg

Ser

180

Tyr

Leu

Thr

Phe

Glu

260

Trp

Arg

ser

Glu

His

340

Gly

Phe

His

Asp

Leu
420

Arg

165

Gly

Ala

ser

Ala

Arg

sSer

Ala

Asp

Gly

Met

325

Gly

val

Asp

Met

Thr

405

His

URO-B-0001 PCT1 listage sequence DEPOT

Asp GIn Cys

Lys

Phe

Glu

Ala

230

Ser

Leu

Leu

Gln

Asp

310

val

Leu

Pro

Leu

Gly

val

Phe

val

215

GlIn

Asn

Ile

Ala

295

val

Gln

Arg

Pro

Ile

375

Leu

Gly

Tyr

Glu

Gly

Glu

Arg

Leu

Phe

Ala

280

Gln

Phe

Trp

val

Tyr

ser

Thr

Arg

Glu Ala Pro Ser Asp Pro Lys

Trp

Ala

Ser

Met

265

Gln

Ile

ser

Ala

Thr

345

Arg

Thr

Phe

Glu

Thr
425

170

Met

Asp

Phe

Pro

His

250

Lys

Arg

Leu

Pro

Asp

val

Gly

Asp

Lys

Pro

410

Asn

Arg

Gly

Cys

Lys

235

Leu

Lys

Leu

val

ser

ser

Tyr

Trp

Ala

Thr

Pro

220

Pro

Leu

Arg

Ala

His

300

val

Leu

Leu

cys

His

380

Tyr

Tyr

Gly

Page bl

Arg

Glu

205

Pro

Leu

Asp

Thr

Gln

285

Ile

Leu

Thr

Lys

Pro

365

Gly

Arg

Asn

Tyr

Trp

190

cys

Leu

Pro

Leu

Lys

Gly

Lys

Ala

Glu

350

Leu

Leu

Cys

His

Trp

175

Thr

Ser

Pro

Lys

Met

255

Arg

Leu

Phe

Gly

Leu

335

Leu

Thr

Gln

Arg

Glu

415

Asn

Phe

ser

Phe

Trp

val

240

Gly

Leu

Gly

Leu

Gly

Tyr

Gln

Met

Gln

Ile

400

Glu

Leu



Asn

Phe

Ile

465

Ala

TYyr

Glu

Phe

Pro

545

Phe

Phe

Tyr

Asn

Gln

625

Glu

ASp

Ala

Pro

Pro

Met

450

Lys

ser

Met

val

Gln

530

Tyr

Leu

Phe

Ala

Asn

610

val

Arg

Pro

Pro

Gly

Gly

Ile

Glu

Pro

515

GlIn

Glu

GlIn

Arg

Glu

595

Ser

Asp

Ile

Ala

Asn

675

Ala

Gln

Phe

Gly

Trp

Ile

500

Ala

Leu

Gly

Ser

Gly

Asn

Glu

Pro

His

Leu

660

Ala

Trp

Phe

val

Lys

Phe

Leu

Pro

565

Lys

Phe

Glu

Tyr

Ala

645

Pro

Thr

Pro

URO-B-0001 PCT1 listage sequence DEPOT

Met Thr Met

ser

Ala

470

Gly

Gly

val

Arg

Ala

550

Phe

Pro

Ile

Phe

Leu

630

Tyr

Glu

His

Pro

Glu

455

Ser

Lys

Thr

Lys

535

Pro

Ser

Thr

Gly

Glu

615

Pro

Ile

Ala

Leu

Ala
695

440

Glu

Asn

Glu

val

Asn

520

Ala

Leu

Pro

ser

Tyr

Gln

His

Glu

680

His

Phe Pro His Thr Pro Asp Asn

Leu

Met

Lys

Tyr

505

His

Lys

Glu

Pro

Arg

Pro

Ala

Glu

His

Ala

665

Trp

Ala

Asn

Ala

Phe

490

Tyr

Gly

Leu

Ala

His

570

Glu

His

Ile

Tyr

Gln

650

Pro

Ala

Leu

Glu

val

475

Leu

Glu

Leu

Phe

Ile

555

ser

val

val

Lys

Thr

635

Asp

Gln

Arg

Arg

Thr

460

val

Gly

Ser

Leu

Ile

540

Ala

Ser

Phe

Trp

Ala

620

cys

Phe

ser

Asn

Ala
700

Page Eﬁf

445

Glu

Tyr

Ile

Gln

Pro

525

Gly

Asn

Leu

Ser

Thr

605

Ile

Glu

cys

Pro

Thr

685

Trp

Lys

Gly

Leu

Arg

510

Gln

Phe

Gly

Asn

Gln

590

val

Met

Gly

Arg

Phe

670

ser

Leu

Arg

Lys

Asn

495

Pro

Pro

Gly

cys

His

575

His

Asp

Arg

Met

Ala

655

val

Leu

Ala

ser

Leu

Glu

480

Lys

Pro

Glu

Phe

Ile

560

Glu

Pro

Tyr

Thr

Leu

640

Pro

Leu

Ala

val



Pro

705

Glu

Leu

Pro

Leu

Pro

785

Leu

Gly

Pro

Gln

Ala

Leu

770

Cys

<210>
<211>
<212>
<213>

<400>

Arg

Ser

val

Phe

755

Phe

Arg

31
464
PRT

Ala

Phe

Pro

740

Ala

ser

Asp

cys

Phe

725

cys

Gln

Cys

Phe

URO-B-0001 PCT1 listage sequence DEPOT

Thr Asp Thr

710

Pro

Asp

Pro

Ala

Gallus galius

31

Met Arg Cys Ser Pro Lys
1 5

Phe

Asp

Lys

Leu

65

Leu

Pro

Ser

Asp

Leu

Pro

Ile

50

Cys

Pro

Arg

Ser

Ala

Leu

Gln

35

Leu

Ala

His

Gly

Glu

115

Asp

Leu

20

Glu

Lys

Leu

Lys

Tyr

100

Glu

Pro

Leu

val

GlIn

His

Lys

Tyr

Glu

Ile

Leu

Gln

Gly

"Asn

70

Phe

Leu

Leu

Trp

Phe

Ser

Gly

Gly

Lys

Arg

Leu

Phe

ser

55

Leu

Pro

Gln

Asn

Leu

Thr

Gln

760

ser

Gly

ser

Leu

Arg

40

Leu

Ser

Ala

Asp

Glu

120

Ala

Cys Leu Asp His Gly Leu Ile
715

Asn

Glu

745

Glu

Asn

Gln

Leu

Leu

25

Asp

His

Tyr

val

Thr

105

Met

GIn

Ser
730
ser
Cys

Thr

val

Thr
10

Leu
Leu
Ile
His
Gly
90

Leu

val

Gln

Glu

Tyr

Lys

Ala
795

Ala

Pro

Leu

Leu

75

Leu

Gln

val

Asp

Met

Leu

Tyr

Leu

val

Arg

ser

GIn

60

Leu

ser

ser

val

val Ala Ala

Page 6%

Ala
Asn
Gln
765

Arg

cys

Ile

Gly

Asp

45

Asp

Ala

Ser

Leu

val

125

Asp

Phe

His

750

Lys

Arg

Gln

Ala

ser

30

Ala

Thr

Gly

val

Phe

110

His

Ile

Leu
735
Leu
Glu

Leu

Gly

Ala

15

Trp

val

Asp

Ser

Arg

95

Lys

Leu

Ser

cys

720

Lys

Tyr

Pro

cys

cys
800

ser

Gln

Leu

Asn

Pro

80

Arg

Gln

Ala

His



AsSp

Ala

Ile

Arg

Trp

Arg

Gln

305

Met

val

Tyr

Phe

ser

385

Arg

130

Phe

His

Pro

Phe

Glu

210

Ala

Lys

Leu

Leu

Phe

290

Gly

Asp

Phe

Phe

His

370

Glu

Gly

Ala

Glu

Glu

Leu

195

Asp

val

Leu

Ala

Leu

275

Lys

Thr

Leu

Glu

Trp

Gln

Arg

Arg

His

Phe

Glu

180

Phe

Asp

Ala

Gly

Pro

val

Pro

Asn

340

Gly

Pro

Pro

Arg

His

Tyr

165

Arg

Thr

val

ser

Tyr

245

Phe

Ser

Asn

Asp

Tyr

Lys

Ala

Gly

Ala

URO-B-0001

Ile

150

Pro

val

Phe

Trp

Gln

230

Ile

Leu

Phe

Leu

Arg

310

Asn

Glu

Asn

Arg

390

Asp

135

Leu

Thr

Lys

Ala

ser

215

Glu

Gly

Leu

Arg

Phe

295

Leu

Pro

Pro

Pro

val

375

Phe

Gly

Leu

Leu

Phe

Ala

200

Ala

Gly

Lys

Leu

Leu

280

Gln

Glu

Pro

Ser

Ala

360

Thr

Leu

Arg

PCT1 listage sequence DEPOT
140

Gly

Glu

Lys

Ser

Leu

Phe

265

Leu

His

Asp

Ala

Arg

His

Asp

Arg

Leu

ser

Asn

Tyr

250

Tyr

Leu

Met

Asp

Ala

330

Ala

Gly

val

Ala

Leu val Leu Ile His

155

Leu

Lys

ser

Phe

Trp

Arg

GlIn

Thr

Gly

Glu

315

Leu

Tyr

Ser

Arg

Gly
395

Lys

GIn

Ser

Phe

220

Ala

sSer

Glu

Leu

300

Phe

Phe

ser

Ile

val

380

val

Cys Ser val

Page

69

Arg

Asn

TYyr

205

Thr

Thr

Ser

Met

Tyr

Gln

Thr

Thr

Phe

365

Gln

Leu

Tyr

Asn

val

190

Tyr

Ala

Leu

Asp

Pro

270

Asp

Ser

Ala

Asn

Ala

350

ser

Thr

Glu

Thr

Tyr

175

Asp

Leu

Ile

Glu

Leu

255

Cys

val

Ser

Asp

Met

335

Arg

Ile

Gly

Leu

Thr

Thr

160

Asn

Tyr

Met

Arg

Phe

240

Pro

Asp

Ile

Phe

Ala

320

val

Gly

val

Ser



405

Gly Thr Phe Glu Lys

420

Met Pro Asn Pro val

435

Ser Glu Trp Leu Ile

450

<210>
<211>
<212>
<213>

<400>

32
575
PRT

Mus musculus

32

Met Arg Ala Trp Ehr
1

Ala

Asn

Lys

Glu

65

Ile

Glu

Phe

Leu

145

Arg

Gly

Trp

Asp

Leu

50

Ser

Arg

Glu

Ile

Leu

130

GIn

Ser

Asp

Gly

His

35

Glu

Leu

val

Asn

Leu

115

GlIn

Arg

Trp

Thr

20

Pro

Arg

Arg

Arg

Tyr

100

Arg

Ser

His

Met

Leu

Asp

Leu

Ile

val

85

Lys

Arg

Glu

Ala

Thr

165

Glu

URO-B-0001 PCT14lgstage sequence DEPOT

Gly

Glu

Ile

Gly

Leu

His

Lys

Pro

70

Leu

Lys

Arg

Leu

Asp

Lys

Asn

Cys

GIn
455

ser

Phe

Ser

GIn

55

Glu

Glu

Gln

Ile

Leu

Glu

Leu
val

440

ser

Trp

Tyr

Ser

40

Gln

Gly

Glu

Ala

Glu

120

Lys

Ile

Tyr

Ala

Glu
425

Arg

Ile

Arg

Ile

25

Arg

Asn

Pro

Gln

Leu

Leu

Tyr

Trp Arg Gly Leu Glu

Ile

Gly

Trp

10

Gly

Glu

Glu

Ile

Leu

90

Asn

Gly

Lys

Leu

Leu
170

Arg

Ile

Ile

Gly

Leu

Asp

ASp

75

val

Gly

Ala

His

Asp

Ser

val

Met

His

Ser

Leu

60

Gln

Lys

Leu

Lys

Leu

140

Leu

Gln

Asp Leu Thr

Page /}0

Thr
445

Thr

Leu

Leu

Lys

Arg

Gly

Ala

Gly

Glu

125

Glu

Gly

Thr

Glu

430

Gln

Ala

Ile

val

30

Ile

Arg

Thr

Lys

Lys

110

Leu

Gly

His

Asp

Leu
190

415

Lys

ser

Gly

Leu

15

Arg

Leu

Met

Ala

Glu

95

Asp

Trp

Asn

His

Gly

val

Gly

Gln

Thr

Phe

Asp

Ala

Ala

Thr

80

Gln

His

Phe

Glu

Glu

160

Ala

GlIn



URO-B-0001 PCT1l listage sequence DEPOT

Arg Arg Ile Thr Tyr Leu GIn Asn Pro Lys Asp Cys Ser Lys Ala Arg
195 200 205

Lys Leu val Cys Asn Ile Asn Lys Gly Cys Gly Tyr Gly Cys GIn Leu
210 215 220

His His val val Tyr Cys Phe Met Ile Ala Tyr Gly Thr GIn Arg Thr
225 230 235 240

Leu Ile Leu Glu Ser Gln Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu
245 250 255

Thr val Phe Arg Pro val Ser Glu Thr Cys Thr Asp Arg Ser Gly Leu
260 265 270

Ser Thr Gly His Trp Ser Gly Glu val Asn Asp Lys Asn Ile Gln val
275 280 285

val Glu Leu Pro Ile val Asp Ser Leu His Pro Arg Pro Pro Tyr Leu
290 295 300

Pro Leu Ala val Pro Glu Asp Leu Ala Asp Arg Leu Leu Arg val His
305 310 315 320

Gly Asp Pro Ala val Trp Trp val Ser GIn Phe val Lys Tyr Leu Ile
325 330 335

Arg Pro GIn Pro Trp Leu Glu Lys Glu Ile Glu Glu Ala Thr Lys Lys
340 345 350

Leu Gly Phe Lys His Pro val Ile Gly val His val Arg Arg Thr Asp
355 360 365

Lys val Gly Thr Glu Ala Ala Phe His Pro Ile Glu Glu Tyr Met val
370 375 380

His val Glu Glu His Phe Gln Leu Leu Ala Arg Arg Met Gln val Asp
385 390 395 400

Lys Lys Arg val Tyr Leu Ala Thr Asp Asp Pro Thr Leu Leu Lys Glu
405 410 415

Ala Lys Thr Lys Tyr Ser Asn Tyr Glu Phe Ile Ser Asp Asn Ser Ile
420 425 430

Ser Trp Ser Ala Gly Leu His Asn Arg Tyr Thr Glu Asn Ser Leu Arg
435 440 445

Gly val Ile Leu Asp Ile His Phe Leu Ser Gln Ala Asp Phe Leu val
450 455 460

Page 3



Tyr

His

Ile

Arg

545

Lys

Thr

Leu

Tyr

Lys

Lys

Ile

<210>
<211>
<212>
<213>

<400>

Phe

His

Phe

Pro

515

val

Leu

Glu

33
575
PRT
Homo

33

Met Arg Pro
1

Ala

Asn

Lys

Glu

65

Gly

Glu

Trp

ASp

Leu

50

ser

Arg

Glu

Ile

Gly

His

35

Glu

Leu

val

Asn

Leu
115

ser

Pro

Gly

Arg

Ala

Gly

Thr

Ser

Thr

Gly

Lys

val
565

sapiens

Trp

Thr

20

Pro

Arg

Arg

Arg

Tyr

100

Arg

Thr

5

Leu

Asp

Leu

Ile

val

85

Lys

Arg

URO-B-0001 PCT1 Tlistage sequence DEPOT

GIn val Cys

470

Ala

Gln

Glu

Asn

Thr

550

Lys

Gly

Leu

His

Lys

Pro

70

Leu

Lys

Arg

ser

Asn

Glu

His

535

Gly

Tyr

sSer

Phe

Ser

Gln

55

Glu

Glu

Gln

Ile

Ala

Ala

Glu

520

Trp

Leu

Pro

Trp

Tyr

Ser

40

Gln

Gly

Glu

Thr

Glu
120

Arg

Asn

His

505

Ile

Asp

Tyr

Thr

Arg

Ile

25

Arg

Asn

Pro

Gln

val

Phe

490

Asn

Pro

Gly

Pro

TYyr
570

Trp

10

Gly

Glu

Glu

Ile

Leu

20

Asn

Gly

Ala Tyr Glu Ile Met

475
His

Gln

Met

Tyr

ser

555

Pro

Ile

Gly

Leu

Asp

Asp

75

val

Gly

Ala

ser

Ile

Glu

Ser

540

Tyr

Glu

Met

His

ser

Leu

60

GlIn

Lys

Leu

Lys

Page :’7_

Leu

Ala

Pro

525

Lys

Lys

Ala

Leu

Leu

Lys

Arg

Gly

Ala

Gly

Glu
125

Asp

val

510

Gly

Gly

val

Glu

Ile

val

30

Ile

Arg

Pro

Lys

Lys

Leu

Asp

495

Tyr

ASp

Ile

Arg

Leu

15

Arg

Leu

Met

Ala

Glu

95

Asp

Trp

GIn

480

Ile

Pro

Ile

Asn

Glu
560

Phe

ASp

Ala

Ala

Ile

80

GlIn

His

Phe



URO-B-0001 PCT1l Tlistage sequence DEPOT

Phe Leu Gln Ser Glu Leu Lys Lys Leu Lys Asn Leu Glu Gly Asn Glu
130 135 140

Leu Gln Arg His Ala Asp Glu Phe Leu Leu Asp Leu Gly His His Glu
145 150 155 160

Arg Ser Ile Met Thr Asp Leu Tyr Tyr Leu Ser GIn Thr Asp Gly Ala
165 170 175

Gly Asp Trp Arg Glu Lys Glu Ala Lys Asp Leu Thr Glu Leu val Gln
180 185 190

Arg Arg Ile Thr Tyr Leu GIn Asn Pro Lys Asp Cys Ser Lys Ala Lys
195 200 205

Lys Leu val Cys Asn Ile Asn Lys Gly Cys Gly Tyr Gly Cys GIn Leu
210 215 220

His His val val Tyr Cys Phe Met Ile Ala Tyr Gly Thr Gin Arg Thr
225 230 235 240

Leu Ile Leu Glu Ser GIn Asn Trp Arg Tyr Ala Thr Gly Gly Trp Glu
245 250 255

Thr val Phe Arg Pro val Ser Glu Thr Cys Thr Asp Arg Ser Gly Ile
260 265 270

Ser Thr Gly His Trp Ser Gly Glu val Lys Asp Lys Asn val Gln val
275 280 285

val Glu Leu Pro Ile val Asp Ser Leu His Pro Arg Pro Pro Tyr Leu
290 295 300

Pro Leu Ala val Pro Glu Asp Leu Ala Asp Arg Leu val Arg val His
305 310 315 320

Gly Asp Pro Ala val Trp Trp val Ser GIn Phe val Lys Tyr Leu Ile
325 330 335

Arg Pro GIn Pro Trp Leu Glu Lys Glu Ile Glu Glu Ala Thr Lys Lys
340 345 350

Leu Gly Phe Lys His Pro val Ile Gly val His val Arg Arg Thr Asp
355 360 365

Lys val Gly Thr Glu Ala Ala Phe His Pro Ile Glu Glu Tyr Met val
370 375 380

His val Glu Glu His Phe GIn Leu Leu Ala Arg Arg Met Gln val Asp
385 390 395 400

Page ZEg



Lys

Ala

ser

Gly

Tyr

His

Ile

Arg
545

Lys

Lys

Trp

val

450

Thr

Leu

Tyr

Gln

Lys

Arg

Thr

ser

435

Ile

Phe

His

Phe

Pro

515

val

Leu

Lys Ile Glu

<210>
<211>
<212>
<213>

<400>

34
398
PRT
Homo

34

Met Arg Leu

1

Ala Ser Leu

His Leu Gly

35

Arg Leu Pro
50

val

Lys

Ala

Leu

Ser

Pro

Arg

Ala

Gly

Thr

Tyr

Gly

Asp

Ser

Gly

Thr

Gly

Arg

val
565

sapiens

Arg

Gln

20

val

Glin

Glu
5

Arg
Thr

Leu

URO-B-0001 PCT1 1listage sequence DEPOT

Leu Ala Thr

Pro

Leu

Ile

GlIn

470

Ala

Gln

Ala

Asn

Thr

550

Lys

Pro

Ala

Leu

val

Asn

His

His

455

val

Ser

Asn

Asp

His

535

Gly

Tyr

Leu

Cys

val

Gly
55

Tyr

Asn

440

Phe

Cys

Ala

Ala

Glu

520

Trp

Leu

Pro

Leu

Arg

Tyr

40

val

Asp Asp Pro Ser Leu Leu Lys
410

Glu

425

Arg

Leu

Arg

Asn

His

505

Ile

ASp

Tyr

Thr

Ser

Leu

25

Tyr

ser

Phe

Tyr

ser

val

Phe

490

Asn

Pro

Gly

Pro

Tyr
570

Gly
10
Leu

Leu

Thr

Ile

Thr

Gln

Ala

475

His

GlIn

Met

Tyr

Ser

555

Pro

ser

val

Ala

Pro

Ser

Glu

Ala

460

Tyr

Ser

Ile

Glu

Ser

540

Tyr

Glu

Ala

Ala

Gly

Leu
60

Page 9’({

Asp

Asn

445

Asp

Glu

Leu

Ala

Pro

525

Lys

Lys

Ala

Ala

val

Arg
45

Asn

430

Ser

Phe

Ile

Asp

Ile

510

Gly

Gly

val

Glu

Met

Asp

Gly

415

Ser

Leu

Leu

Met

Asp

Tyr

Asp

val

Arg

Pro
15
Ala

Leu

Gly

Glu

Ile

Arg

val

Gln

480

Ile

Ala

Ile

Asn

Glu
560

Gly

Leu

Ser

Ser



URO-B-0001 PCT1 listage sequence DEPOT
ggn Ser Ala Ala Ala Ile Gly GIn Ser Ser G;y Glu Leu Arg Thr §8y
70 7

Gly Ala Arg Pro Pro Pro Pro Leu Gly Ala Ser Ser Gln Pro Arg Pro
85 920 95

Gly Gly Asp ser Ser Pro val val Asp Ser Gly Pro Gly Pro Ala Ser
100 105 110

Asn Leu Thr Ser val Pro val Pro His Thr Thr Ala Leu Ser Leu Pro
115 120 125

Ala Cys Pro Glu Glu Ser Pro Leu Leu val Gly Pro Met Leu Ile Glu
130 135 140

Phe Asn Met Pro val Asp Leu Glu Leu val Ala Lys Gln Asn Pro Asn
145 150 155 160

val Lys Met Gly Gly Arg Tyr Ala Pro Arg Asp Cys val Ser Pro His
165 170 175

Lys val Ala Ile Ile Ile Pro Phe Arg Asn Arg GIn Glu His Leu Lys
180 185 190

Tyr Trp Leu Tyr Tyr Leu His Pro val Leu GIn Arg GIn Gln Leu Asp
195 200 205

Tyr Gly Ile Tyr val Ile Asn Gin Ala Gly Asp Thr Ile Phe Asn Arg
210 215 220

Ala Lys Leu Leu Asn val Gly Phe GIn Glu Ala Leu Lys Asp Tyr Asp
225 230 235 240

Tyr Thr Cys Phe val Phe Ser Asp val Asp Leu Ile Pro Met Asn Asp
245 250 255

His Asn Ala Tyr Arg Cys Phe Ser Gln Pro Arg His Ile Ser val Ala
260 265 270

Met Asp Lys Phe Gly Phe Ser Leu Pro Tyr val GIn Tyr Phe Gly Gly
275 280 285

val Ser Ala Leu Ser Lys GIn GIn Phe Leu Thr Ile Asn Gly Phe Pro
290 295 300

Asn Asn Tyr Trp Gly Trp Gly Gly Glu Asp Asp Asp Ile Phe Asn Arg
305 310 315 320

Leu val Phe Arg Gly Met Ser Ile Ser Arg Pro Asn Ala val val Gly
325 330 335



Arg Cys Arg Met Ile
340

Pro Gln Arg Phe Asp

355

Asp Gly Leu Asn Ser
370

Pro Leu Tyr Thr Gln

385

<210>
<211>
<212>
<213>

<400>

35
346
PRT

Mus musculus

35

Met Arg Phe Arg
1

Ala Thr
His Leu
Arg Leu
50
Asn Gly
65
Gly Ala
Gly Leu
Asn Leu
Pro Ala
130
Asp Phe

Glu Ile

His Lys

Leu

Gly

35

Pro

Ala

Arg

Asp

ser

115

Cys

Asn

Lys

val

Gln

20

val

Gln

Ala

Pro

ser

100

ser

Pro

Ile

Thr

Ala

Glu

5

Arg

Thr

Leu

Ala

Pro

85

ser

Leu

Glu

Ala

Gly

Ile

URO-B-0001 PCT1 Tlistage sequence DEPOT

Arg His Ser

Arg

Leu

Ile
390

Gln

Ala

Leu

val

Ser

70

Pro

Pro

Pro

Glu

val

150

Gly

Ile

Ile
Thr

375

Thr

Phe

cys

val

Gly

55

Lys

Pro

Gly

val

ser

135

Asp

Arg

Ile

Ala
360
Tyr

val

Leu

Arg

Gln

Leu

Ala

Pro

120

Pro

Leu

Tyr

Pro

Arg Asp Lys Lys Asn Glu Pro
345

His

Gln

ASp

Gly

Leu

25

Tyr

Ser

Pro

Gly

Ala

105

Thr

Leu

Glu

Ser

Phe

Thr

val

Ile

Gly

10

Leu

Leu

Ser

Pro

val

90

ser

Thr

Leu

Leu

Pro
170

Lys

Leu

Gly

Ser

val

ser

Thr

Gly

75

Ser

Gly

Thr

val

Leu

155

Lys

Glu
Asp

380

Thr

Ala

Ala

Gly

Leu

60

Glu

Pro

Pro

Gly

Asp

Arg Asn Arg

Page 3

Thr
365

val

Pro

Ala

val

Arg

45

Gln

Gln

Lys

Gly

Leu

125

Pro

Lys

Cys

Gln

350

Met

Gln

ser

Met

cys

30

Asp

Gly

Arg

Pro

Leu

110

Leu

Met

Lys

val

Glu

Leu

Arg

Pro

15

Ala

Leu

Gly

Pro

Arg

95

Lys

ser

Leu

Asn

ser

175

His

Asn

ser

Tyr

Gly

Leu

ser

Thr

Arg

80

Pro

ser

Leu

Ile

Pro

160

Pro

Leu



Lys

ASp

Arg

225

ASp

Asp

Ala

Gly

Pro

305

Arg

Tyr

TYyr

210

Ala

Tyr

Arg

Met

val

290

Asn

Ser

Lys

Asn

Asn

Asp

ser

Asn

Lys

Lys Ala Leu

<210>
<211>
<212>
<213>

<400>

Met Lys Pro His Leu
1

36
438
PRT

180

Leu

Ile

Leu

cys

Ala

260

Lys

Ala

TYyr

Pro

Ser
340

Tyr

Tyr

Leu

Phe

245

Tyr

Phe

Leu

Trp

Lys

325

Pro

Mus musculus

36

5

Phe val Trp Gly Leu
20

Ser Asn Pro Ala Ala
35

Arg Gly Leu Leu Pro
50

Leu GIn Glu Pro Ser

65

URO-B-0001 PCT1 listage sequenc;ggEPOT

Tyr

val

Asn

230

val

Arg

Gly

ser

Ala

Lys

Leu

Pro

Leu

Leu
70

Leu

Ile

215

Ile

Phe

Cys

Phe

Lys

295

Trp

Ser

ser

GlIn

Phe

Met

Gln

55

Pro

His

200

Asn

Gly

ser

Phe

Ser

280

Gln

Gly

Ala

Thr

Trp
Leu
Pro
40

Gly

Arg

185

Pro

Gln

Phe

Asp

Ser

265

Leu

GIn

Gly

Glu

Arg

Arg
Ala
25

ser

Lys

Ser

Ile Leu GIn

Ala

Gln

val

250

GlIn

Pro

Phe

Glu

Glu

330

Ala

GIn

10

Ile

Ser

Gln

Gly

Glu

235

Asp

Pro

Tyr

Leu

315

Thr

Arg

Phe

Phe

Arg

ASp

220

Ala

Leu

Arg

val

Ala

300

Asp

Gly

Met

ser

val
60

Leu Asp Ala
75

Page })

Arg GIn Gln

205

Thr

Leu

Ile

His

Gln

285

Ile

Asp

Gly

Leu

Tyr

Phe

45

Ile

Ser

Met

Lys

Pro

Ile

270

Tyr

Asn

Ile

ser

Phe

Phe

30

Leu

Met

Lys

Phe

Asp

Met

255

Ser

Phe

Gly

Phe

Leu
335

Gly
15

Thr
Glu

Gly

val

Leu

Asn

Tyr

240

Asp

val

Gly

Phe

Asn

320

Gly

Ile

Asn

Arg

Ala

Leu
80



URO-B-0001 PCT1l Tistage sequence DEPQT

Leu Asp Ser His Pro Glu Asn Pro Phe His Pro Trp Pro Gly Asp Pro
85 9 95

Gln Lys Trp Asp GIn Ala Pro Asn Gly Phe Asp Asn Gly Asp Glu Phe
100 105 110

Phe Thr Ser GIn val Gly Arg Lys Ser Gln Ser Ala Phe Tyr Pro Glu
115 120 125

Glu Asp Ser Tyr Phe Phe val Ala Asp GIn Pro Glu Leu Tyr His His
130 135 140

Arg GIn Gly Ala Leu Glu Leu Pro Ser Pro Gly Glu Thr Ser Trp Arg
145 150 155 160

Ser Gly Pro val Gln Pro Lys GIn Lys Leu Leu His Pro Arg Arg Gly
165 170 175

Ser Leu Pro Glu Glu Ala Tyr Asp Ser Asp Met Leu Ser Ala Ser Met
180 185 190

Ser Arg Ala Phe Leu Tyr Arg Leu Trp Lys Gly Ala val Ser Ser Lys
195 200 205

Met Leu Asn Pro Arg Leu GIn Lys Ala Met Arg Tyr Tyr Met Ser Phe
210 215 220

Asn Lys His Gly val Arg Phe Arg Arg Arg Gly Arg Arg Glu Ala Thr
225 230 235 240

Arg Thr Gly Pro Glu Leu Leu Cys Glu Met Arg Arg Arg val Arg val
245 250 255

Arg Thr Leu Asp Gly Arg Glu Ala Pro Phe Ser Gly Leu Gly Trp Arg
260 265 270

Pro teu val Pro Gly val Pro Leu Ser Gln Leu His Pro Arg Gly Leu
275 280 285

Ser Ser Cys Ala val val Met Ser Ala Gly Ala Ile Leu Asn Ser Ser
290 295 300

Leu Gly Glu Glu Ile Asp Ser His Asp Ala val Leu Arg Phe Asn Ser
305 310 315 320

Ala pro Thr Arg Gly Tyr Glu Lys Asp val Gly Asn Lys Thr Thr val
325 330 335

Arg Ile Ile Asn Ser Gln Ile Leu Ala Asn Pro Ser His His Phe Ile
340 345 350
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URO-B-0001 PCT1 listage sequence DEPOT

Asp Ser Ala Leu Tyr Lys Asp val Ile Leu val Ala Trp Asp Pro Ala
355 360 365

Pro Tyr Ser Ala Asn Leu Asn Leu Trp Tyr Lys Lys Pro Asp Tyr Asn
370 375 380

Leu Phe Thr Pro Tyr Ile Gln His Arg Arg Lys Tyr Pro Thr Gln Pro
385 390 395 400

Phe Tyr Ile Leu His Pro Lys Phe Ile Trp GIn Leu Trp Asp Ile Ile
405 410 415

GIn Glu Asn Thr Arg Glu Lys Ile GIn Pro Asn Pro Pro Ser Ser Gly
420 425 430

Phe Ile Gly Thr Cys val

435
<210> 37
<211> 406
<212> PRT
<213> Homo sapiens
<400> 37

Met Ile His Thr Asn Leu Lys Lys Lys Phe Ser Cys Cys val Leu val
1 5 10 15

Phe Leu Leu Pge Ala val Ile Cys val Trp Lys Glu Lys 5%5 Lys Gly
2 25

ser Tyr Tyr Asp Ser Phe Lys Leu GIn Thr Lys Glu Phe GIin val Leu
35 40 45

Lys Ser Leu Gly Lys Leu §1a Met Gly Ser Asp ger Gln Ser val Ser
50 5 0

Ser Ser Ser Thr Gln Asp Pro His Arg Gly Arg GIn Thr Leu Gly Ser
65 70 75 80

Leu Arg Gly Leu Ala Lys Ala Lys Pro Glu Ala Ser Phe GlIn val Trp
85 90 95

Asn Lys Asp Ser Ser Ser Lys Asn Leu Ile Pro Arg Leu GIn Lys Ile
100 105 110

Trp Lys Asn Tyr Leu Ser Met Asn Lys Tyr Lys val Ser Tyr Lys Gly
115 120 125

Pro Gly Pro Gly Ile Lys Phe Ser Ala Glu Ala Leu Arg Cys His Leu
130 135 140
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Lys

Leu

Leu

Thr

225

Lys

Trp

Pro

Pro

305

Pro

Gln

cys

Tyr

Gly

Phe

Asp

Thr

Ala

Lys

Arg

210

Lys

Arg

ASp

Asp

Asn

290

Asp

Ser

val

Tyr

His

370

Thr

Arg

His

Ser

Gly

Ser

195

Phe

Thr

Phe

Pro

Tyr

275

Gln

Ile

Ser

Asp

Tyr

355

Pro

Asp

Thr

val

Glu

Pro

180

Ser

Asn

Thr

Leu

Ser

260

Asn

Pro

Leu

Gly

Ile

340

Tyr

Leu

Glu

Ile

Asn

Trp

Trp

GIn

Gly

Ile

Phe

Phe

Gln

Met

325

Tyr

Gln

Leu

Asp

His
405

URO-B-0001 PCT1l listage sequence DEPOT

val Ser Met

150

Glu

Gly

Leu

Ala

Arg

Asp

Tyr

Phe

Tyr

Glu

310

Leu

Glu

Lys

Tyr

Ile

390

cys

Gly

Arg

Gly

Pro

215

Leu

Ser

His

Asn

Ile

295

Ile

Gly

Phe

Phe

Glu

375

Tyr

Tyr

Cys

Met

Leu

Ser

Asn

280

Leu

ser

Ile

Leu

Phe

360

Lys

Leu

val

Leu

Ala

185

Glu

Ala

Asn

Tyr

265

Tyr

Lys

Pro

Ile

Pro

345

Asp

Asn

Leu

Glu

Pro

170

val

Ile

Asn

Ser

Asn

250

Ile

Lys

Pro

Glu

Ile

330

Ser

Ser

Leu

Gly

val Thr Asp Phe Pro

155

Lys

val

Asp

Phe

GIn

235

Glu

Pro

Thr

Gln

Glu

315

Met

Lys

Ala

val

Glu

ser

Asp

Gln

220

Leu

Gly

Lys

Tyr

Met

300

Ile

Met

Arg

Cys

Lys

Ala

Page %D

ser

ser

His

205

Gln

val

Ile

Trp

Arg

Pro

GlIn

Thr

Lys

Thr

365

Thr

Ile

Ala

190

Asp

Asp

Thr

Leu

TYyr

270

Lys

Trp

Pro

Leu

Thr

350

Met

Leu

Leu

Arg

175

Gly

Ala

val

Thr

Ile

255

Gln

Leu

Glu

Asn

cys

Asp

Gly

Asn

Pro

Phe

160

Thr

Ser

val

Gly

Glu

240

val

Asn

His

Leu

Pro

320

Asp

val

Ala

Gln



URO-B-0001 PCT1l Tistage sequence DEPOT

<210> 38

<211> 175

<212> PRT

<213> Homo sapiens
<400> 38

¥et Asn Ser GIn geu val Thr Thr Glu Lys Arg Phe Leu Lys Asp Ser

Leu Tyr Asnh Glu Gly Ile Leu Ile val Trp Asp Pro Ser val Tyr His
20 25 30

Ser Asp g}e Pro Lys Trp Tyr ggn Asn Pro Asp Tyr Agn Phe Phe Asn
4

Asn Tyr Lys Thr Tyr Arg Lys Leu His Pro Asn Gln Pro Phe Tyr Ile
50 55 60

Leu Lys Pro GIn Met Pro Trp Glu Leu Trp Asp Ile Leu GIn Glu Ile
65 70 75 80

ser Pro Glu Glu ITle GIn Pro Asn Pro Pro Ser Ser Gly Met Leu Gly
85 90 95

Ile Ile Ile Met Met Thr Leu Cys Asp Gln val Asp Ile Tyr Glu Phe
100 105 110

Leu Pro Ser Lys Arg Lys Thr Asp val Cys Tyr Tyr Tyr GIn Lys Phe
115 120 125

Phe Asp Ser Ala Cys Thr Met Gly Ala Tyr His Pro Leu Leu Tyr Glu
130 135 140

Lys Asn Leu val Lys His Leu Asn GIn Gly Thr Asp Glu Asp Ile Tyr
145 150 155 160

Leu Leu Gly Lys Ala Thr Leu Pro Gly Phe Arg Thr Ile His Cys
165 170 175

<210> 39

<211> 337

<212> PRT

<213> Mus musculus
<400> 39

Met Arg Arg Lys Thr Leu Lys Tyr Leu Thr Phe Phe Leu Leu Phe Ile
1 5 10 15

Phe Leu Thr Ser phe val Leu Asn Tyr Ser Asn Thr Gly val Pro Ser
20 25 30

Ala Trp Phe Pro Lys GIn Met Leu Leu Glu Leu Ser Glu Asn Phe Arg
Page %{



URO-B-0001 PCT1l listage sequence DEPOT
35 40 45

Arg Ege Ile Lys Ser GlIn g;o Cys Thr Cys Arg His Cys Ile Ser GIn
60

Asp Lys val Ser Tyr Trp Phe Asp GIn Arg Phe Asn Lys Thr Met GlIn
65 70 75 80

Pro Leu Leu Thr val His Asn Ala Leu Met Glu Glu Asp Thr Tyr Arg
85 920 95

Trp Trp Leu Arg Leu GIn Arg Glu Arg Lys Pro Asn Asn Leu Ser Asp
100 105 110

Thr val Lys Glu Leu Phe Arg Leu val Pro Gly Asn val Asp Pro Met
115 120 125

Leu Asn Lys Arg Leu val Gly Cys Arg Arg Cys Ala val val Gly Asn
130 135 140

Ser Gly Asn Leu Lys Asp Ser Ser Tyr Gly Pro Glu Ile Asp Ser His
145 150 155 160

Asp Phe val Leu Arg Met Asn Lys Ala Pro Thr val Gly Phe Glu Ala
165 170 175

Asp val Gly Ser Arg Thr Thr His His Leu val Tyr Pro Glu Ser Phe
180 185 190

Arg Glu Leu Gly Glu Asn val Asn Met val Leu val Pro Phe Lys Thr
195 200 205

Thr Asp Leu GIn Trp val Ile Ser Ala Thr Thr Thr Gly Thr Ile Thr
210 215 220

His Thr Tyr val Pro val Pro Pro Lys Ile Lys val Lys GIn Glu Lys
225 230 235 240

ITe Leu Ile Tyr His Pro Ala Phe Ile Lys Tyr val Phe Asp Asn Trp
245 250 255

Leu GIn Gly His Gly Arg Tyr Pro Ser Thr Gly Ile Leu Ser Ile Ile
260 265 270

Phe ser Ile His Ile Cys Asp Glu val Asp Leu Tyr Gly Phe Gly Ala
275 280 285

Asp Ser Lys Gly Asn Trp His His Tyr Trp Glu Asn Asn Pro Ser Ala
290 295 300

Gly Ala Phe Arg Lys Thr Gly val His Asp Gly Asp Phe Glu Tyr Asn
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305

Ile Thr Thr

Arg

<210>
<211>
<212>
<213>

<400>

40
340
PRT
Homo

40

Met val Thr

1

Leu

val

Asn

Ile

65

Thr

Thr

Leu

Asp

val

145

Asp

Phe

Glu

Phe

Ala

Leu

50

Gly

Met

Tyr

Asn

Pro

130

Gly

ser

Glu

Ser

Ile

Thr

35

Lys

GIn

Gln

Arg

Asp

Met

Asn

His

Ala

Phe
195

310

URO-B-0001 PCT1 1is§i?e sequence DEPOT

320

Thr Leu Ala Ala Ile Asn Lys Ile Arg Ile Phe Lys Gly
330 335

325

sapiens

Leu

Phe

20

Thr

Arg

Arg

Pro

Leu

Ser

Asp

Arg
5
Leu
Trp
Leu
Lys
Leu
85
Trp
Ile
Glu
Gly
Phe
165

val

Glu

Lys

Thr

Phe

Ile

Leu

70

Leu

Leu

Lys

Lys

Asn

150

val

Gly

Leu

Arg

Ser

Pro

Lys

sSer

Thr

Arg

Glu

Arg

Leu

Leu

Thr

Gly

Thr

Phe

Ala

Ala

Leu

Leu

120

ser

Arg

Arg

Lys

200

Leu

Phe

25

Gln

Arg

Trp

Gln

Gln

105

Phe

val

Glu

Met

Thr

185

Asn

Lys

10

Leu

Met

Pro

Phe

Asn

920

Arg

Arg

Gly

ser

Asn

170

Thr

val

Asn

val

cys

AsSp

75

Ala

Glu

val

cys

ser

155

Lys

His

Leu

Tyr

Leu

Thr

60

Glu

Leu

Lys

val

Tyr

Ala

His

val Ser Met

Pageqig

Thr

Ser

Glu

45

cys

Arg

Leu

Lys

Pro

125

Arg

Gly

Pro

Leu

Ile
205

Phe

His

30

Leu

Thr

Phe

Glu

Pro

110

Gly

Cys

Pro

Thr

val

190

Leu

Leu
15
Thr

Ser

Asn

Asp

95

Asn

Asn

Ala

Glu

Ala

175

Tyr

val

val

Met

Glu

cys

Gln

80

Asp

Asn

val

val

Ile

160

Gly

Pro

Pro



Phe

Thr

225

Gln

Asp

ser

Phe

Pro

305

Glu

Lys

210

Ile

Asp

Asn

val

Gly

Ser

Ser

Thr

Ser

Lys

Trp

Ile

275

Ala

Ala

ASn

Phe Lys Gly

<210>
<211>
<212>
<213>

<400>

41
350
PRT
Homo

41

¥et Lys Cys

val

Thr

Lys

Leu
65

Phe

Leu

Leu

50

Ser

ser

Ile
Pro
35

val

Gly

Asp

Ile

His

Ile

Leu

260

Phe

Asp

Gly

val

Asp

Thr

Leu

245

GIn

Ser

ser

Ala

Thr
325

sapiens

Ser

Met

20

Tyr

Pro

Lys

Trp

Leu

ser

Leu

Gly

Ser

Phe
85

URO-B-0001 PCT1 1listage sequence DEPOT

Leu Glu Trp val val Ser 9}8 Ile Thr

Tyr
230
Ile
Gly
Met
LysS
Phe
310

Ala

Arg

Leu

Asp

Tyr

215

Ile

Tyr

His

Arg

Thr

val

Leu

Ser

Ala

55

Ala

Ser

Pro

His

Gly

val

280

Asn

Lys

Leu

Trp
Phe
Gly
40

Gly

cys

val

Pro

265

Cys

Trp

Thr

Ala

Phe

Thr

25

Ala

Leu

Arg

Phe

Pro

Ala

250

Tyr

Asp

His

Gly

ser
330

Leu
10

Tyr
Leu

GlIn

Arg

Ala

235

Phe

Pro

Glu

His

val
315

ser

Ser

Asp

Arg

cys
75

Lys

Ile

Ser

val

Tyr

300

His

Asn

val

His

Gly

Leu

60

Met

Asp Gly Asn
90

Page %q

Ile

Lys

Thr

Asp

285

Trp

Asp

Lys

Ala

His

Thr

45

ser

Gly

Ile

Arg

Tyr

Gly

Leu

Glu

Ala

Ile

Phe

Ser

30

His

Lys

Asp

Ser

Thr

val

val

255

Ile

Tyr

Asn

Asp

Arg
335

Leu

15

Met

Arg

Glu

Ala

Pro
95

Gly

Lys

240

Phe

Leu

Gly

Asn

Phe

320

Ile

Leu

Ala

val

Arg

Gly

80

val



URO-B-0001 PCT1 Tistage sequence DEPOT

Trp Thr Arg Glu Asn Met Asp Leu Pro Pro Asp val GIn Arg Trp Trp
100 105 110

Met Met Leu GIn Pro GIn Phe Lys Ser His Asn Thr Asn Glu val Leu
115 120 125

Glu Lys Leu Phe GIn Ile val Pro Gly Glu Asn Pro Tyr Arg Phe Arg
130 135 140

Asp Pro His GIn Cys Arg Arg Cys Ala val val Gly Asn Ser Gly Asn
145 150 155 160

Leu Arg Gly Ser Gly Tyr Gly GIn Asp val Asp Gly His Asn Phe Ile
165 170 175

Met Arg Met Asn GIn Ala Pro Thr val Gly Phe Glu GIn Asp val Gly
180 185 190

Ser Arg Thr Thr His His Phe Met Tyr Pro Glu Ser Ala Lys Asn Leu
195 200 205

Pro Ala Asn val Ser Phe val Leu val Pro Phe Lys val Leu Asp Leu
210 215 220

Leu Trp Ile Ala Ser Ala Leu Ser Thr Gly GIn Ile Arg Phe Thr Tyr
225 230 235 240

Ala Pro val Lys Ser Phe Leu Arg val Asp Lys Glu Lys val Gln Ile
245 250 255

Tyr Asn Pro Ala Phe Phe Lys Tyr Ile His Asp Arg Trp Thr Glu His
260 265 270

His Gly Arg Tyr Pro Ser Thr Gly Met Leu val Leu Phe Phe Ala Leu
275 280 285

His val Cys Asp Glu val Asn val Tyr Gly Phe Gly Ala Asp Ser Arg
290 295 300

Gly Asn Trp His His Tyr Trp Glu Asn Asn Arg Tyr Ala Gly Glu Phe
305 310 315 320

Arg Lys Thr Gly val His Asp Ala Asp Phe Glu Ala His Ile Ile Asp
325 330 335

Met Leu Ala Lys Ala Ser Lys Ile Glu val Tyr Arg Gly Asn
340 345 350

<210> 42
<211> 444
<212> PRT

page {5



URO-B-0001 PCT1 listage sequence DEPOT
<213> Homo sapiens

<400> 42

Met Gly Leu Leu val phe val Arg Asn Leu Leu Leu Ala Leu Cys Leu
1 5 10 15

Phe Leu val Leu Gly Phe Leu Tyr ;gr Ser Ala Trp Lys Leu His Leu
20 30

Leu GIn Trp Glu Glu Asp Ser Ser Lys Tyr Ser His Ser Ser Ser Pro
35 40 45

GIn Glu Lys Pro val Ala Asp Ser val val Leu Ser Phe Asp Ser Ala
50 55 60

Gly GIn Thr Leu Gly Ser Glu Tyr Asp Arg Leu Gly Phe Leu Leu Asn
65 70 75 80

Leu Asp Ser Lys Leu Ser Pro Arg Thr Leu Cys Thr val val phe Gly
85 920 95

Leu Asp Cys Ile Leu Glu Ser Pro Gly Glu Pro Lys Lys Leu Leu Met
100 105 110

Pro Ala Ser His Pro Leu Glu Ile Leu Lys Ser Leu Ser Glu Asp Thr
115 120 125

Ala Phe Ala Leu Gly Phe Leu Lys Leu Pro Arg Pro Ala Glu Leu Ala
130 135 140

Thr Lys Tyr Ala Asn Phe Ser Glu Gly Ala Cys Lys Pro Gly Tyr Ala
145 150 155 160

ser Ala Leu Met Thr Ala Ile Phe Pro Arg Phe Ser Lys Pro Ala Pro
165 170 175

Met Phe Leu Asp Asp Ser Phe Arg Lys Trp Ala Arg Ile Arg Glu Phe
180 185 190

val Pro Pro Phe Gly Ile Lys Gly Gln Asp Asn Leu Ile Lys Ala Ile
195 200 205

Leu Ser val Thr Lys Glu Tyr Arg Leu Thr Pro Ala Leu Asp Ser Leu
210 215 220

Arg Cys Arg Arg Cys Ile ITe val Gly Asn Gly Gly val Leu Ala Asn
225 230 235 240

Lys Ser Leu Gly Ser Arg Ile Asp Asp Tyr Asp Ile val val Arg Leu
245 250 255

Page %



Asn

Thr

TYyr

Phe

305

Asp

Glu

Leu

Pro

Glu

385

Pro

Trp

Lys

ser

Leu

Glu

290

Lys

Gly

Ile

Ile

Thr

370

val

Leu

Thr

Ala

<210>
<211>
<212>
<213>

<400>

Ala

275

Arg

Trp

Phe

Arg

Gly

Leu

Ala

His

43

PRT
Homo

43

Met Gly Leu

1

Phe Leu val

Leu GIn Trp

35

Gln Glu Lys

Pro

260

Ile

Asp

Leu

Trp

Ile

340

Leu

Gly

val

Tyr

Asn

420

val

val

Thr

sSer

Lys

Pro

Ser

Ala

Tyr

405

Ile

Ile

sapiens

Leu
Leu
20

Glu

Pro

val
5
Gly

Glu

val

URO-B-0001 PCT1 listage sequence DEPOT
Lys Gly Phe

Tyr

Leu

Tyr

310

ser

Asn

Phe

val

Gly

Glu

Gln

Thr

Phe

Phe

Asp

Ala

Pro

Phe

295

Ile

val

Pro

Asn

Ala

375

Phe

Thr

Arg

ASp

val

Leu

ser

Asp

Glu

280

val

val

Ala

Tyr

Asn

360

val

Gly

val

Glu

Leu
440

Arg

Tyr

Ser

40

Ser

265

Gly

Leu

Tyr

Thr

Phe

345

Gly

Thr

Tyr

Arg

Lys

ser

Asn

Tyr

Lys

val

Ala

Ala

Lys

Leu

Met

Asp

Met

410

Glu

Ser

Leu
10

Ser

Tyr

Met

Gly

Glu

315

val

Gln

Met

Ala

Met

395

Ala

Phe

Gly

Leu

Ala

Ser

Gln

Phe

300

Arg

Pro

Glu

Gly

Leu

380

Ser

Ala

Leu

Ile

Leu

Trp

His

val Leu Ser

Page qﬂ’

Arg

285

Lys

val

Lys

Ala

Thr

Ile

Arg

Ala

Lys

ser

45

Phe

Pro

Trp

Ser

Glu

Ala

350

Gly

Gly

Pro

Lys

Lys

Leu
Leu
30

Ser

Asp

Glu Lys Asp val Gly Ser Lys
270

Glu

Gln

Ala

Pro

335

Phe

Asn

Cys

Asn

Glu

415

Leu

Ser

ser

Thr

Gln

Asp

ser

320

Pro

Thr

Ile

Asp

Ala

400

Ser

val

Leu

Leu

Pro

Ala



Gly

65

Leu

ser

Ile

Phe

Lys

145

Tyr

Ile

Ile

Gly

Pro

225

Phe

Ile

val

Pro

Asn

305

Ala

50

Gln

Asp

Glu

Phe

Arg

Gly

Arg

val

Asp

Phe

210

Glu

val

val

Ala

Tyr

Asn

val

Thr

ser

Gly

Pro

115

Lys

Gln

Leu

Gly

Gly

Leu

Tyr

Thr

275

Phe

Gly

Thr

Leu

Lys

Ala

100

Arg

Trp

Asp

Thr

Asn

180

Tyr

Lys

Ala

Ala

Arg

Ile

Leu

Met

Gly

Leu

85

Cys

Phe

Ala

Asn

Pro

165

Gly

Asp

Asp

Met

Gly

Glu

val

Gln

Met

Ala

URO-B-0001 pPCT1 1istage68equence DEPOT
55

Ser
70

Pro
Lys
ser
Arg
Leu
150

Ala

Gly

val

Gln

230

Phe

Arg

Pro

Glu

Glu

Ala

Pro

Lys

Ile

135

Ile

Leu

val

val

Gly

Arg

Lys

val

Lys

Ala

295

Arg

Tyr

Glu

Gly

Pro

120

Arg

Lys

Asp

Leu

val

200

Ser

Pro

Trp

Ser

Glu

280

Ala

Gly

Gly

Asp Arg
Leu Ala

90

Tyr Ala
105

Ala Pro
Glu Phe
Ala Ile
Ser Leu

170
Ala Asn

185

Arg Leu

Lys Thr

Glu Gln

Gln Asp

Ala Ser

265

Pro Pro

Phe Thr

Asn Ile

Leu Gly Phe Leu

75

Thr

Ser

Met

val

Leu

155

Arg

Lys

Asn

Thr

TYyr

235

Phe

Asp

Glu

Leu

Pro
315

Lys

Ala

Phe

Pro

140

ser

Cys

Ser

ser

Leu

220

Glu

Lys

Gly

Ile

Ile

300

Thr

Cys Asp Glu val

Page %go

Tyr

Leu

Leu

125

Pro

val

Arg

Leu

Ala

205

Arg

Arg

Trp

Phe

Arg

285

Gly

Leu

Ala

Ala

Met

110

Asp

Phe

Thr

Arg

Gly

Pro

Ile

Asp

Leu

Trp

Ile

Leu

Gly

val

Leu

Asn

95

Thr

Asp

Gly

Lys

val

Thr

Ser

LysS

Lys

Leu

Pro

ser

Ala

Asn

80

Phe

Ala

ser

Ile

Glu

160

Ile

Arg

Lys

Tyr

Leu

240

Tyr

Ser

Asn

Phe

val

320

Gly



Phe Gly
Thr val
Arg Glu

370

Asp Leu
385

<210>
<211>
<212>
<213>

<400>
Met Gly
1

Phe Leu
Leu GIn
Gln Glu

50
Gly GIn
65
Leu Asp
Ser Glu
Ile Phe
Phe Arg
Lys Gly
145

Ala Glu

Tyr

Arg

355

Lys

Ser

44
170
PRT
Homo

44

Leu

val

Trp

35

Lys

Thr

ser

Gly

Pro

115

LysS

Gln

Ala

325

Asp Met
340

Met Ala

Glu Phe

Ser Gly

sapiens

Leu val
5

Leu Gly
20

Glu Glu

Pro val

Leu Gly

Lys Leu

85
Ala Cys
100
Arg Phe
Trp Ala

val Leu

Gly Glu
165

URO-B-0001

ser Thr
Ala Ile
Leu Arg

375

Ile
390

Phe val

Phe Leu

Asp Ser

Ala Asp

55
Ser Glu
70
Pro Ala
Lys Pro
Ser Lys
Arg Ile

135

Asp Ala

Ser Ser

Pro

Lys

Lys

Arg

Tyr

ser

40

Ser

Tyr

Glu

Gly

Pro

120

Arg

Gln

Arg

PCT1 listage sequence DEPOT
330 335

Asn Ala Pro Leu His Tyr Tyr
345 350

Glu Ser Trp Thr His Asn Ile
365

Leu val Lys Ala Arg val Ile
380

Asn Leu Leu Leu Ala Leu Cys
10 15

Tyr Ser Ala Trp Lys Leu His
25 30

Lys Tyr Ser His Ser Ser Ser
45

val val Leu Ser Phe Asp Ser
60

Asp Arg Leu Gly Phe Leu Leu
75

Leu Ala Thr Lys Tyr Ala Asn
90 95

Tyr Ala Ser Ala Leu Met Thr
105 110

Ala Pro Met Phe Leu Asp Asp
125

Glu Phe val Pro Pro Phe Gly
140

Tyr Pro Ala Arg Glu Arg val
155

His His
170

Page %q

Glu

GIn

Thr

Leu

Leu

Pro

Ala

Asn

80

Phe

Ala

ser

Ile

ser
160



<210>
<211>
<212>
<213>

<400>

45
429
PRT
Homo

45

Met Gly Leu
1

Phe

Leu

Ala

Asn

65

Met

Thr

Ala

Ala

145

Pro

Phe

Ile

Leu

Asn
225

Leu

Gln

Gly

50

Leu

Leu

Pro

Ala

Thr

130

Ser

Met

val

Leu

Arg

210

Lys

val

Trp

35

Gln

Asp

Asp

Ala

Phe

115

Lys

Ala

Phe

Pro

Ser

195

Cys

Ser

sapiens

Leu

Leu

20

Glu

Thr

Ser

Cys

ser

100

Ala

Tyr

Leu

Leu

Pro

180

val

Arg

Leu

val
5
Gly
Glu
Leu
Lys
Ile
85
His
L.eu
Ala
Met
Asp
Phe
Thr

Arg

Gly

URO-B-0001 PCT1 listage sequence DEPOT

Phe

Phe

ASp

Gly

Leu

70

Leu

Pro

Gly

Asn

Thr

150

Asp

Gly

LysS

Cys

ser
230

val

Leu

ser

Ser

55

ser

Glu

Leu

Phe

Phe

135

Ala

ser

Ile

Glu

Ile

215

Arg

Arg

Tyr

Asn

40

Glu

Pro

Ser

Glu

Leu

120

Ser

Ile

Phe

Lys

TYyr

200

Ile

Asn

Tyr

25

ser

Tyr

Arg

Pro

Ile

105

LysS

Glu

Phe

Arg

Gly

Arg

val

Asp

Leu

10

ser

val

Asp

Thr

Gly

90

Leu

Leu

Gly

Pro

Lys

Gln

Leu

Gly

Asp

Leu

Ala

val

Arg

Leu

75

Glu

Lys

Pro

Ala

Asp

Thr

Asn

Tyr
235

Leu

Trp

Leu

Leu

60

cys

Pro

ser

Arg

Cys

Phe

Ala

Asn

Pro

Asp

Page O\O

Ala

Lys

ser

45

Gly

Thr

Lys

Leu

Pro

125

Lys

Ser

Arg

Leu

Ala

205

Gly

Ile

Leu

Leu

30

Phe

Phe

val

Lys

ser

110

Ala

Pro

Lys

Ile

Ile

190

Leu

val

val

cys

His

Asp

Leu

val

Leu

95

Glu

Glu

Gly

Pro

Arg

Lys

Asp

Leu

val

Leu

Leu

ser

Leu

Phe

80

Leu

Asp

Leu

Tyr

Ala

160

Glu

Ala

ser

Ala

Arg



URO-B-0001 PCT1l listage sequence DEPOT

Leu Asn Ser Ala Pro val Lys Gly Phe Glu Lys Asp val Gly Ser Lys
245 250 255

Thr Thr Leu Arg Ile Thr Tyr Pro Glu Gly Ala Met GIn Arg Pro Glu
260 265 270

GIn Tyr Glu Arg Asp Ser Leu Phe val Leu Ala Gly Phe Lys Trp Gln
275 280 285

Asp Phe Lys Trp Leu Lys Tyr Ile val Tyr Lys Glu Arg val Ser Ala
290 295 300

ser Asp Gly Phe Trp Lys Ser val Ala Thr Arg val Pro Lys Glu Pro
305 310 315 320

Pro Glu Ile Arg Ile Leu Asn Pro Tyr Phe Ile GIn Glu Ala Ala Phe
325 330 335

Thr Leu Ile Gly Leu Pro Phe Asn Asn Gly Leu Met Gly Arg Gly Asn
340 345 350

Ile Pro Thr Leu Gly Ser val Ala val Thr Met Ala Leu His Gly Cys
355 360 365

Asp Glu val Ala val Ala Gly Phe Gly Tyr Asp Met Ser Thr Pro Asn
370 375 380

Ala Pro Leu His Tyr Tyr Glu Thr val Arg Met Ala Ala Ile Lys Glu
385 390 395 400

Ser Trp Thr His Asn Ile GIn Arg Glu Lys Glu Phe Leu Arg Lys Leu
405 410 415

val Lys Ala Arg val Ile Thr Asp Leu Ser Ser Gly Ile
420 425

<210> 46

<211> 375

<212> PRT

<213> Homo sapiens

<400> 46

Met Gly Leu Leu val Phe val Arg Asn Leu Leu Leu Ala Leu Cys Leu
1 5 10 15

Phe Leu val Leu Gly Phe Leu Tyr Tyr Ser Ala Trp Lys Leu His Leu
20 25 30

Leu GIn Trp Glu Glu Asp Ser Asn Ser val val Leu Ser Phe Asp Ser
35 40 45

Page %(



Ala

AsSn

65

Phe

Ala

ser

Ile

Glu

145

Ile

Arg

Lys

Tyr

Leu

225

Tyr

Ser

Asn

Phe

val
305

Gly

50

Leu

ser

Ile

Phe

Lys

Tyr

Ile

Ile

Gly

Pro

210

Phe

Ile

val

Pro

Asn

290

Ala

GlIn

Asp

Glu

Phe

Arg

val

Asp

Phe

195

Glu

val

val

Ala

Tyr

275

Asn

val

Thr

Ser

Gly

Pro

100

Lys

Gln

Leu

Gly

Asp

Glu

Gly

Leu

Tyr

Thr

260

Phe

Gly

Thr

Leu

Lys

Ala

85

Arg

Trp

Asp

Thr

Asn

165

Tyr

Lys

Ala

Ala

Lys

Arg

Ile

Leu

Met

URO-B-0001 PCT1 listage sequence DEPOT

Gly Ser Glu
55

Leu

70

Cys

Phe

Ala

Asn

Pro

150

Gly

Asp

Asp

Met

Gly

Glu

val

GIn

Met

Ala
310

Pro

Lys

ser

Arg

Leu

135

Ala

Gly

Ile

val

Gln

215

Phe

Arg

Pro

Glu

Ala

Pro

Lys

Ile

120

Ile

Leu

val

val

Arg

Lys

val

Lys

Ala

280

Arg

His

Tyr Asp Arg ggu Gly Phe Leu

Glu

Gly

Pro

105

Arg

Lys

Asp

Leu

val

185

Ser

Pro

Trp

ser

Glu

265

Ala

Gly

Gly

Leu

Tyr

90

Ala

Glu

Ala

ser

Ala

170

Arg

Lys

Glu

Gln

Ala

250

Pro

Phe

Asn

cys

Ala

75

Ala

Pro

Phe

Ile

Leu

155

Asn

Leu

Thr

Gln

Asp

Ser

Pro

Thr

Ile

Asp

Thr

ser

Met

val

Leu

140

Arg

Lys

Asn

Thr

Tyr

220

Phe

Asp

Glu

Leu

Pro

300

Glu

Page 0)2

Lys

Ala

Phe

Pro

125

Ser

Cys

Ser

Ser

Leu

205

Lys

Gly

Ile

Ile

285

Thr

val

Tyr

Leu

Leu

110

Pro

val

Arg

Leu

Ala

190

Arg

Arg

Trp

Phe

Leu

Ala

Ala

Met

95

ASp

Phe

Thr

Arg

Pro

Ile

Asp

Leu

Trp

Ile

Leu

Gly

val

Leu

Asn

80

Thr

Asp

Gly

Lys

cys

160

ser

val

Thr

ser

Lys

240

Lys

Leu

Pro

Ser

Ala
320



Gly Phe Gly

Glu Thr val

GIn Arg Glu
355

Thr Asp Leu
370

<210> 47
<211> 277
<212> PRT
<213> Homo

<400> 47
Met Gly Leu
1

Phe Leu val

Leu Gln Trp
35

Ala Gly Gln
50

Asn Leu Asp
65

Phe Ser Glu
Ala Ile Phe
Ser Phe Arg
Ile Lys Gly
Glu Tyr Arg
145

Ile Ile val

Arg Ile Asp

Tyr

Arg

340

Lys

sSer

Asp

325

Met

Glu

sSer

sapiens

Leu

Leu

20

Glu

Thr

Ser

Gly

Pro

100

Lys

GlIn

Leu

Gly

Asp

val
5
Gly
Glu
Leu
Lys
Ala
85
Arg
Trp
Asp
Thr
Asn

165

Tyr

URO-B-0001

Met Ser Thr

Ala

Phe

Gly

Phe

Phe

Asp

Gly

Leu

70

cys

Phe

Ala

Asn

Pro

150

Gly

Asp

Ala

Leu

Ile
375

val

Leu

Ser

Ser

55

Pro

Lys

ser

Arg

Leu

135

Ala

Gly

Ile

Ile

Arg

Tyr

Asn

40

Glu

Ala

Pro

Lys

Ile

120

Ile

Leu

val

val

PCT1 listage sequence DEPOT
Pro Asn Ala Pro Leu His Tyr

330

335

Lys Glu Ser Trp Thr His Asn

345

350

Lys Leu val Lys Ala Arg val
365

Asn

Tyr

25

ser

Tyr

Glu

Gly

Pro

105

Arg

Lys

Asp

Leu

val

Leu Leu Leu
10

ser Ala Trp
val val Leu

Asp Arg Leu
60

Leu Ala Thr
75

Tyr Ala Ser
90

Ala Pro Met
Glu Phe val

Ala Ile Leu
140

Ser Leu Arg
155

Ala Asn Lys
170

Arg Leu Asn

Page 0\3

Ala

Lys

ser

45

Gly

Lys

Ala

Phe

Pro

125

Ser

Cys

Ser

Ser

Leu

Leu

30

Phe

Phe

Tyr

Leu

Leu

110

Pro

val

Arg

Leu

Ala

Cys

15

His

ASp

Leu

Ala

Met

95

Asp

Phe

Thr

Arg

Gly

Pro

Tyr

Ile

Ile

Leu

Leu

ser

Leu

Asn

80

Thr

Asp

Gly

Lys

cys

160

ser

val



Lys

Tyr

Leu

225

Tyr

Glu

Leu

Gly

Pro

210

Phe

Ile

Lys

sSer

<210>
<211>
<212>
<213>

<400>

Phe
195

Glu

val

val

Glu

Ser
275

48
155
PRT
Homo

48

Met Gly Leu
1

Phe

Leu

Ala

Asn

65

Phe

Ala

Ser

Ile

Leu

Gln

Gly

50

Leu

Ser

Ile

Phe

Lys

val

Trp

35

Gln

ASp

Glu

Phe

180

Glu

Gly

Leu

Tyr

Phe

260

Gly

Lys

Ala

Ala

Lys

Leu

Ile

sapiens

Leu

Leu

20

Glu

Thr

Ser

Gly

Pro

100

Lys

Gln

val

5

Gly

Glu

Leu

Lys

Ala

85

Arg

Trp

val

URO-B-0001

Asp val Gly

Met

Gly

Glu

Arg

Phe

Phe

Asp

Gly

Leu

70

cys

Phe

Ala

Leu

Gln

215

Phe

Arg

Lys

val

Leu

Ser

ser

55

Pro

Lys

ser

Arg

Asp

200

Arg

Lys

val

Leu

Arg

Tyr

Asn

40

Glu

Ala

Pro

Lys

Ile

120

Ala

185

Ser

Pro

Trp

ser

val
265

Asn

Tyr

25

Ser

Tyr

Glu

Gly

Pro

105

Arg

GlIn

Lys Thr Thr

Glu

Gln

Trp

Lys

Leu

10

ser

val

Asp

Leu

Tyr

90

Ala

Glu

Gln

Asp

235

Thr

Ala

Leu

Ala

val

Arg

Ala

75

Ala

Pro

Phe

Tyr
220
Phe

His

Arg

Leu

Trp

Leu

Leu

60

Thr

ser

Met

val

Tyr Pro Ala

140

Page C\L\

PCT1 listage sequence DEPOT
190

Leu Arg Ile

205

Glu

Lys

Asn

val

Ala

Lys

ser

45

Gly

Lys

Ala

Phe

Pro

125

Arg

Arg

Trp

Ile

Ile
270

Leu

Leu

30

Phe

Phe

Tyr

Leu

Leu

110

Pro

Glu

Asp

Leu

GIn

255

Thr

Cys

15

His

Asp

Leu

Ala

Met

95

Asp

Phe

Arg

Thr

ser

Lys

240

Arg

Asp

Leu

Leu

Ser

Leu

Asn

80

Thr

Asp

Gly

val



URO-B-0001 PCT1 listage sequence DEPOT

ser Ala Glu Ala Gly Glu Ser Ser Arg His His
145 150 155

<210> 49

<211> 413

<212> PRT

<213> Homo sapiens

<400> 49

Met Gly Leu Leu val Phe val Arg Asn igu Leu Leu Ala Leu Cys Leu
1 5 15

Phe Leu val Egu Gly Phe Leu Tyr ;gr Ser Ala Trp Lys ggu His Leu

Leu GIn Trp Glu Glu Asp Ser L%s Tyr Asp Arg Leu Gly Phe Leu Leu
35 4 45

Asn Lgu Asp Ser Lys Leu Ser Pro Arg Thr Leu g5s Thr val val Phe
5 55

Gly Leu Asp Cys Ile Leu Glu Ser Pro Gly Glu Pro Lys Lys Leu Leu
65 70 75 80

Met Pro Ala Ser His Pro Leu Glu Ile Leu Lys Ser Leu Ser Glu Asp
85 90 95

Thr Ala Phe Ala Leu Gly Phe Leu Lys Leu Pro Arg Pro Ala Glu Leu
100 105 110

Ala Thr Lys Tyr Ala Asn Phe Ser Glu Gly Ala Cys Lys Pro Gly Tyr
115 120 125

Ala Ser Ala Leu Met Thr Ala Ile Phe Pro Arg Phe Ser Lys Pro Ala
130 135 140

Pro Met Phe Leu Asp Asp Ser Phe Arg Lys Trp Ala Arg Ile Arg Glu
145 150 155 160

Phe val Pro Pro Phe Gly Ile Lys Gly Gln Asp Asn Leu Ile Lys Ala
165 170 175

Ile Leu Ser val Thr Lys Glu Tyr Arg Leu Thr Pro Ala Leu Asp Ser
180 185 190

Leu Arg Cys Arg Arg Cys Ile Ile val Gly Asn Gly Gly val Leu Ala
195 200 205

Asn Lys Ser Leu Gly Ser Arg Ile Asp Asp Tyr Asp Ile val val Arg
210 215 220

Page Q\S



URO-B-0001 PCT1l listage sequence DEPOT
Leu Asn Ser Ala Pro val Lys Gly Phe Glu Lys Asp Val Gly Ser Lys
225 230 235 240

Thr Thr Leu Arg Ile Thr Tyr Pro Glu Gly Ala Met Gln Arg Pro Glu
245 250 255

Gln Tyr Glu Arg Asp Ser Leu Phe val Leu Ala Gly Phe Lys Trp GIn
260 265 270

Asp Phe Lys Trp Leu Lys Tyr Ile val Tyr Lys Glu val Ser Ala

Arg
275 280 285

ser Asp Gly Phe Trp Lys Ser val Ala Thr Arg val Pro Lys Glu Pro
290 295 300

Pro Glu Ile Arg Ile Leu Asn Pro Tyr Phe Ile Gln Glu Ala Ala Phe
305 310 315 320

Thr Leu Ile Gly Leu Pro Phe Asn Asn Gly Leu Met Gly Arg Gly Asn
325 330 335

Ile Pro Thr Leu Gly Ser val Ala val Thr Met Ala Leu His Gly Cys
340 345 350

Asp Glu val Ala val Ala Gly Phe Gly Tyr Asp Met Ser Thr Pro Asn
355 360 365

Ala Pro Leu His Tyr Tyr Glu Thr val Arg Met Ala Ala Ile Lys Glu
370 375 380

Ser Trp Thr His Asn Ile GIn Arg Glu Lys Glu Phe Leu Arg Lys Leu
385 390 395 400

val Lys Ala Arg val Ile Thr Asp Leu Ser Ser Gly Ile

405 410
<210> 50
<211> 359
<212> PRT
<213> Homo sapiens
<400> 50

Met Gly Leu Leu val Phe val Arg Asn Leu Leu Leu Ala Leu Cys Leu
1 5 10 15

Phe Leu val Leu Gly Phe Leu Tyr Tyr Ser Ala Trp Lys Leu His Leu
20 25 30

Leu Gln ;gp Glu Glu Asp Ser Lys Tyr Asp Arg Leu Gly Phe Leu Leu

Page O\G



Asn

Phe

65

Ala

Ser

Ile

Glu

Ile

145

Arg

Lys

Tyr

Leu

Tyr

225

ser

Asn

Phe

val

Leu

50

Ser

Ile

Phe

Lys

Tyr

130

Ile

Ile

Gly

Pro

Phe

210

Ile

val

Pro

Asn

Ala

290

Phe

AsSp

Glu

Phe

Arg

Arg

val

Asp

Phe

Glu

195

val

val

Ala

Tyr

Asn

275

val

Gly

ser

Gly

Pro

Lys

100

Gln

Leu

Gly

Asp

Glu

180

Gly

Leu

Tyr

Thr

Phe

260

Gly

Thr

Tyr

Lys

Ala

Arg

85

Trp

Asp

Thr

Asn

Tyr

165

Lys

Ala

Ala

Lys

Leu

Met

Asp

URO-B-0001 PCT1 listage sequence DEPOT

Leu Pro Ala

Cys

70

Phe

Ala

Asn

Pro

Asp

Met

Gly

Glu

230

val

Gln

Met

Ala

Met
310

Lys

Ser

Arg

Leu

Ala

135

Gly

Ile

val

Gln

Phe

215

Arg

Pro

Glu

Gly

Leu

295

Ser

Pro

Lys

Ile

Ile

120

Leu

val

val

Gly

Lys

val

Lys

Ala

280

His

Thr

Glu Leu Ala ggr Lys Tyr Ala

Gly

Pro

Lys

ASp

Leu

val

Ser

185

Pro

Trp

Ser

Glu

Ala

265

Gly

Gly

Pro

Tyr

Ala

90

Glu

Ala

Ser

Ala

Arg

Lys

Glu

Gln

Ala

Pro

250

Phe

Asn

Cys

Asn

Ala

75

Pro

Phe

Ile

Leu

Asn

155

Leu

Thr

Gln

Asp

Ser

235

Pro

Thr

Ile

Asp

Ala
315

Ser

Met

val

Leu

Lys

Asn

Thr

Tyr

Phe

220

Asp

Glu

Leu

Pro

Glu

300

Pro

Page qf¥

Ala

Phe

Pro

Ser

125

Cys

ser

Ser

Leu

Glu

205

Lys

Gly

Ile

Ile

Thr

285

val

Leu

Leu

Leu

Pro

110

val

Arg

Leu

Ala

Arg

Trp

Phe

Arg

Gly

Leu

Ala

His

Met

Asp

95

Phe

Thr

Arg

Gly

Pro

175

Ile

Asp

Leu

Trp

Ile

255

Leu

Gly

val

Tyr

Asn

Thr

80

Asp

Gly

Lys

Cys

Ser

160

val

Thr

Ser

Lys

Pro

ser

Ala

TYyr



URO-B-0001 PCT1 listage sequence DEPOT
Glu Thr val Arg Met Ala Ala Ile Lys 3;3 Ser Trp Thr His é;g Ile
325

GIn Arg Glu Lys Glu Phe Leu Arg Lys Leu val Lys Ala Arg val Ile
340 345 350

Thr Asp Leu Ser Ser Gly Ile

355
<210> 51
<211> 139
<212> PRT
<213> Homo sapiens
<400> 51

Met Gly Leu Leu val Phe val Arg Asn Lgu Leu Leu Ala Leu Cys Leu
1 5 1 15

Phe Leu val Leu Gly Phe Leu Tyr Tyr Ser Ala Trp Lys Leu His Leu
20 25 30

Leu GlIn ;rp Glu Glu Asp Ser Lys Tyr Asp Arg Leu Gly Phe Leu Leu
5 40 45

Asn Lgu Asp Ser Lys Leu Pro Ala Glu Leu Ala Thr Lys Tyr Ala Asn
5 55 60

Phe Ser Glu Gly Ala Cys Lys Pro Gly Tyr Ala Ser Ala Leu Met Thr
65 70 75 80

Ala Ile Phe Pro Arg Phe Ser Lys Pro Ala Pro Met Phe Leu ASp Asp
85 90 95

Ser Phe Arg Lys Trp Ala Arg Ile Arg Glu Phe val Pro Pro Phe Gly
100 105 110

ITe Lys Gly GIn val Leu Asp Ala GIn Tyr Pro Ala Arg Glu Arg val
115 120 125

Sser Ala Glu Ala Gly Glu Ser Ser Arg His His

130 135
<210> 52
<211> 331
<212> PRT
<213> Homo sapiens
<400> 52

Met Arg Gly Tyr Leu val Ala Ile Phe Leu Ser Ala val Phe Leu Tyr
1 5 10 15

Tyr val Leu ggs Cys Ile Leu Trp Gly Thr Asn val Tyr ggp val Ala

25
Page q(b



URO-B-0001 PCT1 listage sequence DEPOT

Pro val g1u Met Lys Arg Arg ﬁan Lys Ile Gln Pro Cys Leu Ser LyS
5 45

Pro Ala Phe Ala Ser Leu Leu Arg Phe His GIn Phe His Pro Phe Leu
50 55 60

Cys Ala Ala Asp Phe Arg Lys Ile Ala Ser Leu Tyr Gly Ser Asp Lys
65 70 75 80

Phe Asp Leu Pro Tyr Gly Met Arg Thr ggr Ala Glu Tyr Phe Arg Leu
85 95

Ala Leu Ser Lys Leu GIn Ser Cys Asp Leu Phe Asp Glu Phe Asp Asn
100 105 110

Ile Pro Cys Lys Lys Cys val val val Gly Asn Gly Gly val Leu Lys
115 120 125

Asn Lys Thr Leu Gly Glu Lys Ile Asp Ser Tyr Asp val Ile Ile Arg

Met Asn Asn Gly Pro val Leu Gly His Glu Glu Glu val Gly Arg Arg
145 150 155 160

Thr Thr Phe Arg Leu Phe Tyr Pro Glu Ser val Phe Ser Asp Pro Ile
165 170 175

His Asn Asp Pro Asn Thr Thr val Ile Leu Thr Ala Phe Lys Pro His
180 185 190

Asp Leu Arg Trp Leu Leu Glu Leu Leu Met Gly Asp Lys Ile Asn Thr
195 200 205

Asn Gly Phe Trp Lys Lys Pro Ala Leu Asn Leu Ile Tyr Lys Pro Tyr
210 215 220

GIn Ile Arg Ile Leu Asp Pro Phe Ile Ile Arg Thr Ala Ala Tyr Glu
225 230 235 240

Leu Leu His Phe Pro Lys val Phe Pro Lys Asn GIn Lys Pro Lys His
245 250 255

Pro Thr Thr Gly Ile Ile Ala Ile Thr Leu Ala Phe Tyr Ile Cys His
260 265 270

Glu val His Leu Ala Gly Phe Lys Tyr Asn Phe Ser Asp Leu Lys Ser
275 280 285

Pro Leu His Tyr Tyr Gly Asn Ala Thr Met Ser Leu Met Asn Lys Asn
290 295 300

PageCFq



Ala Tyr His Asn val

305

Glu Lys Asn Leu Vval

<210>
<211>
<212>
<213>

<400>

53
753
PRT

325

Mus musculus

53

Met Glu Thr His Ala

1

His

Glu

Asn

Thr

65

Leu

Phe

Ala

val

Phe

145

Ile

Ile

Arg

Glu

Lys

Arg

50

Glu

Ile

Asp

Ala

Leu

130

Asp

Leu

Arg

Ser

Leu

Asn

35

Ala

Pro

Asp

Ile

Met

115

Asn

Ala

His

His

Ala
195

Tyr

20

Gly

Asp

Ala

Asp

Asn

100

val

Arg

Leu

Ile

Ala

180

Glu

5

Phe

Asn

Tyr

Phe

Tyr

85

Thr

Glu

Leu

Ala

Glu

165

Ile

Gln

URO-8-0001

Thr Ala Glu

310

Ile

His

Lys

Asn

ser

Phe

70

Gly

Arg

Ser

Lys

Leu

150

Gly

Thr

His

Asn

Leu

Lys

Arg

Lys

Glu

Asn

Leu

val

Pro

135

Ala

Gly

Lys

Leu

Leu

His

Leu

Leu

Thr

His

Asp

Thr

Glu

Leu

Ile
200

PCT1 listage sequence DEPOT

Gln

Thr

Arg

Ser

25

Leu

Ala

Asp

Tyr

Thr

105

Leu

Ser

val

Ala

185

Ser

Leu

Gln
330

Glu

10

Ser

Arg

Pro

val

Arg

90

Ile

Ala

Met

Ala

ser

170

His

Met

Page

Phe Leu Lys Asp Ile Ile

315

Asp

Gln

Lys

val

Ile

val

75

Met

val

Leu

Ile

Ala

155

Gly

Tyr

Cys

Ser

Lys

cys

Met

60

val

Ile

Arg

val

val

140

Leu

Thr

His

Glu

(00

Tyr

Lys

val

45

Phe

Leu

Glu

Gly

Lys

His

Met

Ala

Gln

30

Ala

Gly

Gly

Gln

Glu

110

Leu

Gly

Asn

Asp

Cys

190

His

Gly

15

val

Thr

Ile

ser

Asp

95

Asp

Pro

Asp

Ile

Asp

320

Pro

Met

Cys

Lys

His

80

Asp

Glu

Asp

Arg

Arg

Ser

Thr

Arg



Ile

Asn

225

Lys

Ile

Ser

ser

Pro

305

Leu

Arg

Gln

Asp

Gln

385

Ile

Lys

His

Asn

Tyr
465

Leu

210

Lys

Cys

Lys

Phe

Lys

Asn

val

Glu

Ile

Thr

370

Tyr

Leu

Phe

Leu
450

Thr

Leu

Asp

Lys

Asn

275

Glu

Phe

Ala

val

Gly

Gln

Pro

Lys

Cys

Leu

435

Arg

Gln

Ala

TYyr

Asp

Ser

260

Lys

Met

Arg

His

Asp

Cys

Phe

Phe

420

Glu

val

Phe

Gly

Met

Tyr

245

Ile

Arg

val

Ala

Ala

325

Ala

Glu

Lys

Ser

Leu

405

Pro

Thr

Ala

Asn

URO-B-0001 PCT1l listage sequence DEPOT

Cys Pro Ser

Ser

230

Ile

Lys

Thr

Arg

val

310

Gly

Phe

Thr

Ile

Lys

390

Lys

Pro

Leu

Ile

Pro
470

215

Ile

val

Met

Leu

val

295

Lys

cys

Gly

Gly

Leu

375

Ile

Ser

val

ser

val

455

Lys

Ile

Ala

Phe

val

280

Met

His

Met

Thr

Glu

360

Gln

Tyr

Ile

Lys

Ala

440

Ser

Thr

Tyr Asp Lys Leu Leu Ser Ala
220

Arg

Leu

Glu

265

Leu

Arg

val

Ile

Pro

345

Asn

Ala

Gly

Asp

Glu

425

Leu

Met

Tyr

Met

Gln

250

Leu

Phe

Lys

Pro

val

Leu

Asp

Leu

410

Asn

Ala

Lys

Glu

Page

Trp

235

His

Thr

Pro

Lys

Phe

315

Asn

Ile

Leu

His

Ile

val

Gly

Glu
475

Leu

Pro

Leu

Asn

ASp

Ser

Asn

His

Leu

380

Asn

Glu

ser

Asp

Glu

460

Arg

Ao

Gly

val

Asp

Ile

285

Ile

Gln

ser

Leu

val

365

GIn

Ala

Pro

Gln

Leu

445

Ile

Ile

Asp

Thr

Ala

270

Asp

Glu

Phe

Cys

Arg

Phe

val

Leu

Gly

val

Ser

ASp
Thr
255

Leu

Ala

Ile

Gly

Thr

ASp

Gly

Pro

Gln

415

Ile

Gly

Lys

Leu

Lys

val

240

Asp

Ile

Gly

His

Gln

320

val

Arg

Ala

Lys

Lys

Asp

Thr

Lys

Ile
480



Leu

Arg

Glu

val

val

545

GIn

Ile

Phe

Asp

Met

625

Leu

His

Leu

His

His

705

ser

Leu

Gln

Ile

Gly

530

Asp

Gly

Gly

Cys

Cys

610

Ala

val

Leu

Arg

Thr

690

Tyr

val

Leu

Met

Leu

val

515

Leu

Asn

Lys

Gly

Ala

595

ser

Leu

Glu

Ile

Thr

675

Met

Gln

Gly

Cys

Gly

500

val

Arg

Asp

Gly

Cys

Gln

Gly

GIn

660

Ala

Asn

His

Asp

Ala
740

val

485

val

Leu

Thr

Gly

GlIn

565

Ile

Glu

Gly

Arg

Met

645

Ala

Gly

Pro

Ile

val

725

Ala

URO-B-0001 PCT1 listage sequence DEPOT

Glu Ala Ala

Gly

His

Pro

Asn

550

Glu

Ile

Leu

Ser

Glu

630

ser

Ala

Thr

ser

val

710

Asp

ser

Ile

ser

Leu

535

cys

Asn

His

Gly

His

615

Ala

val

Lys

Ala

Leu

695

Lys

val

Met

Ser

Thr

520

ser

Ala

Phe

Gln

His

600

Gly

Lys

Pro

Leu

Leu

680

val

Asp

val

val

Ala Glu Ala val Lys Leu Asn

Thr

505

Lys

ASp

Ala

val

His

585

Leu

Cys

Lys

Lys

Gly

Ile

val

val

Leu
745

490

Gly

Leu

Thr

Met

Thr

570

Glu

val

Ile

Leu

650

Asn

Leu

Leu

Ile

ser
730

Gly

Ile

Leu

Ala

555

Leu

Leu

val

Glu

His

635

Glu

val

Gly

ser

Arg

715

Asp

Arg

Gln

His

540

Glu

Ile

Ile

ser

Ala

620

Asp

Ala

Lys

val

Leu

Asp Tyr Thr

Page lbl-

val

Glu

525

Leu

Arg

Thr

His

Leu

605

Tyr

Glu

val

Ala

val

685

val

Gln

val

Thr

Asn
510
Trp
Pro

Lys

Gly

Asp

Ala

Asp

Gly

Gln

670

Asn

Leu

Ala

Asp

495

Pro

Asn

val

Phe

Thr

575

Ser

Gly

ser

Leu

Ala

655

ser

Ile

Ala

Leu

Pro

735

Arg

Cys

Gln

ser

Trp

Gly

Gly

Ser

Pro

Gly

Leu

640

Leu

Ile

Leu

Ser

Ser

720

Ala

Ile



URO-B-0001 PCT1 listage sequence DEPOT

His

<210> 54

<211> 722

<212> PRT

<213> Homo sapiens
<400> 54

Met Glu Lys Asn Gly Asn Asn Arg Lys Leu Arg val Cys val Ala Thr
1 5 10 15

Cys Asn Arg gga AsSp Tyr Ser Lys 5§u Ala Pro Ile Met gge Gly Ile

Lys Thr Glu Pro Glu Phe Phe Glu Leu Asp val val val Leu Gly Ser
35 40 45

His Lgu Ile Asp Asp Tyr Gly Asn Thr Tyr Arg get ITe Glu GIln Asp
5 55 0

Asp Phe Asp Ile Asn Thr Arg Leu His Thr Ile val Arg Gly Glu Asp
65 70 75 80

Glu Ala Ala Met val Glu Ser val Gly Leu Ala Leu val Lys Leu Pro
85 90 95

Asp val Leu Asn Arg Leu Lys Pro Asp Ile Met Ile val His Gly Asp
100 105 110

Arg Phe Asp Ala Leu Ala Leu Ala Thr Ser Ala Ala Leu Met Asn Ile
115 120 125

Arg Ile Leu His Ile Glu Gly Gly Glu val Ser Gly Thr Ile Asp Asp
130 135 140

Ser Ile Arg His Ala Ile Thr Lys Leu Ala His Tyr His val Cys Cys
145 150 155 160

Thr Arg Ser Ala Glu GIn His Leu Ile Ser Met Cys Glu Asp His Asp
165 170 175

Arg Ile Leu Leu Ala Gly Cys Pro Ser Tyr Asp Lys Leu Leu Ser Ala
180 185 190

Lys Asn Lys Asp Tyr Met Ser Ile Ile Arg Met Trp Leu Gly Asp Asp
195 200 205

val Lys Ser Lys Asp Tyr Ile val Ala Leu GIn His Pro val Thr Thr
210 215 220

Page ‘03



URO-B-0001 PCT1 listage sequence DEPOT
Asp Ile Lys His Ser Ile Lys Met Phe Glu Leu Thr Leu Asp Ala Leu
225 230 235 240

Ile Ser Phe Asn Lys Arg Thr Leu val Leu Phe Pro Asn Ile Asp Ala
245 250 255

Gly Ser Lys Glu Met val Arg val Met Arg Lys Lys Gly Ile Glu His
260 265 270

His Pro Asn Phe Arg Ala val Lys His val Pro Phe Asp Gln Phe Ile
275 280 285

Gln Leu val Ala His Ala Gly Cys Met Ile Gly Asn Ser Ser Cys Gly
290 295 300

val Arg Glu val Gly Ala Phe Gly Thr Pro val Ile Asn Leu Gly Thr
305 310 315 320

Arg GIn Ile Gly Arg Glu Thr Gly Glu Asn val Leu His val Arg Asp
325 330 335

Ala Asp Thr GIn Asp Lys Ile Leu GIn Ala Leu His Leu GIn Phe Gly
340 345 350

Lys Gln Tyr Pro Cys Ser Lys Ile Tyr Gly Asp Gly Asn Ala val Pro
355 360 365

Arg Ile Leu Lys Phe Leu Lys Ser Ile Asp Leu GIn Glu Pro Leu Gln
370 375 380

Lys Lys Phe Cys Phe Pro Pro val Lys Glu Asn Ile Ser GIn Asp Ile
385 390 395 400

Asp His Ile Leu Glu Thr Leu Ser Ala Leu Ala val Asp Leu Gly Gly
405 410 415

Thr Asn Leu Arg val Ala Ile val Ser Met Lys Gly Glu Ile val Lys
420 425 430

Lys Tyr Thr Gln Phe Asn Pro Lys Thr Tyr Glu Glu Arg Ile Asn Leu
435 440 445

ITe Leu GIn Met Cys val Glu Ala Ala Ala Glu Ala val Lys Leu Asn
450 455 460

Cys Arg Ile Leu Gly val Gly Ile Ser Thr Gly Gly Arg val Asn Pro
465 470 475 480

Arg Glu Gly 1le val Leu His Ser Thr Lys Leu Ile Gln Glu Trp Asn
485 490 495



ser

Trp

Gly

Pro

Leu

Leu

625

Ile

Leu

Ser

ser

Ala

705

Ile

val

val

Gln

530

Ile

Phe

Asp

Met

Leu

610

Leu

His

His

Ser

690

Leu

Tyr

<210>
<211>
<212>
<213>

<400>

Asp

515

Gly

Gly

Cys

Cys

Ala

595

val

Leu

Arg

Thr

Tyr

675

val

Leu

55
427
PRT
Homo

55

Met Ser Lys

Leu

500

Asn

Lys

Gly

Ala

Ser

580

Leu

Glu

Ile

Thr

Met

660

Ile

Gln

Gly

Arg

Asp

Gly

Gly

Ala

565

Cys

Gln

Gly

Gln

Ala

645

Asn

His

Asp

Ala

sapiens

URO-B-0001

Thr Pro Leu

Gly

Leu

Ile

550

Glu

Gly

Arg

Met

Ala

630

Gly

Pro

Ile

val

Ala
710

Asn

Glu

535

Ile

Leu

Ser

Glu

sSer

615

Ala

Thr

Ser

val

Asp

ser

cys

520

Asn

His

Gly

His

Ala

600

val

Lys

Ala

Leu

Lys

val

Met

PCT1 listage sequence DEPOT
Ser Asp Thr Leu His Leu Pro

505

Ala

Phe

Gln

His

Lys

Pro

Leu

Leu

val

665

Asp

val

val

Ala

val

His

Leu

570

Cys

Lys

Lys

Gly

val

val

Leu

Leu

Thr

Glu

555

val

Ile

Leu

Asp

Asn

635

Leu

Leu

Ile

Ser

ASp
715

Ala

Leu

540

Leu

val

Glu

Glu

620

Ala

Gly

Ser

Arg

Asp

700

Tyr

Glu

525

Ile

Ile

ser

Ala

Lys

val

Gly

Gln

685

Leu

Thr

510

Arg

Thr

His

Leu

Tyr

590

Glu

val

Ala

val

val

670

Gln

val

Thr

Lys

Gly

Gly

Asp

575

Ala

Asp

Gly

G1ln

Asn

655

Leu

Ala

Asp

Arg

val

Phe

Thr

Ser

560

Gly

ser

Leu

Ala

Ser

640

Ile

Ala

Leu

Pro

720

Gly Leu Pro Ala Arg Gln Asp Met Glu Lys Glu Arg Glu

Page

(oG



URO-B-0001 PCT1l listage sequence DEPOT
1 5 10 15

Thr Leu Gln Ala Trp Lys Glu Arg val Gly GIn Glu Leu Asp Arg val
20 25 30

val Ala Phe Trp Met Glu His Ser His Asp GIn Glu His Gly Gly Phe
35 40 45

Phe Egr Cys Leu Gly Arg g;u Gly Arg val Tyr Asp Asp Leu Lys Tyr
60

val Trp Leu GIn Gly Arg Gln val Trp Met Tyr Cys Arg Leu Tyr Arg
65 70 75 80

Thr Phe Glu Arg Phe Arg His Ala GIn Leu Leu Asp Ala Ala Lys Ala
85 90 95

Gly Gly Glu Phe Leu Leu Arg Tyr Ala Arg val Ala Pro Pro Gly Lys
100 105 110

Lys Cys Ala Phe val Leu Thr Arg Asp Gly Arg Pro val Lys val Gln
115 120 125

Arg Thr Ile Phe Ser Glu Cys Phe Tyr Thr Met Ala Met Asn Glu Leu
130 135 140

Trp Arg Ala Thr Gly Glu val Arg Tyr GIn Thr Glu Ala val Glu Met
145 150 155 160

Met Asp GIn Ile val His Trp val Gln Glu Asp Ala Ser Gly Leu Gly
165 170 175

Arg Pro Gln Leu GIn Gly Ala Pro Ala Ala Glu Pro Met Ala val Pro
180 185 190

Met Met Leu Leu Asn teu val Glu GIn Leu Gly Glu Ala Asp Glu Glu
195 200 205

Leu Ala Gly Lys Tyr Ala Glu Leu Gly Asp Trp Cys Ala Arg Arg Ile
210 215 220

Leu Gln His val Gln Arg Asp Gly Gln Ala val Leu Glu Asn val Ser
225 230 235 240

Glu Gly Gly Lys Glu Leu Pro Gly Cys Leu Gly Arg Gln Gln Asn Pro
245 250 255

Gly His Thr Leu Glu Ala Gly Trp Phe Leu Leu Arg His Cys Ile Arg
260 265 270

Lys Gly Asp Pro Glu Leu Arg Ala His val Ile Asp Lys Phe Leu Leu
Page , .
\o6



Leu

Phe

305

Lys

Tyr

Ala

Phe

Gly

385

Glu

Pro

290

GIn

Leu

Ser

Glu

Glu

275

Phe

Asp

Trp

Asp

Tyr

355

Tyr

Phe

Met

Pro Ala Pro

<210>
<211>
<212>
<213>

<400>

56
359
PRT
Homo

56

Met Pro Leu

1

His

Leu

ASp

Pro

Asp

Cys

Ala

Gly

cys

val

35

Ala

Leu

Glu

His

Ala

Trp

ser

340

Thr

Leu

Lys

Leu

Thr
420

ser

Asp

Pro

325

Gly

Phe

Ser

Gly

sapiens

Glu

Phe

20

Ala

Lys

Glu

His

Leu

Ile

Lys

Phe

Arg

URO-B-0001

Gly

Asn

310

His

Asp

Arg

Arg

cys

390

Ala

Ala

Glu

Ile

Arg

Gln

Pro

70

Arg

Trp

295

Phe

Ser

Pro

Gln

Glu

375

Phe

Leu

Cys

Leu

Ala

Met

TYyr

His

280

Asp

Cys

Glu

val

Phe

360

Gly

Leu

Arg

Cys

Glu

Ile

40

Ser

Thr

Leu

PCT1 listage squggce DEPOT

Pro

Pro

Ala

Leu

345

Arg

Lys

val

Ser

Pro

Ile

25

Arg

Glu

Ser

Glu

Asp His Gly Gly Leu

Thr

Met

330

Leu

Asp

val

Pro

Gly

10

Gly

Met

Leu

Lys

Gln

315

Ile

Arg

Pro

Ala

Arg

395

Pro

Glu

Arg

Gln

Ala

Glu

His
75

300

Leu

Ala

Leu

Glu

Leu

380

Cys

Ala

Trp

Asn

Lys

Phe

60

ser

Phe Ser His

90

Page (04

Glu

Phe

Phe

Tyr

365

Ser

Leu

Pro

val

Glu

45

Lys

Trp

Asp

Trp

Leu

Tyr

350

Gly

Ile

Ala

Ala

Gly

Gln

30

cys

Phe

Gly

Gln

Phe

Ala

Met

335

Gln

Glu

Lys

Met

Pro
415

Gly

15

Gly

Gly

Asn

Lys

Tyr
95

Tyr

Met

320

Gly

val

Trp

Gly

cys

400

Ser

Gln

Asp

Ala

Arg

Thr

80

Arg



Glu

Gly

Phe

Lys

145

Ser

Pro

Glu

Asp

val

225

Leu

Gly

Leu

Glu

Thr

305

val

His

Leu

Met

Phe

130

Thr

Met

Asn

Asp

Ile

210

Ala

Asp

Glu

Gly

Tyr

Thr

Gly

Gln

Lys

Ala

Asp

Phe

val

195

Pro

Ala

Lys

Leu

ser

275

Leu

Leu

Pro

val

Lys
355

val

Lys

Thr

Cys

180

Asn

Ile

val

Thr

Ala

260

Pro

Gly

Thr

Pro

Glu

340

Lys

Tyr

Met

Gly

Lys

Met

165

Phe

Leu

Gly

Ala

245

Glu

Thr

Lys

Met

Glu

325

Glu

URO-B-0001 PCT1l Tistage sequence DEPOT

Ala Glu Glu

Ala

Ser

Lys

Leu

Arg

Tyr

Leu

230

Lys

Leu

Lys

Ser

310

ASp

Asp

Lys

val

Gly

Arg

Gln

Gln

val

Ser

215

Gly

Gly

val

Gln

val

295

Met

Ile

ASp

Ser

Glu

120

Asp

Pro

val

Cys

Ile

200

Gly

Ala

Ser

Arg

Leu

280

val

Leu

Phe

Thr

val Gly Ile Phe Phe Thr Ala

105

Phe

Thr

Met

Tyr

Thr

185

Ser

His

Lys

Asp

Ser

265

Leu

Ala

Thr

AsSn

Ile
345

Leu

Asn

val

Gln

170

ser

Glu

Glu

val

His

250

val

Pro

Lys

val

Leu

330

Met

His

Asn

Ile

155

Ile

Ala

Tyr

Thr

Leu

235

Ser

Arg

cys

val

315

val

Glu

Glu

Phe

140

ser

val

Tyr

Gln

Gly

Glu

Ala

Leu

Glu

Lys

val

Gly

Glu

Page \O%

Leu

125

Pro

Ser

Lys

Pro

Lys

205

Ile

Arg

ser

val

Met

285

Ile

Gly

Lys

Leu

110

Asn

Tyr

Gly

Pro

Leu

190

Leu

Ala

Leu

Glu

270

Ala

Pro

Glu

Lys

val
350

val

Leu

Met

Leu

175

Gln

Phe

Ile

Ile

Glu

255

Arg

Cys

Glu

Pro

val

335

Asp

Ser

Pro

Gln

160

Asn

Pro

Pro

Ser

Thr

240

Pro

Ala

Asn

Gly

Lys

Leu

Asn



<210>
<211>
<212>
<213>

<400>

57

432
PRT
Mus musculus

57

Met Asp Ala Leu
1

Gly

Ala

Ala

Ala

65

Gly

Asn

Thr

Asn

Pro

145

Glu

Arg

Asn

Leu

Met
225

Arg

Gly

Arg

50

Gly

val

val

ser

Tyr

130

cys

Glu

Trp

Leu

Tyr

210

Gly

Pro

Arg

35

Gly

val

Phe

Ala

Leu

Gly

Ser

Asn

195

Glu

Tyr

Ser
20

Gly
Gly

Pro

Gln

Asp

Asn

His

Tyr

Glu

180

Pro

Asn

Leu

Glu

5

Arg

Leu

Ser

Leu

Ser

85

Gln

Ser

Glu

Pro

Asp

Ile

Ala

Gly

Gln

URO-B-0001 PCT1 listage sequence DEPOT

Lys

Gly

Glu

Lys

Ile

70

val

Phe

ser

val

Thr

150

Ser

Gln

Lys

ser

Gly

Gly

Arg

Lys

Gly

55

Gly

Trp

Gly

Thr

Asp

Asp

val

Lys

Arg

Phe

215

Gly

Ala

Pro

Pro

40

Ile

Trp

val

Ala

Ser

120

Ile

Leu

Phe

Gly

Pro

200

TYyr

Lys

Ala

Pro

25

Pro

Pro

val

ser

Gln

105

Leu

val

GlIn

ser

val

185

Arg

Phe

Met

Thr

10

LysS

His

Leu

Leu

Thr

90

val

Asp

Gly

Lys

val

170

Arg

Arg

Ala

Ala

Page \(Dq

Ser

Leu

Leu

Lys

Arg

75

Asp

Ala

Asn

val

155

val

Glu

Gln

Lys

Tyr
235

Gly

GIn

Ala

Asn

60

Ala

His

Arg

Ile

Ile

140

Ala

Arg

val

Asp

Arg

220

Tyr

Pro

Arg

Ala

45

Ile

Ala

Asp

Arg

val

125

Gln

Glu

Arg

Thr

Ala

Ser

30

Leu

Lys

Leu

Glu

Ser

110

Glu

Ala

Met

His

Glu

190

Asp

Leu

Met

Pro

15

Arg

val

Arg

Asp

Ile

95

Ser

Phe

Thr

Ile

GIn

175

Pro

Gly

Arg

Arg
Gly
Leu
Leu
Ala
80

Glu
Glu
Leu
Ser
Arg
160
Phe
Leu
Glu

Glu

Ala
240




Glu

GIn

Ile

Ile

305

Leu

Leu

Asp

Leu

Ser

385

Tyr

Glu

His

Arg

Lys

Tyr

290

Ala

Ile

Asp

Glu

Ile

His

<210>
<211>
<212>
<213>

<400>

Ser

val

Leu

275

val

Ile

Ser

cys

Trp

Asn

val

Cys

Ile

58
434
PRT
Homo

58

Met Asp Ser
1

Gly Arg Pro

Gly Gly Gln
35

val

Leu

260

Leu

Ser

Gly

Glu

Lys

Arg

Glu

Pro

LysS

Phe
420

Arg

val

Gly

Ile

Arg

Thr

Lys

val

Ala

Cys

Leu

sapiens

val
Ser
2

Gly

Glu
5

Arg

Arg

URO-B-0001 PCT1l listage sequence DEPOT

Ile Asp val Asp g}g Asp Trp Pro Ile Ala

Phe

Cys

Asp

Ser

310

Ala

Glu

Glu

Ser

390

Ser

Leu

Lys

Gly

Gly

Gly

Asn

Gln

295

Leu

Cys

val

Met

Asp

375

Ala

Gly

Ile

Gly

Arg

val

Tyr

Ile

280

Lys

Leu

ser

Ser

cys

Gly

Glu

Ala

Pro

Glu
40

Phe

265

Asp

Glu

Lys

Lys

val

345

Leu

Glu

ser

Arg

LysS
425

Ala

Pro
25

Lys

Gly

Gly

Ile

Lys

Gln

330

ser

Cys

cys

Gly

Gly

val

Thr
10

Lys

Pro

Lys

cys

Ile

Ser

315

Thr

Asp

Trp

Leu

Ala

395

Ala

Asn

Ser

Leu

Pro

Glu

Leu

ser

300

Gly

Leu

Lys

Lys

Lys

380

Gln

Ile

Asn

val

Gln

His

Page (|0

Lys

Thr

285

TYyr

Ile

ser

Leu

Glu

365

Arg

Lys

Arg

Ser

ser

Arg

Leu
45

Leu

270

Asn

Asp

Glu

Ala

Ala

350

val

val

Ala

Glu

Cys

Asn

Asn
30

Ala

255

Lys

Gly

val

val

Leu

335

Thr

Ala

Gly

val

Phe

415

Gln

Pro
15

ser

Ala

Glu

Glu

His

Lys

Arg

Lys

val

Tyr

Leu

Lys

Arg

Arg

Leu



Ile

His

65

Asp

Ile

Ser

Phe

Thr

145

Ile

Gln

Pro

Gly

Ile

225

Arg

Ala

Lys

Gly

val
305

Leu

50

Leu

Ser

Glu

Glu

Leu

130

sSer

Arg

Phe

Leu

Glu

210

Glu

Ala

Glu

Glu

His

290

Lys

Ala

Ala

Gly

Asn

val

115

Asn

Pro

Glu

Arg

Asn

195

Leu

Met

Glu

Gln

Ile

275

Ile

Asp

Arg

Gly

Ala

val

100

Ser

Tyr

Cys

Glu

Tyr

Gly

Arg

Lys

Tyr

Ala

Gly

val

Phe

85

Ala

Lys

His

Leu

Asn

Glu

Tyr

ser

245

val

Leu

val

Ile

URO-B-0001 PCT1 listage sequence DEPOT

Gly Ser Lys
55

Pro

70

Gln

Lys

AsSp

Asn

His

150

Tyr

Glu

Pro

Asn

Leu

230

val

Leu

Leu

sSer

Gly

Leu

Ser

Gln

Ser

Glu

135

Pro

Asp

Ile

Ala

Asp

Arg

val

Gly

Ile

Ile

val

Phe

ser

120

val

Thr

ser

Gln

Lys

200

Ser

Gly

Ile

Tyr

cys

280

Asp

Ser

Gly Ile Pro Leu Lys Asn Ile
60

Gly

Trp

Asp

Asp

val

Arg

Phe

Gly

Asp

Gln

Leu

Trp

val

90

Ala

ser

Ile

Leu

Phe

170

Gly

Pro

Tyr

Lys

val

250

Tyr

Ile

Lys

Leu

val

75

Ser

Gln

Leu

val

Gln

155

Ser

val

Arg

Phe

Met

235

Asp

Phe

Asp

Glu

Lys
315

Leu

Thr

val

Asp

Gly

Lys

val

Arg

Arg

Ala

220

Ala

Ile

Gly

Gly

Ile

300

Lys

Page H \

Arg

Asp

His

Ala

Asn

val

val

Glu

Gln

205

Lys

Tyr

Asp

Lys

Cys

285

Ile

Ser

Ala

His

Ile

Ala

Arg

val

190

Asp

Arg

Tyr

Trp

Glu

270

Leu

ser

Gly

Ala

AsSp

95

Arg

Ile

Gln

Glu

Trp

His

Glu

Pro

255

Lys

Thr

Tyr

Ile

Lys

Leu

80

Glu

Ser

Glu

Ala

Met

160

His

Glu

ASp

Leu

Met

240

Ile

Leu

Asn

Asp

Glu
320




val

Leu

val

Ala

Phe

Gln

Arg

Lys

val

Tyr

370

Leu

Gly

Ala

Lys

<210>
<211>
<212>
<213>

<400>

Leu

Leu

Asp

355

Leu

Ser

Tyr

Glu

59
336
PRT

Ile

340

Glu

Gly

Gly

Ile

His
420

ser

325

Cys

Trp

Asn

Ala

cys

405

Ile

Mus musculus

59

Met Ala Pro Ala
1

Leu

Tyr

cys

val

ASD

Thr

Thr

Ile

50

Glu

Leu

Tyr

Ala

val

Arg

35

Thr

Thr

Gly

Ala

Ala

Met

20

Thr

Glu

Gly

Ser

val

100

val

Arg

5

Thr

Thr

val

Ser

Pro

85

GlIn

Tyr

URO-B-0001

Glu Arg Ala

Lys

Arg

Glu

Pro

390

Lys

Cys

Glu

Leu

Ala

Ile

Leu

70

Lys

Asn

Gln

Met

Lys

val

375

Ala

Cys

Leu

Asn

val

Glu

Lys

Gly

Glu

Asn

val

Glu

Glu

360

Ser

Asp

Asn

Leu

val

Ala

Glu

40

Leu

Arg

Leu

Met

Thr

PCT1 listage sequence DEPOT
Cys Ser Lys GIn Thr Leu Ser

val

345

Met

Asp

Ala

Gly

Met
425

ser

Ala

25

Leu

Leu

Phe

Ala

Ala

105

Tyr

330

ser

Gly

Glu

Cys

Gly

410

Glu

Leu
10

Ala
Tyr

Ile

Lys

Gln

Page

val Ser
Leu Cys
Glu Cys

380

Ser Thr
395
Arg Gly

Lys val

Phe pPhe
Tyr Thr
Phe Ser
ser val

60

Ala Ser
75

Leu Ser

Leu Ala

Leu Lys

WL

Asp

Ala

Ala

Asn

Lys

val

Thr

45

Leu

val

Leu

Ile

Lys

350

Lys

Lys

GlIn

Ile

Asn
430

Leu

Ala

30

Thr

Leu

Ser

Pro

Ser

110

Pro

335

Leu

Glu

Arg

Lys

Tyr

15

Leu

Ala

Leu

Glu

Ser

95

Asn

Cys

Ser

Ala

val

val

Ala

400

Glu

cys

cys

Arg

val

Ala

Asn

80

Leu

Leu

Thr




Ala

Lys

Gly

val

Arg

Thr

225

Gly

Gly

Gly

Leu

Leu

305

Thr

Leu

130

Pro

Phe

Tyr

Asn

210

Tyr

Tyr

Leu

Phe

Leu

290

val

Ser

<210>
<211>
<212>
<213>

<400>

115

cys

Ser

Ala

Gly

Phe

195

Ile

Leu

Thr

Tyr

Ser

275

Phe

cys

Ile

60
337
PRT
Homo

60

Met Ala Ala
1

Leu Ala val

Thr

val

Gln

Ala

180

Glu

Gln

Ser

TYyr

Thr

260

Ala

Gly

val

Gln

val

Phe

Ala

165

Ile

Lys

Met

Asp

Tyr

245

Ser

Ala

Leu

Ser

Gln
325

sapiens

Pro

Met
20

Arg
5

Thr

URO-B-0001

Leu

Met

150

Thr

Ala

val

Tyr

Gly

val

val

Ala

Gln

Ile

310

Glu

Asp

Leu

Met

135

Leu

Lys

Ile

Leu

Leu

215

Ala

Trp

val

Ala

Ile

295

Tyr

Ala

Asn

Met

120

Leu

cys

val

Ala

Lys

200

ser

Glu

Phe

val

Ile

280

Thr

Leu

Thr

val

Ala

PCT1 listage sequence DEPOT
125

Asn

Gly

val

val

185

ser

Gly

Ile

val

Lys

val

Leu

Tyr

Ser

Thr

Ala
25

Arg Thr Leu Ser Lys
140

Gly
val
170

Leu

Ser

Gln

Ile

250

Tyr

Leu

ser

Gly

330

Leu
10

val

155

Ala

cys

Asp

val

Glu

Phe

Thr

ser

Phe

Leu

315

Glu

Leu

Thr

Gln

Ser

Thr

val

220

Lys

Leu

Asp

Thr

Ala

300

Pro

Arg

Phe

val Tyr Thr

Page HB

Leu

Asn

Gly

Ser

205

Thr

Gly

Ala

Asn

Ile

285

Leu

Arg

Ile

Lys

Ile

val

Pro

Phe

190

Leu

Leu

Phe

ser

Ile

270

Ala

Gly

Gln

Ile

Leu

Ala
30

Leu

Gln

Leu

175

Ala

Trp

Ala

Phe

val

255

Met

Ser

Ala

ASp

Gly

Tyr
15

Leu

Gly

val

Gly

Tyr

240

Gly

Lys

val

Leu

Thr

320

val

cys

Arg




URO-B-0001 PCT1 listage sequence DEPOT

Tyr Thr é;g Thr Ser Asp Lys ggu Leu Tyr Phe Ser Ihr Thr Ala val

Cys Ige Thr Glu val Ile ;gs Leu Leu Leu Ser g81 Gly Ile Leu Ala
5

Lys Glu Thr Gly Ser Leu Gly Arg Phe Lys Ala Ser Leu Arg Glu Asn

val Leu Gly Ser Pro Lys Glu Leu Leu ;%s Leu Ser val Pro Ser Leu
85 95

val Tyr Ala val GIn Asn Asn Met Ala Phe Leu Ala Leu Ser Asn Leu
100 105 110

Asp Ala Ala val Tyr Gln val Thr Tyr GIn Leu Lys Ile Pro Cys Thr
115 120 125

Ala Leu Cys Thr val Leu Met Leu Asn Arg Thr Leu Ser Lys Leu GIn
130 135 140

Trp val Ser val phe Met Leu Cys Ala Gly val Thr Leu val Gln Trp
145 150 155 160

Lys Pro Ala GIn Ala Thr Lys val val val Glu GIn Asn Pro Leu Leu
165 170 175

Gly Phe Gly Ala Ile Ala Ile Ala val Leu Cys Ser Gly Phe Ala Gly
180 185 190

val Tyr Phe Glu Lys val Leu Lys Ser Ser Asp Thr Ser Leu Trp val
195 200 205

Arg Asn Ile GIn Met Tyr Leu Ser Gly Ile Ile val Thr Leu Ala Gly
210 215 220

val Tyr Leu Ser Asp Gly Ala Glu Ile Lys Glu Lys Gly Phe Phe Tyr
225 230 235 240

Gly Tyr Thr Tyr Tyr val Trp Phe val Ile Phe Leu Ala Ser val Gly
245 250 255

Gly Leu Tyr Thr Ser val val val Lys Tyr Thr Asp Asn Ile Met Lys
260 265 270

Gly Phe Ser Ala Ala Ala Ala Ile val Leu Ser Thr Ile Ala Ser val
275 280 285

Met Leu Phe Gly Leu GIn Ile Thr Leu Thr Phe Ala Leu Gly Thr Leu
290 295 300
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305

URO-B-0001 PCT1 listage sequence DEPOT

Leu val Cys val Ser %18 Tyr Leu Tyr Gly Leu Pro Arg Gln Asp Thr

315 320

Thr ser Ile GIn GIn Gly Glu Thr Ala Ser Lys Glu Arg val Ile Gly
325 330 3

val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gaacatatgg tggattgatg tgatctactc ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

61

31

DNA_ L.

Artificial sequence

camv35sfwd
61

62

24

DNA

Artificial sequence

CaMv35Srev
62

aattctcgag gaattcggcc gagg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

63

19

RNA

Artificial sequence

SiRNA
63

ggccauucgu uacuagcaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

64

19

RNA

Artificial sequence

STRNA
64

gugguucguu gggaaauga

<210>
<211>
<212>
<213>

<220>

65

19

RNA

Artificial sequence

335

31

24

19

19
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URO-B-0001 PCT1 Tlistage sequence DEPOT
<223> SsiRNA

<400> 65

ccgucugugu gaaauuggu 19
<210> 66

<211> 19

<212> RNA

<213> Artificial sequence

<220>

<223> SiRNA

<400> 66

cgguaguagu gcuuguugu 19
<210> 67

<211> 19

<212> RNA

<213> Artificial sequence

<220>

<223> siRNA

<400> 67

cugccaugga uauugucaa 19
<210> 68

<211> 19

<212> RNA

<213> Artificial sequence

<220>

<223> SiRNA

<400> 68

gccuuugguc cugaagaaa 19
<210> 69

<211> 20

<212> DNA

<213> Artificial sequence

<220>

<223> Primer

<400> 69

agcaagagtg ctcgtgttgc 20
<210> 70

<211> 20

<212> DNA

<213> Artificial sequence

<220> .

<223> Primer

<400> 70

acccgacgtc gtacgtttcc 20
<210> 71

<211> 20
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<212>
<213>

<220>
<223>

<400>

URO-B-0001 PCT1 Tistage sequence DEPOT

DNA
Artificial sequence

Primer

71

atccgtcgga atgtagttcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

72

19

DNA

Artificial sequence

Primer

72

tactcgtcgg taccctcgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

73

20

DNA

Artificial sequence

Primer

73

aggtccttcg cgacaatatc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

74
20
DNA
Artificial sequence

Primer

74

acggaatcac gaatgacgtt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

75

21

DNA )

Artificial sequence

Primer

75

accgtgaaac agtggattgg a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

76

22

DNA

Artificial sequence

Primer

76

ctgggatggt gtacgtcaat gt

Page

X

20

19

20

20

21

22




URO-B-0001 PCT1 listage sequence DEPOT

<210> 77

<211> 20

<212> DNA

<213> Artificial sequence

<220>

<223> Primer

<400> 77

aggtccttcg cgacaatatc 20
<210> 78

<211> 20

<212> DNA

<213> Artificial sequence

<220>

<223> Primer

<400> 78

acggaatcac gaatgacgtt 20
<210> 79

<211> 4433

<212> DNA

<213> Artificial sequence

<220>

<223> B8SJ)-25 vector

<400> 79

gatatcatcg actaattcga gctcggtacc cggggatcct ctagagtcga cctgcaggca 60
tgcaagcttc agaagcgtgc tatcgaactc aaccagggac gtgcggcaca aatgggcatc 120
cttgctctca tggtgcacga acagttggga gtctctatcc ttccttaaaa atttaatttt 180
cattagttgc agtcactccg ctttggtttc acagtcagga ataacactag ctcgtcttca 240
ccatggatgc caatctcgcc tattcatggt gtataaaagt tcaacatcca aagctagaac 300
ttttggaaag agaaagaata tccgaatagg gcacggcgtg ccgtattgtt ggagtggact 360
agcagaaagt gaggaaggca caggatgagt tttctcgaga cataccttca gcgtcgtctt 420
cactgtcaca gtcaactgac agtaatcgtt gatccggaga gattcaaaat tcaatctgtt 480
tggacctgga taagacacaa gagcgacatc ctgacatgaa cgccgtaaac agcaaatcct 540
ggttgaacac gtatcctttt gggggcctcc gctacgacgc tcgctccagc tggggcttcc 600
ttactataca cagcgcgcat atttcacggt tgccagatgt caagatggcc aagttgacca 660
gtgccgttcc ggtgctcacc gcgcgcgacg tcgccggagc ggtcgagttc tggaccgacc 720
ggctcgggtt ctcccgggac ttcgtggagg acgacttcgc cggtgtggtc cgggacgacg 780
tgaccctgtt catcagcgcg gtccaggacc aggtggtgcc ggacaacacc ctggcctggg 840
tgtgggtgcg cggcctggac gagctgtacg ccgagtggtc ggaggtcgtg tccacgaact 900
tccgggacgc ctccgggecg gccatgaccg agatcggcga gcagccgtgg gggegggagt 960
tcgcectgecg cgacccggec ggcaactgcg tgcacttcgt ggccgaggag caggactgaa 1020

Page

g,



ccttccttaa
gaataacact
gttcaacatc
tgccgtattg
ggccggtctc
gaatcggcca
tcactgactc
cggtaatacg
gccagcaaaa
gcccccctga
gactataaag
ccctgeeget
aatgctcacg
tgcacgaacc
ccaacccggt
gagcgaggta
ctagaaggac
ttggtagctc
agcagcagat
ggtctgacgc
aaaggatctt
tatatgagta
cgatctgtct
tacgggaggg
cggctccaga
ctgcaacttt
gttcgccagt
gctcgtcgtt
gatcccccat
gtaagttggc
tcatgccatc
aatagtgtat
cacatagcag

caaggatctt

aaatttaatt
agctcgtctt
caaagctaga
ttggagtgga
cctatagtga
acgcgeggagg
gctgcgcetcg
gttatccaca
ggccaggaac
cgagcatcac
ataccaggcg
taccggatac
ctgtaggtat
cccecgttcag
aagacacgac
tgtaggcggt
agtatttggt
ttgatccggc
tacgcgcaga
tcagtggaac
cacctagatc
aacttggtct
atttcgttca
cttaccatct
tttatcagca
atccgectcec
taatagtttg
tggtatggct
gttgtgcaaa
cgcagtgtta
cgtaagatgc
gcggcgaccg
aactttaaaa

accgctgttg

URO-B-0001 PCT1 listage sequence DEPOT

ttcattagtt
caccatggat
acttttggaa
ctagcagaaa
gtcgtattaa
agaggcggtt
gtcgttcggc
gaatcagggg
cgtaaaaagg
aaaaatcgac
tttcccectg
ctgtccgect
ctcagttcgg
cccgaccget
ttatcgccac
gctacagagt
atctgcgctc
aaacaaacca
aaaaaaggat
gaaaactcac
cttttaaatt
gacagttacc
tccatagttg
ggccccagtg
ataaaccagc
atccagtcta
cgcaacgttg
tcattcagct
aaagcggtta
tcactcatgg
ttttctgtga
agttgctctt
gtgctcatca

agatccagtt

gcagtcactc cgctttggtt tcacagtcag

gccaatctcg
agagaaagaa
gtgaggaagg
tttcgataag
tgcgtattgg
tgcggcgagce
ataacgcagg
ccgcgttget
gctcaagtca
gaagctccct
ttctcecttce
tgtaggtcgt
gcgccttatce
tggcagcagc
tcttgaagtg
tgctgaagcc
ccgctggtag
ctcaagaaga
gttaagggat
aaaaatgaag
aatgcttaat
cctgactccc
ctgcaatgat
cagccggaag
ttaattgttg
ttgccattgce
ccggttccca
gctccttegg
ttatggcagc
ctggtgagta
gcccggegtce
ttggaaaacg

cgatgtaacc
Page

cctattcatg
tatccgaata
cacaggatga
ccaggttaac
gcgctcttec
ggtatcagct
aaagaacatg
ggcgtttttc
gaggtggcga
cgtgcgetct
gggaagcgtg
tcgctccaag
cggtaactat
cactggtaac
gtggcctaac
agttaccttc
cggtggtttt
tcctttgatce
tttggtcatg
ttttaaatca
cagtgaggca
cgtcgtgtag
accgcgagac
ggccgagegce
ccgggaagcet
tacaggcatc
acgatcaagg
tcctecgatc
actgcataat
ctcaaccaag
aatacgggat
ttcttcgggg

cactcgtgca

119

gtgtataaaa
gggcacggeg
gttttctcga
ctgcattaat
gcttcctcge
cactcaaagg
tgagcaaaag
cataggctcc
aacccgacag
cctgttccga
gcgectttctc
ctgggctgtg
cgtcttgagt
aggattagca
tacggctaca
ggaaaaagag
tttgtttgca
ttttctacgg
agattatcaa
atctaaagta
cctatctcag
ataactacga
ccacgctcac
agaagtggtc
agagtaagta
gtggtgtcac
cgagttacat
gttgtcagaa
tctcttactg
tcattctgag
aataccgcgc
cgaaaactct

cccaactgat

1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060




cttcagcatc
ccgcaaaaaa
aatattattg
tttagaaaaa
tctaagaaac
ttcgtctegce
cggtcacagc
cgggtgttag
gagtgcacca
gaagaccaaa
ttccattgec
tacaaatgcc
ggtcccaaag
acgtcttcaa
agaagaccaa
attccattgc
ctacaaatgc
tggtcccaaa
cacgtcttca
atcccactat
gtacgtattt
cattctacaa
tttttctctt
<210>
<211>
<212>
<213>

<400> 80
catatggtgg

80
819
DNA

aagggcaatt
cccagctatc
ccatcattgc
agatggaccc
aaagcaagtg

aaagggcaat

ttttactttc
gggaataagg
aagcatttat
taaacaaata
cattattatc
gcgtttcggt
ttgtctgtaa
cgggtgtcgg
tatggtggat
gggcaattga
cagctatctg
atcattgcga
atggaccccc
agcaagtgga
agggcaattg
ccagctatct
catcattgcg
gatggacccc
aagcaagtgg
ccttcgcaag
ttacaacaat
ctacatctag

tctcatcttt

attgatgtga
gagacttttc
tgtcacttta
gataaaggaa
ccacccacga
gattgatgtg

tgagactttt

accagcgttt
gcgacacgga
cagggttatt
ggggttccgce
atgacattaa
gatgacggtg
gcggatgecg
ggctggctta
tgatgtgatc
gacttttcaa
tcactttatt
taaaggaaag
acccacgagg
ttgatgtgat
agacttttca
gtcactttat
ataaaggaaa
cacccacgag
attgatgtga
acccttectce
taccaacaac
aactagtgga

tcacttctcc

cauliflower mosaic virus

tctactccaa
aacaaagggt
ttgtgaagat
aggccatcgt
ggagcatcgt
atctactcca

caacaaaggg

ctgggtgagc
aatgttgaat
gtctcatgag
gcacatttcc
cctataaaaa
aaaacctctg
ggagcagaca
actatgcggc
tactccaaaa
caaagggtaa
gtgaagatag
gccatcgttg
agcatcgtgg
ctactccaaa
acaaagggta
tgtgaagata
ggccatcgtt
gagcatcgtg
tatctccact
tatataagga
aacaacaaac
tccaaggaga

tatcattatc

aaatatcaaa
aatatccgga
agtggaaaag
tgaagatgcc
ggaaaaagaa
aaaatatcaa

taatatccgg

aaaaacagga
actcatactc
cggatacata
ccgaaaagtg
taggcgtatc
acacatgcag
agcccgtcag
atcagagcag
atatcaaaga
tatccggaaa
tggaaaagga
aagatgcctc
aaaaagaaga
aatatcaaag
atatccggaa
gtggaaaagg
gaagatgcct
gaaaaagaag
gacgtaaggg
agttcatttc
aacaacaaca
tataacaatg

ctcggccgaa

gatacagtct
aacctcctcg
gaaggtggct
tctgccgaca
gacgttccaa
agatacagtc

aaacctcctc
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URO-B-0001 PCT1 listage sequence DEPOT

aggcaaaatg
ttcctttttc
tttgaatgta
ccacctgacg
acgaggccct
ctcccggaga
ggcgcgtcag
attgtactga
tacagtctca
cctcctecgga
aggtggctcc
tgccgacagt
cgttccaacc
atacagtctc
acctcctcgg
aaggtggctc
ctgccgacag
acgttccaac
atgacgcaca
attcggagag
ttacatttta
aagactaatc

ttc

cagaagacca
gattccattg
cctacaaatg
gtggtcccaa
ccacgtcttc
tcagaagacc

ggattccatt

3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4433

60
120
180
240
300
360
420




gcccagctat
gccatcattg
aagatggacc
caaagcaagt
atccttcgca
ttttacaaca
aactacatct
<210>
<211>
<212>
<213>

<400> 81
atgaagacta

81
66
DNA

gaattc

ctgtcacttt
cgataaagga
cccacccacg
ggattgatgt
agacccttcc
attaccaaca

agaactagtg

Tobacco mosaic

atctttttct

URO-B-0001 PCT1l listage sequence DEPOT

attgtgaaga
aaggccatcg
aggagcatcg
gatatctcca
tctatataag
acaacaacaa

gatccaagga

virus

ctttctcatc

tagtggaaaa
ttgaagatgc
tggaaaaaga
ctgacgtaag
gaagttcatt
acaacaacaa

gatataaca

ggaaggtggc
ctctgccgac
agacgttcca
ggatgacgca
tcattcggag

cattacattt

tcctacaaat
agtggtccca
accacgtctt
caatcccact
aggtacgtat

tacattctac

ttttcacttc tcctatcatt atcctcggcc
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480
540
600
660
720
780
819

60
66



