
edn3_prot.txt
<210> 1
<211> 238
<212> PRT
<213> Homo sapiens

<220> 
<221> SOURCE
<222> 1..238
<223> /mol_type="protein"
      /organism="Homo sapiens"

<400> 1
Met Glu Pro Gly Leu Trp Leu Leu Phe Gly Leu Thr Val Thr Ser Ala 
1               5                   10                   15    
Ala Gly Phe Val Pro Cys Ser Gln Ser Gly Asp Ala Gly Arg Arg Gly 
            20                   25                  30        
Val Ser Gln Ala Pro Thr Ala Ala Arg Ser Glu Gly Asp Cys Glu Glu 
        35                   40                  45            
Thr Val Ala Gly Pro Gly Glu Glu Thr Val Ala Gly Pro Gly Glu Gly 
    50                   55                  60                
Thr Val Ala Pro Thr Ala Leu Gln Gly Pro Ser Pro Gly Ser Pro Gly 
65                   70                  75                  80
Gln Glu Gln Ala Ala Glu Gly Ala Pro Glu His His Arg Ser Arg Arg 
                85                   90                  95    
Cys Thr Cys Phe Thr Tyr Lys Asp Lys Glu Cys Val Tyr Tyr Cys His 
            100                  105                110        
Leu Asp Ile Ile Trp Ile Asn Thr Pro Glu Gln Thr Val Pro Tyr Gly 
        115                  120                125            
Leu Ser Asn Tyr Arg Gly Ser Phe Arg Gly Lys Arg Ser Ala Gly Pro 
    130                  135                140                
Leu Pro Gly Asn Leu Gln Leu Ser His Arg Pro His Leu Arg Cys Ala 
145                  150                155                  160
Cys Val Gly Arg Tyr Asp Lys Ala Cys Leu His Phe Cys Thr Gln Thr 
                165                  170                175    
Leu Asp Val Ser Ser Asn Ser Arg Thr Ala Glu Lys Thr Asp Lys Glu 
            180                  185                190        
Glu Glu Gly Lys Val Glu Val Lys Asp Gln Gln Ser Lys Gln Ala Leu 
        195                  200                205            
Asp Leu His His Pro Lys Leu Met Pro Gly Ser Gly Leu Ala Leu Ala 
    210                  215                220                
Pro Ser Thr Cys Pro Arg Cys Leu Phe Gln Glu Gly Ala Pro 
225                  230                235            
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edrnb_adn.txt
<210> 4
<211> 4296
<212> DNA
<213> Homo sapiens

<220> 
<221> source
<222> 1..4296
<223> /mol_type="DNA"
      /organism="Homo sapiens"

<400> 4
acattccggt gggggactct ggccagcccg agcaacgtgg atcctgagag cactcccagg       60

taggcatttg ccccggtggg acgccttgcc agagcagtgt gtggcaggcc cccgtggagg      120

atcaacacag tggctgaaca ctgggaagga actggtactt ggagtctgga catctgaaac      180

ttggctctga aactgcggag cggccaccgg acgccttctg gagcaggtag cagcatgcag      240

ccgcctccaa gtctgtgcgg acgcgccctg gttgcgctgg ttcttgcctg cggcctgtcg      300

cggatctggg gagaggagag aggcttcccg cctgacaggg ccactccgct tttgcaaacc      360

gcagagataa tgacgccacc cactaagacc ttatggccca agggttccaa cgccagtctg      420

gcgcggtcgt tggcacctgc ggaggtgcct aaaggagaca ggacggcagg atctccgcca      480

cgcaccatct cccctccccc gtgccaagga cccatcgaga tcaaggagac tttcaaatac      540

atcaacacgg ttgtgtcctg ccttgtgttc gtgctgggga tcatcgggaa ctccacactt      600

ctgagaatta tctacaagaa caagtgcatg cgaaacggtc ccaatatctt gatcgccagc      660

ttggctctgg gagacctgct gcacatcgtc attgacatcc ctatcaatgt ctacaagctg      720

ctggcagagg actggccatt tggagctgag atgtgtaagc tggtgccttt catacagaaa      780

gcctccgtgg gaatcactgt gctgagtcta tgtgctctga gtattgacag atatcgagct      840

gttgcttctt ggagtagaat taaaggaatt ggggttccaa aatggacagc agtagaaatt      900

gttttgattt gggtggtctc tgtggttctg gctgtccctg aagccatagg ttttgatata      960

attacgatgg actacaaagg aagttatctg cgaatctgct tgcttcatcc cgttcagaag     1020

acagctttca tgcagtttta caagacagca aaagattggt ggctattcag tttctatttc     1080

tgcttgccat tggccatcac tgcatttttt tatacactaa tgacctgtga aatgttgaga     1140

aagaaaagtg gcatgcagat tgctttaaat gatcacctaa agcagagacg ggaagtggcc     1200

aaaaccgtct tttgcctggt ccttgtcttt gccctctgct ggcttcccct tcacctcagc     1260

aggattctga agctcactct ttataatcag aatgatccca atagatgtga acttttgagc     1320

tttctgttgg tattggacta tattggtatc aacatggctt cactgaattc ctgcattaac     1380

ccaattgctc tgtatttggt gagcaaaaga ttcaaaaact gctttaagtc atgcttatgc     1440

tgctggtgcc agtcatttga agaaaaacag tccttggagg aaaagcagtc gtgcttaaag     1500

ttcaaagcta atgatcacgg atatgacaac ttccgttcca gtaataaata cagctcatct     1560

tgaaagaaga actattcact gtatttcatt ttctttatat tggaccgaag tcattaaaac     1620

aaaatgaaac atttgccaaa acaaaacaaa aaactatgta tttgcacagc acactattaa     1680
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aatattaagt gtaattattt taacactcac agctacatat gacattttat gagctgttta     1740

cggcatggaa agaaaatcag tgggaattaa gaaagcctcg tcgtgaaagc acttaatttt     1800

ttacagttag cacttcaaca tagctcttaa caacttccag gatattcaca caacacttag     1860

gcttaaaaat gagctcactc agaatttcta ttctttctaa aaagagattt atttttaaat     1920

caatgggact ctgatataaa ggaagaataa gtcactgtaa aacagaactt ttaaatgaag     1980

cttaaattac tcaatttaaa attttaaaat cctttaaaac aacttttcaa ttaatattat     2040

cacactatta tcagattgta attagatgca aatgagagag cagtttagtt gttgcatttt     2100

tcggacactg gaaacattta aatgatcagg agggagtaac agaaagagca aggctgtttt     2160

tgaaaatcat tacactttca ctagaagccc aaacctcagc attctgcaat atgtaaccaa     2220

catgtcacaa acaagcagca tgtaacagac tggcacatgt gccagctgaa tttaaaatat     2280

aatactttta aaaagaaaat tattacatcc tttacattca gttaagatca aacctcacaa     2340

agagaaatag aatgtttgaa aggctatccc aaaagacttt tttgaatctg tcattcacat     2400

accctgtgaa gacaatacta tctacaattt tttcaggatt attaaaatct tcttctttca     2460

ctatcgtagc ttaaactctg tttggttttg tcatctgtaa atacttacct acatacactg     2520

catgtagatg attaaatgag ggcaggccct gtgctcatag ctttacgatg gagagatgcc     2580

agtgacctca taataaagac tgtgaactgc ctggtgcagt gtccacatga caaaggggca     2640

ggtagcaccc tctctcaccc atgctgtggt taaaatggtt tctagcatat gtataatgct     2700

atagttaaaa tactattttt caaaatcata cagattagta catttaacag ctacctgtaa     2760

agcttattac taatttttgt attatttttg taaatagcca atagaaaagt ttgcttgaca     2820

tggtgctttt ctttcatcta gaggcaaaac tgctttttga gaccgtaaga acctcttagc     2880

tttgtgcgtt cctgcctaat ttttatatct tctaagcaaa gtgccttagg atagcttggg     2940

atgagatgtg tgtgaaagta tgtacaagag aaaacggaag agagaggaaa tgaggtgggg     3000

ttggaggaaa cccatgggga cagattccca ttcttagcct aacgttcgtc attgcctcgt     3060

cacatcaatg caaaaggtcc tgattttgtt ccagcaaaac acagtgcaat gttctcagag     3120

tgactttcga aataaattgg gcccaagagc tttaactcgg tcttaaaata tgcccaaatt     3180

tttactttgt ttttctttta ataggctggg ccacatgttg gaaataagct agtaatgttg     3240

ttttctgtca atattgaatg tgatggtaca gtaaaccaaa acccaacaat gtggccagaa     3300

agaaagagca ataataatta attcacacac catatggatt ctatttataa atcacccaca     3360

aacttgttct ttaatttcat cccaatcact ttttcagagg cctgttatca tagaagtcat     3420

tttagactct caattttaaa ttaattttga atcactaata ttttcacagt ttattaatat     3480

atttaatttc tatttaaatt ttagattatt tttattacca tgtactgaat ttttacatcc     3540

tgataccatt tccttctcca tgtcagtatc atgttctcta attatcttgc caaattttga     3600

aactacacac aaaaagcata cttgcattat ttataataaa attgcattca gtggcttttt     3660

aaaaaaatgt ttgattcaaa actttaacat actgataagt aagaaacaat tataatttct     3720
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ttacatactc aaaaccaaga tagaaaaagg tgctatcgtt caacttcaaa acatgtttcc     3780

tagtattaag gactttaata tagcaacaga caaaattatt gttaacatgg atgttacagc     3840

tcaaaagatt tataaaagat tttaacctat tttctccctt attatccact gctaatgtgg     3900

atgtatgttc aaacaccttt tagtattgat agcttacata tggccaaagg aatacagttt     3960

atagcaaaac atgggtatgc tgtagctaac tttataaaag tgtaatataa caatgtaaaa     4020

aattatatat ctgggaggat tttttggttg cctaaagtgg ctatagttac tgatttttta     4080

ttatgtaagc aaaaccaata aaaatttaag tttttttaac aactacctta tttttcactg     4140

tacagacact aattcattaa atactaattg attgtttaaa agaaatataa atgtgacaag     4200

tggacattat ttatgttaaa tatacaatta tcaagcaagt atgaagttat tcaattaaaa     4260

tgccacattt ctggtctctg ggaaaaaaaa aaaaaa                               4296
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edrnb_prot.txt
<210> 3
<211> 442
<212> PRT
<213> Homo sapiens

<220> 
<221> SOURCE
<222> 1..442
<223> /mol_type="protein"
      /organism="Homo sapiens"

<400> 3
Met Gln Pro Pro Pro Ser Leu Cys Gly Arg Ala Leu Val Ala Leu Val 
1               5                   10                   15    
Leu Ala Cys Gly Leu Ser Arg Ile Trp Gly Glu Glu Arg Gly Phe Pro 
            20                   25                  30        
Pro Asp Arg Ala Thr Pro Leu Leu Gln Thr Ala Glu Ile Met Thr Pro 
        35                   40                  45            
Pro Thr Lys Thr Leu Trp Pro Lys Gly Ser Asn Ala Ser Leu Ala Arg 
    50                   55                  60                
Ser Leu Ala Pro Ala Glu Val Pro Lys Gly Asp Arg Thr Ala Gly Ser 
65                   70                  75                  80
Pro Pro Arg Thr Ile Ser Pro Pro Pro Cys Gln Gly Pro Ile Glu Ile 
                85                   90                  95    
Lys Glu Thr Phe Lys Tyr Ile Asn Thr Val Val Ser Cys Leu Val Phe 
            100                  105                110        
Val Leu Gly Ile Ile Gly Asn Ser Thr Leu Leu Arg Ile Ile Tyr Lys 
        115                  120                125            
Asn Lys Cys Met Arg Asn Gly Pro Asn Ile Leu Ile Ala Ser Leu Ala 
    130                  135                140                
Leu Gly Asp Leu Leu His Ile Val Ile Asp Ile Pro Ile Asn Val Tyr 
145                  150                155                  160
Lys Leu Leu Ala Glu Asp Trp Pro Phe Gly Ala Glu Met Cys Lys Leu 
                165                  170                175    
Val Pro Phe Ile Gln Lys Ala Ser Val Gly Ile Thr Val Leu Ser Leu 
            180                  185                190        
Cys Ala Leu Ser Ile Asp Arg Tyr Arg Ala Val Ala Ser Trp Ser Arg 
        195                  200                205            
Ile Lys Gly Ile Gly Val Pro Lys Trp Thr Ala Val Glu Ile Val Leu 
    210                  215                220                
Ile Trp Val Val Ser Val Val Leu Ala Val Pro Glu Ala Ile Gly Phe 
225                  230                235                  240
Asp Ile Ile Thr Met Asp Tyr Lys Gly Ser Tyr Leu Arg Ile Cys Leu 
                245                  250                255    
Leu His Pro Val Gln Lys Thr Ala Phe Met Gln Phe Tyr Lys Thr Ala 
            260                  265                270        
Lys Asp Trp Trp Leu Phe Ser Phe Tyr Phe Cys Leu Pro Leu Ala Ile 
        275                  280                285            
Thr Ala Phe Phe Tyr Thr Leu Met Thr Cys Glu Met Leu Arg Lys Lys 
    290                  295                300                
Ser Gly Met Gln Ile Ala Leu Asn Asp His Leu Lys Gln Arg Arg Glu 
305                  310                315                  320
Val Ala Lys Thr Val Phe Cys Leu Val Leu Val Phe Ala Leu Cys Trp 
                325                  330                335    
Leu Pro Leu His Leu Ser Arg Ile Leu Lys Leu Thr Leu Tyr Asn Gln 
            340                  345                350        
Asn Asp Pro Asn Arg Cys Glu Leu Leu Ser Phe Leu Leu Val Leu Asp 
        355                  360                365            
Tyr Ile Gly Ile Asn Met Ala Ser Leu Asn Ser Cys Ile Asn Pro Ile 
    370                  375                380                
Ala Leu Tyr Leu Val Ser Lys Arg Phe Lys Asn Cys Phe Lys Ser Cys 
385                  390                395                  400
Leu Cys Cys Trp Cys Gln Ser Phe Glu Glu Lys Gln Ser Leu Glu Glu 
                405                  410                415    
Lys Gln Ser Cys Leu Lys Phe Lys Ala Asn Asp His Gly Tyr Asp Asn 
            420                  425                430        
Phe Arg Ser Ser Asn Lys Tyr Ser Ser Ser 
        435                  440        

Page 1



edrnb_prot.txt

Page 2



edn3_adn.txt
<210> 2
<211> 2438
<212> DNA
<213> Homo sapiens

<220> 
<221> source
<222> 1..2438
<223> /mol_type="DNA"
      /organism="Homo sapiens"

<400> 2
ctcgggccgc tgcgctcctg gccagctccc cccagcgcct gggaggcgac ccccagtgcg      60

cccgggttca aaggcccggc gaggcagttc cagcccctct ggggggcggg gaggcgacgg     120

gggtggtgca gaagccagaa aagcccgagc cacagccggc cagctccgcg cagggatggg     180

cagcgcgctc tgaaagttta tgaccgccgc agccaactcc tggccggagc tggagacgca     240

gcgagcgatc ggccggcctc gaacccccac agctggaggg cgaggccagc tgtacccggc     300

cccagtgccc tttcgcggcc acaagcggcc gtcctcctgg tccggtgctc cggcgcctga     360

tctaggttca tggagccggg gctgtggctc cttttcgggc tcacagtgac ctccgccgca     420

ggattcgtgc cttgctccca gtctggggat gctggcaggc gcggcgtgtc ccaggccccc     480

actgcagcca gatctgaggg ggactgtgaa gagactgtgg ctggccctgg cgaggagact     540

gtggctggcc ctggcgaggg gactgtggcc ccgacagcac tgcagggtcc aagccctgga     600

agccctgggc aggagcaggc ggccgagggg gcccctgagc accaccgatc caggcgctgc     660

acgtgcttca cctacaagga caaggagtgt gtctactatt gccacctgga catcatttgg     720

atcaacactc ccgaacagac ggtgccctat ggactgtcca actacagagg aagcttccgg     780

ggcaagaggt ctgcggggcc acttccaggg aatctgcagc tctcacatcg gccacacttg     840

cgctgcgctt gtgtggggag atatgacaag gcctgcctgc acttttgcac ccaaactctg     900

gacgtcagca gtaattcaag gacggcagaa aaaacagaca aagaagagga agggaaggtt     960

gaagtcaagg accaacaaag caagcaggct ttagacctcc accatccaaa gctcatgccc    1020

ggcagtggac tcgccctcgc tccatctacc tgcccccgct gcctctttca ggaaggagcc    1080

ccttaggagg acaggcctgc actccggttt catgcaggaa attggttttg gagagttttg    1140

gcaagttgga aagccactta ctggcttttg acatgacttc tcttggagaa taagtggact    1200

ccaagctaac tctttgcaaa tgtaaacaca tgtccatctt gtaataaatg caaaatgccc    1260

gtgcagcaga agcatgcgac tttcatatcc ttgcctagaa taggctgcat ggtgtatgtc    1320

agtgagggcc acgaggcgtc ggctttagac acagatcata gctctacagg agtttatgaa    1380

tttgaagctt atgggatttt ggcagagaaa ttttcagctg tgcttgatac ccaccaaaag    1440

aatgtatctc gaaagaatga aggaagaaga aaaaaggatc cttgatgttt gtgacaagaa    1500

aatgagaaag ttagtatctg caatacagag cttgttcctg ttcagtgact gaccctctgt    1560

attctgtata gacaccaggc cgatacacag tggagttccc aggccttgtt tgcaggaagc    1620

cgactgtaaa gacagcccca gctcaaggct attaggttga atatttgctt tcatgagtaa    1680
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atgtggatct ttggggaatg gcttcaaaat aagtcacgaa cacaaattct ttgtaaatta    1740

tgtaaattcc tgtttatata aattggcaac aacttatacc gtctgacagt tcaaaatctc    1800

tttcagctgc gctcttccca ccgagccgag cttactgtga gtgtggagat gttatcccac    1860

catgtaaagt cgcctgcgca ggggagggct gcccatctcc ccaacccagt cacagagaga    1920

taggaaacgg catttgagtg ggtgtccagg gccccgtaga gagacattta agatggtgta    1980

tgacagagca ttggccttga ccaaatgtta aatcctctgt gtgtatttca taagttatta    2040

caggtataaa agtgatgacc tatcatgagg aaatgaaagt ggctgatttg ctggtaggat    2100

tttgtacagt ttagagaagc gattatttat tgtgaaactg ttctccactc caactccttt    2160

atgtggatct gttcaaagta gtcactgtat atacgtatag agaggtagat aggtaggtag    2220

attttaaatt gcattctgaa tacaaactca tactccttag agcttgaatt acatttttaa    2280

aatgcatatg tgctgtttgg caccgtggca agatggtatc agagagaaac ccatcaattg    2340

ctcaaatact cagaaagtac tgtcaaaagc ctaataaaaa acctaaagtt tgctctgaaa    2400

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa                            2438
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