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<120>

for diagnosing disease severity

<130>
<160>
<170>
<210> 1

<211> 1380
<212> DNA
<213> Homo

<400> 1
atgacaattc

12

gaaagtggct
tcatgctata
gacccagatg
aagtgcctga
ctgattggaa
atagacctaa
gaaggagcca
aaagttttaa
gtgaatttat
tatgagatta
agtccaagtt
atcttactaa
tgtgtgttat
aagactctgg
gaaagtttcc
gaaggttttc
ggaggggatg
tttggaagag
attctctcct
taccaggacc
ctccaatctg

ctgggatcaa

<210> 2

UCL-091-PCTprio

sapiens

taggtacaac
atgctcaaaa
gccagttgga
tcaacatcac
atttcaggaa
agagcaatat
ccactatagt
atgactttgt
tgcacgatgt
ccagcacaaa
aagttcgatc
attacttcag
ccatcagcat
ggaaaaaaag
aacatctttg
tggactgcca
tgcaagatac
tgcagagccc
attcatccct
cttccaggtc
tcctgcttag
gaatcctgac

atcaagaaga
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ttttggcatg
tggagacttg
agtgaatgga
caatctggaa
actacaagag
atgtgtgaag
taaacctgag
ggtgacattt
agcttaccgc
gctgacactc
catccctgat
aactccagag
tttgagtttt
gattaagcct
taagaaacca
gattcatagg
gtttcctcag
caactgccca
cacatgcctg
cctagactgc
ccttgggact
attgaaccca

agcatatgtc

gttttttctt
gaagatgcag
tcgcagcact
tttgaaatat
atatatttca
gttggagaaa
gctccttttg
aatacatcac
caggaaaagg
ctgcagagaa
cactatttta
atcaataata
ttctctgtcg
atcgtatggc
agaaaaaatt
gtggatgaca
caactagaag
tctgaggatg
gctgggaatg
agggagagtg
acaaacagca
gttgctcagg

accatgtcca
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tacttcaagt
aactggatga
cactgacctg
gtggggccct
tcgagacaaa
agagtctaac
acctgagtgt
acttgcaaaa
atgaaaacaa
agctccaacc
aaggcttctg
gctcagggga
ctctgttggt
ccagtctccc
taaatgtgag
ttcaagctag
aatctgagaa
tagtcatcac
tcagtgcatg
gcaagaatgg
cgctgccccc
gtcagcccat

gcttctacca

cgtttctgga
ctactcattc
tgcttttgag
cgtggaggta
gaaattctta
ctgcaaaaaa
cgtctatcgg
gaagtatgta
atggacgcat
ggcagcaatg
gagtgaatgg
gatggatcct
catcttggcc
cgatcataag
tttcaatcct
agatgaagtg
gcagaggctt
tccagaaagc
tgacgcccct
gcctcatgtg
tccattttct
tcttacttcc

aaaccagtga
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<211> 459

<212> PRT

<213> Homo sapiens
<400> 2

Met Thr Ile Leu Gly Thr Thr Phe Gly Met val Phe Ser Leu Leu Gln
1 5 10 15

val val ser Gly Glu Ser Gly Tyr Ala Gln Asn Gly Asp Leu Glu Asp
20 25 30

Ala Glu Leu Asp Asp Tyr Ser Phe Ser Cys Tyr Ser Gln Leu Glu val
35 40 45

Asn Gly Ser Gln His Ser Leu Thr Cys Ala Phe Glu Asp Pro Asp val
50 55 60

Asn Ile Thr Asn Leu Glu Phe Glu Ile Cys Gly Ala Leu val Glu val
65 70 75 80

Lys Cys Leu Asn Phe Arg Lys Leu Gln Glu Ile Tyr Phe Ile Glu Thr
85 90 95

Lys Lys Phe Leu Leu Ile Gly Lys Ser Asn Ile Cys val Lys val Gly
100 105 110

Glu Lys Ser Leu Thr Cys Lys Lys Ile Asp Leu Thr Thr ITe val Lys
115 120 125

Pro Glu Ala Pro Phe Asp Leu Ser val val Tyr Arg Glu Gly Ala Asn
130 135 140

Asp Phe val val Thr Phe Asn Thr Ser His Leu Gln Lys Lys Tyr val
145 150 155 160

Lys val Leu Met His Asp val Ala Tyr Arg Gln Glu Lys Asp Glu Asn
165 170 175

Lys Trp Thr His val Asn Leu Ser Ser Thr Lys Leu Thr Leu Leu Gln
180 185 190

Arg Lys Leu Gln Pro Ala Ala Met Tyr Glu Ile Lys val Arg Ser Ile
195 200 205

Pro Asp His Tyr Phe Lys Gly Phe Trp Ser Glu Trp Ser Pro Ser Tyr
210 215 220

Tyr Phe Arg Thr Pro Glu ITe Asn Asn Ser Ser Gly Glu Met Asp Pro
225 230 235 240

ITe Leu Leu Thr Ile Ser Ile Leu Ser Phe Phe Ser val Ala Leu Leu
245 250 255
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val Ile Leu

ser
275

Trp Pro

Pro
290

Lys Arg

Cys Gln

305

Glu Gly Phe

Lys Gln Arg

val
355

Asp val

Leu Ala

370

Cys

Ser Ser

385

Arg

Tyr Gln Asp

Pro Pro Phe

Gln
435

Gln Gly

val Thr

450

Tyr

<210> 3
<211> 789
<212> DNA
<213> Homo

<400> 3
atgacaattc

gaaagtggct
tcatgctata
gacccagatg

aagtgcctga

Ala
260

Cys
Leu Pro
Lys Asn
His

Ile

Gln
325

Leu

Leu Gly

340

ITe Thr

Gly

Asn

Leu Asp

val

Asp

Leu

Asp

Gly

Pro

val

Cys
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Leu

His Lys

280

Asn val

295

val Asp

Thr Phe

Asp val

Ser
360

ser Ala

375

Arg Glu

390

Leu
405

Leu

Ser Leu

420

Pro

Met Ser

sapiens

taggtacaac
atgctcaaaa
gccagttgga
tcaacatcac

atttcaggaa

Leu

Gln

Leu

ser

Ser Leu

Ser Gly

Thr Sser

440

Phe
455

Tyr

ttttggcatg
tggagacttg
agtgaatgga
caatctggaa

actacaagag

Trp Lys Lys Arg Ile
265

Lys Thr Leu

Ser Phe Asn

Gln
315

Asp Ile

Gln Gln

330

Pro

Gln
345

Ser Pro

Phe Gly Arg

Cys Asp Ala

Ser Gly Lys

Thr Thr

410

Gly

Ile Thr

425

Leu

Leu Gly Ser

Gln Asn Gln

gttttttctt
gaagatgcag
tcgcagcact
tttgaaatat

atatatttca
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Pro
270

Lys

His Leu

285

Glu

Pro Glu Ser

300

Ala Arg Asp

Leu Glu Glu

Pro
350

Ash Cys

Ser Ser

365

Asp

Pro Leu

380

Asn Gly Pro

Asn Ser Thr

Pro
430

Leu Asn

Gln Glu

445

Asn

tacttcaagt
aactggatga
cactgacctg

gtggggccct

tcgagacaaa

ITe val

Cys Lys
Phe

Leu

val
320

Glu

Ser
335

Ser
Leu Thr
Ser

ser

val
400

His

Leu Pro

415

val Ala

Glu Ala

cgtttctgga
ctactcattc
tgcttttgag
cgtggaggta
gaaattctta

60
120
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300



ctgattggaa
atagacctaa
gaaggagcca
aaagttttaa
gtgaatttat
tatgagatta
agtccaagtt
tatggcccag
aaaatttaa
<210> 4
<211> 262
<212> PRT
<213> Homo
<400> 4
?et Thr Ile

val val ser

Ala Glu Leu

35

Gly
50

Asn Ser

Asn Ile Thr

65

Lys Cys Leu

Lys Lys Phe

Glu Ser

115

Lys

Glu Ala

130

Pro

Phe val

145

Lys val Leu

agagcaatat
ccactatagt
atgactttgt
tgcacgatgt
ccagcacaaa
aagttcgatc
attacttcag

tctccccgat

sapiens

Leu Gly
5

Gly Glu

20

Asp Asp

Gln His
Leu

Asn

Phe
85

Asn

Leu Leu

100

Leu Thr

Phe

Pro

val Thr

Thr

ser

Tyr

ser

Glu

70

Arg

Ile

Cys

Asp

Phe
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atgtgtgaag
taaacctgag
ggtgacattt
agcttaccgc
gctgacactc
catccctgat
aactccagag

cataagaaga

Thr Phe

Gly

Tyr

Phe
40

ser

Leu Thr

55

Phe Glu

Lys Leu

Gly Lys

Lys Lys

Leu Ser

135

Asn Thr

150

His
165

Met

Asp

val Ala

gttggagaaa
gctccttttg
aatacatcac
caggaaaagg
ctgcagagaa
cactatttta
atcaataata

ctctggaaca

Met val

10

Gly

Ala Gln

25

Asn

Ser Cys Tyr

Cys Ala Phe

Gly
75

Cys

Glu Ile

90

Gln

Ser Asn Ile

105

Asp Leu

val val Tyr

Leu
155

Sser His

Arg Gln
170

Tyr
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agagtctaac
acctgagtgt
acttgcaaaa
atgaaaacaa
agctccaacc
aaggcttctg
gctcaggatt

tctttgtaag

Phe Ser Leu

Gly Leu

30

Asp

Gln
45

Ser Leu

Glu
60

Asp Pro

Ala Leu val

Tyr Phe Ile

Cys val Lys

Thr
125

Thr Ile

Arg Gly

Gln Lys Lys

Lys Asp

ctgcaaaaaa
cgtctatcgg
gaagtatgta
atggacgcat
ggcagcaatg
gagtgaatgg
aagcctatcg

aaaccaagaa

Leu Gln

15

Glu Asp
val
val

Asp

val
80

Glu

Glu Thr

95

val Gly

val Lys
Ala

Asn

val
160

Tyr

Glu
175

Asn
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789



Lys

Arg

Pro

Tyr

225

Tyr

Arg

Trp

Lys

Asp

Phe

Gly

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tcccteccectt cctcttactc tc

<210>
<211>
<212>
<213>

<220>
<223>

<400>
tctggcagtc caggaaactt

<210>
<211>
<212>
<213>

<220>
<223>

<400>
ggcatcgtga tggactccg

<210>
<211>
<212>
<213>

<220>
<223>

His val

180

Thr

Leu Gln Pro

195

His Tyr Phe

Arg Thr Pro

val ser

245

Pro

Glu
260

Gln Lys

5

22

DNA
Artificial

primer

5

6

20

DNA
Artificial

primer

6

7

19

DNA
Artificial

primer

7

8

18

DNA
Artificial

primer

Asn

Ala

Lys

Glu

230

Pro

Ile

Leu

Ala

Gly

Ile

Ile
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Ser Ser Thr
185

Met Tyr Glu
200

Phe Trp Ser

Asn Asn Ser

Ile Arg Arg
250

Lys Leu

Ile Lys

Glu Trp
220

Ser Gly
235

Leu Trp
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txt

Thr

val

205

ser

Leu

Asn

Leu

190

Arg

Pro

ser

Ile

Leu

ser

ser

Leu

Phe
255

Gln

Ile

Tyr

sSer

240

val

22

20

19
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<400> 8

ctggaaggtg gacagcga 18
<210> 9

<211> 21

<212> DNA

<213> Artificial

<220>

<223> primer

<400> 9

ttcttggagg atgcagctaa a 21
<210> 10

<211> 21

<212> DNA

<213> Artificial

<220>

<223> primer

<400> 10

aagcccaacc aacaaagagt t 21
<210> 11

<211> 21

<212> DNA

<213> Artificial

<220>

<223> primer

<400> 11

agccaatgac tttgtggtga c 21
<210> 12

<211> 21

<212> DNA

<213> Artificial

<220>

<223> primer

<400> 12

tacgataggc ttaatcctga g 21

Page ©



