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Ser Ile Asp Val Gly Ala
100

Val Gly Val Val Leu Phe
115 120

Val Gly Asp Arg Ile Ala
135

Glu Val Glu Gln Val Asp
150

Gly Phe Gly Ser Thr Gly
165

7

171

PRT

Oryza sativa

7

Pro

Glu

25

Ala

Ser

Pro

Ala

Gly

105

Asn

Gln

Asp

Val

Glu

10

Asn

Val

Ser

Thr

Pro

90

Val

His

Leu

Leu

Ile

Gly

Leu

Ala

Asp

75

Arg

Ile

Ser

Ile

Asp
155

Thr

Asn

Pro

Ala

60

Leu

Ser

Asp

Glu

Val

140

Ser

Glu

Val

Ser

45

Glu

Ser

Gly

Ala

Val

125

Gln

Thr

Pro

Pro

30

Arg
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atggcttgcg
ggcgattcat
ccaacacgcg
gttccagcga
acttacgcga
gctggtgtga
gatgctgatt
gtgactcctg
tttggttcta
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caggagcctc
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Asn Val
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Ile Leu
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Arg Ile
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Glu Val
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taaacgaacc
caccatcacc
gctcaccact
gaggtaaagc
gaattgcgcc
ttgatgctga
ttgaggttaa
atgttgttga

ctggtgtc
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ccaacggcgc
cccagaagat
tgctgccgtc

tggtggtgcc
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Arabidopsis thaliana
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ctccgctgga
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gagatctggt
ttatagagga
gttcggtgat

ggttgatgat
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ccgcggctcec
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ctccaaaagc
gtgaagaaac
tacgatctct
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ttggcttgga
cctgttggtg
cgaatcgcgc

ttggatgaga

gacgagaccg
tctcceccectge
gctctcgccg

aaggcgcttg
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tctccgagaa
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gtatcgctgt
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tgattttgtt
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ctgttcgtgg

tcgccgceccac
tcaaggtgaa
ccggctacga

tgccgaccga
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Asp Tyr
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Val Arg
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cggaatccat
agctgttata
ggattcaaaa
tcccgaagga
tgatgttggt
taatcattct
cgagaagatt

tgatggtggt

cgactccgtg
gaagctctcc
cctctcgagt

cctcagcgtc
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gccatcccgce
tccatcgacg
ctcttcaacc
atcatcgagg
cgtggggacg
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atggccaccg
caggagcccce
gagaacgccg
gcggcggagg
gccatcccgg
tcgatcgacg
ctcttcaacc
atcatcgagg
aggggagagg
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acggaaccta
tgggcgccgg
actccgacgc
tgatcgcgac

gagggttcgg
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ctaccaacgg
cgcacaagat
tcctgecegtce
tcgtcgtgcec
agggcaccta
taggcgccgg
actccgacac
tgatcgtgac

gagggttcgg
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cgccaaggtt
ccgcggctcec
ggcgaggggyg
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ggtgatcgac
cgacttcgcc
gccggaggte
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gcgcccaggt

gcggactacc

gtgaagcccg

gcggaggtgg
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gccgccgecg
gctcccttgce
gccctcgececg
aaggcgatgg
gcgccgaggt
gccgactacc
gtgaagcccg
gccgaggtgg
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ctagtcgaca tggcttgcgt aaacgaacca t
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ctactgcagt tagacaccag tagaaccaaa a
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gaggccccgt
gcgacaggat

aggacctcga

ccgccgctga
tcaaggtcaa
ccggctacga
tgccgacgga
ctgggctggce
gtggcccggt
gcgaccggat

aggacctcga

gctgaagcac
cggcgtcatc
cgcgcagatg

cgccaccgtc

ctccgecegte
gaagctctcc
cctgtcgagce
cctcagcatc
gttgaagcac
aggggtcatc
cgcgcagatg
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

34

DNA
Artificial

Primer

16
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gagaattcat cgattcgatc accgaactta ac
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