Pagina 1
LISTADO DE SECUENCIAS
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<120> Genes homélogos al gen FLOWERING LOCUS T (FT) y su uso para
modular la tuberizacién.

<130> ES1641.142
<160> 9

<170> PatentIn version 3.4

<210> 1

<211> 173

<212> PRT

<213> Solanum tuberosum
<400> 1

Met Pro Arg val Asp Pro Leu Ile val Gly Arg val Ile Gly Glu val
1 5 10 15

Leu Asp Pro Phe Thr Arg Ser val Asp Leu Arg val val Tyr Asn Asn
20 25 30

Arg Glu val Asn Asn Ala Cys val Leu Lys Pro Ser Gln val val Met
35 40 45

Gln Pro Arg val His ITe Gly Gly Asp Asp Leu Arg Asn Phe Tyr Thr
50 55 60

Leu ITe Met val Asp Pro Asp Ala Pro Ser Pro Ser Asp Pro Asn Leu
65 70 75 80

Arg Glu Tyr Leu His Trp Leu val Thr Asp ITe Pro Ala Thr Thr Asn
85 90 95

Thr ser Phe Gly Asn Glu val val Cys Tyr Glu Asn Pro Thr Pro Thr
100 105 110

Met Gly Ile His Arg Phe Ile Leu Ala Leu Phe Arg Gln Ser Arg Arg
115 120 125

Glu Thr val Tyr Ala Pro Gly Trp Arg GIn Asn Phe Asn Thr Arg Asp
130 135 140

Phe Ala Glu Leu Tyr Asn Leu Gly Leu Pro val Ala Ala val Tyr Phe
145 150 155 160

Asn Cys His Arg Glu Ser Gly Thr Gly Gly Arg Arg Ala
165 170

<210> 2



<211> 175
<212> PRT
<213>
<400> 2

Met Ser Ile
1

Asp val Leu

Gly GIn Arg

35

Gln Asn

50

Lys

Tyr Thr Leu

65

His Leu Arg

Thr Gly Thr

Ala
115

Pro Thr

Gly Arg GIn

130

Glu Phe

Tyr Asn

<210> 3

<211> 437
<212> DNA
<213> Glyc

<400> 3
aagcttctcg

ttattaaaaa
gatgtttact
ataaaggcaa

tcccgaaact

Asn Ile
5

Asp Pro

20

Glu val

Pro Arg

val Met

Glu Tyr

85

Thr Phe

100

Gly
val

Thr

Ala Glu

Arg Asp

Phe

Thr

val

val

70

Leu

Gly

His

Tyr

Ile

Arabidopsis thaliana

Pro

Asn Arg

Asn Gly

40

Glu
55

Asp Pro
Trp
Glu

Asn

val
120

Arg

Ala
135

Pro

Tyr Asn

150

Gln
165

cys

ine max

agagtcagcc
tacaaattta
tattagactc
tttgggcctg
tctagttgcg

Arg

Glu Ser

ttttaagaga
taaattaagt
attaataaaa
gtagaccaat

gttcgaagaa
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Ile val

10

Leu

Ser Thr

25

Leu Asp Leu

Gly Gly Glu

val Pro

75

Asp

val Thr

90

Leu

Ile val

105

cys

val Phe

Gly Trp Arg

Leu
155

Leu Gly

Gly Cys Gly

170

tagaatttaa
tcaactcatc
aaaaaaaaaa
cctaaccaat

gtccagaatg

Ser Arg val

val
30

Leu Lys

Pro Ser

45

Arg

Asp Leu

60

Arg

Ser Pro Ser

Asp Pro

Glu Asn

110

Tyr

Phe
125

Leu Arg

Gln Phe

140

Asn

Pro val Ala

Gly Arg Arg

aatataattt
ctatctcact
tcatttgtac
gtctggttaa

tttctgaaag

val
15

Gly
Thr Tyr
Gln val
Phe

Asn

Pro
80

Asn

Ala Thr

95

Pro Ser

Gln Leu
Thr

Asn

val
160

Ala

Leu
175

gcgtaaaaca
ctttaaatac
aaagcccacc
gatggtccaa

tttcagaaaa

60
120
180
240
300
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ttctagtttt gagattttca gaagtacggc atgatgatgc ataacaagga ctttctcgaa

agtactatat tgctcctcta catcatttta aataccccat gtgtcctttg aagacacatc

acagaaagaa gactagt

<210> 4

<211> 16

<212> DNA

<213> Artificial
<220>

<223> cebador HSP-for
<400> 4

gcaagcttct cgagag

<210> 5

<211> 26

<212> DNA

<213> Artificial
<220>

<223> cebador HSP-rev
<400> 5

gactagtctt ctttctgtga tgtgtc

<210> 6

<211> 25

<212> DNA

<213> Artificial

<220>

<223> cebador SsP6ATOPOfor
<400> 6

caccatgcct agagttgatc cattg

<210> 7

<211> 20

<212> DNA

<213> Artificial
<220>

<223> cebador SP6Arev
<400> 7

ttatgcgcga cgtcctccag

<210> 8
<211> 522
<212> DNA

<213> Solanum tuberosum

<400> 8
atgcctagag ttgatccatt gatagttggt cgtgtgatag gggatgtttt agatccattc

actaggtctg ttgatcttag agttgtttat aataataaag atgtgaacaa tgcatgtgtg

ttgaaacctt cacaagttgt tatgcaacct agggttcata ttggagggga cgatcttcgc

360
420
437

16

26

25

20

60
120
180



aacttttaca
agggagtatc
aatgaagtcg
gctttatttc
aacacaagag
aattgccata
<210> 9

<211> 528
<212> DNA
<213>

<400> 9
atgtctataa

ccgtttaata
ttggatctaa
ctcaggaact
cacctccgag
tttggcaatg
gtgtttatat
aacttcaaca

ttctacaatt

ctctgattat
tacattggct
tatgctacga
gacaatcgag

actttgctga

gggagagtgg

atataagaga
gatcaatcac
ggccttctca
tctatacttt
aatatctcca
agattgtgtg
tgtttcgaca
ctcgcgagtt

gtcagaggga

ggtggatcct
ggtcacagat
gaatccaaca
acgtgaaaca
gctttacaat

tactggagga

Arabidopsis thaliana

ccctcttata
tctaaaggtt
ggttcaaaac
ggttatggtg
ttggttggtg
ttacgaaaat
gcttggcagg
tgctgagatc

gagtggctgc
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gatgctccaa
atcccagcaa
cctacgatgg
gtgtatgccc
cttggattgc

cgtcgcgecat

gtaagcagag
acttatggcc
aagccaagag
gatccagatg
actgatatcc
ccaagtccca
caaacagtgt

tacaatctcg

ggaggaagaa

gcccaagcga
ctacaaatac
gaattcatcg
caggttggcg
ctgttgcagc

aa

ttgttggaga
aaagagaggt
ttgagattgg
ttccaagtcc
ctgctacaac
ctgcaggaat
atgcaccagg
gccttceccgt

gactttag

ccctaacttg
aagctttgga
attcattttg
tcaaaatttc

tgtttacttc

cgttcttgat
gactaatggc
tggagaagac
tagcaaccct
tggaacaacc
tcatcgtgtc
gtggcgccag
ggccgcagtt

240
300
360
420
480
522

60
120
180
240
300
360
420
480
528



