SEQUENCE LISTING
<110> cCharite ) ) o ) .
Charité - Universitdtsmedizin Berlin, Gliedkérperschaft der )
Freien Universitdt Berlin und der Humboldt-uUniversitdt zu Berlin

<120> Uses and methods for the identification of a cytoprotective
compound involving gpl30 or LIFRa

<130> 165974pPC
<160> 33

<170> PatentIn version 3.5

<210> 1

<211> 193

<212> PRT

<213> Homo sapiens
<400> 1

Met Gly val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu
1 5 10 15

Leu Ser Leu Pro Leu Gly Leu Pro val Leu Gly Ala Pro Pro Arg Leu
20 25 30

Ile Cys ésp Ser Arg val Leu ggu Arg Tyr Leu Leu igu Ala Lys Glu
5

Ala Glu Asn Ile Thr Thr Gly Cys Ala Glu His g%s Ser Leu Asn Glu
50 55

Asn Ile Thr val Pro Asp Thr Lys val Asn Phe Tyr Ala Trp Lys Arg
65 70 75 80

Met Glu val Gly GIn Gln Ala val Glu val Trp Gln Gly Leu Ala Leu
85 90 95

Leu Ser Glu Ala val Leu Arg Gly GIn Ala Leu Leu val Asn Ser Ser
100 105 110

GIn Pro Trp Glu Pro Leu GIn Leu His val Asp Lys Ala val Ser Gly
115 120 125

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gln Lys Glu
130 135 140

Ala Ile ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr Ile
145 150 155 160

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg val Tyr Ser Asn Phe Leu
165 170 175

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp
180 185 190
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Arg

<210>
<211>
<212>
<213>

<400>

2

164
PRT

H
2

omo

Met Gly val

1

Leu

Ile

Ala

Leu

65

Asn

val

Gln

Arg

Asn

145

Thr

ser

Cys

Glu

50

Ala

Ser

ser

Lys

Thr

130

Phe

Gly

<210>
<211>
<212>
<213>

<400>

Leu

Asp

35

Asn

Leu

Ser

Gly

Glu

115

Ile

Leu

ASp

162
PRT

H
3

omo

?et Gly val

Leu Ser Leu

sapiens

His

Pro

20

Ser

Ile

Leu

Gln

Leu

Glu

5

Leu

Arg

Thr

Ser

Pro

85

Arg

100 -

Ala

Thr

Arg

Arg

Ile

Ala

Gly

sapiens

cys

Gly

val

val

Glu

70

Trp

ser

Ser

AsSp

Lys
150

Pro

Leu

Leu

Gly

55

Ala

Glu

Leu

Pro

Thr

135

Leu

Ala

Pro

Glu

40

Gln

val

Pro

Thr

Pro

120

Phe

Lys

Trp

val

25

Arg

Gln

Leu

Leu

Thr

105

Asp

Arg

Leu

Leu Trp
10

Leu Gly

Tyr Leu

Ala val

Arg Gly

75
Gln Leu
90
Leu Leu
Ala Ala

Lys Leu

Tyr Thr
155

Leu

Ala

Leu

Glu

60

Gln

His

Arg

ser

Phe

140

Gly

Leu

Pro

Glu

45

val

Ala

val

Ala

Ala

125

Arg

Glu

Leu

Pro

30

Ala

Trp

Leu

Asp

Leu

110

Ala

val

Ala

Ser

15

Arg

Lys

Gln

Leu

Pro

Tyr

Cys

Leu

Leu

Glu

Gly

val

80

Ala

Ala

Leu

ser

His g1u Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu
10

550 Leu Gly Leu Pro val Leu Gly Ala Pro Pro Arg Leu
3

25
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Ile Cys

Ala Glu
50

Asn Ile
65

Met Glu

Gly Leu

Glu Ala

Ile Thr
130

Leu Arg
145

Asp Arg

<210>
<211>
<212>
<213>

<400>

Asp

35

Asn

Thr

Pro

Arg

Ile

115

Ala

Gly

4
192
PRT

Ser

Ile

val

Trp

Ser

100

Ser

Asp

Lys

Arg

Thr

Pro

Glu

85

Leu

Pro

Thr

Leu

Mus musculus

4

Met Gly val Pro
1

Leu Ile

Cys Asp

Glu Asn
50

Ile Thr
65

Glu val

Pro

ser

35

val

val

Glu

Leu

20

Arg

Thr

Pro

Glu

Glu
5

Gly
val
Met
Asp

Gln
85

val

Thr

Asp

70

Pro

Thr

Pro

Phe

Arg

Leu

Leu

Gly

Thr

70

Ala

Leu

Gly

55

Thr

Leu

Thr

Asp

Arg

Leu

Pro

Pro

Glu

Cys

55

Lys

Ile

Glu

40

Cys

Lys

GIn

Leu

Ala

120

Lys

Tyr

Thr

val

Arg

40

Ala

val

Glu

Arg

Ala

val

Leu

Leu

105

Ala

Leu

Thr

Leu

Leu

25

Tyr

Glu

Asn

val

Tyr

Glu

Asn

His

90

Arg

Ser

Phe

Gly

Leu

10

Cys

Ile

Gly

Phe

Trp
90
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Leu
His
Phe
75

val
Ala
Ala

Arg

Glu
1

Leu
Ala
Leu

Pro

TYyr
75

Leu

cys

Tyr

Asp

Leu

Ala

val

140

Ala

Leu

Pro

Glu

Arg

60

Ala

Gly

Glu

45

ser

Ala

Lys

Gly

Pro

125

Tyr

cys

Leu

Pro

Ala

45

Leu

Trp

Leu

Ala

Leu

Trp

Ala

Ala

110

Leu

Ser

Arg

Ser

Arg

30

Lys

ser

Lys

Ser

Lys

Asn

Lys

val

95

Gln

Arg

Asn

Thr

Leu

15

Leu

Glu

Glu

Arg

Leu
95

Glu

Glu

Arg

80

ser

Lys

Thr

Phe

Leu

Ile

Ala

Asn

Met

80

Leu



ser

Pro

Arg

Met

145

val

Gly

Glu

Pro

Ser

130

ser

Asp

Lys

<210>
<211>
<212>
<213>

<400>

Met Gly val Pro Glu
1

Leu

Cys

Glu

Ile

65

Glu

Arg

Asn

Arg

Ile

Asp

Asn

50

Thr

Lys

Thr

Phe

Gly
130

<210>
<211>

Ala

Glu

115

Leu

Pro

Thr

Leu

5
132
PRT

Ile

100

Thr

Thr

Pro

Phe

Lys

Leu

Leu

ser

Asp

Mus musculus

5

Pro

sSer

35

val

val

Glu

Leu

Leu

115

Asp

6
50

Leu

20

Arg

Thr

Pro

Leu

Thr

100

Arg

Arg

5

Gly

val

Met

Asp

Met

85

val

Gly

Gln

Gln

Leu

Thr

150

Lys

Tyr

Arg

Leu

Leu

Gly

Thr

70

ser

Asp

Lys

Ala

Leu

Leu

135

Thr

Leu

Thr

Pro

Pro

Glu

Cys

Lys

Pro

Thr

Leu

GIn

His

120

Arg

Pro

Phe

Gly

Thr

val

Arg

40

Ala

val

Pro

Phe

Lys

Ala

105

Ile

val

Pro

Arg

Glu
185

Leu

Leu

25

Tyr

Glu

Asn

Asp

Leu

Asp

Leu

Ala

val

170

val

Leu

10

Cys

Ile

Gly

Phe

Thr

90

Lys

Tyr

Leu

Lys

Gly

Pro

155

Tyr

cys

Leu

Ala

Leu

Pro

Tyr

75

Thr

Leu

Thr
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Ala

Ala

Ala

140

Leu

Ala

Arg

Leu

Pro

Glu

Arg

60

Ala

Pro

Phe

Gly

Asn

Ile

125

GIn

Arg

Asn

Arg

Leu

Pro

Ala

45

Leu

Trp

Pro

Arg

Glu
125

Ser

110

Ser

Lys

Thr

Phe

Gly

ser

Arg

30

Lys

Ser

Lys

Ala

val

110

val

ser

Gly

Glu

Leu

Leu

175

Asp

Leu
15

Leu
Glu
Glu
Arg
Pro
95

Tyr

cys

GIn

Leu

Leu

Thr

160

Arg

Arg

Leu

Ile

Ala

Asn

Met

80

Leu

Ala

Arg



<212> DNA
<213> Artificial sequence

<220>
<223> Primer

<400> 6
gaacttccaa ggatgaagac ttgcagcgtg gcagcagcat gtcacctgtc

<210> 7

<211> 32

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 7

tatggatcca tgggggtgcc cgaacgtccc ac

<210> 8

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 8

tatggatcct cacctgtccc ctctcctgca gac

<210> 9

<211> 24

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 9

gatgggggtg cacgaatgtc ctgc

<210> 10

<211> 25

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 10

cacacctggt catctgtccc ctgtc

<210> 11

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 11

tatggatcca tgggggtgca cgaatgt
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50

32

33

24

25

27



<210>
<211>
<212>
<213>

<220>
<223>

<400>

caagatatct cacgtgatat tctcggcctc c

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

31

DNA

Artificial Sequence

Primer

12

13

19

DNA

Artificial Sequence

Primer

13

agtcctggag gcgtacctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14
18
DNA
Artificial Sequence

Primer

14

gaggtacgcc tccaggac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

19

DNA

Artificial Sequence

Primer

15

agtcctggag gcgtacctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16
19
DNA
Artificial Sequence

Primer

16

gaggtactcc tccaggact

<210>
<211>
<212>
<213>

<220>
<223>

17

32

DNA

Artificial Sequence

Primer
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31

19

18

19

19



<400> 17
tatggatcca tgggggtgcc cgaacgtccc ac

<210> 18

<211> 33

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 18

tcggaattct cacctgtccc ctctecctgeca gac

<210> 19

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 19

tatggatcca tgggggtgca cgaatgt

<210> 20

<211> 27

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 20

agagaattct ctgtcccctg tcctgca

<210> 21

<211> 30

<212> DNA

<213> Artificial Sequence
<220>

<223> Primer

<400> 21

aaccatgggg gtgcacgaat gtcctgcctg

<210> 22

<211> 37

<212> DNA_

<213> Artificial Sequence
<220>

<223> Primer

<400> 22

aaggatcctc aatggtgatg gtgatgatga ccggtac

<210> 23
<211> 30
<212> DNA

<213> Artificial Sequence
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32

33

27

27

30

37



<220>
<223>

<400>

Primer

23

tatggatccg ctcccccacg cctcatctgce

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

33

DNA
Artificial Sequence

Primer

24

tcggaattct cacctgtccc ctctcctgca gac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

25

30

DNA

Artificial Sequence

Primer

25

tatggatccg ccccaccacg cctcatctgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

26

32

DNA

Artificial Sequence

Primer

26

tcggaattct catctgtccc ctgtcctgca gg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

atctcgagat gtcagcacca aggatttggc tagcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aggtttaaac tcactgcggc atgtagccac cttg

<210>
<211>

27

35

DNA

Artificial sequence

Primer

27

28
34
DNA
Artificial sequence

Primer

28

29
582

30

33

30

32

35

34



<212>
<213>

<400> 29
atgggggtgc

ctgggcctcc

DNA

aggtacctct
agcttgaatg
atggaggtcg
gtcctgeggg
catgtggata
gcccagaagg
actgctgaca
aagctgtaca
<210> 30

<211> 495
<212> DNA
<213>

<400> 30
atgggggtgc

ctgggcectec
aggtacctct
gtctggcagg
aactcttccc
cgcagcctca
gatgcggcct
cgagtctact
acaggggaca
<210> 31

<211> 489
<212> DNA
<213>

<400> 31
atgggggtgc

ctgggcctcc
aggtacctct
agcttgaatg
atggagccgt
ctcaccactc

gcctcagcetg

Homo sapiens

acgaatgtcc
cagtcctggg
tggaggccaa
agaatatcac
ggcagcaggc
gccaggccct
aagccgtcag
aagccatctc

ctttccgcaa

caggggaggc

Homo sapiens

acgaatgtcc
cagtcctggg
tggaggccaa
gcctggecct
agccgtggga
ccactctgct
cagctgctcc
ccaatttcct

gatga

Homo sapiens

acgaatgtcc
cagtcctggg
tggaggccaa
agaatatcac
gggagcccct
tgcttcgggce

ctccactccg

tgcctggcetg
cgccccacca
ggaggccgag
tgtcccagac
cgtagaagtc
gttggtcaac
tggccttegce
ccctccagat
actcttccga

ctgcaggaca

tgcctggcetg
cgccccacca
ggaggccgag
gctgtcggaa
gcccctgceag
tcgggetctg

actccgaaca

ccggggaaag

tgcctggcetg
cgccccacca
ggaggccgag
tgtcccagac
gcagctgcat
tctgggagcc

aacaatcact

tggcttctcc
cgcctcatct
aatatcacga
accaaagtta
tggcagggcc
tcttcccagce
agcctcacca
gcggcctcag

gtctactcca

ggggacagat

tggcttctcc
cgcctcatct
aatatcacgg
gctgtcctgce
ctgcatgtgg
ggagcccaga
atcactgctg

ctgaagctgt

tggcttctcc
cgcctcatct
aatatcacga
accaaagtta
gtggataaag
cagaaggaag

gctgacactt
page 9

tgtccctgcet
gtgacagccg
cgggctgtge
atttctatgc
tggccctgcet
cgtgggagcc
ctctgcttcg
ctgctccact

atttcctccg

ga

tgtccctget
gtgacagccg
tcgggcagcea
ggggccaggc
ataaagccgt
aggaagccat
acactttccg

acacagggga

tgtccctgcet
gtgacagccg
cgggctgtgc
atttctatgc
ccgtcagtgg
ccatctcccc

tccgcaaact

gtcgctcect
agtcctggag
tgaacactgc
ctggaagagg
gtcggaagct
cctgcagctg
ggctctggga
ccgaacaatc

gggaaagctg

gtcgctccct
agtcctggag
ggccgtagaa
cctgttggtc
cagtggcctt
ctccectcca

caaactcttc

ggcctgcagg

gtcgctccct
agtcctggag
tgaacactgc
ctggaagagg
ccttecgcagce
tccagatgcg

cttccgagtc

60
120
180
240
300
360
420
480
540
582

60
120
180
240
300
360
420
480
495

60
120
180
240
300
360
420



tactccaatt
gacagatga
<210> 32
<211> 579
<212> DNA
<213> Mus

<400> 32
atgggggtgc

ggcctcccag
tacatcttag
ctgagtgaaa
gaggtggaag
ctgcaggccc
atagacaaag
cagaaggaat
gtggatactt
ctgtacacgg
<210> 33

<211> 399
315 mus

<400> 33
atgggggtgc

ggcctcccag
tacatcttag
ctgagtgaaa
gagaaggaat
gtggatactt

ctgtacacgg

tcctecgggg

musculus

ccgaacgtcc
tcctctgtge
aggccaagga
atattacagt
aacaggccat
aggccctgct
ccatcagtgg
tgatgtcgcc
tctgcaagct

gagaggtctg

musculus

ccgaacgtcc
tcctctgtgce
aggccaagga
atattacagt
tgatgtcgcc
tctgcaagcet

gagaggtctg

aaagctgaag

caccctgctg
tccceccacgce
ggcagaaaat
cccagatacc
agaagtttgg
agccaattcc
tctacgtagc
tccagatacc

cttccgggtc

caggagaggg

caccctgctg
tcccccacgce
ggcagaaaat
cccagatacc
tccagatacc

cttcecgggtc

caggagaggg

ctgtacacag

cttttactct
ctcatctgcg
gtcacgatgg
aaagtcaact
caaggcctgt
tcccagcecac
ctcacttcac
accccacctg
tacgccaact

gacaggtga

cttttactct
ctcatctgcg
gtcacgatgg
aaagtcaact
accccacctg
tacgccaact

gacaggtga
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gggaggcctg

ccttgctact
acagtcgagt
gttgtgcaga
tctatgcttg
ccctgctctce
cagagaccct
tgcttcgggt
ctccactccg

tcctccgggg

ccttgctact
acagtcgagt
gttgtgcaga
tctatgcttg
ctccactccg

tccteccggyag

caggacaggg

gattcctctg
tctggagagg
aggtcccaga
gaaaagaatg
agaagccatc
tcagcttcat
actgggagct
aacactcaca

gaaactgaag

gattcctctg
tctggagagg
aggtcccaga
gaaaagaatg
aacactcaca

gaaactgaag

480
489

60
120
180
240
300
360
420
480
540
579

60
120
180
240
300
360
399



