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<210> 1

<211> 1041

<212> PRT

<213> Alkalilactibacillus ikkense
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Met Ala Lys Lys Leu Lys Lys Phe Asn Tyr Leu Pro Pro Lys Asn Gly
1 5 10 15

Tyr Pro Glu Trp Asn Asn Asn Pro Glu Ile Phe Gln Leu Asn Arg Arg
20 25 30

Glu Ala His Ala Thr Leu val Pro Tyr Ser Asn Leu Glu Leu Ala Leu
35 40 45

Lys Gly Glu Arg Thr Ala Ser Ser Phe Tyr Gln Ser Leu Asn Gly Ser
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Trp Gln Phe Ala Phe Ala GIn Glu Pro Thr Lys Arg val Ile Asp Phe
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Tyr Arg Lys Asp Phe Asp His Arg Asp Trp Asp Ser Ile Lys val Pro
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Ser His Trp Gln Leu Glu Gly Tyr Asp Tyr Pro Gln Tyr Thr Asn Thr
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Thr Tyr Pro Trp val Glu Lys Glu Thr Ile Lys Pro Pro Phe Ala Pro
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Thr Asn Tyr Asn Pro val Gly Gln Tyr val Arg Thr Phe Glu Leu Pro
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Thr Asp Trp Asn Gly Ala Pro val Tyr Leu Asn Phe Gln Gly val Glu
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Ser Ala Phe Tyr val Trp ITle Asn Gly Asp Leu val Gly Tyr Ser Glu
165 170 175
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725 730 735

Gln Phe val Leu Pro Thr Lys val Thr Lys Leu Arg Glu Lys Thr Gln
740 745 750

Asp Thr Lys Thr Leu Ser val Glu val Met Gln Asp Arg Leu val Thr
755 760 765

Ser Gly Ala Gly Phe Ser val Gly Phe Asp Thr Lys Ser Gly Met Leu
770 775 780

val ser Tyr Gln val Gly Gly Asn Glu Leu val Lys Glu Ala Leu val
785 790 795 800

Pro Asn Phe Trp Arg Ala Met Thr Asp Asn Asp Arg Gly Asn Gly Leu
805 810 815

Asp Gln Arg Ser GIn Ile Trp Arg Asp Ala Asn Glu val Arg Glu Leu
820 825 830

val ser Phe Gln Tyr Glu val Leu Thr Asn Arg val Ser Ile Ser Thr
835 840 845

val Phe Leu Tyr Glu Asp Leu Asn His Ser Arg val Glu Leu Asn Phe
850 855 860

Leu Ile Thr Gly Thr Gly Glu Ile Lys val Asp Tyr val Leu Lys Pro
865 870 875 880

Gly Glu Asp Leu Pro Glu Ile Pro Glu Ile Gly Leu Met Leu Thr Met
885 890 895

Pro Lys Ser Phe Asp GIn Leu Ser Trp Tyr Gly Lys Gly Pro His Glu
900 905 910

Ser Tyr Trp Asp Lys Gln Lys Gly Ala Lys Ile Gly Leu Tyr Gln Gly
915 920 925

Phe val Gly Asp GIn Tyr val Pro Tyr Leu Lys Pro Gln Glu Cys Gly
930 935 940

Asn Lys val Gly val Arg Ser Ala Glu Leu val Asn Asp val Gly val
945 950 955 960

Gly Leu Ile Ile Ser Gly Leu Pro Thr Leu Glu Leu Asn val Leu Pro
965 970 975

Tyr Thr Pro val GIn Leu Glu Ser Ala Asp His Ser Tyr Gln Leu Pro
980 985 990

Glu Thr Asp Gln Thr val val Arg Ile Asn Leu Gly GIn Met Gly val
995 1000 1005

Side



Gly Gly Asp Asp Ser Trp Gly Gln Arg Thr His
1010 1015

Leu Phe
1025

Leu Asn
1040

<210> 2
<211>
<212>
<213>

<400> 2
atggcaaaaa

DNA

aataataatc
tattctaatt
ttaaatggta
tatcggaaag
ttagaaggct
acgattaaac
tttgaattac
tcagctttct
ccagctgaat
gtctatcgtt
atttttcgtg
acacacgaac
gattatttcg
aatccggttc
gatgtgagcg
ctgtacactt
tgtcgcgttg
cggattgtct
acgatagatg
cgaacctcac
tatgtgattg
ttggctgaga
aattcaatgt
gaatcttttg

3123

Ala Asnh Lys Thr Tyr

Arg

aattaaaaaa
cggaaatttt
tggaattggc
gttggcagtt
attttgatca
atgactaccc
ctccatttgc
cgactgattg
acgtctggat
ttgatataac
ggagtgatgc
acgtctatct
ttgatgcaga
agattggcga
tcaagcaacc
taataacaac
tggttttaag
gatttcgtaa
ttaaagggac
atatggttaa
attatccgaa
acgagacaaa
caataccagg
tccaacgtga

gtggcgataa
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1030

attcaactac
tcaacttaat
acttaaaggg
tgcctttgcc
tcgcgattgg
gcaatacacc
accaacaaat
gaatggagct
aaatggtgat
tccctattta
gagctggctt
atatgcaaca
ctatcgaaat
gcctgtcaca
gcttttatcg
aattgataat
tttagttgat
atttgaacgc
aaatcgtcac
tgatattcag
tcatccgctt
cttagagacg
tagtctacca
taaaaaccac

cttcttgaag

His Tyr Ser Phe Met

Alkalilactibacillus ikkense

ctcccaccaa
cgaagagagg
gagcggacag
caagagccaa
gattcgatta
aacacaacgt
tataatccag
cccgtttatc
ttggtcggat
atagagggtg
gaagaccagg
ccagctcagc
gcaacgttga
gttaatgcga
gcagtagatt
ccattgaaat
cagaatggca
aaggacggat
gaattcgctt
ctgatgaagc
tggtatgagt
cacgggacat
aagtggactg
ccatcgattc

atgcatgact
Side

Gln
1020

Asp

1035

aaaacgggta
cgcatgcaac
catcatcatt
ccaagcgagt
aagtaccaag
acccatgggt
tcggacaata
tgaatttcca
acagtgagga
aaaataagct
atttctggag
acattgatga
agattgatat
tgctctttga
tttcaggtaa
ggagtgcgga
agttgcttga
tgatgcaaat
ctgataaagg
agcataacat
tgtgtgatac
gggtttatgg
aaaacgtctt
tggattggtc
tctttacgga

Phe Thr

Leu Asn Ser

cccagagtgg
attggtgcca
ttatcaatct
gatagatttt
tcattggcag
agaaaaagaa
tgttcgcacg
aggtgttgaa
cactttcaca
agcggtagaa
gttaagcggg
tttctttgtc
gaaagtgcgc
tcttaatggg
agaagttgct
agatcccaat
aacagaaagc
taatggaaag
tcgggcgata
taatgccgtt
gtatgggtta
tcaaaaagga
ggatcgttgt
acttggtaat

acaagatcca

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



gctcgtctgg
atggagagta
aaggagacga
aacttttata
tgggattgga
tatggtggtg
tttggagatg
gatttcaaag
accaatctcg
tcgggtgcta
acgttcccaa
aaaggtgatc
ccaacaaaag
gtaatgcaag
tcgggtatgce
ccaaacttct
cagatttggc
accaatagag
gaacttaact
ggagaagatt
gatcagttaa
gcgaaaatag
caagaatgtg
ggtttgatta
caactggaat
attaatttag
gactttacct
aga

<210> 3
<211> 17
<212> DNA
<213>
<400> 3

ccgtcatcca

<210> 4
<211> 20

tgcactatga
ccatgtatat
aaccatatat
agtataccga
aggatcaatc
attttggtga
gcaaggttag
caatagactt
ctgactacca
ctaacatcaa
caggcgtttg
gcttatggtg
ttacgaaatt
atcgacttgt
ttgtttctta
ggcgtgcaat
gtgatgcaaa
taagcatatc
ttttgattac
taccagaaat
gttggtatgg
gtctttatca
gcaacaaagt
taagtggact
cagctgatca
gacaaatggg

tatttgcaaa

Synthetic DNA

tatcacc
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ggggattttt
ttcgccagaa
tttatgcgaa
gctatttgat
gctgctaacg
atcgccacac
cccgaagatt
agtgcacgga
actaaattgg
tgtcttacca
catgacggat
tgaagcggga
acgtgagaag
tacatctggt
ccaagttgga
gactgataat
tgaggtacgt
aacggttttc
tggaactggt
accagagata
aaaaggccca
aggatttgtc
aggagttcgt
tccaacgctg
tagctatcaa
agttggtggt

taaaacctat

cattatcgtg
ggcattgagg
ttcagccatg
caatatccga
aagacagcag
gacggcaact
tttgaagtga
caaatcgaat
gttatcactc
ggtgaaaaaa
gaatatattt
catgaagttg
acacaagata
gctggattta
ggtaatgaat
gatcgcggga
gaattggttt
ttatatgaag
gaaataaagg
ggtttgatgt
catgaatcgt
ggcgatcagt
tcagcagaat
gagttaaatg
ttaccagaaa
gatgatagtt

cactatagct
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aatctgaacg
actatgcaaa
cgatgggcaa
tcttacaagg
gaggcacacc
ttgctggtaa
agcgttgtta
tgaccaataa
gaaacggtga
gagaggttat
tgacccttcg
catttaatca
ccaagacgct
gcgtcggatt
tggtgaaaga
acggactcga
catttcagta
acctcaacca
tggattatgt
taacgatgcc
attgggataa
atgtgccgta
tggttaatga
tcttaccata
cagatcagac

ggggacagcg
tcatgttgaa

ggcatctgat
gaaagcgacc
ctcgctagga
aggcttcatt
gtatcttgct
tggtttgatt
ccaaaatgtt
atacttgttc
tgcaatagag
acttgactac
tttttctgag
gtttgtttta
ttcagttgaa
tgacactaaa
ggcacttgtg
tcaacggagt
tgaagtgttg
ttcacgcgtt
actgaaaccg
taagtcgttt
acaaaaaggc
tttgaaacca
tgttggtgtt
cacaccagtg
tgttgtgcgt
aacacaccaa

tagtttaaac

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3123

17



<212> DNA
<213> Synthetic DNA
<400> 4

cctttgccca agagccaacc

<210> 5

<211> 21

<212> DNA

<213> Synthetic DNA
<400> 5

gctattatca gacttggcac
<210> 6

<211> 21

<212> DNA

<213> Synthetic DNA
<400> ©

gtaattcaat gttccaacgt
<210> 7

<211> 16

<212> DNA

<213> Synthetic DNA
<400> 7

cgcttatggt gtgaag

<210> 8

<211> 20

<212> DNA

<213> Synthetic DNA

<400> 8
gggctggctt aactatgcgg

<210> 9

<211> 36

<212> DNA

<213> Synthetic DNA
<400> 9

ctgaattcgc atatggcaaa

<210> 10

<211> 31

<212> DNA

<213> Synthetic DNA
<400> 10

CCaagcttat ctgtttaaac

<210> 11

<211> 36

<212> DNA

<213> Synthetic DNA
<400> 11

ggccatggat ccatggcaaa
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aaaattaaaa aaattc

tattcaacat ¢

aaaattaaaa aaattc

Side
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<210>
<211>
<212>
<213>

<400>

12

37

DNA

Synthetic DNA

12
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ggccatcccg ggttatctgt ttaaactatt caacatg

Side

37



