SEQUENCE LISTING

<110> AstraZeneca AB
<120> Targeted binding agents directed to alphabbetal and uses thereof
<130> 103528 GBH
<160> 65
<170> PatentIn version 3.5
<210> 1
<211> 378
<212> DNA
<213> Homo sapiens
<400> 1
cgggtgcage tgcaggagtc gggcccagga ctggtgaage ctacacagac cctgtceccte 60
acctgcactg tctctggtag ctccatcatc agtggaggtt acttctggac ctggatccge 120
cagcacccag ggaagggcct ggagtggatt gggtacatct attacagtgg gagcacctac 180
tacagccegt ccctcaagag tcgagttacce atatcagtag acacgtctaa gaatcagttce 240
tcectgaage tgagectctgt gactgeccgeg gacacggecg tgtattactg tacgagagea 300
gtaccagctg ctaagggtta ctactcctac tacggtatgg acgtctgggg ccaagggacc 360
acggtcaccg tctectcea 378
<210> 2
<211> 126
<212> PRT
<213> Homo sapiens
<400> 2
Arg Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Thr Gln
1 5 10 15
Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Ser Ser Ile Ile Ser Gly
20 25 30
Gly Tyr Phe Trp Thr Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45
Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Ser Pro Ser
50 55 60
Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80
Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr



85

90

95

Cys Thr Arg Ala Val Pro Ala Ala Lys Gly Tyr Tyr Ser Tyr Tyr Gly

100

105

110

Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

115
<210> 3
<211> 336
<212> DNA
<213> Homo
<400> 3
gatattgtga
atctcctgca
ttcctgcaga
tccggggtec
agcagagtgg
ttcactttcg
<210> 4
<211> 112
<212> PRT
<213> Homo
<400> 4

Asp Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Phe

65

Arg

Ser Arg Val

sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga

gcecctgggac

sapiens

Met Thr Gl

Ser Ile Se

20

Asn Tyr Le

Ile

Leu

Se
70

Ser Gly

Glu Ala

85

Gl

Tyr

120

tccactctec
gagcctectg
gtctccacag
cagtggcagt
tgttggggtt

caaagtggat

n Ser Pro

r Cys Arg

u Asp Trp

40

Leu
55

Gly
Ser

r Gly

u Asp Val

Leu

Ser

25

Phe

Ser

Gly

Gly

ctgcccgtcea
catagtaatg
ctcctgatct
ggatcaggca
tattactgca

atcaaa

Ser Leu

10

Ser Gln

Leu Gln

Asn Arg

Thr Asp

75

Val
90

Tyr

125

cccectggaga
gatacaacta
atttgggtte
cagattttac

tgcaagctct

Pro Val Thr

Leu
30

Ser Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Phe Thr Leu

Tyr Cys Met

gccggectec
tttggattgg
taatcgggcc
actgaaaatc

acaaactcca

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Ala

60

120

180

240

300

336



Leu Gln Thr Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys

<210> 5
<211> 378
<212> DNA
<213> Homo
<400> 5
cgggtgcage
acctgcactg
cagcacccag
tacagcccgt
tccectgaage
gtaccagctg
acggtcaccg
<210> 6
<211> 126
<212> PRT
<213> Homo
<400> 6

Arg Val Gln
1

Thr Leu Ser

Gly Phe

35

Tyr

Ile
50

Trp Gly

Leu Ser

65

Lys

Ser Leu Lys

Cys Thr Arg

Met Asp Val

100

sapiens

tgcaggagtc
tctctggtgg
ggaagggect
ccctcaagag
tgagctctgt
ctaagggtta

tctecectea

sapiens

Leu Gln G1

Leu Thr

20

Trp Thr

Tyr Ile

Arg Val

70

Ser Se

85

Leu

Ala
100

Val

Trp Gly G1

Cys

Trp

Tyr

Thr

Pro

gggcccagga
ctcecatcatce
ggagtggatt
tcgagttacce
gactgccgeg

ctactcctac

u Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Ile Ser

r Val Thr
Ala

Ala

n Gly Thr

105

ctggtgaagc
agtggaggtt
gggtacatct
atatcagtag
gacacggccg

tacggtatgg

Pro Gly Leu

10

Ser
25

Gly Gly

Gln His Pro

Gly Ser Thr

Val Thr

75

Asp

Ala Ala

90

Asp

Lys
105

Gly Tyr

Thr Val Thr

110

ctacacagac
acttctggac
attacagtgg
acacgtctaa
tgtattactg

acgtctgggg

Val Lys Pro

Ile Ile

30

Ser

Gly Lys

45

Gly

Tyr Ser

60

Tyr

Ser Lys Asn

Thr Ala Val

Tyr Ser Tyr

110

Val Ser Ser

cctgtceectce
ctggatccge
gagcacctac
gaatcagttc
tacgagagca

ccaagggacc

Thr
15

Gln

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

Tyr Tyr

Tyr Gly

60

120

180

240

300

360

378



115
<210> 7
<211> 336
<212> DNA
<213> Homo
<400> 7
gatattgtga
atctcctgca
ttcctgcaga
tccggggtec
agcagagtgg
ttcactttcg
<210> 8
<211> 112
<212> PRT
<213> Homo
<400> 8

Asp Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Phe

65

Arg

Ser Arg Val

Leu Gln Thr

<210> 9
<211> 378
<212> DNA
<213> Homo

sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga

gcecctgggac

sapiens

Met Thr Gl

Ser Ile Se

20

Asn Tyr Le

Leu Ile

Ty

Se
70

Ser Gly

Glu Ala

85

Gl

Pro Phe

100

sapiens

Thr

120

tccactctec
gagcctectg
gtctccacag
cagtggcagt
tgttggggtt

caaagtggat

n Ser Pro

r Cys Arg

u Asp Trp

40

r Leu
55

Gly
r Gly Ser
Val

u Asp

Phe Gly

ctgcccgtea
catagtaatg
ctcctgatcet
ggatcaggca
tattactgca

atcaaa

Ser Leu

10

Leu

Ser Ser Gln

25

Phe Leu Gln

Ser Asn Arg

Gly Thr Asp

75

Val
90

Gly Tyr

Pro Thr

105

Gly

125

ccectggaga
gatacaacta
atttgggttc
cagattttac

tgcaagctct

Pro Val Thr

Leu
30

Ser Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Phe Thr Leu

Tyr Cys Met

Lys Val Asp

110

gccggectec
tttggattgg
taatcgggcec
actgaaaatc

acaaactcca

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Ala

Ile Lys

60

120

180

240

300

336



<400> 9
cgggtgcagce

acctgcactg
cagcacccag
tacagccegt
tccctgaage
gtaccagctg
acggtcaccg
<210>
<211>

<212>
<213>

10

126
PRT
Homo
<400> 10

Arg Val Gln
1

Thr Leu Ser

Gly Phe

35

Tyr

Ile
50

Trp Gly

Leu Ser

65

Lys

Ser Leu Lys

Cys Thr Arg

Met Val

115

Asp

<210>
<211>
<212>
<213>

11
336
DNA
Homo

tgcaggagtc
tctctggtgg
ggaagggect
ccctcaagag
tgagctctgt
ctaagggtta

tctectea

sapiens

Leu Gln G1

Leu Thr

20

Trp Thr

Tyr Ile

Arg Val

70

Ser Se

85

Leu

Ala
100

Val

Trp Gly G1

sapiens

Cys

Trp

Tyr

Thr

Pro

gggcccagga
ctccatcatce
ggagtggatt
tcgagttacce
gactgccgeg

ctactcctac

u Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Ile Ser

r Val Thr
Ala

Ala

Thr
120

n Gly

ctggtgaagc
agtggaggtt
gggtacatct
atatcagtag
gacacggccg

tacggtatgg

Pro Gly Leu

10

Ser
25

Gly Gly

Gln His Pro

Gly Ser Thr

Val Thr

75

Asp

Ala Ala

90

Asp

Lys
105

Gly Tyr

Thr Val Thr

ctacacagac
acttctggac
attacagtgg
acacgtctaa
tgtattactg

acgtctgggg

Val Lys Pro

Ile Ile

30

Ser

Gly Lys

45

Gly

Tyr Ser

60

Tyr

Ser Lys Asn

Thr Ala Val

Tyr Ser Tyr

110

Val Ser Ser

125

cctgtcecectce
ctggatccge
gagcacctac
gaatcagttc
tacgagagca

ccaagggacc

Thr
15

Gln

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

Tyr
95

Tyr

Tyr Gly

60

120

180

240

300

360

378



<400> 11
gatattgtga

atctcctgea
ttcctgeaga
tceggggtec
agcagagtgg
ttcacttteg
<210>
<211>

<212>
<213>

12
112
PRT
Homo
<400> 12

Asp Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Phe

65

Arg

Ser Arg Val

Leu Gln Thr

<210>
<211>
<212>
<213>

13
378
DNA
Homo

<400> 13

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga

gcectgggac

sapiens

Met Thr Gl

Ser Ile Se

20

Asn Tyr Le

Ile

Leu

Se
70

Ser Gly

Glu Ala

85

Gl

Pro Phe

100

sapiens

Tyr

Thr

tccactctec
gagcctectg
gtctccacag
cagtggcagt
tgttggggtt

caaagtggat

n Ser Pro

r Cys Arg

u Asp Trp

40

Leu
55

Gly
r Gly Ser
Val

u Asp

Phe Gly

Leu

Ser

25

Phe

Ser

Gly

Gly

Pro
105

ctgcccgtea
catagtaatg
ctcctgatct
ggatcaggca
tattactgca

atcaaa

Ser Leu

10

Ser Gln

Leu Gln

Asn Arg

Thr Asp

75

Val
90

Tyr

Gly Thr

ccectggaga
gatacaacta
atttgggttc
cagattatac

tgcaagctct

Pro Val Thr

Leu
30

Ser Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Tyr Thr Leu

Tyr Cys Met

Lys Val Asp

110

gccggectec
tttggattgg
taatcgggcec
actgaaaatc

acaaactcca

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Ala

Ile Lys

cgggtgcage tgcaggagtc gggcccagga ctggtgaage ctacacagac cctgtcecte

acctgcactg tctctggtgg ctccatcatc agtggaggtt acttctggac ctggatccgce

cagcacccag ggaagggcct ggagtggatt gggtacatct attacagtgg gagcacctac

60

120

180

240

300

336

60

120

180



tacagcccgt ccctcaagag tcgagttacce atatcagtag acacgtctaa gaatcagttce

tcectgaage tgagetcetgt gactgecgeg gacacggcecg tgtattactg tacgagagcea

gtaccagctg ctaagggtta ctactcctac tacggtatgg acgtctgggg ccaagggacc

acggtcaccg tctectca

<210> 14
<211> 126
<212> PRT

<213> Homo sapiens
<400> 14

Arg Val Gln Leu Gln Gl
1 5

u Ser Gly

Thr Leu Ser Leu Thr Cys Thr Val

20

Gly Tyr Phe Trp Thr Trp Ile Arg

35

40

Trp Ile Gly Tyr Ile Tyr Tyr Ser

50

55

Leu Lys Ser Arg Val Thr Ile Ser

65 70

Ser Leu Lys Leu Ser Se
85

r Val Thr

Cys Thr Arg Ala Val Pro Ala Ala

100

Met Asp Val Trp Gly Gl
115

<210> 15

<211> 336

<212> DNA

<213> Homo sapiens

<400> 15
gatattgtga tgactcagtc

atctcctgca ggtctagtca gagectcctg

ttcctgcaca agccagggca gtctccacag

tcecggggtee ctgacaggtt

n Gly Thr
120

tccactctcce

cagtggcagt

Pro Gly Leu

10

Ser Gly Gly

25

Gln His Pro

Gly Ser Thr

Val Asp Thr

75

Ala Ala Asp

90

Lys Gly Tyr
105

Thr Val Thr

ctgccegtea
catagtaatg
ctcctgatcet

ggatcaggca

Val Lys Pro Thr Gln
15

Ser Ile Ile Ser Gly
30

Gly Lys Gly Leu Glu
45

Tyr Tyr Ser Pro Ser
60

Ser Lys Asn Gln Phe
80

Thr Ala Val Tyr Tyr
95

Tyr Ser Tyr Tyr Gly
110

Val Ser Ser
125

ccectggaga gccggectec
gatacaacta tttggattgg
atttgggttc taatcgggec

cagattttac actgaaaatc

240

300

360

378

60

120

180

240



agcagagtgg aggctgagga tgttggggtt tattactgeca tgcaagttct acaaactcca

ttcactttcg gcecctgggac caaagtggat atcaaa

<210> 16
<211> 112
<212> PRT
<213> Homo
<400> 16

Asp Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Phe

65

Arg

Ser Arg Val

Leu Gln Thr

<210>
<211>
<212>
<213>

17
378
DNA
Homo

<400> 17
cgggtgcage

acctgcactg
cagcacccag
tacagccegt
tccctgaage
gtaccagctg

acggtcaccg

sapiens

Met Thr G1

Ser Ile Se

20

Asn Tyr Le

Ile

Leu

Se
70

Ser Gly

Glu Ala

85

Gl

Pro Phe

100

sapiens

tgcaggagtc
tctetggtgg
ggaagggccet
ccctcaagag
tgagctctgt
ctaagggtta

tctectcea

Tyr

Thr

n Ser Pro

r Cys Arg

u Asp Trp

40

Leu
55

Gly

r Gly Ser

u Asp Val

Phe Gly

gggcccagga
ctccatcatc
ggagtggatt
tcgagttacc
gactgccgeg

ctactcctac

Ser Leu

10

Leu

Ser Ser Gln

25

Phe Leu His

Ser Asn Arg

Gly Thr Asp

75

Val
90

Gly Tyr

Pro Thr

105

Gly

ctggtgaagc
agtggaggtt
gggtacatct
atatcagtag
gacacggccg

tacggtatgg

Pro Val Thr

Leu
30

Ser Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Phe Thr Leu

Tyr Cys Met

Lys Val Asp

110

ctacacagac
acttctggac
attacagtgg
acacgtctaa
tgtattactg

acgtctgggg

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Val

Ile Lys

cctgtcectce
ctggatccge
gagcacctac
gaatcagttc
tacgagagca

ccaagggacc

300

336

60

120

180

240

300

360

378



<210> 18
<211> 126
<212> PRT
<213> Homo
<400> 18

Arg Val Gln
1

Thr Leu Ser

Phe
35

Gly Tyr

Ile
50

Trp Gly

Leu Ser

65

Lys

Ser Leu Lys

Cys Thr Arg

Met Val

115

Asp

<210>
<211>
<212>
<213>

19
336
DNA
Homo

<400> 19
gatattgtga

atctcctgea

ttcctgeaca

tceggggtec

agcagagtgg

ttcacttteg

<210>
<211>

20
112

sapiens

Leu Gln G1

Leu Thr

20

Trp Thr

Tyr Ile

Arg Val

70

Ser Se

85

Leu

Ala
100

Val

Trp Gly G1

sapiens

tgactcagtc
ggtctagtca
agccagggcea
ctgacaggtt
aggctgagga

gcecctgggac

Cys

Trp

Tyr

Thr

Pro

u Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Ile Ser

r Val Thr
Ala

Ala

Thr
120

n Gly

tccactctcec
gagcctectyg
gtctccacag
cagtggcagt
tgttggggtt

caaagtggat

Pro

Ser

25

Gln

Gly

Val

Ala

Lys

105

Thr

Gly Leu

10

Gly Gly

His Pro
Thr

Ser

Thr
75

Asp

Ala
90

Asp

Gly Tyr

Val Thr

ctgccegtea
catagtaatg
ctcctgatcet
ggatcaggca
tattactgca

atcaaa

Val Lys Pro

Ile Ile

30

Ser

Gly Lys

45

Gly

Tyr Ser

60

Tyr

Ser Lys Asn

Thr Ala Val

Tyr Ser Tyr

110

Val Ser Ser

125

ccectggaga
gatacaacta
atttgggttc
cagattttac

tgcaagctct

Thr
15

Gln

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

Tyr
95

Tyr

Tyr Gly

gccggectec
tttggattgg
taatcgggec
actgaaaatc

acaaactcca

60

120

180

240

300

336



<212> PRT
<213> Homo
<400> 20

Asp Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Phe

65

Arg

Ser Arg Val

Leu Gln Thr

<210>
<211>
<212>
<213>

21
378
DNA
Homo

<400> 21
cgggtgcagt

acctgcactg
cagcacccag
tacagcccgt
tcectgaage
gtaccagctg
acggtcaccg
<210>
<211>

<212>
<213>

22
126
PRT
Homo

<400> 22

sapiens

Met Thr G1

Ser Ile Se

20

Asn Tyr Le

Leu Ile

Se
70

Ser Gly

Glu Ala

85

Gl

Pro Phe

100

sapiens

tgcaggagtc
tctetggtgg
ggaagggcect
ccctcaagag
tgagttctgt
ctaagggtta

tctccectea

sapiens

Tyr

Thr

n Ser Pro

r Cys Arg

u Asp Trp

40

Leu
55

Gly

r Gly Ser

u Asp Val

Phe Gly

gggcccagga
ctccatcatc
ggagtggatt
tcgagttacc
gactgccgeg

ctactcctac

Ser Leu

10

Leu

Ser Ser Gln

25

Phe Leu His

Ser Asn Arg

Gly Thr Asp

75

Val
90

Gly Tyr

Pro Thr

105

Gly

ctggtgaagc
agtggtggtt
gggtacatct
atatcagtag
gacacggccg

tacggtatgg

Pro Val Thr

Leu
30

Ser Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Phe Thr Leu

Tyr Cys Met

Lys Val Asp

110

cttcacagac
acttctggac
attacagtgg
acacgtctaa

tgtattactg

acgtctgggg

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Ala

Ile Lys

cctgtceectce
ctggatccge
gagcacctac
gaaccagttc
tacgagagca

ccaagggacc

60

120

180

240

300

360

378



Arg Val Gln

Thr Leu Ser

Gly Phe

35

Tyr

Ile
50

Trp Gly

Leu Ser

65

Lys

Ser Leu Lys

Cys Thr Arg

Met Val

115

Asp

<210>
<211>
<212>
<213>

23
336
DNA
Homo

<400> 23
gatattgtga

atctcctgca
ttcctgecaga
tccggggtec
agcagagtgg
ttcacttteg
<210>
<211>

<212>
<213>

24
112
PRT
Homo

<400> 24

Leu Gln G1

Leu Thr

20

Trp Thr

Tyr Ile

Arg Val

70

Ser Se

85

Leu

Ala
100

Val

Trp Gly G1

sapiens

tgactcagtc
ggtctagtca
agccagggca
ctgacaggtt
aggctgagga

gcecctgggac

sapiens

Cys

Trp

Tyr

Thr

Pro

u Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Ile Ser

r Val Thr
Ala

Ala

Thr
120

n Gly

tccactctcec
gagcctectg
gtctccacaa
cagtggcagt
tgttggggtt

caaagtggat

Pro

Ser

25

Gln

Gly

Val

Ala

Lys

105

Thr

Gly Leu

10

Gly Gly

His Pro
Thr

Ser

Thr
75

Asp

Ala
90

Asp

Gly Tyr

Val Thr

ctgcccgtea
catagtagtg
ctcctgatct
ggatcaggca
tattactgca

atcaaa

Val Lys Pro

Ile Ile

30

Ser

Gly Lys

45

Gly

Tyr Ser

60

Tyr

Ser Lys Asn

Thr Ala Val

Tyr Ser Tyr

110

Val Ser Ser

125

cccctggaga
gatacaacta
atttgagttc
cagattttac

tgcaagctct

Ser Gln

15

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

Tyr
95

Tyr

Tyr Gly

gccggectec
tttggattgg
taatcgggcec
actgaaaatc

acaaactcca

Asp Ile Val Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

1

5

10

15

60

120

180

240

300

336



Glu Pro Ala

Ser Gly Tyr
35

Pro Gln Leu
50

Asp Arg Phe
65

Ser Arg Val

Leu Gln Thr

<210> 25
<211> 7
<212> PRT

<213> Homo
<400> 25

Ser Gly Gly
1

<210> 26
<211> 16
<212> PRT

<213> Homo
<400> 26

Tyr Ile Tyr
1

<210> 27
<211> 16
<212> PRT

<213> Homo
<400> 27
Ala Val Pro

1

<210> 28
<211> 16
<212> PRT

Ser Ile

20

Asn Tyr

Leu Ile

Ser Gly

Glu Ala

85

Pro Phe
100

sapiens

Tyr Phe
5

sapiens

Tyr Ser

sapiens

Ala Ala
5

Ser Cys Arg Ser
25

Leu Asp Trp Phe
40

Tyr Leu Ser Ser
55

Ser Gly Ser Gly
70

Glu Asp Val Gly

Thr Phe Gly Pro
105

Trp Thr

Ser

Leu

Asn

Thr

Val

90

Gly

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser

Lys

Ala

60

Phe

Tyr

Lys

Leu

Pro

45

Ser

Thr

Cys

Val

Leu

30

Gly

Gly

Leu

Met

Asp
110

His

Gln

Val

Lys

Gln

95

Ile

Ser

Ser

Pro

Ile

80

Ala

Lys

Gly Ser Thr Tyr Tyr Ser Pro Ser Leu Lys Ser

10

15

Lys Gly Tyr Tyr Ser Tyr Tyr Gly Met Asp Val

10

15



<213> Homo
<400> 28

Arg Ser Ser
1

<210> 29
<211> 7
<212> PRT
<213> Homo
<400> 29

Leu Ser Ser
1

<210> 30
<211> 9
<212> PRT
<213> Homo
<400> 30

Met Gln Ala
1

<210> 31
<211> 360
<212> DNA
<213> Homo
<400> 31
caggtgcagce
tcctgcaagg
cctggacaag
gcacagaagt
atggagctga
gggtatagca
<210> 32
<211> 120
<212> PRT
<213> Homo
<400> 32

sapiens

Gln Ser Leu Leu His Ser Ser Gly Tyr Asn Tyr Leu Asp

5 10
sapiens
Asn Arg Ala Ser
5
sapiens
Leu Gln Thr Pro Phe Thr
5
sapiens
tggtgcagtc tggggctgag gtgaagaagc
cttctggata caccttcacc ggctactata
ggcttgagtg gatgggatgg atcaactcta
ttcagggcag ggtcaccatg accagggaca
gcaggctgag atctgacgac acggccgtat
gtggctggta tgactactgg ggccagggaa
sapiens

ctggggectce
tgcactgggt
acagtggtygg
cgtccatcag
attactgtgc

tcctggtcac

15

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
gagaggacgt

cgtctectcea

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr

60

120

180

240

300

360



Met His

35

Tyr

Gly Trp Ile

50

Gln
65

Gly Arg

Met Glu Leu

Ala Arg Gly

Ile Leu

115

Gly

<210>
<211>
<212>
<213>

33
339
DNA
Homo

<400> 33
gacatcgtga

atcaactgca
tggtaccagce
gaatccgggg
atcagcagcc
ccgtggacgat
<210>
<211>

<212>
<213>

34
113
PRT
Homo

<400> 34

20

Trp Val

Asn Ser As

Val Thr Me

70

Ser Arg Le

85

Arg
100

Gly

Val Thr

sapiens

tgacccagtc
agtccagcca
agaaaccagg
tcectgaceg
tgcaggctga

tcggccaagyg

sapiens

Arg

Tyr

Val

Gln Ala

40

n Ser
55

Gly
t Thr Arg
u Arg Ser
Ser

Ser

Ser
120

Ser

tccagactcc
gagtgttttt
acagcctect
attcagtgge
agatgtggca

gaccaaggtyg

25

Pro Gly Gln

Gly Thr Asn

Thr Ser

75

Asp

Asp Asp Thr

90

Gly
105

Trp Tyr

ctggctgtgt
ttcagctcca
aaactactca
agcgggtctg
gtttattact

gaaatcaaa

30

Leu Glu

45

Gly

Tyr Ala Gln

60

Ile Ser Thr

Ala Val Tyr

Asp Tyr Trp

110

ctctgggcga
gcaatgagaa
tttactgggc
ggacagattt

gtcagcaata

Trp Met

Lys Phe

Ala Tyr

80

Tyr
95

Cys

Gly Gln

gagggccacc
ctacttaact
atctacccgg
cactctcacc

ttataatatt

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly

1

5

10

15

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Phe Phe Ser

20

25

30

60

120

180

240

300

339



Asn
35

Ser Ser

Pro
50

Pro Lys

Pro
65

Asp Arg

Ile Ser Ser

Tyr Tyr Asn

Lys

<210>
<211>
<212>
<213>

35
360
DNA
Homo

<400> 35
caagtgcagc

tcctgcaagg
cctggacaag
gcacagaagt
atggagttga
gggtataaca
<210>
<211>

<212>
<213>

36
120
PRT
Homo

<400> 36
Gln Val Gln
1

Ser Val Lys

Tyr Met His
35

Glu Asn

Leu Leu I1

Phe Gl

70

Ser

Gln
85

Leu Al

Ile
100

Pro

sapiens

tggtgcagtc
cttctggata
ggcttgagtyg
ttcagggcag
gcaggctgag

gtggctggta

sapiens

Tyr

Trp

Thr
40

Leu

e Tyr
55

Trp

y Ser Gly

a Glu Asp

Thr Phe

tggggttgag
caccttcacc
gatgggatgg
ggtcaccatg
atctgacgac

tgactactgg

Trp Tyr Gln

Ala Ser Thr

Thr
75

Ser Gly

Val Ala

90

Val

Gly Gln

105

Gly

gtgaagaagc
ggctactata
atcaacccta
accagggaca
acggccgtgt

ggccagggaa

Gln Lys Pro

45

Arg Glu Ser

60

Asp Phe Thr

Tyr Tyr Cys

Thr Val

110

Lys

ctggggectce
tgcactgggt
acagtggtygg
cgtccatcag
attactgtgc

ccectggtcac

Gly Gln

Val

Gly

Thr
80

Leu

Gln
95

Gln

Glu Ile

agtgaaggtc
gcgacaggcec
cacaaactct
cacagcctac
gagaggacgt

cgtctectet

Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala

5

10

15

Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr

20

25

30

Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

40

45

60

120

180

240

300

360



Gly Trp Ile

50

Gln
65

Gly Arg

Met Glu Leu

Ala Arg Gly

Gly Thr Leu

115

<210>
<211>
<212>
<213>

37
339
DNA
Homo

<400> 37
gacatcgtga

atcaactgca
tggtaccagce
gaatccgggg
atcagcagcc
ccgtggacgat
<210>
<211>

<212>
<213>

38
113
PRT
Homo

<400> 38
Asp Ile Val
1

Glu Arg Ala

Ser His Asn
35

Pro Pro Lys
50

Asn Pro As

Val Thr Me

70

Ser Arg Le

85

Arg
100

Gly

Val Thr

sapiens

tgacccagtc
agtccagcca
agaaaccagg
tcecctgaceg
tgcaggctga

tcggecaagg

sapiens

Met Thr Gl
5

Thr Ile As
20

Glu Asn Ty

Leu Leu Il

Tyr

Val

n Ser

55

t Thr

u Arg

Asn

Ser
120

Ser

cccagactcec
gagtgtttta
acagcctect
attcagtgge
tgatgtggca

gaccaaggtg

n Ser Pro

n Cys

Lys

Thr
40

r Leu

e Tyr
55

Trp

Gly Gly

Arg Asp

Ser Asp

Ser Gly
105

Asp

Ser

25

Trp

Ala

Thr Asn

Thr Ser

75

Asp Thr

90

Trp Tyr

ctggctgtgt
cacaactccc
aagctgctca
agcgggtctg
gtttattact

gaaatcaaa

Ser Leu

10

Ser Gln

Tyr Gln

Ser Ser

Ser Ala Gln

60

Ile Ser Thr

Ala Val Tyr

Asp Tyr Trp

110

ctctgggcga
acaatgagaa
tttactgggc
ggactgattt

gtcagcaata

Ala Val Ser

Val Leu

30

Ser

Gln Lys Pro

45

Arg Glu Ser

Lys Phe

Ala Tyr

80

Tyr
95

Cys

Gly Gln

gagggccacc
ctacttaact
atcttcccgg
cactctctcec

tttcagtaat

Leu Gly

15

His Asn

Gly Gln

Gly Val

60

120

180

240

300

339



Pro
65

Ile

85

75

90

Ser Ser Leu Gln Ala Asp Asp Val Ala Val Tyr Tyr Cys

Tyr Phe Ser Asn Pro Trp Thr Phe Gly Gln Gly Thr Lys Val

Lys

<210> 39
<211> 360
<212> DNA
<213> Homo
<400> 39
caaatgcagc
tcctgcaagg
cctggacaag
gcacagaagt
atggagctga
ggatatagca
<210> 40
<211> 120
<212> PRT
<213> Homo
<400> 40

Gln Met Gln
1

Ser Val Lys

Met His
35

Tyr

Gly Trp Ile

50

Gln Val Arg

100

sapiens

tggtgcagtc
cttctggata
ggcttgagtyg
ttcaggtcag
gcaggctgag

gtggctggta

sapiens

Leu Val Gln

5

Val Ser Cys

20

Trp Val Arg

Asn Thr Asn

Val Thr Met

tggggctgag
caccttcacc
gatgggatgg
ggtcaccatg
atctgacgac

cgactactgg

Ser Gly

Lys Ala

Gln Ala

40

Ser
55

Gly

Thr Arg

105

gtgaagaagc
ggctactata
atcaacacta
accagggaca
acggccgtgt

ggccagggaa

Ala Glu Val

10

Ser
25

Gly Tyr
Pro Gly Gln
Thr Asn

Gly

Asp Thr Ser

110

ctggggectc
tgcactgggt
acagtggtgg
cgtccatcag
attattgtge

ccetggtcac

Lys Lys Pro

Thr Phe Thr

30

Leu Glu

45

Gly

Cys Ala Gln

60

Ile Ser Thr

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser
70

80

Gln Gln
95

Glu Ile

agtgaaggtc
gcgacaggcc
cacaaactgt
cacagcctac
gagaggacgc

cgtctectea

Gly Ala

15

Gly Tyr

Trp Met
Phe

Lys

Ala Tyr

60

120

180

240

300

360



65

70

75

80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys

85

90

95

Ala Arg Gly Arg Gly Tyr Ser Ser Gly Trp Tyr Asp Tyr Trp Gly Gln

100 105
Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 41
<211> 339
<212> DNA
<213> Homo sapiens
<400> 41
gacatcgtga tgacccagtc tccagactcce ctggetgtgt
atcaactgca agtccaacca gaatatttta tatagctcca
tggtaccagc agaaaccagg acagcctcecct aagetgcetcea
gaatccgggg tccecctgaccg attcagtgge agecgggtcetg
atcagcagcce tgcaggctga agatgtggca gtttattact
ccgtggacgt tcggeccaagg gaccaaggtg gaaatcaaa
<210> 42
<211> 113
<212> PRT
<213> Homo sapiens
<400> 42
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu
1 5 10
Glu Arg Ala Thr Ile Asn Cys Lys Ser Asn Gln
20 25
Ser Ser Asn Glu Asn Tyr Leu Ala Trp Tyr Gln
35 40
Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr
50 55
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr
65 70 75

110

ctctgggcga
gcaatgagaa
tttactgggc
ggacagattt

gtcagcaata

Ala Val Ser

Ile Leu

30

Asn

Gln Lys Pro

45

Arg Glu Ser

60

Asp Phe Thr

gagggccacc
ctacttagct
atctacccgg
cactctcacc

ttatagtact

Leu
15

Gly
Tyr Ser
Gly Gln
Val

Gly

Thr
80

Leu

60

120

180

240

300

339



Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln

85

90

95

Tyr Tyr Ser Thr Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile

Lys

<210> 43
<211> 354
<212> DNA
<213> Homo
<400> 43
caggtgcagce
tcctgtgecag
ccaggcaagg
gcagactccg
ctgcaaatga
ggggggcact
<210> 44
<211> 118
<212> PRT
<213> Homo
<400> 44

Gln Val Gln
1

Ser Leu Arg

Gly Met His

35

Ala Val

50

Ile

Gln
65

Gly Arg

Leu Gln Met

100

sapiens

tggtggagtc
cgtctggatt
ggctggagtyg
tgcagggccg
acagcctgag

actttgacta

sapiens

Leu Val G1

Leu Ser

20

Trp Val

Trp Tyr As

Thr I1

70

Phe

Ser Le

85

Asn

Cys

Arg

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

ctggggccag

u Ser Gly

Ala Ala

Gln Ala

40

p Gly Ser

55

e Ser Arg

u Arg Ala

Gly

Pro

Tyr

Asp

Glu

105

gtggtccage
agctatggca
atatggtatg
tccagagaca
acggctgtgt

ggaaccctgg

Gly Val

10

Ser Phe

25

Gly
Gly Lys
Lys

Tyr

Ser
75

Asn

Asp Thr

90

110

ctgggaggtc

tgcactgggt
atggaagtta
attccaagaa
attactgtgc

tcaccgtcte

Val Gln Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

cctgagactc
ccgceccagget
taaatactat
cacgctgtat
gagagataag

ctca

Gly
15

Arg

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

60

120

180

240

300

354



Ala Arg Asp Lys Gly Gly His Tyr Phe Asp Tyr Trp Gly Gln Gly Thr

100

Leu Val Thr Val Ser Ser

115
<210> 45
<211> 327
<212> DNA
<213> Homo
<400> 45
gacatccaga
atcacttgcc
gggaaagccce
aggttcagtg
gaagattttg
ggccaaggga
<210> 46
<211> 109
<212> PRT
<213> Homo
<400> 46

Asp Ile Gln
1

Asp Arg Val

Leu Asn Trp

35

Ala
50

Tyr Ala

Ser Ser

65

Gly

Glu Asp Phe

Glu Trp Thr

sapiens

tgacccagtc
gggcaagtca
ctaaactcct
gcagtggatc
caacttacta

ccaaggtgga

sapiens

Thr

Met

Thr
20

Ile

Tyr Gln

Ser Ser

Gly Thr

Ala Thr

85

Phe
100

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Gln

tccatcctec
gagcattagc
gatctatgct
tgggacagat
ctgtcaacag

aatcaaa

Ser Pro

Cys

Arg

Pro
40

Lys

Gln
55

Ser
Phe Thr
Tyr

Cys

Gly Thr

105

ctgtctgcat
agctatttaa
gcatccagtt
ttcactctca

aatttcagtt

Ser Leu

10

Ser

Ala
25

Ser Gln

Gly Lys Ala

Gly Val Pro

Thr Ile

75

Leu

Gln Gln

90

Asn

Lys Val Glu

105

110

cagtaggaga
attggtatca
tgcaaagtgg
ccatcagcag

tcectecgga

Ser Ala Ser

Ile Ser

30

Ser

Pro Lys Leu

45

Ser Phe

60

Arg

Ser Ser Leu

Phe Ser Phe

Ile Lys

cagagtcacc
gcagaaacca
ggtcccatca
tctgcaacct

gtggacgttc

Val
15

Gly

Ser Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro Pro

95

60

120

180

240

300

327



<210> 47
<211> 360
<212> DNA
<213> Homo
<400> 47
caggtgcagce
tcctgtgecag
ccaggcaagg
gcagactccg
ctgcaaatga
agatatggca
<210> 48
<211> 120
<212> PRT
<213> Homo
<400> 48

Gln Val Gln
1

Ser Val Arg

Gly Met His

35

Ala Tle

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Ala Arg Asp

Gly Thr Leu

115

<210> 49

sapiens

tggtggagtc
cgtctggatt
ggctggagtyg
tgaagggccg
acagcctgag

gcagctggtt

sapiens

Leu Val G1

Leu Ser

20

Trp Val

Trp Tyr As

Phe Thr Il

70

Ser Le

85

Asn

His
100

Arg

Val Thr

Cys

Arg

Tyr

Val

tgggggaggc

caccttcagt
ggtggcaatt
attcaccatc
agccgaggac

tgactactgg

u Ser Gly

Ala Ala

Gln Thr

40

p Gly Gly

55

e Ser Arg

u Arg Ala
Ser

Gly

Ser
120

Ser

Gly

Ser

25

Pro

Ile

Asp

Glu

Ser
105

gtggtccage
agctatggca
atatggtatg
tccagagaca
acggctgtgt

ggccagggaa

Gly Val

10

Gly Phe

Gly Lys
Glu

Tyr

Ser
75

Asn

Asp Thr

90

Trp Phe

ctgggaggtc

tgcactgggt
atggaggtat
attccaagaa
attactgtgc

ccetggtcac

Val Gln Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Asp Tyr Trp

110

cgtgagactc
ccgccagact
tgaatactat
cacgctgtat
gcgagatcac

cgtctectea

Gly
15

Arg

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Gly Gln

60

120

180

240

300

360



<211> 321
<212> DNA
<213> Homo
<400> 49
gacatccaga
atcacttgtc
gggaaagccce
aatttcagcg
gaagattttg
gggaccaagg
<210> 50
<211> 107
<212> PRT
<213> Homo
<400> 50

Asp Ile Gln
1

Asp Arg Val

Leu Ala Trp

35

Ala
50

Tyr Ala

Ser Ser

65

Gly

Glu Asp Phe

Thr Phe Gly

<210> 51
<211> 5
<212> PRT
<213> Homo

<400> 51

Ser Tyr Gly

sapiens

tgacccagtc
gggcgagtca
ctaagtccct
gcagtggatc
caacttatta

tggagatcag

sapiens

Met

Thr

Thr
20

Ile

Phe Gln

Ser Ser

Gly Thr

Ala Thr

85

Gly
100

Gly

sapiens

Met His

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

tccatcttca
gggcattaac
gatctatgct
tgggacagat
ctgccaacag

a

Ser Pro

Cys

Arg

Pro
40

Lys

Gln
55

Ser
Phe Thr
Tyr

Cys

Lys Val

ctgtctgeat
aattatttag
gcatccagtt
ttcactctct

tataaaagtt

Ser Leu

10

Ser

Ala
25

Ser Gln

Gly Lys Ala

Gly Val Pro

Ile
75

Leu Ser

Gln Gln

90

Tyr

Glu
105

Ile Arg

ctgtaggaga
cctggtttea
tgcaaagtgg
ccatcagcag

atccgctcac

Ser Ala Ser

Ile Asn

30

Gly

Pro Lys Ser

45

Ser Asn Phe

60

Ser Ser Leu

Lys Ser Tyr

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagect

tttcggcgga

Val
15

Gly

Asn Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro Leu

95

60

120

180

240

300

321



<210> 52
<211> 17
<212> PRT

<213> Homo sapiens
<400> 52

Ile Ile Trp Tyr Asp Gly Gly Ile Glu Tyr Tyr Ala Asp Ser Val Lys

1 5 10 15
Gly

<210> 53

<211> 11

<212> PRT

<213> Homo sapiens
<400> 53

Asp His Arg Tyr Gly Ser Ser Trp Phe Asp Tyr

1 5 10
<210> 54

<211> 11

<212> PRT

<213> Homo sapiens
<400> 54

Arg Ala Ser Gln Gly Ile Asn Asn Tyr Leu Ala

1 5 10
<210> 55

<211> 7

<212> PRT

<213> Homo sapiens
<400> 55

Ala Ala Ser Ser Leu Gln Ser

1 5
<210> 56

<211> 9

<212> PRT

<213> Homo sapiens
<400> 56

Gln Gln Tyr Lys Ser Tyr Pro Leu Thr
1 5



<210> 57

<211> 124

<212> PRT

<213> Homo sapiens

<400> 57
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly

1 5 10

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly
20 25

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His
35 40

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Ser
50 55

Leu Lys Ser Arg Val Thr Ile Ser Val Asp
65 70

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala
85 920

Cys Ala Arg Val Val Pro Ala Ala Tyr Tyr
100 105

Val Trp Gly Gln Gly Thr Thr Val Thr Val
115 120

<210> 58

<211> 118

<212> PRT

<213> Homo sapiens
<400> 58
Gln Val Gln Leu Val Gln Ser Gly Ala Glu

1 5 10

Ser Val Lys Val Ser Cys Lys Ala Ser Gly
20 25

Tyr Met His Trp Val Arg Gln Ala Pro Gly
35 40

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr
50 55

Leu

Gly

Pro

Thr

Thr

75

Asp

Tyr

Ser

Val

Tyr

Gln

Asn

Val

Ser

Gly

Tyr

60

Ser

Thr

Tyr

Ser

Lys

Thr

Gly

Tyr
60

Lys

Ile

Lys

45

Tyr

Lys

Ala

Tyr

Lys

Phe

Leu

45

Ala

Pro

Ser

30

Gly

Asn

Asn

Val

Gly
110

Pro

Thr

30

Glu

Gln

Ser

15

Ser

Leu

Pro

Gln

Tyr

95

Met

Gly

15

Gly

Trp

Lys

Gln

Gly

Glu

Ser

Phe

80

Tyr

Asp

Ala

Tyr

Met

Phe



Gln Gly
65

Met Glu

Ala Arg

Leu Val

<210>
<211>
<212>
<213>
<400>
Gln Val
1

Ser Val

Tyr Met

Gly Trp
50

Gln Gly
65

Met Glu

Ala Arg

Gly Thr

<210>
<211>
<212>
<213>

Arg

Leu

Gly

Thr
115

59
120
PRT
Homo
59

Gln

Lys

His
35

Ile

Arg

Leu

Gly

Leu
115

60
117
PRT
Homo

Val Thr

Ser Arg
85

Tyr Ser
100

Val Ser

sapiens

Leu Val

Val Ser

20

Trp Val

Asn Pro

Val Thr

Ser Arg

85

Arg Gly
100

Val Thr

sapiens

Met Thr Arg Asp

70

Leu Arg Ser Asp

Ser Gly Trp Tyr

Ser

Gln

Cys

Arg

Asn

Met

70

Leu

Tyr

Val

Ser

Lys

Gln

Ser

55

Thr

Arg

Ser

Ser

Gly

Ala

Ala

40

Gly

Arg

Ser

Ser

Ser
120

105

Ala

Ser

25

Pro

Gly

Asp

Asp

Gly
105

Thr

Asp

90

Asp

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Trp

Ser Ile Ser

75

Thr Ala Val

Tyr Trp Gly

Val

Tyr

Gln

Asn

Ser

75

Thr

Tyr

Lys

Thr

Gly

Tyr

60

Ile

Ala

Asp

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Thr

Tyr

Gln
110

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Ala

Tyr

95

Gly

Gly

15

Gly

Trp

Lys

Ala

Tyr

95

Gly

Tyr
80

Cys

Thr

Ala

Tyr

Met

Phe

Tyr

80

Cys

Gln



<400> 60

Gln Val Gln Leu Val Glu Ser Gly
1 5

Ser Leu Arg Leu Ser Cys Ala Ala
20

Gly Met His Trp Val Arg Gln Ala
35 40

Ala Val Ile Trp Tyr Asp Gly Ser
50 55

Lys Gly Arg Phe Thr Ile Ser Arg
65 70

Leu Gln Met Asn Ser Leu Arg Ala
85

Ala Arg Asp Tyr Gly Gly Tyr Phe
100

Val Thr Val Ser Ser

115
<210> 61
<211> 117
<212> PRT

<213> Homo sapiens
<400> 61
Gln Val Gln Leu Val Glu Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Ala
20

Gly Met His Trp Val Arg Gln Ala
35 40

Ala Val Ile Trp Tyr Asp Gly Ser
50 55

Lys Gly Arg Phe Thr Ile Ser Arg
65 70

Gly

Ser

25

Pro

Asn

Asp

Glu

Asp
105

Gly

Ser

25

Pro

Asn

Asp

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Gly

10

Gly

Gly

Lys

Asn

Val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Val

Phe

Lys

Tyr

Ser
75

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

Val

Thr

Gly

Tyr

60

Lys

Gln

Phe

Leu

45

Ala

Asn

Val

Gln

Gln

Phe

Leu

45

Ala

Asn

Pro

Ser

30

Glu

Asp

Thr

Tyr

Gly
110

Pro

Ser

30

Glu

Asp

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Thr

Gly

15

Ser

Trp

Ser

Leu

Arg

Tyr

Val

Val

Tyr

80

Cys

Leu

Arg

Tyr

Val

Val

Tyr
80



Leu Gln Met

Ala Arg Tyr

Val Thr Vval
115
<210> 62
<211> 112
<212> PRT

<213> Homo
<400> 62
Asp Ile Val

1

Glu Pro Ala

Asn Gly Tyr
35

Pro Gln Leu
50

Asp Arg Phe
65

Ser Arg Val

Leu Gln Thr

<210> 63
<211> 113
<212> PRT

<213> Homo
<400> 63
Asp Ile Val
1

Glu Arg Ala

Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ser Ser Ser Trp Phe Asp Tyr Trp Gly Gln Gly Thr Leu
100 105 110

Ser Ser

sapiens

Met Thr Gln Ser Pro Leu Ser Leu Pro Val Thr Pro Gly

Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Leu His Ser
20 25 30

Asn Tyr Leu Asp Trp Tyr Leu Gln Lys Pro Gly Gln Ser
40 45

Leu Ile Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro
55 60

Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
70 75 80

Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gln Ala
85 90 95

Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys
100 105 110

sapiens

Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
5 10 15

Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser
20 25 30



Ser

Pro

Pro

65

Ile

Tyr

Lys

Asn

Pro

50

Asp

Ser

Tyr

<210>
<211>
<212>
<213>

<400>

Asn
35

Lys

Arg

Ser

Asn

64
113
PRT
Homo

64

Asp Ile Val

1

Glu

Ser

Pro

Pro

65

Ile

Tyr

Arg

Asn

Pro

50

Asp

Ser

Tyr

Ala

Asn

35

Lys

Arg

Ser

Asn

Lys

Leu

Phe

Leu

Ile
100

Asn

Leu

Ser

Gln

85

Pro

sapiens

Met

Thr

20

Lys

Leu

Phe

Leu

Ile
100

Thr

Ile

Asn

Leu

Ser

Gln

85

Pro

Tyr

Ile

Gly

70

Ala

Trp

Gln

Asn

Tyr

Ile

Gly

70

Ala

Trp

Leu

Tyr

55

Ser

Glu

Thr

Ser

Cys

Leu

Tyr

55

Ser

Glu

Thr

Ala

40

Trp

Gly

Asp

Phe

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Trp

Ala

Ser

Val

Gly
105

Asp

Ser

25

Trp

Ala

Ser

Val

Gly
105

Tyr

Ser

Gly

Ala

90

Gln

Ser

10

Ser

Tyr

Ser

Gly

Ala

90

Gln

Gln

Thr

Thr

75

Val

Gly

Leu

Gln

Gln

Thr

Thr

75

Val

Gln

Arg

60

Asp

Tyr

Thr

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Lys

45

Glu

Phe

Tyr

Lys

Val

Val

Lys

45

Glu

Phe

Tyr

Lys

Pro

Ser

Thr

Cys

Val
110

Ser

Leu

30

Pro

Ser

Thr

Cys

Val
110

Gly

Gly

Leu

Gln

95

Glu

Leu

15

Tyr

Gly

Gly

Leu

Gln

95

Glu

Gln

Val

Thr

80

Gln

Ile

Gly

Ser

Gln

vVal

Thr

80

Gln

Ile



Lys

<210>
<211>
<212>
<213>
<400>
Asp Ile
1

Asp Arg

Leu Ala

Tyr Ala
50

Ser Gly
65

Glu Asp

Thr Phe

65
107
PRT
Homo

65

Gln

Val

Trp

35

Ala

Ser

Phe

Gly

sapiens

Met

Thr

20

Phe

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Ser

Thr

Thr

85

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Leu

Gln

Ala

Pro

Ile

75

Tyr

Lys

Ser

Gly

Pro

Ser

60

Ser

Lys

Ala

Ile

Lys

45

Arg

Ser

Ser

Ser

Ser

30

Ser

Phe

Leu

Tyr

Val

15

Asn

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Leu



