410-9 PCT seq final
SEQUENCE LISTING

<110> BioNTech AG, Johannes Gutenberg-universitdt Mainz

<120> Verwendung von Flt3-Ligand zur Verstdrkung von Immunreaktionen
bei RNA-Immunisierung

<130> 410-9 PCT

<150> DE 10 2008 061 522.6
<151> 2008-12-10

<160> 6

<170> PatentIn version 3.3
<210> 1

<211> 235

<212> PRT

<213> Homo sapiens

<400> 1

Met Thr val Leu Ala Pro Ala Trp Ser Pro Thr Thr Tyr Leu Leu Leu
1 5 10 15

Leu Leu Leu Leu Ser Ser Gly Leu Ser Gly Thr Gln Asp Cys Ser Phe
20 25 30

Gln His Ser Pro Ile Ser Ser Asp Phe Ala val Lys Ile Arg Glu Leu
35 40 45

Ser égp Tyr Leu Leu Gln égp Tyr Pro val Thr %81 Ala Ser Asn Leu

GIn Asp Glu Glu Leu Cys Gly Gly Leu Trp Arg Leu val Leu Ala Gln
65 70 75 80

Arg Trp Met Glu Arg Leu Lys Thr val Ala Gly Ser Lys Met Glin Gly
85 90 95

Leu Leu Glu Arg val Asn Thr Glu Ile His Phe val Thr Lys Cys Ala
100 105 110

Phe GIn Pro Pro Pro Ser Cys Leu Arg Phe val GIn Thr Asn Ile Ser
115 120 125

Arg Leu Leu GIn Glu Thr Ser Glu Gln Leu val Ala Leu Lys Pro Trp
130 135 140

Ile Thr Arg GIn Asn Phe Ser Arg Cys Leu Glu Leu Gln Cys Gln Pro
145 150 155 160

Asp Ser Ser Thr Leu Pro Pro Pro Trp Ser Pro Arg Pro Leu Glu Ala
165 170 175

Thr Ala Pro Thr Ala Pro GIn Pro Pro Leu Leu Leu Leu Leu Leu Leu
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180

Pro val Gly Leu Leu

195

Arg Thr Arg Arg Arg
210

Pro Ser Pro GIn Asp

225

<210>
<211>
<212>
<213>

<400>

2

232
PRT
Mus musculus

Met Thr val Leu

1

Leu Leu

Phe Ser

Leu Thr
50

Leu Gln
65

GIn Arg

Thr Leu

Thr Phe

Ser His

130

Cys Ile
145

Cys Gln

Leu Glu

Leu

His

35

ASp

Asp

Trp

Leu

GlIn

115

Leu

Gly

Pro

Ala

Leu

20

ser

His

Glu

Ile

Glu

100

Pro

Leu

Lys

Asp

Thr
180

Ala

5

Leu

Pro

Leu

Lys

Glu

85

Asp

Leu

Lys

Ala

ser

165

Glu

Leu

Thr

Leu
230

Pro

Ser

Ile

Leu

His

70

GlIn

val

Pro

Asp

Cys

150

ser

Leu

Leu
Pro

215

Leu

Ala

Pro

Ser

Lys

55

Cys

Leu

Asn

Glu

Thr

135

GlIn

Thr

Pro
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Ala
200

Arg

Leu

Trp

Cys

ser

40

Asp

Lys

Lys

Thr

Cys

Cys

Asn

Leu

Glu

185

Ala

Pro

val

ser

Leu

25

Asn

Tyr

Ala

Thr

Glu

105

Leu

Thr

Phe

Leu

Pro
185

Ala

Gly

Glu

Pro

10

Arg

Phe

Pro

Leu

val

20

Ile

Arg

GIn

Ser

Pro
170

190

Trp Cys Leu His Trp Gln
205

Glu Gln val Pro Pro val

His
235

Asn

Gly

Lys

val

Trp

75

Ala

His

Phe

Leu

220

ser

Thr

val

Thr

60

ser

Gly

Phe

val

Leu

140

Cys

Arg

Arg Pro Arg
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ser

Pro

Lys

val

Leu

ser

val

Gln

Gly

Leu

ser

Gln

Leu

ASp

30

Phe

Ala

Phe

Lys

Thr

110

Thr

Leu

Glu

Pro

Leu
190

Leu

15

Cys

Arg

val

Leu

Met

95

Ser

Asn

Lys

val

Ile

175

Leu

Leu

Tyr

Glu

Asn

Ala

80

GIn

Cys

Ile

Pro

Gln

160

Ala

Leu



Leu Leu Leu
195

Trp Gly Leu
210

Gly val Pro
225

<210> 3

<211> 1056
<212> DNA
<213> Homo

<400> 3
tctctggcetg

gacaggaggc
acaacctatc
tccttccaac
tacctgcttc
gggggcctct
gggtccaaga
tgtgcctttc
ctgcaggaga
tcceggtgcec
cccecggeccce
ctgctgeccg
€ggcggagga
ctgcttgtgg
gaggggagtc
ggtcccttcc
caccggeccc
tcatcctttt
<210> 4

<211> 1152
<212> DNA
<213> Mus

<400> 4
gaattcgcgg

acttttcaca

cccacatcaa
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Leu Leu Leu Pro Leu Thr Leu val Leu Leu Ala Ala Ala
2

200

Arg Trp GIn Arg Ala Arg Arg Arg Gly Glu Leu His Pro
215 220

Leu Pro Ser His Pro
230

sapiens

tcacccggct
atgaggggcc
tcctectget
acagccccat
aagattaccc
ggcggetggt
tgcaaggctt
agcccceccc
cctccgagca
tggagctgca
tggaggccac
tgggcctect
caccccgecc
agcactgacc
accagccaga
ttgggcccct
atttacccaa

ctaccaaaaa

musculus

ccgecgtcgac
gtcactgagg
gggcggcagg

tggccccttce
cccggecgaa
gctgctgcetg
ctcctecgac
agtcaccgtg
cctggcacag
gctggagcegce
cagctgtctt
gctggtggcg
gtgtcagccc
agccccgaca
gctgctggec
tggggagcag
tggccaaggce
ggatgcatag
ctcattccct
ctctgtacaa

daaddaaaaaa

attctgggga
ctcgtgcagg
gccgggegge

cacacccaac
atgacagtgc
agctcgggac
ttcgctgtca
gcctccaacc
cgctggatgg
gtgaacacgg
cgcttegtec
ctgaagccct
gactcctcaa
gccccgeage
gctgcctggt
gtgccccccg
ctcatcctgg
cctggacaca
ccccagaatg
agcccttgtc

daaaaa

cgtcggtcgg
aagcctgggg
ggggtacagg
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tggggcaagc
tggcgecage
tcagtgggac
aaatccgtga
tgcaggacga
agcggctcaa
agatacactt
agaccaacat
ggatcactcg
ccctgecacc
ccecctctget
gcctgeactg
tccccagtec
ggaggatact
gaggaagttg
gaggcaacgc

cccatgaaat

ggttcttaga
gagcaggagg
9gttgggggg

ctgacccggc
ctggagccca
ccaggactgc
gctgtctgac
ggagctctgc
gactgtcgct
tgtcaccaaa
ctceccgectce
ccagaacttc
cccatggagt
cctecctactg
gcagaggacg
ccaggacctg
gaggcacaca
gctagaggcc
cagaatccag

tgtatataaa

agaggagatg

cggaaaccga

gaaggggctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1056

60
120
180



cagggtatga
gggtccccgg
ctgctgttgce
agtcccatct
gattacccag
agcctcttcc
caaacgcttc
cccctaccag
tgcacacagc
tgcctggagg
gccctagaag
ctgctgctgce
gcaagaagga
agccttgtgc
caaactgact
cttacgggca
gaaccaaaac
<210> 5
<211> 224
<212> PRT
<213> Homo
<400> 5
Pro Pro Cys
1

Phe

val Leu

Glu
35

Thr Pro

val Gln

50

Glu

Lys Thr

65

Lys

Ser val Leu

Lys Cys Lys

gcccgagacc
cagagatgac
tgctgctgag
cctccaactt
tcactgtggc
tagcccagceg
tggaggacgt
aatgtctgcg
tgcttggtct
tgcagtgcca
ccacggagct
ctctcacact
ggggggagct
atcgttgact
ttgaaaacct
tgctatatac

aa

sapiens

ser

Pro

Phe
20

Pro
val Thr
Phe Asn
Pro

Arg

val
85

Thr

val Ser

Cys

Pro

Cys

Trp

Glu

70

Leu

Asn
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tgccctectg
agtgctggeg
tccttgectyg
caaagtgaag
cgtcaatctt
ctggatagag
caacaccgag
attcgtccag
gaagccctgt
gccggactcc
cccagagcect
ggtgctgctg
ccaccctggg
cagccagggt
cgatgcacct

aacaaggctt

Pro Ala

Pro

Lys

val
40

val

Tyr val

55

Glu Gln

Gln

His

Lys Gly

tcacttccaa
ccagcctgga
cgggggacac
tttagagagt
caggacgaga
caactgaaga
atacattttg
accaacatct
atcgggaagg
tccaccctgce
cggcccaggce
gcagccgcect
gtgcccctcc
cttatctcga
tcctgeccca

tcttttcttce

Glu Phe

10

Pro

Lys Asp Thr

val Asp val

Asp Gly val

ser
75

Phe Asn

Asp Trp Leu

90

Leu Pro Ser
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gaacctgtca
gcccaaattc
ctgactgtta
tgactgacca
agcactgcaa
ctgtggcagg
tcacctcatg
cccacctect
cctgccagaa
tgcccccaag
agctgttgct
ggggccttcg
cctcccatcce
tgaggtctca
caaacttcca

tttcttggtg

Leu Gly Gly

Ile
30

Leu Met

Gln Glu

45

ser

Glu val

60

Thr Tyr Arg

Asn Gly Lys

Ser Ile Glu

caggcatgag
ctccctgttg
cttcagccac
cctgcttaaa
ggccttgtgg
gtctaagatg
taccttccag
gaaggacacc
tttctctegg
gagtcccata
cctgctgetg
ctggcaaagg
ctaggatgcg
atatgttgcc
aacagctggg
ctagagttgg

Pro Ser

15

ser Arg

Asp Pro
Ala

Asn

val
80

val

Glu
95

Tyr

Lys Thr

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1152



Ile

Pro

Leu

145

Asn

Ser

Arg

Leu

Ser

Pro

130

val

Gly

ASp

Trp

His
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys
Ser
Lys
Gln
Gly
Gin

195

Asn

6
411
PRT

100

Ala

Gln

Gly

Pro

Ser

180

Glu

His

Lys

Glu

Phe

Glu

165

Phe

Gly

TYyr

Artificial

Gly

Glu

Tyr

150

Asn

Phe

Asn

Thr

Fusionsprotein

6

Met Thr val Leu
1

Leu

GlIn

ser

Gln

65

Arg

Leu

Leu

His

Asp

50

Asp

Trp

Leu

Leu

ser

35

TYyr

Glu

Met

Glu

Leu

20

Pro

Leu

Glu

Glu

Ala

5

Ser

Ile

Leu

Leu

Arg

85

val

Pro

ser

sSer

GIn

Cys

Leu

Asn

Gln

Met

135

Pro

AsSn

Leu

val

Gln
215

Ala

Gly

Ser

Asp

55

Gly

Lys

Thr
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Pro
120
Thr
Ser
Tyr
TYyr
Phe
200

Lys

Trp

Leu

Asp

40

Tyr

Gly

Thr

Glu

105

Arg Glu Pro GlIn

Lys

Asp

Lys

ser

185

ser

ser

ser

ser

25

Phe

Pro

Leu

val

Ile
105

Asn

Ile

Thr

170

Arg

Cys

Leu

Pro

10

Gly

Ala

val

Trp

Ala
90

GIn

Ala

155

Thr

Leu

Ser

ser

Thr

Thr

val

Thr

Arg

75

Gly

val

140

val

Pro

Thr

val

Leu
220

Thr

Glin

Lys

val

60

Leu

ser

His Phe val

Sejte 5

val

125

ser

Glu

Pro

val

Met

205

Ser

Tyr

Asp

Ile

45

Ala

val

Lys

Thr

110

Tyr

Leu

Trp

val

Asp

His

Pro

Leu

Cys

Arg

ser

Leu

Met

Thr

Thr

Glu

Leu

175

Lys

Glu

Gly

Leu

15

ser

Glu

Asn

Ala

Gln

95

Cys

Leu

Cys

ser

160

Asp

ser

Ala

Lys

Leu

Phe

Leu

Leu

Gln

80

Gly



Phe

Arg

Ile

145

Asp

Thr

Cys

Pro

225

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Gln

Leu

130

Thr

Ser

Ala

Pro

Lys

210

val

TYyr

Glu

His

Lys

Gln

Met

Pro

Asn

Leu
370

Pro

115

Leu

Arg

ser

Pro

Ala

195

Pro

val

val

GlIn

GlIn

275

Gly

Pro

Thr

Ser

Tyr

TYyr

Pro

Gln

Gin

Thr

Thr

180

Pro

Lys

val

Asp

Phe

260

Asp

Leu

Arg

Lys

340

Lys

Ser

Pro

Glu

Asn

Leu

165

Ala

Glu

Asp

Asp

Gly

Asn

Trp

Pro

Glu

Asn

325

Ile

Thr

Arg

Ser

Thr

Phe

150

Pro

Pro

Phe

Thr

val

230

val

Ser

Leu

Ser

Pro

310

Gln

Ala

Thr

Leu

Cys

ser

135

Ser

Pro

Gln

Leu

Leu

215

ser

Glu

Thr

Asn

ser

295

Gln

val

val

Pro

Thr
375
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Leu Arg Phe val Gln Thr

120

Glu

Arg

Pro

Pro

Gly

Met

Gln

val

Tyr

Gly

Ile

val

Ser

Glu

Pro

360

val

GlIn

Cys

Trp

Pro

185

Gly

Ile

Glu

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

Asp

Leu

Leu

Ser

170

Arg

Pro

Ser

Asp

Asn

250

val

Glu

Lys

Thr

Thr

330

Glu

Leu

Lys
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val

Glu

155

Pro

sSer

ser

Arg

Pro

235

Ala

val

Tyr

Thr

Leu

315

Cys

Ser

Asp

sSer

Ala

140

Leu

Arg

Pro

val

Thr

220

Glu

Lys

ser

Lys

Ile

300

Pro

Leu

Asn

Ser

125

Leu

Gln

Pro

Pro

Phe

205

Pro

val

Thr

val

Pro

val

Gly

Asn

Lys

Cys

Leu

Cys

Leu

Glu

GIn

Lys

Leu

270

Lys

Lys

Ser

Lys

Gln

350

Gly

Gln

Ile

Pro

Gln

Glu

175

Pro

Phe

val

Phe

Pro

255

Thr

val

Ala

Gln

Gly

Pro

ser

Glu

Ser

Trp

Pro

160

Ala

ser

Pro

Thr

Asn

240

Arg

val

sSer

Lys

Glu

320

Phe

Glu

Phe

Gly
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Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr
385 390 395 400

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
405 410
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