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<110>
<120>
<130> 1034
<160> 64
<170>
<210> 1
<211> 381
<212> DNA
<213> Homo

<400> 1
caggtccaac

tcctgcaagg
cctggaaaag
gcacagaagt
atggaggtga
catgactccg
accacggtca
<210> 2
<211> 127
<212> PRT
<213> Homo

<400> 2

Gln
1

Val Gln

Ser Val Lys

Ile His

35

Ser

Gly Gly Phe

Gln
65

Gly Arg

Met Glu Val

Ala Thr Glu

Gly Leu Asp

115

Medimmune Ltd

63 CCH

sapiens

tggtacagtc
tttccggata
ggcttgaatg
tccagggcag
gcagcctgag
gtgactacgt

ccgtctectce

Sapiens

Leu Val Gl

Val
20

Ser

Trp Val

Asp Pro Gl

Val Thr Le

70

Ser Le

85

Ser

Gly His As

100

Val Trp Gl

Cys

Arg

PatentIn version 3.5

tggggctgag
cagcctcact
gatgggaggt
agtcaccctg
atctgaggac
aggctattac

a

n Ser Gly

Lys Val

Gln Ala

40

u Asp Gly

u Thr Glu

u Arg Ser

p Ser Gly

y Gln Gly

120

-1-

SEQUENCE LISTING

gtgaagaagc
gaattatcca
tttgatcctg
accgaggaca
acggccgtgt

tactacggtt

Ala Glu

10

Val

Ser
25

Gly Tyr

Pro Gly Lys

Glu Ile Ile

Ile Ser

75

Asp

Glu Asp Thr

Asp Val

105

Tyr

Thr Thr Val

ctggggcctc
tacactgggt
aagatggtga
tatctctaga
attactgtgce

tggacgtctg

Lys Lys Pro

Thr
30

Ser Leu

Leu Glu

45

Gly

Phe
60

Ala Gln

Leu Asp Thr

Ala Val Tyr

Gly Tyr Tyr

110

Thr Vval

125

Ser

agtgaaggtc
gcgacaggct
aataatcttt
cacagcctac
aacagagggg

gggccaaggg

Gly Ala

Glu Leu

Trp Met

Lys Phe

Ala Tyr

80

Tyr
95

Cys
Tyr

Tyr

Ser
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60

120

180

240

300

360
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<210> 3
<211> 321
<212> DNA
<213> Homo

<400> 3
gacatccaga

atcacttgcc
gggaaacttc
cggttcagtg
gaagatgttg
gggaccaaag
<210> 4
<211> 107
<212> PRT
<213> Homo

<400> 4

Asp Ile
1

Gln

Asp Arg Val

Leu Ala Trp

35

Ala
50

Tyr Ala

Ser Ser

65

Gly

Glu Asp Val

Thr Phe Gly

<210> 5

<211> 369
<212> DNA
<213> Homo

<400> 5
caggtccagc

tcctgcaagg
cctggaaaag
gcacagaagt

atggagctga

Sapiens

tgacccagtc
gggcgagtca
ctaagctcct
gcagtggatc
caagttatta

tggatatcag

Sapiens

Met

Thr

Thr
20

Ile

Tyr Gln

Ser Thr

Gly Thr

Ala Ser

85

Pro
100

Gly

Sapiens

tggtacagtc
tttccggata
ggcttgagtg
tccagggcag

gcagcctgag

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

tccatcctcece
ggacattaga
gatctatgct
tgggacagat
ctgtcaaagc

a

Ser Pro

Cys

Arg

Pro
40

Lys

Gln
55

Ser

Phe Thr

Tyr Cys

Lys Val

tggggctgag
caccctcact
gatgggaggt
agtcaccatg

atctgaggac

ctgtctgcat
aattttttag
gcatccactt
ttcactctca

cataacagtg

Ser Leu

10

Ser

Ala
25

Ser Gln

Gly Lys Leu

Gly Val Pro

Thr Ile

75

Leu

Gln Ser His

90

Asp Ile

105

Arg

gtgaagaagc
gaattatcca
tttgatcctg
accgaggaca

acggccgtgt

ctgtaggaga
cctggtatca
tgcaatcagg
ccatcagcag

tccececttcecac

Ser Ala Ser

Asp Ile Arg

30

Pro Lys Leu

45

Ser Phe

60

Arg

Ser Ser Leu

Asn Ser Val

ctggggcctc
tgcactgggt
aagatggtga
catctacaga

attactgtgce

cagagtcacc
gcagaaacca
ggtcccatct
cctgcagcct

tttcggcecct

Val
15

Gly

Asn Phe

Leu Ile

Ser Gly

Gln Pro

80

Pro Phe

95

agtgaaggtc
gcgacaggct
aacaatcttc
cacagcctac

aacgggatta

60

120

180

240

300

321

60

120

180

240

300
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3-

cgatttttgg agtggttcct atggggatgg gacgtctggg gccaagggac cacggtcacc

gtctcctca
<210> 6
<211> 123
<212> PRT
<213> Homo
<400> 6

Gln Val Gln
1

Ser Val Lys

His
35

Ser Met

Gly Gly Phe

50

Gln
65

Gly Arg

Met Glu Leu

Ala Thr Gly

Gln
115

Trp Gly

<210> 7
<211> 321
<212> DNA
<213> Homo

<400> 7
gacatccaga

atcacttgtc
gggaaagccc
aggttcagcg
gaagattttg

gggaccaagg

<210> 8
<211> 107
<212> PRT
<213> Homo

<400> 8

Sapiens
Val

Leu

Val
20

Ser
Trp Val
Asp Pro
Val

Thr

Ser
85

Ser

Leu
100

Arg

Gly Thr

Sapiens

tgacccagtc
gggcgagtca
ctcagctcct
gcagtggatc
caacttacta

tggagatcaa

Sapiens

Gln

Cys

Arg

Glu

Met

70

Leu

Phe

Thr

Ser Gly

Lys Val

Gln Ala

40

Asp
55

Gly

Thr Glu

Arg Ser

Leu Glu

Val Thr

120

tccatcttcece
gggtattagc
gatctatggt
tgggacagat
ttgtcaacag

a

Ala

Ser

25

Pro

Glu

Asp

Glu

Trp

105

Val

Glu
10

Val

Gly Tyr

Gly Lys

Thr Ile

Thr Ser

75

Asp Thr

90

Phe Leu

Ser Ser

gtgtctgcat
aactggttag
gcatccagtt
ttcactctca

gctgacagtt

Lys Lys Pro

Thr Thr

30

Leu

Leu Glu

45

Gly

Phe
60

Ala Gln

Thr Asp Thr

Ala Val Tyr

Trp Gly Trp

110

ctgtgggaga
cctggtatca
tgcaaagtgg
ccatcagcag

tccectecgac

Gly Ala

15

Glu Leu

Trp Met

Lys Phe

Ala Tyr

80

Tyr
95

Cys

Asp Val

cagagtcacc
gcagacaccg
ggtcccatca
cctgcagcct

gttcggccaa

360

369

60

120

180

240

300

321
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Asp Ile Gln

Asp Arg Val

Leu Ala Trp

35

Tyr Gly Ala

50

Ser Ser

65

Gly

Glu Asp Phe

Thr Phe Gly

<210> 9
<211> 381
<212> DNA
<213> Homo

<400> 9
caggtccagc

tcctgcaagg
cctggaaaag
gcacagaagt
atggagctga
gactacggtg
accacggtca
<210>
<211>

<212>
<213>

10
127
PRT
Homo

<400> 10
Gln Val Gln
1

Ser Val Lys

Ser Met His
35

Gly Gly Phe
50

Met Thr G1

Thr
20

Ile

Tyr Gln Gl

Ser Ser Le

Gly Thr

70

Ala Thr

85

Gln
100

Gly

Sapiens

tggtacagtc
tttccggaga
ggcttgagtg
tccagggcag
gcagcctgag
attcagagga

ccgtctectce

Sapiens

Leu Val Gl
5

Val Ser Cys Lys

20

Trp Val Arg Gln

Asp Pro Gl

Thr

Asp

Tyr

Thr

n Ser Pro

Cys Arg

n Thr Pro

40

u Gln
55

Ser

Phe Thr

Tyr Cys

Lys Val

cggggctgag
caccctcact
gatgggaggt
agtcaccatg
atctgaggac
gtactactac

a

n Ser Gly

Val

Thr
40

u Asp
55

Gly

Ser Val
10

Ser

Ala
25

Ser Gln

Gly Lys Ala

Gly Val Pro

Thr Ile

75

Leu

Gln Gln

90

Ala

Glu
105

Ile Lys

gtgaagaagc
gaattatcca
tttgatcctg
accggggaca
acggccgtgt

tactacggta

Ala Glu

10

Val

Ser
25

Gly Asp

Pro Gly Lys

Glu Thr Ile

Ser Ala Ser

Ile Ser

30

Gly

Gln
45

Pro Leu

Ser Phe

60

Arg

Ser Ser Leu

Asp Ser Phe

ctggggcctc
tgcactgggt
aagatggtga
catctacaga
attactgtgce

tggacgtctg

Lys Lys Pro

Thr Thr

30

Leu

Gly Leu Glu

45

Tyr Ala Gln

60

Val
15

Gly

Asn Trp

Leu Ile

Ser Gly

Gln Pro

80

Pro Pro

95

agtgaaggtc
gcgacagact
aacaatctac
cacagcctac
aacagagggg

gggccaaggg

Gly Ala

15

Glu Leu

Trp Met

Lys Phe

60

120

180

240

300

360
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Gln Gly
65

Arg

Met Glu Leu

Ala Thr Glu

Gly Met Asp

115

<210>
<211>
<212>
<213>

11
321
DNA
Homo

<400> 11
gacatccaga

atcacttgcc
gggaaagttc
cggttcagtg
gaagatgttg

gggaccaaag

<210>
<211>
<212>
<213>

12

107
PRT
Homo
<400> 12

Asp Ile Gln
1

Asp Arg Val

Leu Ala Trp

Ala
50

Tyr Ala

Ser Gly Ser

Glu Asp Val

Thr Phe Gly

Val Thr Me

70

Ser Le

85

Ser

Gly
100

Asp

Val Trp Gl

Sapiens

tgacccagtc
gggcgagtca
ctaagctcct
gcagtggatc
caacttatta

tggatatcaa

Sapiens

Met Thr G1

Thr
20

Ile Th

Tyr Gln G1

Ser Thr Le

Gly Thr As

Ala Thr

85

Pro Th

100

Gly

Tyr Gly

Tyr

t Thr Gly

u Arg Ser

Asp

y Gln Gly

120

tccatcctee
gggcattagc
gatctatgct
tgggacagat
ctgtcaaaag

a

n Ser Pro

r Cys

Arg

Pro
40

n Lys

u Gln
55

Ser
p Phe Thr
Tyr

Cys

r Lys Val

Thr Ser

75

Asp

Glu Asp Thr

90

Ser Glu Glu

105

Thr Thr Val

ctgtctgcat
aattatttag
gcatccactt
ttcactctca

tataaccgtg

Ser Ser Leu

Ala
25

Ser Gln

Gly Lys Val

Gly Val Pro

Thr Ile

75

Leu

Gln Lys

90

Tyr

Asp Ile

105

Lys

Thr Asp Thr

Ala Val Tyr

Tyr Tyr Tyr

110

Thr Val

125

Ser

ctgtaggaga
cctggtatca
tgcaatcagg
ccatcagcag

ccccattcac

Ser Ala Ser

Gly Ile Ser

Pro Lys Leu

45

Ser Arg Phe

Ser Ser Leu

Asn Arg Ala

Ala Tyr
80

Tyr Cys
95

Tyr Tyr

Ser

cagagtcacc
gcagaaacca
ggtcccatct
cctgcagcct

tttcggccect

Val
15

Gly

Asn Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro Phe

95

60

120

180

240

300
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<210>
<211>
<212>
<213>

13
369
DNA
Homo

<400> 13
caggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gggacctacc
gtctcctca

<210>
<211>

<212>
<213>

14

123
PRT
Homo
<400> 14

Gln
1

Val Gln

Ser Leu Arg

His
35

Gly Met

Ala Val

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Gly Arg Asp

Gln
115

Trp Gly

<210>
<211>
<212>
<213>

15
336
DNA
Homo

<400> 15

Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

actactacta

Sapiens

Leu Val Gl

Leu Ser

20

Trp Val

Trp Tyr As

Phe Thr Il

70

Ser Le

85

Asn

Pro
100

Gly

Gly Thr

Sapiens

Cys

Arg

Thr

Thr

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

tcacggtatg

u Ser Gly

Ala Ala

Gln Ala

40

p Gly Ser

55

e Ser Arg

u Arg Ala

Tyr His

Val Thr

120

gtggtccagc
agttatggca
atatggtatg
tccagagaca
acggctgtgt

gacgtctggg

Gly Gly Vval

10

Ser Phe

25

Gly

Pro Gly Lys

Asn Lys Tyr

Ser
75

Asp Asn

Glu Asp Thr

90

Tyr
105

Tyr Tyr

Val Ser Ser

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa

attactgtgg

gccaagggac

Val Gln Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Met
110

His Gly

cctgagactc
ccgccaggcet
taaatactat
cacgctgaat
gagagatcct

cacggtcacc

Gly
15

Arg
Ser Tyr
Trp Val
Val

Ser

Asn
80

Leu

Tyr
95

Cys

Asp Val

tatattgtga tgactcagtc tccactctcc ctgcccgtca cccctggaga gccggcectcece

atctcctgca ggtctagtca gagcctcctg catagtaatg gatacaactt tttggattgg

tacctgcaga agccagggca gtctccacag ctcctgatct atttgggttc taatcgggcce

60

120

180

240

300

360

369

60

120

180
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-7-

tccggggtce ctgacaggtt cagtggcagt ggatcaggca cagattttac actgaaaatc

aacagagtgg aggctgagga tgttggggtt tattactgca tgcaagctct acaaactccc

atcaccttcg gccaagggac acgactggag attaaa

<210> 16
<211> 112
<212> PRT
<213> Homo
<400> 16

Tyr Ile Val
1

Glu Pro Ala

Asn Gly Tyr

35

Gln
50

Pro Leu

Asp Arg Phe

Asn Arg Val

Leu Gln Thr

<210>
<211>
<212>
<213>

17
369
DNA
Homo

<400> 17
caggtgcagc

tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gggacctacc
gtctcctca

<210>
<211>

<212>
<213>

18
123
PRT
Homo

<400> 18

Sapiens

Met Thr G1

Ser Ile Se

Asn Phe Le

Leu Ile

Ser Gly Se

Glu Ala

85

Gl

Pro Ile

100

Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

actactacta

Sapiens

Tyr

Thr

n Ser Pro

r Cys Arg

u Asp Trp

Leu Gly

r Gly Ser

u Asp Val

Phe Gly

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

tcacggtatg

Leu Ser Leu

Ser Ser Gln

Tyr Leu Gln

Ser Asn Arg

Gly Thr Asp

Val
90

Gly Tyr

Gln
105

Gly Thr

gtggtccagc
agttatggca
atatggtatg
tccagagaca
acggctgtgt

gacgtctggg

Pro Val Thr

Ser Leu Leu

Pro
45

Lys Gly

Ala
60

Ser Gly

Phe Thr Leu

Tyr Cys Met

Glu
110

Arg Leu

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgg

gccaagggac

Pro
15

Gly
His Ser
Gln Ser
Val

Pro

Ile
80

Lys

Gln
95

Ala

Ile Lys

cctgagactc
ccgccaggcet
taaatactat
cacgctgaat
gagagatcct

cacggtcacc

240

300

336

60

120

180

240

300

360

369
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Gln Val Gln

Ser Leu Arg

His
35

Gly Met

Ala Val

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Gly Arg Asp

Gln
115

Trp Gly

<210>
<211>
<212>
<213>

19
321
DNA
Homo

<400> 19
caaatagtga

ctctcctgca
ggccagtctc
aggatcagtg
gaagattttg

gggaccgagg

<210>
<211>
<212>
<213>

20

107
PRT
Homo
<400> 20

Gln
1

Ile Vval
Glu Arg Ala
Leu

Ala Trp

Tyr Gly Ala

Leu Val Gl

Leu Ser

20

Trp Val

Trp Tyr As

Phe Thr Il

70

Ser Le

85

Asn

Pro
100

Gly

Gly Thr

Sapiens

tgacgcagtc
gggccagtca
ccaggctcct
gcagtgggtc
cagtttatta

tggagatcaa

Sapiens

Thr G1
5

Met

Thr
20

Leu Se
Gln G1

Tyr

Ser

Cys

Arg

Thr

Thr

Thr Arg Ala

u Ser Gly

Ala Ala

Gln Ala

40

p Gly Ser

55

e Ser Arg

u Arg Ala

Tyr His

Val Thr

120

tccagccacc
gagtgttagc
tatctatggt
tgggacagag
ctgtcagcag

a

n Ser Pro

r Cys

Arg

Pro
40

n Lys

Thr

Gly Gly Vval

10

Ser Phe

25

Gly

Pro Gly Lys

Asn Lys Tyr

Ser
75

Asp Asn

Glu Asp Thr

90

Tyr
105

Tyr Tyr

Val Ser Ser

ttgtctgtgt
agaaacttag
gcatccacca
ttcactctca

tataatcact

Ala Thr

10

Leu

Ala
25

Ser Gln

Gly Gln Ser

Gly Phe Pro

Val Gln Pro

Thr Phe Ser

30

Leu Glu

45

Gly

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Met
110

His Gly

ctccagggga

cctggtacca

gggccactgg

ccatcagcag

ggcctcagac

Ser Val Ser

Ser Val Ser

Pro Arg Leu

45

Ala Arg Ile

Gly
15

Arg
Ser Tyr
Trp Val
Val

Ser

Asn
80

Leu

Tyr
95

Cys

Asp Val

aagagccacc
gcagaaacct
tttcccagcece
ccttcagtct

tttcggcgga

Pro Gly

15

Arg Asn

Leu Ile

Ser Gly

60

120

180

240

300

321
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50

Ser Gly Ser
65

Glu Asp Phe

55

9.

60

Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser

70

75

80

Ala Val Tyr Tyr Cys Gln Gln Tyr Asn His Trp Pro Gln

85

90

Thr Phe Gly Gly Gly Thr Glu Val Glu Ile Lys

<210> 21
<211> 366
<212> DNA
<213> Homo
<400> 21
caggtgcagc
tcctgtgcag
ccaggcaagg
gcagactccg
ctgcaaatga
gccccecgtata
tcttca
<210> 22
<211> 122
<212> PRT
<213> Homo
<400> 22

Gln Val Gln
1

Ser Leu Arg

His
35

Gly Met

Ala Val

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Ala Arg Glu

100

Sapiens

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggccg
acagcctgag

gcagctccga

Sapiens

Leu Val Gl

Leu Ser

Trp Val

Trp Tyr As

Phe Thr Il

70

Asn Ser Le

Gly Ala

100

Cys

Arg

Pro

tgggggaggc
caccttcagt
ggtggcagtt
attcaccatc
agccgaggac

tgcttttgat

u Ser Gly

Ala Ala

Gln Ala

40

p Gly Ser

e Ser Arg
Ala

u Arg

Tyr Ser

105

gtggtccagc
agctatggca
atatggtatg
tccagagaca
acggctgtgt

atctggggcc

Gly Gly Val

Ser Gly Phe

Pro Gly Lys

Asn Lys Tyr

Asp Asn Ser

Glu Asp Thr

Ser Ser

105

Asp

ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

aagggacaat

Val Gln Pro

Thr Phe Ser

Gly Leu Glu

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Ala Phe Asp

110

95

cctgagactc
ccgccaggcet
taaatactat
cacgctgtat
gagagaaggg

ggtcaccgtc

Gly Arg

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Ile Trp

60

120

180

240

300

360

366
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Gly Gln Gly Thr Met Val Thr Val Ser Ser

115

<210>
<211>
<212>
<213>

23
333
DNA
Homo

<400> 23
cagtctgtgc

tcctgcactg
cttccaggaa
cctgaccgat
caggctgagg
gtattcggcg
<210>
<211>

<212>
<213>

24

111
PRT
Homo
<400> 24

Gln
1

Ser Val

Arg Val Thr

Val
35

Tyr Asp

Ile
50

Leu Tyr

Ser Ser

65

Gly

Gln Ala Glu

Leu Ser Gly

<210>
<211>
<212>
<213>

25
369
DNA
Homo

<400> 25
caggtgcagc

tcctgtgcag
ccaggcaagg

gcagactccg

Sapiens

tgacgcagcc
ggagcagctc
cagcccccaa
tctctggctc
atgaggctga

gagggaccaa

Sapiens

Leu Thr G1

Ile
20

Ser

His Trp

Gly Asp As

Gl
70

Lys Ser

Glu
85

Asp Al

Ser Val

100

Sapiens

tggtggagtc
cgtctggatt
ggctggagtg

tgaagggccg

Cys

Tyr

Phe

120

gccctcagtg
caacatcggg
actcctcatc
caagtctggc
ttattactgc

gctgaccgtc

n Pro Pro

Thr Gly

Gln Gln

40

n Asn
55

Arg

y Thr Ser

a Asp Tyr

Gly Gly

tgggggaggc
caccttcagt
ggtggcagtt

attcaccatc

tctggggccc
gcaaattatg
tatggtgaca
acctcagcct
cagtcctatg

cta

Val
10

Ser Ser

Ser Ser Ser

25

Leu Pro Gly

Pro Ser Gly

Ala Leu

75

Ser

Tyr Cys Gln

90

Gly Thr

105

Lys

gtggtccagc
agctatggca
atatggtatg

tccagagaca

cagggcagag
atgtacactg
acaatcggcc
ccctggceccat

acagcagcct

Gly Ala Pro

Asn Ile Gly

Thr Ala

45

Pro

Val Pro Asp

Ala Ile Thr

Ser Tyr Asp

Thr Val

110

Leu

ctgggaggtc
tgcactgggt
atggaagtaa

attccaagaa

ggtcaccatc
gtaccagcag
ctcaggggtc

cactgggctc

gagtggttcg

Gly Gln

15

Ala Asn

Lys Leu

Arg Phe

Gly Leu

Ser Ser

95

Leu

cctgagactc
ccgccaggct
taaagactat

cacgctgtat

60

120

180

240

300

333

60

120

180

240
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ctgcaaatga acagcctgag agccgaggac acggctgtgt attactgtgc gagagagggt

agcaccagct ggacggacta ctacggtatg gacgtctggg gccaagggac cacggtcacc

gtctcctca
<210> 26
<211> 123
<212> PRT
<213> Homo
<400> 26

Gln Val Gln
1

Ser Leu Arg

His
35

Gly Met

Ala Val

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Ala Arg Glu

Gln
115

Trp Gly

<210>
<211>
<212>
<213>

27
324
DNA
Homo

<400> 27
tcctatgage

acctgctctg
caggcccttg
ttctctggcet
gatgaagctg

ggagggacca

<210>
<211>
<212>
<213>

28
108
PRT
Homo

Sapiens

Leu Val Gl

Leu Ser

Trp Val

Trp Tyr As

Phe Thr Il

70

Asn Ser Le

Gly Ser

100

Gly Thr

Sapiens

tgacacagcc
gagatgcatt
tgctggtcat
ccagctcagg
actactactg

agctgaccgt

Sapiens

Cys

Arg

Thr

Thr

u Ser Gly

Ala Ala

Gln Ala

40

p Gly Ser

e Ser Arg

u Arg Ala

Ser Trp

Val Thr

120

accctcggtg
gccaaaaaga
ctatgaggac
gacaatggcc
ttactcaata

ccta

Gly Gly Val

Ser Gly Phe

Pro Gly Lys

Asn Lys Asp

Asp Asn Ser

Glu Asp Thr

Thr
105

Asp Tyr

Val Ser Ser

tcagtgtccc
tatgcttatt
agcaaacgac
accttgacta

gacagcagtg

Val Gln Pro

Thr Phe Ser

Gly Leu Glu

Tyr Ala

60

Asp

Lys Asn Thr

Ala Val Tyr

Met
110

Tyr Gly

caggacaaac
ggtaccagca
cctccgggat

tcagtggggce

gtaatcatgg

Gly Arg

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Asp Val

ggccaggatc
gaagtcaggc
ccctgagaga
ccaggtggag

ggtgttcggce

300

360

369

60

120

180

240

300

324
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<400> 28

Ser Tyr Glu
1

Thr Ala Arg

Tyr Trp Tyr

35

Glu Asp Ser

Ser Ser

65

Gly

Asp Glu Ala

Gly Val Phe

<210>
<211>
<212>
<213>

29
366
DNA
Homo

<400> 29
caggtgcagc

acctgcactg
cagcacccag
tacaacccgt
tccctgaage
tatagcagca
tcttca
<210>

<211>

<212>
<213>

30

122
PRT
Homo
<400> 30

Gln
1

Val Gln

Thr Leu Ser

Gly Tyr Tyr

35

Trp Ile Gly

Leu Thr G1

Ile
20

Thr

Gln Gln

Lys Arg

Thr Al

70

Met

Asp Tyr

85

Gly Gl

100

Gly

Sapiens

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

gctggtacgg

Sapiens

Leu Gln G1

Leu Thr

20

Trp Ser Tr

Phe Ile

Cys

Lys

Pro

Tyr

Cys

Tyr

n Pro Pro

Ser Gly

Ser Gly

40

Ser
55

Gly

a Thr Leu

Cys Tyr

y Thr Lys

gggcccagga
ctccatcagc
ggagtggatt
tcgaattacc
gactgccgceg

tgcttttgat

u Ser Gly

Thr Val

p Ile Arg

40

Tyr Ser

-12-

Val Ser
10

Ser

Asp Ala Leu

25

Gln Ala Leu

Ile Pro Glu

Thr Ile Ser

75

Ser Ile Asp

Leu Thr Val

105

ctggtgaagc
agtggtggtt
gggttcatct
atatcagttg
gacacggccg

atctggggcc

Pro Gly Leu

10

Ser
25

Gly Gly

Gln His Pro

Gly Ser Thr

Val Ser Pro

Pro Lys Arg

Val Leu Val

45

Arg Phe Ser

Gly Ala Gln

Ser Ser Gly

Leu

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtattactg

aagggacaat

Val Lys Pro

Ser Ile Ser

Gly Lys

45

Gly

Phe Tyr Asn

Gly Gln

15

Tyr Ala

Ile Tyr

Gly Ser

Val Glu

Asn His

95

cctgtccctce
ctggatccgce
gagcaccttc
gaaccagttc
tgcgagaccg

ggtcaccgtc

Ser Gln

15

Ser Gly

Leu Glu

Pro Ser

60

120

180

240

300

360

366



103463-1P WO

50

Leu Lys Ser

Ser Leu Lys

Cys Ala Arg

Gly Gln Gly

115

<210>
<211>
<212>
<213>

31
318
DNA
Homo

<400> 31
tcctatgage

acctgctctg
cagtcccctg
ttctctggcet
gatgaggctg
accaagctga
<210>
<211>

<212>
<213>

32

106
PRT
Homo
<400> 32

Ser Tyr Glu
1

Thr Ala Ser

Tyr Trp Tyr

35

Gln Asp Ser

50

Asn Ser

65

Gly

Asp Glu Ala

Phe Gly Gly

Arg Ile

70

Leu Ser Se

Pro Se

100

Tyr

Thr Met

Sapiens

tgactcagcc
aagataaatt
tgctggtcat
ccaactctgg
actattactg

ccgtccta

Sapiens

Leu Thr Gl

Ile
20

Thr

Gln Gln

Glu Arg Pr

Thr Al

70

Asn

Asp Tyr

85

Gly Thr

100

Thr

Val

Cys

Lys

Tyr

Lys

55

Ile Ser

r Val Thr

r Ser Ser

Thr Val

120

accctcagtg
ggggaataaa
ctatcaagat
gaacacagcc

tcaggcgtgg

n Pro Pro

Ser Glu

Pro Gly

40

o Ser
55

Gly
a Thr Leu
Gln

Cys

Leu Thr

-13-

Val Thr

75

Asp

Ala Ala

90

Asp

Trp
105

Tyr Gly

Ser Ser

tccgtgtccce
tatgcttact
agcgagcggc
actctgacca

gacagcagca

Val
10

Ser Ser

Asp Leu

25

Lys

Gln Ser Pro

Ile Pro Glu

Thr Ile Ser

75

Ala Trp

90

Asp

Val
105

Leu

60

Ser Lys Asn

Thr Ala Val

Ala Phe Asp
110

caggacggac
ggtatcagca
cctcaggaat
tcagcgggac

ctgtggtatt

Val Ser Pro

Gly Asn Lys

30

Val Leu Val

45

Arg Phe Ser

60

Gly Thr Gln

Ser Ser Thr

Gln Phe

80

Tyr
95

Tyr

Ile Trp

agccagcatc
gaagccaggc
ccctgagcga
ccaggctatg

cggcggaggg

Gly
15

Arg

Tyr Ala

Ile Tyr

Gly Ser

Ala Met

80

Val
95

Val

60

120

180

240

300

318
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<210>
<211>
<212>
<213>

<400>

Gln

1

Ser

Ser

Gly

Gln

65

Met

Ala

Trp

Val

Val

Met

Gly

50

Gly

Glu

Thr

Gly

<210>
<211>
<212>
<213>

<400>

33
123
PRT
Homo
33

Gln

Lys

His
35

Phe

Arg

Leu

Asp

Gln
115

34
122
PRT
Homo

34

Gln Val Gln

1

Ser

Ser

Gly

Gln

65

Met

Val

Met

Gly

50

Gly

Glu

Lys

His

35

Phe

Arg

Leu

Sapiens

Leu Val Gln

Val Ser Cys
20

Trp Val Arg

Asp Pro Glu

Val Thr Met
70

Ser Ser Leu
85

Tyr Gly Asp
100

Gly Thr Thr

Sapiens

Leu Val Gln

Val Ser Cys
20

Trp Val Arg

Asp Pro Glu

Val Thr Met
70

Ser Ser Leu
85

Ser

Lys

Gln

Asp

55

Thr

Arg

Tyr

Val

Ser

Lys

Gln

Asp

55

Thr

Arg

Gly

Val

Ala

40

Gly

Glu

Ser

Tyr

Thr
120

Gly

Val

Ala

40

Gly

Glu

Ser

Ala

Ser

25

Pro

Glu

Asp

Glu

Tyr

105

Val

Ala

Ser

25

Pro

Glu

Asp

Glu

-14-

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Tyr

Ser

Glu

10

Gly

Gly

Thr

Thr

Asp
90

Val

Tyr

Lys

Ile

Ser

75

Thr

Tyr

Ser

Val

Tyr

Lys

Ile

Ser

75

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Tyr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Lys

Leu

Leu

45

Ala

Asp

Val

Gly

Lys

Leu

Leu

45

Ala

Asp

Val

Pro

Thr

30

Glu

Gln

Thr

Tyr

Met
110

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly

15

Glu

Trp

Lys

Ala

Tyr

95

Asp

Gly

15

Glu

Trp

Lys

Ala

Tyr
95

Ala

Leu

Met

Phe

Tyr

80

Cys

Val

Ala

Leu

Met

Phe

Tyr

80

Cys
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Ala Thr Asp

Gly Gln Gly

<210>
<211>
<212>
<213>

<400>

115

35
123
PRT
Homo

35

Gln Val Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

Trp

Leu

Met

Val

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Ser

Gly

Val

Val

Arg

His
35

Ile

Arg

Met

Asp

Gln
115

36
121
PRT
Homo
36

Gln

Lys

-15-

Tyr Gly Asp Tyr Tyr Tyr Tyr Tyr Gly Met Asp Val Trp

100

105

Thr Thr Val Thr Val Ser Ser

Sapiens

Leu Val Glu

Leu Ser Cys

20

Trp Val Arg

Trp Tyr Asp

Phe Thr Ile

70

Asn Ser Leu
85

Tyr Gly Asp
100

Gly Thr Thr

Sapiens

Leu Val Gln

Val Ser Cys

Trp Val Arg

Asp Pro Glu

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Val

Ser

Lys

Gln

Asp

120

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

Thr
120

Gly

Val

Ala

40

Gly

Gly

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

Val

Ala

Ser

Pro

Glu

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ser

Glu

Gly

Gly

Thr

Val

Phe

Lys

Tyr

Ser

75

Thr

Tyr

Ser

Val

Tyr

Lys

Ile

Val

Thr

Gly

Tyr

60

Lys

Ala

Tyr

Lys

Thr

Gly

Tyr
60

Gln

Phe

Leu

45

Ala

Asn

Val

Gly

Lys

Leu

Leu

Ala

110

Pro

Ser

30

Glu

Asp

Thr

Tyr

Met
110

Pro

Thr

30

Glu

Gln

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Asp

Gly

Glu

Trp

Lys

Arg

Tyr

Val

Val

Tyr

80

Cys

Val

Ala

Leu

Met

Phe
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Gln

65

Met

Ala

Gln

Gly

Glu

Thr

Gly

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

65

Leu

Ala

Val

Val

Leu

Met

Val

50

Gly

Gln

Arg

Thr

<210>
<211>
<212>
<213>

<400>

Arg

Leu

Leu

Thr
115

37
117
PRT
Homo
37

Gln

Arg

His
35

Ile

Arg

Met

Tyr

Val
115

38
117
PRT
Homo

38

Gln Val Gln

1

Thr Leu Ser

Gly Tyr Tyr

Val Thr

Ser Ser

85

Arg Phe
100

Thr Vval

Sapiens

Leu Val

Leu Ser

Trp Val

Trp Tyr

Phe Thr

Asn Ser

Ser Ser

100

Ser Ser

Sapiens

Met

70

Leu

Leu

Thr

Glu

Cys

Arg

Asp

Ile

70

Leu

Ser

Thr

Arg

Glu

Val

Ser

Ala

Gln

Gly

Ser

Arg

Ala

Glu

Ser

Trp

Ser
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Phe

Leu Gln Glu Ser Gly

5

Leu Thr Cys Thr Val

20

Asp

Glu

Leu

105

Ser

Gly

Ser

Pro

Asn

Asp

Glu

Asp
105

Pro

Ser
25

Trp Ser Trp Ile Arg Gln

-16-
Thr Ser Thr Asp
75

Asp Thr Ala Val
90

Leu Gly Met Asp

Gly Val val Gln

Gly Phe Thr Phe

Gly Lys Gly Leu

Lys Tyr Tyr Ala

60

Asn Ser Lys Asn

Asp Thr Ala Val

Ile Trp Gly Gln

Gly Leu Val Lys
10

Gly Gly Ser Ile

His Pro Gly Lys

Thr

Tyr

Val
110

Pro

Ser

Glu

Asp

Thr

Tyr

Gly
110

Pro

Ser

Gly

Ala Tyr
80

Tyr Cys
95

Trp Gly

Gly Arg

Ser Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr Cys
95

Thr Met

Ser Gln
15

Ser Gly

Leu Glu
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Trp

Leu

Ser

Cys

Val

Ile

50

Lys

Leu

Ala

Thr

<210>
<211>
<212>
<213>

<400>

Gln

Ser

Gly

Ala

Lys

65

Leu

Ala

Thr

Val

Leu

Met

Val

50

Gly

Gln

Arg

Thr

<210>
<211>
<212>
<213>

<400>

35

Gly

Ser

Lys

Arg

Val
115

39
119
PRT
Homo
39

Gln

Arg

His
35

Ile

Arg

Met

Ser

Val
115

40
107
PRT
Homo

40

Asp Ile Gln

1

Tyr Ile

Arg Val

Leu Ser

Tyr Ser

100

Ser Ser

Sapiens

Leu Val

Leu Ser

20

Trp Val

Trp Tyr

Phe Thr

Asn Ser

85

Ser Ser
100

Thr Val

Sapiens

Tyr

Thr

70

Ser

Ser

Glu

Cys

Arg

Asp

Ile

70

Leu

Trp

Ser

Tyr

55

Ile

Val

Ala

Ser

Ala

Gln

Gly

Ser

Arg

Tyr

Ser

40

Ser

Ser

Thr

Phe

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

Gly

Val

Ala

Asp
105

Gly

Ser

25

Pro

Asn

Asp

Glu

Gly
105

-17-

Ser

Asp

Ala

90

Ile

Gly

10

Gly

Gly

Lys

Asn

Asp

Met

Thr

Thr

75

Asp

Trp

Val

Phe

Lys

Tyr

Ser

75

Thr

Asp

Tyr

60

Ser

Thr

Gly

Val

Thr

Gly

Tyr

60

Lys

Ala

Val

45

Tyr

Lys

Ala

Gln

Gln

Phe

Leu

45

Ala

Asn

Val

Trp

Asn

Asn

Val

Gly
110

Pro

Ser

Glu

Asp

Thr

Tyr

Gly
110

Pro

Gln

Tyr

95

Thr

Gly

15

Ser

Trp

Ser

Leu

Tyr

95

Gln

Ser

Phe

80

Tyr

Met

Arg

Tyr

Val

Val

Tyr

80

Cys

Gly

Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

5

10

15
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Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

Ala

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<400>

Asp

Glu

Asn

Pro

Asp

65

Ser

Leu

Ile

Pro

Gly

Gln

50

Arg

Arg

Gln

<210>
<211>
<212>
<213>

<400>

Val

Trp

Ala

Ser

Val

Gly

41
112
PRT
Homo
41

Val

Ala

Tyr

35

Leu

Phe

Val

Thr

42
107
PRT
Homo

42

Glu Ile Vval

1

Thr

20

Tyr

Ser

Gly

Ala

Pro
100

Ile

Gln

Thr

Thr

Thr

85

Gly

Sapiens

Met

Ser

20

Asn

Leu

Ser

Glu

Pro
100

Thr

Ile

Tyr

Ile

Gly

Ala

85

Ile

Sapiens

Thr

Gln

Leu

Asp

70

Tyr

Thr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Cys

Lys

Gln

55

Phe

Tyr

Lys

Ser

Cys

Asp

Leu

55

Gly

Asp

Phe

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

Arg

Trp

40

Gly

Ser

Val

Gly

Ala

25

Gly

Gly

Leu

Gln

Asp
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

-18-

Ser

Lys

Val

Thr

Lys

90

Ile

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Gln

Val

Pro

Ile

75

Tyr

Lys

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Gly

Pro

Ser

Ser

Asn

Pro

Ser

Lys

Ala

60

Phe

Tyr

Arg

Ile

Lys

45

Arg

Ser

Ser

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Ser

Leu

Phe

Leu

Ala

Thr

Leu

30

Gly

Gly

Leu

Met

Glu
110

Asn

Leu

Ser

Gln

Pro
95

Pro

15

His

Gln

Val

Lys

Gln

95

Ile

Tyr

Ile

Gly

Pro

Phe

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly

5

10

15
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Glu

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

Gly

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<400>

Ala

Trp
35

Ala

Ser

Phe

Gly

43
107
PRT
Homo

43

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Ala

Ala

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<400>

Val

Trp
35

Ala

Ser

Phe

Gly

44
111
PRT
Homo

44

Gln Ser Val

1

Thr Leu

20

Tyr Gln

Ser Thr

Gly Thr

Ala Val

85

Gly Gly
100

Sapiens

Met Thr

Thr Ile

20

Tyr Gln

Ser Ser

Gly Thr

Ala Thr

85

Gln Gly
100

Sapiens

Ser

Gln

Arg

Glu

70

Tyr

Thr

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Arg

Pro

40

Thr

Thr

Cys

Val

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Ala

25

Gly

Gly

Leu

Gln

Glu
105

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

-19-

Ser

Gln

Ile

Thr

Gln

90

Ile

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Gln

Ala

Pro

Ile

75

Tyr

Lys

Val

Gln

Ala

Pro

Ile

75

Ala

Lys

Ser

Pro

Ala

60

Ser

Asn

Ser

Gly

Pro

Ser

60

Ser

Asn

Val

Arg

45

Arg

Ser

Asn

Ala

Ile

Lys

45

Arg

Ser

Ser

Ser

30

Leu

Phe

Leu

Trp

Ser

Ser

30

Leu

Phe

Leu

Phe

Ser

Leu

Ser

Gln

Pro
95

Val

15

Ser

Leu

Ser

Gln

Pro
95

Asn

Ile

Gly

Ser

80

Leu

Gly

Trp

Ile

Gly

Pro

80

Trp

Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln

5

10

15
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Arg

Tyr

Leu

Ser

65

Gln

Leu

Val

Asp

Ile

50

Gly

Ala

Ser

<210>
<211>
<212>
<213>

<400>

Ser

Thr

Cys

Gln

Asn

65

Asp

Val

Tyr

Ala

Trp

Asp

Ser

Glu

Phe

<210>
<211>
<212>
<213>

<400>

Thr

Val
35

Tyr

Ser

Glu

Gly

45
107
PRT
Homo
45

Glu

Ser

Tyr

35

Ser

Gly

Ala

Gly

46
108
PRT
Homo

46

Ser Tyr Glu

1

Thr Ala Arg

Ile Ser

20

His Trp

Gly Asn

Lys Ser

Asp Glu

85

Val Val
100

Sapiens

Leu Thr

Ile Thr

20

Gln Gln

Lys Arg

Asn Thr

Asp Tyr

85

Gly Gly
100

Sapiens

Cys

Tyr

Ser

Gly

70

Ala

Phe

Gln

Cys

Lys

Pro

Ala

70

Tyr

Thr

Thr Gly

Gln Gln

40

Asn Arg

55

Thr Ser

Asp Tyr

Gly Gly

Pro Pro

Ser Gly

Pro Gly

Ser Gly

Thr Leu

Cys Gln

Lys Leu

Ser

25

Leu

Pro

Ala

Tyr

Gly
105

Ser

Asp

Gln

Ile

Thr

Ala

Thr
105

-20-

Ser

Pro

Ser

Ser

Cys

90

Thr

Val

10

Lys

Ser

Pro

Ile

Trp

Val

Ser

Gly

Gly

Leu

75

Gln

Lys

Ser

Leu

Pro

Glu

Ser

Asp

Leu

Asn

Thr

Val

60

Ala

Ser

Leu

Val

Gly

Val

Arg

Gly

Ser

Ile

Ala

45

Pro

Ile

Tyr

Thr

Ser

Asp

Leu

Phe

Thr

Ser

Gly

30

Pro

Asp

Thr

Asp

Val
110

Pro

Lys

30

Val

Ser

Gln

Thr

Ala

Lys

Arg

Gly

Ser

95

Leu

Gly

Tyr

Ile

Gly

Ala

Ala
95

Gly

Leu

Phe

Leu

80

Ser

Gln

Ala

Tyr

Ser

Met

Val

Leu Thr Gln Pro Pro Ser Val Ser Val Ser Pro Gly Gln

5

10

15

Ile Thr Cys Ser Gly Asp Ala Leu Pro Lys Lys Tyr Ala
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Tyr

Glu

Ser

Asp

Val

Trp

Asp

Ser

Glu

Val

<210>
<211>
<212>
<213>

<400>

Tyr
35

Ser

Gly

Ala

Phe

47

PRT
Homo

47

Glu Leu Ser

1

<210>
<211>
<212>
<213>

<400>

48
17
PRT
Homo

48

Gly Phe Asp

1

Gly

<210>
<211>
<212>
<213>

<400>

49
18
PRT
Homo

49

20

Gln Gln

Lys Arg

Thr Met

Asp Tyr

85

Gly Gly
100

sapiens

Ile His

sapiens

Lys

Pro

Ala

70

Tyr

Gly

Ser

Ser

Thr

Cys

Thr

Gly

Gly

Leu

Tyr

Lys

25

Gln

Ile

Thr

Ser

Leu
105

21-

Ala

Pro

Ile

Thr

90

Thr

Pro

Glu

Ser

Asp

Val

Val

Arg

Gly

Ser

Leu

Leu

Phe

Ala

Ser

30

Val Ile

Ser Gly

Gln Val

Gly Asn

Tyr

Ser

Glu

His

Pro Glu Asp Gly Glu Ile Ile Phe Ala Gln Lys Phe Gln

5

sapiens

10

15

Glu Gly His Asp Ser Gly Asp Tyr Val Gly Tyr Tyr Tyr Tyr Gly Leu

1

Asp

Val

<210>
<211>
<212>
<213>

<400>

50

5
PRT
Homo

50

5

sapiens

10

15
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Glu Leu Ser Met His
1 5
<210> 51
<211> 17

<212> PRT
<213> Homo sapiens

<400> 51

Gly Phe Asp Pro Glu Asp Gly Glu Thr Ile Tyr Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 52

<211> 18

<212> PRT

<213> Homo sapiens

<400> 52

Glu Gly Asp Tyr Gly Asp Ser Glu Glu Tyr Tyr Tyr Tyr Tyr Gly Met
1 5 10 15

Asp Val

<210> 53

<211> 5

<212> PRT

<213> Homo sapiens

<400> 53

Glu Leu Ser Met His
1 5
<210> 54

<211> 17

<212> PRT
<213> Homo sapiens

<400> 54

Gly Phe Asp Pro Glu Asp Gly Glu Thr Ile Phe Ala Gln Lys Phe Gln
1 5 10 15

Gly

<210> 55

<211> 14

<212> PRT
<213> Homo sapiens

<400> 55

Gly Leu Arg Phe Leu Glu Trp Phe Leu Trp Gly Trp Asp Val
1 5 10
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<210> 56
<211> 11
<212> PRT
<213> Homo sapiens

<400> 56

Arg Ala Ser Gln Asp Ile Arg Asn Phe Leu Ala
1 5 10
<210> 57

<211> 7

<212> PRT

<213> Homo sapiens

<400> 57

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 58

<211> 9

<212> PRT

<213> Homo sapiens
<400> 58

Gln Ser His Asn Ser Val Pro Phe Thr
1 5

<210> 59

<211> 11

<212> PRT

<213> Homo sapiens

<400> 59

Arg Ala Ser Gln Gly Ile Ser Asn Tyr Leu Ala
1 5 10
<210> 60

<211> 7

<212> PRT
<213> Homo sapiens

<400> 60

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 61

<211> 9

<212> PRT

<213> Homo sapiens
<400> 61

Gln Lys Tyr Asn Arg Ala Pro Phe Thr
1 5

<210> 62
<211> 11
<212> PRT

<213> Homo sapiens
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<400> 62
Arg Ala Ser Gln Gly Ile Ser Asn Trp Leu Ala
1 5 10
<210> 63
<211> 7
<212> PRT

<213> Homo sapiens

<400> 63

Gly Ala Ser Ser Leu Gln Ser
1 5

<210> o4

<211> 9

<212> PRT
<213> Homo sapiens

<400> 64

Gln Gln Ala Asp Ser Phe Pro Pro Thr
1 5



