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SEQUENCE LISTING

<110> Life & Brain GmbH

<120> PERIPHERAL ZONE TUMOR CELLS, METHODS FOR THEIR PREPARATION AND
USE

<130> 456-4 PCT

<160> 26

<170> PatentIn version 3.5
<210> 1

<211> 865

<212> PRT

<213> homo sapiens

<400> 1

Met Ala Leu val Leu Gly Ser Leu Leu Leu Leu Gly Leu Cys Gly Asn
1

Ser Phe Ser ggy Gly Gln Pro Ser ggr Thr Asp Ala Pro g%s Ala Trp

Asn Tyr Glu Leu Pro Ala Thr Agn Tyr Glu Thr GIn Asp Ser His Lys
35 4 45

Ala Gly Pro Ile Gly Ile Leu Phe Glu Leu val His Ile Phe Leu Tyr
50 55 60

val val GIn Pro Arg Asp Phe Pro Glu Asp Thr Leu Arg Lys Phe Leu
65 70 75 80

GIn Lys Ala Tyr g;u Ser Lys Ile Asp g%r Asp Lys Pro Glu ggr val

Ile Leu Gly Leu Lys Ile val Tyr Tyr Glu Ala Gly Ile Ile Leu Cys
100 105 110

Cys val Leu Gly Leu Leu Phe Ile Ile Leu Met Pro Leu val Gly Tyr
115 120 125

Phe Phe Cys Met Cys Arg Cys Cys Asn Lys Cys Gly Gly Glu Met His
130 135 140

GIn Arg Gln Lys Glu Asn Gly Pro Phe Leu Arg Lys Cys Phe Ala Ile
145 150 155 160

Ser Leu Leu val Ile Cys Ile Ile Ile Ser Ile Gly Ile Phe Tyr Gly
165 170 175

Phe val Ala Asn His GIn val Arg Thr Arg Ile Lys Arg Ser Arg Lys
180 185 190
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Leu

Pro

Lys

225

Ile

Lys

Met

ser

Pro

305

Leu

Pro

Leu

Asp

val

385

Pro

Glu

Tyr

val

Ala

Glu

210

Ala

Leu

Ser

Asn

Ser

290

Leu

Ser

val

Asp

Arg

Leu

Ile

ser

Trp

Ile
450

Phe

Asp

Met

sSer

275

Leu

Cys

Leu

Asp

Gly

val

Asn

GlIn

Tyr

Trp

Phe

ser

Ile

Thr

Arg

Ala

260

Thr

Thr

Leu

Sser

Ala

340

Leu

GlIn

ser

Asp

Ile

420

Leu

Tyr

Asn

Lys

Asp

Leu

245

Thr

Leu

ser

val

Gln

325

Glu

val

Arg

Ile

Ile

405

His

Gly

Tyr

Phe

Tyr

Leu

230

Arg

Ala

Lys

val

His

310

Leu

Leu

GIn

GlIn

Arg

Gly

Leu
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Lys %88 Leu Arg Thr Leu Leu Asn Glu

Ile

215

Asn

Pro

Ile

Ser

295

Pro

Asn

Asp

Gln

Thr

375

Ser

Ser

Asn

Leu

Leu

Ser

Asn

Lys

Leu

280

Thr

Ser

ser

Asn

Asp

Ala

Leu

val

440

Leu

Ala

Ile

Ile

Glu

265

His

ser

Ser

Asn

val

345

Tyr

Thr

Ile

Phe

Pro

425

Ile

Leu

Gln

Asn

Ile

250

Thr

Gln

Leu

Glu

Pro

330

Asn

Gln

val

Asp

Ser

410

Thr

Cys

cys

Tyr

Ser

235

Pro

Lys

Gln

Arg

Thr

315

Glu

Asn

Ser

val

Asn

395

val

Leu

Ser

Gly

Page 2

AsSn

220

val

val

Glu

Ser

ser

300

Cys

Leu

val

Leu

Ala

380

val

Tyr

Glu

Leu

val
460

205

Thr

Leu

Leu

Ala

Thr

285

Ser

Asn

Arg

Leu

Asn

365

Gly

Thr

val

Glu

Leu

445

Cys

Thr

Gly

Asp

Leu

270

Gln

Leu

Ser

Gln

Asp

Ile

Gln

Asn

Tyr

430

Thr

Gly

Lys

Gly

Glu

Glu

Leu

Asn

Ile

Leu

335

Thr

Ile

Lys

Arg

Asn

415

Asp

Leu

Tyr

Thr

Asp

Gly

Ile

Asn

ser

Asp

320

Pro

Asp

Pro

Arg

Leu

400

Thr

ser

Ile

Asp



Arg

val

Leu

Lys

Asp

Asn

Ser

Leu

Lys

Asp

Glu

Thr

705

Asp

His

Phe

Met

Leu

Thr

530

Leu

Asp

Ser

Ile

Leu

610

Ile

Pro

Ala

Ala

GlIn

690

Gly

Phe

Ala

Leu

Ile

Ile

515

Pro

Phe

Cys

Phe

Ser

595

Gly

Asp

Ala

Asn

Gln

675

ser

Asn

Ala

Thr

Met

Ile

500

cys

Tyr

Asn

Lys

Asn

580

Ser

Ala

Arg

Gly

ser

660

Thr

Leu

Gly

GIn

Pro

val

485

val

Glu

Leu

Lys

Glu

Ala

Met

val

645

Leu

Ile

Ser

Leu

Asn
725

Thr

470

Gly

val

Pro

Leu

ser

550

Asn

ser

Leu

Gly

Asn

630

Asn

Pro

Lys

Thr

Leu

710

Phe
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Thr Arg Gly Cys val Ser Asn Thr Gly

val

Leu

Tyr

Asn

535

Lys

Arg

Glu

Glu

Tyr

Leu

Pro

Thr

Leu

695

Glu

Ile

Gly

Thr

Thr

520

Glu

Met

Gly

His

ser

600

Lys

Asp

Leu

Gly

Ile

680

Tyr

Arg

Thr

Leu

Phe

505

Ser

Asp

Lys

Thr

Leu

585

Leu

AsSn

ser

Ser

Asn

665

His

Gln

val

Asn

ser

490

val

Lys

Trp

Leu

Tyr

570

Asn

Lys

Leu

TYyr

Phe

650

Leu

GIn

ser

Thr

Asn
730

475

Phe

Phe

Glu

Glu

Thr

555

Gly

Ile

val

GIn

Leu

635

Ala

Arg

Gln

val

Arg

715

Thr

Page 3

Leu
Gly
Leu
Tyr
540
Phe
Thr
Asn

Asn

Tyr
Asn

Arg

Ser

Phe

Ala

Phe

525

TYyr

Glu

Leu

Glu

Leu

605

Phe

Gln

Asp

ser

val

685

Ile

Leu

Ser

Cys

Asn

510

Arg

Leu

GlIn

His

His

590

Asn

Ala

Thr

Leu

Leu

670

Leu

Leu

Ala

val

Trp

495

val

val

sSer

val

Leu

575

Thr

Ile

Ala

Gly

Glu

655

Lys

Pro

Gln

Ser

Ile
735

Glu
Leu
Gly
560
GIn
Gly
Phe
cys
Lys
Ala

Arg

Arg

Leu
720

Ile



Glu Glu

Leu

Tyr

Pro
770

Lys

ser Ile

785

Tyr

Ala Thr val

Lys Tyr Tyr

Thr Ile Pro

835

His val

850

Asp

His
865

<210>
<211>
<212>
<213>

<400> 2
ccaagttcta

2
3794
DNA
homo

gttgctgctg
tcctaaggcet
agctggaccc
gcgtgatttc
tgattatgac
gattattcta
tttcttttgt
ggaaaatggg
aataagcatt
aaggagtcgg
tccagagcaa

agatctgaac

Lys Lys

Trp Ile
Ala Thr

Ile Asp

Tyr

Glu

Ala

Pro
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Phe Ser

760

Leu
775

Asp

Leu Asn

790

Phe Leu

805

Arg

Lys

Tyr Gly

sapiens

cctcatgttt
gggctgtgcg
tggaattatg
attggcattc
ccagaagata
aagccagaaa
tgctgtgtcc
atgtgtcgtt
cccttcctga
ggcatcttct
aaactggcag
atcaaatata

agtatcaatt

Leu

Met

Asn

Ile

Pro Ala

ser

Asp

Glu
840

Met

His Asn

855

ggaggatctt
ggaactcctt
aattgcctgce
tctttgaact
ctttgagaaa
ctgtaatctt
tggggctgct
gctgtaacaa
ggaaatgctt
atggttttgt
atagcaattt
tattggccca

cagtgctagg

Ile Ser Glu

Thr Ala val

Leu

Phe

Ile
810

Leu

Asp val

Gly Asn

Pro val Met

gctagctatg
ttcaggaggg
aacaaattat
agtgcatatc
attcttacag
aggtctaaag
gtttattatt
atgtggtgga
tgcaatctcc
ggcaaatcac
caaggacttg
gtacaacact

aggcggaatt

Page 4

Gly Arg ;2; Ile Ile Gly Tyr Phe Glu

750

val Ala

Lys
765

Asp val Phe

Phe Gly Ile

Ala val Lys

Tyr Asp Asp

Asn Gly Tyr

Thr
860

Ser Pro

gccctcgtac
cagccttcat
gagacccaag
tttctctatg
aaggcatatg
attgtctact
ctgatgcctc
gaaatgcacc
ctgttggtga
caggtaagaa
cgaactctct
accaaggaca

cttgaccgac

His

ser Cys

Leu Cys

Gly Lys

800

Leu Ala

815

val Glu

Lys

Ser Gln

tcggctccect
ccacagatgc
actcccataa
tggtacagcc
aatccaaaat
atgaagcagg
tggtggggta
agcgacagaa
tttgtataat
cccggatcaa
tgaatgaaac
aggcgttcac

tgagacccaa

60
120
180
240
300
360
420
480
540
600
660
720
780



catcatccct
ggcgttggag
cagcagtctg
ggtgcatcca
caaccctgaa
tcttaggaca
tgacagagta
cattggttca
attctctgtt
agagtatgat
cgtgattttt
cccgaccacc
attaagtttc
tgcaaatgtg
ggatacaccc
taaatcaaaa
cacttacggc
tgagcatact
tctgttgggt
aatgaattat
atcatttgca
ctccctgaaa
agaacaatca
attgttggag
aaacaatact
atattttgaa
caaacctgtg
cgaccccttg
tctaattttt
cgatgatgtt
agatcatgta
gatgttgaaa
agtttctggg
ctcaggcggg

gttcttgatg
aacatgaaca
accagcgtga
tcaagtgaaa
ctgaggcagc
gatttggatg
caacgccaaa
gatatcgaca
tatgttaata
tcatactggt
tactacctgg
cgaggctgtg
ctcttttgct
gaaaaactga
tacttactaa
atgaagctca
actcttcacc
ggaagcataa
gcagcaggaa
gacagctact
tatgatctag
agagatgcac
ctgagcactc
agagtaacta
tcctctgtta
cattatctgc
gccaccgcetc
aatttgtttt
gcggtaaaac
gaaactatac
tatggtattc
ctgcttgagc
tctacaagga

caccaaggca
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agattaagtc
gcaccttgaa
aaactagcct
cctgcaacag
ttccacccgt
gcctggtcca
ccacgactgt
atgtaactca
acactgaaag
ggctgggtgg
gcttactgtg
tctccaacac
ggatattgat
tctgtgaacc
atgaagactg
cttttgaaca
tgcagaacag
gcagtgaatt
gaaaaaacct
tggctcagac
aagcaaaagc
aaactattaa
tataccaaag
ggattctagc
ttattgagga
agtggatcga
tagatactgc
ggtttggcat
tggctaagta
ccatgaaaaa
acaatcctgt
atcaggatac
ctttccaaat

acggcaccat

catggcaaca
gagcttgcac
gcggtcatct
catcagattg
ggatgcagaa
acagggctat
cgtagcaggt
gcgtcttect
ttacatccac
cctggtcatc
tggcgtgtgce
cggaggcgtc
gatcattgtg
ttacacgagc
ggaatactat
agtttacagt
cttcaatatc
ggaaagtctg
tcaggatttt
tggtaaatcc
aaacagtttg
aacaattcac
cgtcaagata
ttctctggat
aactaagaag
gttctctatc
tgttgatgtc
aggaaaagct
ctatcgtcga
tatggaaaat
tatgacaagc
tcaaagtgga
ccaggagcaa

tggtctctgg

Page 5

gcgatcaagg
caacaaagta
ctcaatgacc
tctctaagec
cttgacaacg
caatccctta
atcaaaaggg
attcaggata
agaaatttac
tgctctctgce
ggctatgaca
ttcctcatgg
gttcttacct
aaggaattat
ctctctggga
gactgcaaaa
agtgaacatc
aaggtaaatc
gctgcttgtg
cccgcaggag
cccccaggaa
cagcaacgag
cttcaacgca
tttgctcaga
tatgggagaa
agtgagaaag
tttctgtgta
actgtatttt
atggattcgg
ggtaataatg
ccatcacaac
aaggatcaca
cgccagtggce
gtagtgcttt

agaccaaaga
cacagcttag
ctctgtgctt
agctgaatag
ttaataacgt
atgatatacc
tcttgaattc
tactctcagc
ctacattgga
tgaccctcat
ggcatgccac
ttggagttgg
ttgtctttgg
tccgggtttt
agctatttaa
aaaatagagg
tcaacattaa
ttaatatctt
gaatagacag
tgaatctttt
atttgaggaa
tccttcectat
cagggaatgg
acttcatcac
caataatagg
tggcatcgtg
gctacattat
tacttccggce
aggacgtgta
gttatcataa
attgatagct
gatttttggt
aacgtagtga

aagaatgaac

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820



acaatcacgt
tatttttgtt
gtttgttccc
acatattgcc
gtgtacagta
ttataggact
aaataatcca
ttcatctatt
ccatcataga
gagagagaaa
acagtttaac
gagtatcatc
ttcttagatc
aaagcacaag
aagtgatcag
gatgtaggca
aaaaaggaac
<210> 3
<211> 335
<212> PRT
<213> homo
<400> 3
Met Gly His
1

Ala

val Pro

Asp Cys Arg

35

Ile val

50

Thr

ser Cys

Gly Leu

Leu Cys Asn

tatagtccat
ttttactttt
attggatgca
atgtgtggag
aacggtgtat
ttcttctaaa
ttttcactaa
atactttatc
gaaacctgcg
tgctgttcgt
agagttttct
agactagtat
tggtgtccag
gtaaatattc
caatgaagaa

ttccccccag

ttgg
sapiens
Le

Pro Pro
5

ser Gl

20

Trp

val Glu Gl

Arg Leu Tr

Thr Se

70

ITe Th

85

Lys

GIn
100

Gly As
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ggtccatcac
ttacactgag
tttctatcaa
tgtgctgaac
ataccttttg
tgagctaaat
aagtgtgtga
aaagattggc
taactccatc
tcaaaagtgg
gttgcattag
caagtgttct
catggatgaa
atttgcttca
ctggtcggac
gtcttttcat

tattcaagga
tttctattta
aactctatca
acacaccagt
ttaccacaga
aagtcaccat
aacctacagc
catgttccac
tgacaaattc
agttgtttta
gataaacatt
aaaatgaaat
acctttgagt
ggagtttcat
aaaatttaac

gtgcagattg

tgactccctc
gacactacaa
aatgtgatgg
ttacaggaaa
gttttttaaa
tgacttcttg
atattcttca
ttggaaatgg
aaaagagaga
acagatgcca
aattggagtg
atgagaagat
ttggtcccta
gttggatctg
gttgatgtaa

cagttctgat

ccttcctgtce
catatggggt
ctagattcta
gatgcatttt
caaatgagta
gtgctgttga
cgcagagatt
catgcaaaag
gagagatctt
attacggtgt
cagctaacat
cctgtcacaa
aatttgcatg
tcattatcaa
tggaattcca

tcatttgaat

u Leu

y Leu

u Cys

p Glu

55

r Glu

r ser

n Ser

Pro

Arg

Ala

40

Glu

Lys

Leu

Gly

Leu

Cys

Leu

Gly

Thr

Thr

Leu Leu

10

Met G1n

Gly GlIn

Glu Glu

Asn Arg

75

Glu val

90

Ala val

Page 6

Leu

Cys

Asp

Leu

60

Thr

val

Thr

Leu

Lys

Leu

45

Glu

Leu

cys

Tyr

His

Thr

30

Cys

Leu

ser

Gly

Ser
110

Thr

15

Asn

Arg

val

TYyr

Leu

95

Arg

Cys

Gly

Thr

Glu

Arg

80

Asp

Ser

2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3794



Arg

Arg

Leu

145

Lys

Gly

Cys

Leu

His

225

Met

ser

His

Thr

Asp

Asp

Ser

Asn

Pro

210

Gly

Asn

Tyr

Leu

Leu

<210>
<211>
<212>
<213>

<400>
cagggccgag ccagcccctt caccaccagc cggecgcegec

cggaggaggt tcgtacggga ggagggggag gcgcccacgc

Leu
115
Arg
val
Asp
Asn
Thr
195
GlIn
Ccys
G]n
Met
Gly
Ser

Ala

Met

4
1548
DNA

Glu

val

Arg

Gly

Thr

Asn

ser

cys

val

260

Asp

Gly

Pro

Thr

cys

GlIn

Thr

His

165

Phe

Lys

Gly

ser

Leu

245

Arg

Ala

Cys

G1In

Ala
325

homo sapiens

4

Ile

Ser

His

150

Leu

His

Cys

Arg

Glu

230

val

Gly

Phe

Asn

Pro

310

Arg
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Ser

Leu

135

Trp

Arg

Asn

Asn

Gln

215

Glu

Ala

Cys

Ser

His

295

Gly

Leu

C
120

Gln
Ile
Gly
Asn
Glu
200
cys
Thr
Thr
Ala
Met
280
Pro

Pro

Trp

cys

GIn

Cys

Asp

185

Gly

Tyr

Phe

Gly

Thr

265

Asn

Asp

Ala

Gly

Arg

Glu

Pro

ser

Leu

Thr

250

Ala

His

Leu

His

ser

Tyr

Phe

Ile

Cys

Ile

235

His

Ser

Ile

ASp

Leu

315

Thr

Page 7

Pro

140

Glu

Leu

His

Leu

Lys

Asp

Glu

Met

Asp

val

300

Ser

Leu

ccgggaaggg aagtttgtgg
atctggggct gactcgctct

Glu

Glu

Pro

Phe

Glu

205

Gly

Cys

Pro

Cys

val

285

GlIn

Leu

Leu

Glu

Gly

Gly

Leu

190

Leu

Asn

Arg

Lys

Gln

270

ser

Tyr

Thr

Trp

ys Gly Ser Ser Asp Mgg ser Cys
1

Gln

Arg

Cys

175

Lys

Glu

Ser

Gly

Asn

255

His

Cys

Arg

Ile

Thr
335

Glu

Cys

Pro

160

Pro

cys

Asn

Thr

Pro

240

Gln

Ala

Cys

ser

Thr
320

60
120



ttcgcaaaac
aaggagagaa
cgccgectget
ggtgcatgca
acctctgcag
agaaaagctg
agatcaccag
gccgggetgt
acatgagctg
gcctggatgt
gccacctccg
acgacacctt
tggagcttga
cccatggatg
gtctggtagc
caaccgcctce
atgtctcctg
gtggggctgc
ctgccagact
ctggctggat
gtgtgacctc
agctatctca
tgggagagct
tattcatatt
<210> 5
<211> 20
<212> DNA
<213>

<220>
<223>

<400> S
ccagctaagg

<210> 6
<211> 20
<212> DNA
<213>

<220>
<223>

gtctgggagg
gacgtgcagg
gccgetgetg
gtgtaagacc
gaccacgatc
tacccactca
ccttaccgag
cacctattcc
tgagaggggc
ggtgacccac
tggctgtggce
ccacttcctg
aaatctgccg
ctcctctgaa
caccggcact
aatgtgccaa
ctgtactaaa
tcctcagect
gtggggaggc
ccgggggacc
aggccagtgt
caaagttgtg
cttgttatta

atttatttta

acatttccca
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agtccctggg
gaccccgegce
ctgctgctcc
aacggggatt
gtgcgcttgt
gagaagacca
gttgtgtgtg
cgaagccgtt
cggcaccaga
tggatccagg
taccttcccg
aaatgctgca
cagaatggcc
gagactttcc
cacgaaccga
catgcccacc
agtggctgta
ggccctgecc
actctcctct
cctttgecect
gccgacctct
tgaagcagaa
ttaatattgt

tacttacata

Artificial Sequence

CD44 Forward Primer

Artificial Sequence

CD44 Reverse Primer

gccacaaaac
acaggagctg
acacctgcgt
gccgtgtgga
gggaagaagg
acaggaccct
ggttagactt
acctcgaatg
gcctgcagtg
aaggtgaaga
gctgcccggg
acaccaccaa
gccagtgtta
tcattgactg
aaaaccaaag
tgggtgacgc
accacccaga
atctcagcect
ggacctaaac
tccctecggcet
ctgggcctca
gagaaaagct
tgccgectgtt
aagattttgt

Page 8

tgcctceccttce
ccctecgegac
cccagectct
agagtgcgcc
agaagagctg
gagctatcgg
gtgcaaccag
catttcctgt
ccgcagecct
agggcgtcca
ctccaatggt
atgcaacgag
cagctgcaag
ccgaggceccc
ctatatggta
cttcagcatg
cctggatgtc
caccatcacc
ctgaaatccc
cccagcccta
gttttcccag
ggaggaaggc
gtgttgttgt

accagtgg

ctgaggccag
atgggtcacc
tggggcctgce
ctgggacagg
gagctggtgg
actggcttga
ggcaactctg
ggctcatcag
gaagaacagt
aaggatgacc
ttccacaaca
ggcccaatcc
gggaacagca
atgaatcaat
agaggctgtg
aaccacattg
cagtaccgca
ctgctaatga
cctctctgec
cagacttgct
ctatgaaaac
cgtgggccaa

tattaattaa

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1548

20
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<400> 6

actagtacac cccaaccccc 20
<210> 7

<211> 26

<212> DNA

<213> Artificial Sequence

<220> )

<223> L1caM Forward Primer

<400> 7

gactacgaga tccacttgtt taagga 26
<210> 8

<211> 20

<212> DNA

<213> Artificial Sequence

<220> )

<223> L1CAM Reverse Primer

<400> 8

ctcacaaagc cgatgaacca 20
<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Nestin Forward Primer

<400> 9

gccctgacca ctccagttta 20
<210> 10

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Nestin Reverse Primer

<400> 10

ggagtcctgg atttccttcc 20
<210> 11

<211> 20

<212> DNA

<213> Artificial Sequence

<220> .

<223> PDGFR-A Forward Primer

<400> 11

tctatgatcg tccagcctca 20
<210> 12

<211> 20

<212> DNA
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<213>

<220>
<223>

<400>

456-4 PCT Nachanmeldung_ST25.txt

Artificial Sequence

PDGFR-A Reverse Primer
12

ttcctcggge aacttgatag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

18

DNA

Artificial Sequence

PDGFR-B Forward Primer
13

catcgtggtg ccacactc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

20

DNA

Artificial Sequence

PDGFR-B Reverse Primer

14

ggatctcgta acgtggcttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

24

DNA

Artificial Sequence

sox-2 Forward Primer

15

gtatcaggag ttgtcaaggc agag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

25

DNA

Artificial Sequence

Sox-2 Reverse Primer
16

tcctagtctt aaagaggcag caaac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

20

DNA

Artificial Sequence

TGFB-2 Forward Primer

17

ttgacgtctc agcaatggag
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

456-4 PCT Nachanmeldung_ST25.txt

18

20

DNA

Artificial Sequence

TGFB-2 Reverse Primer
18

tcgccttctg ctcttgtttt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19
20
DNA
Artificial Sequence

TGFBR-1 Forward Primer
19

gcaaaggtcg atttggagaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20
20
DNA
Artificial Sequence

TGFBR-1 Reverse Primer
20

ctgacaccaa ccagagctga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

24

DNA _

Artificial Sequence

VEGF-A Forward Primer
21

ccctgatgag atcgagtaca tctt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

18

DNA

Artificial Sequence

VEGF-A Reverse Primer

22

accgcctcgg cttgtcac

<210>
<211>
<212>
<213>

<220>
<223>

23

20

DNA

Artificial Sequence

VEGFR-2 Forward Primer

Page 11
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456-4 PCT Nachanmeldung_sT25

<400> 23
cagcatcacc agtagccaga

<210> 24

<211> 20

<212> DNA

<213> Artificial Sequence

<220> i
<223> VEGFR-2 Reverse Primer

<400> 24
gtggatacac tttcgcgatg

<210> 25

<211> 18

<212> DNA

<213> Artificial Sequence
<220>

<223> 18s Forward Primer
<400> 25

ttcttggacc ggcgcaag

<210> 26

<211> 17

<212> DNA

<213> Artificial Sequence
<220>

<223> 18S Reverse Primer
<400> 26

gccgcatcgc cggtcgg
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20

20

18
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