<110> Novo
<120>

enco
<130> 1138
<160> 2
<170>
<210> 1
<211> 588
<212> DNA
<213>
<400> 1
cccggagecyg
tacttctact
ggcagctaca
accggcggge
ctggcgetcet
ggcacctacc
gacatctacg
cagttctgga
ttcgacgect
accgagggct
<210> 2
<211> 196
<212> PRT
<213>
<400> 2

Pro Gly Ala
1

Tyr Asp Asn

Val Ser Met
35

Asn Thr Gly
50

yzymes A/S

ding same

6.204-WO

cacacgcgga
cgttctggac
gcacctcgtg
gccggaccgt
acggctggac
ggcccaccgg
agacctggcg
gcgtgcggea
gggcceeggge

accagagcag

Ala His Ala

5

Gly Tyr Phe

20

Thr Leu Ser

Asn Phe Val

SEQUENCE LISTING

PatentIn version 3.5

Thermopolyspora sp.

cacgaccatc
cgacgcgccc
gcggaacacc
cacctactcg
caggaacccg
cacctacaag
gtacaacgcg
gcagaagcgg
cggcctgaac

cggcagctcec

Thermopolyspora sp.

Asp Thr

Tyr Ser

Ser Gly

40

Ala
55

Gly

Thr

Phe

25

Gly

Lys

acctcgaacc
ggcacggtct
gggaacttcg
ggcagcttca
ctcgtcgagt
ggcaccgtca
ccctecateg
accggcggcea
ctcggcagec

aacatcacca

Ile
10

Thr
Trp Thr
Ser

Tyr

Gly Trp

agaccggcta
ccatgaccct
tcgcgggcaa
acccgtccgg
actacatcgt
ccaccgacgg
agggcaccag
ccatcaccgt

acgactacca

tcggegge

Ser Asn Gln

Ala Pro

30

Asp

Thr
45

Ser Ser

Ala Thr

60

Gly

Polypteptides having xylanase activity and polynucleotides

cgacaacggc
gtcgtcecgge
gggctgggcec
caacgcctac
cgacaactgg
cggtacgtac
gaccttccag
cggcaaccac

gatcctggeg

Thr Gly

15

Gly Thr

Trp Arg

Gly Arg

60

120

180

240

300

360

420

480

540

588



Arg

65

Leu

Val

Val

Asn

Val

145

Phe

Gln

Thr

Thr

Ala

Asp

Thr

Ala

130

Arg

Asp

Ile

Ile

Val

Leu

Asn

Thr

115

Pro

Gln

Ala

Leu

Gly
195

Thr

Tyr

Trp

100

Asp

Ser

Gln

Trp

Ala

180

Gly

Tyr

Gly

85

Gly

Gly

Ile

Lys

Ala

165

Thr

Ser

70

Trp

Thr

Gly

Glu

Arg

150

Arg

Glu

Gly

Thr

Tyr

Thr

Gly

135

Thr

Ala

Gly

Ser

Arg

Arg

Tyr

120

Thr

Gly

Gly

Tyr

Phe

Asn

Pro

105

Asp

Arg

Gly

Leu

Gln
185

Asn

Pro

90

Thr

Ile

Thr

Thr

Asn

170

Ser

Pro

75

Leu

Gly

Tyr

Phe

Ile

155

Leu

Ser

Ser

Val

Thr

Glu

Gln

140

Thr

Gly

Gly

Gly

Glu

Tyr

Thr

125

Gln

Val

Ser

Ser

Asn

Tyr

Lys

110

Trp

Phe

Gly

His

Ser
190

Ala

Tyr

95

Gly

Arg

Trp

Asn

Asp

175

Asn

Tyr

80

Ile

Thr

Tyr

Ser

His

160

Tyr

Ile



