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SEQUENCE LISTING

Goodpasture Antigen Binding Protein and its Detection

150-270

2009-07-20

61/082,741
2008-07-22

61/085,211
2008-07-31

<160> 33
<170>
<210> 1

<211> 2124
<212> DNA
<213> Homo

<400> 1
acggcggegyg

cgctccgetce
ctccccecca
ggactgggcg
cgagcctcca
acggagtctg
catgggtggc
gaagatgaaa
cctcacgatt
cgtgctcagg
gaatctggat
tctggagcaa
cgtgagaagt
ctacagaagt
aaagtggtag
catagtacca
ggtatagact
acactttctc
gataaggaaa

cttaagaaaa

sapiens

cggctgacgg
ggtgtcaggc
caccggagcg
cctccteegg
tgtcggataa
ggccgectgt
aggatcgttg
cagagtatgg
ttgatgaatg
atccagatca
atggatctga
gtggctactc
tggctgaaat
actttgatgc
aagatgatga
acggcaataa
ttaaagggga
attgtattga
ctgagaagaa

aatcccactt

PatentIn version 3.5

ctggaagggt
gcggcggcgg
ggcactcttc
cgcagctgag
tcagagctgg
ggagcgctgce
ggtagttttg
ctgcagagga
tcgatttgat
tagacagcaa
atccagcttg
tgcaacatcc
ggaaacattt
ctgtgctgat
agatgacttt
agaaaagtta
agcgataact
actaatggtt
aagaagaaca

tggaggacca

aggcttcctt
€gcggegggce
gcttcgecat
ggagcggggg
aactcgtcgg
ggggtcctca
aaaaataatg
tccatctgtc
attagtgtaa
tggatagatg
cgtcgacatg
acctcttcat
agagacatct
gctgtctcta
cctacaacgc
tttccacatg
tttaaagcaa
aaacgtgagg
gaggaagcat

gattatgaag

page 1

caccgctcgt
ggacttcgtc
ccecccgaccce
ccggtctect
gctcggagga
gtaagtggac
ctctgagtta
ttagcaaggc
atgatagtgt
ccattgaaca
gctcaatggt
tcaagaaagg
tatgtagaca
aggatgaact
gttctgatgg
tgacaccaaa
ctactgctgg
acagctggca
ataaaaatgc

aaggccctaa

cctceccttect
cctecctectg
ttcaccccga
gctcggttgt
ggatccagag
aaactacatt
ctacaaatct
tgtcatcaca
ttggtatctt
gcacaagact
gtccctggtg
ccacagttta
agttgacacg
tcaaagggat
tgacttcttg
aggaattaat
aatccttgca
gaagagactg
aatgacagaa

cagtctgatt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200



aatgaagaag
gaacagtcac
gccttttctt
atgtcttcca
gaagagatgg
tggcagttgg
gggattgttc
gtctgcaatt
tttcatgtgg
gtgtggcctg
ttgactgaaa
gctcctctaa
ttggtaagcc
acatatgtag
gcaaagcgag
gcaggaaagc
<210>
<211>
<212>
<213>
<400> 2

Ihr Ala Ala

2
707
PRT
Homo

val Leu Leu

Thr
35

Gly Arg

Phe Ala

50

Leu

Ser Ser

65

Gly

Arg Ala Sser

Glu Asp Pro

agttctttga
agagtgaaaa
ctgtggggac
ttgatctagt
tgcagaacca
ttgtagaaga
tggatccttt
atttctggaa
tggaaacatt
cttctcageg
atgaccctga
acaaccgatg
caccagaggg
ctaatgtgaa
agtatcctaa

ctattttgtt

sapiens

Ala
5

Ala AS

Pro Se

20

Arg

Ser Ser Le

Ser Pro Se

Gl
70

Ala Ala

Met Ser As

85

Glu Thr G1

100

150-270_SequenceListing.txt

tgctgttgaa
ggtgagatta
acatagattt
cagtgcctct
catgacttac
aggagaaatg
aaaagctacc
tgttgacgtt
agctgataat
agacgtatta
aacttggata
tgtccgtgec
aaaccaggaa
ccctggagga
atttctaaaa

ctag

p Gly Trp

r Ala Arg

Leu
40

u Leu

r Pro
55

Asp
u Gly Ala
Gln

p Asn

u Ser Gly

gctgctcttg
cattggccta
gtccaaaagc
gatgatgttc
tcattacagg
aaggtataca
catgcagtta
cgcaatgact
gcaatcatca
tatctttctg
gtttgtaatt
aaaataaatg
attagcaggg
tgggcaccag

cgttttactt

Gly
10

Lys Arg

Cys Gln Ala

Leu Pro Pro

Pro Ser Pro

Ala Gly

Gly
75

ser Trp Asn

90

Pro Pro val

105

page 2

acagacaaga
catccttgec
cctatagtcg
acagattcag
atgtaggcgg
gaagagaagt
aaggcgtcac
gggaaacaac
tttatcaaac
tcattcgaaa
tttctgtgga
ttgctatgat
acaacattct
cctcagtgtt

cttacgtcca

Leu Pro Ser

Arg Arg Arg

30

Thr Pro Glu

45

Arg Gly Leu

60

Leu Leu Leu

Ser Ser Gly

Glu Arg Cys

110

taaaatagaa
ctctggagat
ctcttcctcc
ctcccaggtt
agatgccaat
agaagaaaat
aggacatgaa
tatagaaaac
acacaagagg
gataccagcc
tcatgacagt
ttgtcaaacc
atgcaagatt
aagggcagtg

agaaaaaact

Pro Leu

15

Arg Gly

Arg Ala

Gly Ala

Gly Cys

80

Ser Glu

95

Gly val

1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2124



Leu

val

Glu

145

Pro

val

Asp

ser

Gly

Arg

GlIn

ser

Asp

Gly

Gly

Glu

Arg

ser

Leu

130

TYyr

His

Trp

Ala

Leu

210

Tyr

Glu

val

Lys

Phe

290

Asn

Ile

Ile

Asp

Thr
370

Lys

Lys

Gly

ASp

Tyr

Ile

195

Arg

ser

Lys

Asp

ASp

275

Pro

Lys

Asp

Leu

ser

355

Glu

Trp

Asn

Cys

Phe

Leu

180

Glu

Arg

Ala

Leu

Thr

260

Glu

Thr

Glu

Phe

Ala

340

Trp

Glu

Thr

Asn

Arg

Arg

Gln

His

Thr

Ala

245

Leu

Leu

Thr

Lys

GlIn

Ala

Asn

Ala

Ala

His

Gly

ser

230

Glu

GIn

GIn

Arg

Leu

310

Gly

Leu

Lys

TYyr

150-270_sSequenceListing. txt
Tyr Ile His Gly Trp Gln Asp Arg
120 125

Leu

135

ser

Cys

Gln

Lys

Ser

215

Thr

Met

Lys

Arg

ser

295

Phe

Glu

Ser

Arg

375

sSer

Ile

Arg

Asp

Thr

200

Met

Ser

Glu

Tyr

280

Asp

Pro

Ala

His

Leu

360

Asn

Tyr

Cys

Phe

Pro

185

Glu

val

Ser

Thr

Phe

265

Lys

Gly

His

Ile

Cys

345

Asp

Ala

Tyr

Leu

Asp

ser

Ser

Phe

Phe

250

Asp

val

Asp

val

Thr

330

Ile

Lys

Met

page 3

Lys

Ser

155

Ile

His

Gly

Leu

Lys

235

Arg

Ala

val

Phe

Thr

315

Phe

Glu

Glu

Thr

sSer

140

Lys

ser

Arg

Tyr

val

220

Lys

Asp

cys

Glu

Leu

300

Pro

Lys

Leu

Thr

Glu
380

Glu

Ala

val

Gln

Gly

Ile

Ala

Asp

His

Lys

Ala

Met

Glu

365

Leu

Asp

val

Asn

GIn

190

ser

Gly

His

Leu

270

Asp

Ser

Gly

Thr

val

350

Lys

Lys

Trp

Glu

Ile

Asp

Trp

Glu

Ala

ser

255

Ala

Glu

Thr

Ile

Thr

335

Lys

Lys

Lys

val

Thr

Thr

160

ser

Ile

Ser

ser

Leu

240

Arg

val

Asp

Asn

Asn

320

Ala

Arg

Arg

Lys



ser

385

Asn

Asp

Pro

Arg

Gly

Tyr

Ala

Phe

545

Phe

Thr

Ser

Trp

Asn

625

Leu

Glu

Lys

Thr

Phe

450

Leu

Glu

Asp

Arg

Thr

530

Trp

His

val

Ile

610

Arg

val

Phe

Glu

Ile

Ser

435

val

val

Met

Ala

Arg

515

His

Asn

val

Lys

Ile

595

val

cys

ser

Gly

Glu

Glu

420

Leu

GlIn

ser

val

Asn

500

Glu

Ala

val

val

Arg

Cys

val

Pro

Gly

Phe

405

Glu

Pro

Lys

Ala

Gln

485

Trp

val

val

Asp

Glu

565

val

Lys

Asn

Arg

Pro
645

Pro

390

Phe

GIn

ser

Pro

ser

470

Asn

Gln

Glu

Lys

val

550

Thr

Trp

Ile

Phe

Ala

630

Glu

150-270_SequenceListing. txt
Asp Tyr Glu Glu Gly Pro Asn Ser

Asp

Ser

Gly

Tyr

455

Asp

His

Leu

Glu

Gly

Arg

Leu

Pro

Pro

ser

615

Lys

Gly

Ala

Gln

Asp

Met

val

Asn

520

val

Asn

Ala

Ala

Ala

600

val

Ile

Asn

val

Ser

425

Ala

Arg

val

Thr

val

505

Gly

Thr

Asp

Asp

ser

585

Leu

AsSp

Asn

GlIn

Glu

410

Glu

Phe

ser

His

Tyr

490

Glu

Ile

Gly

Trp

Asn

570

Gln

Thr

His

val

Glu
650

page 4

395

Ala

Lys

Ser

Ser

Glu

val

His

Glu

555

Ala

Arg

Glu

AsSp

Ala

635

Ile

Ala

val

sSer

ser

460

Phe

Leu

Gly

Leu

Glu

540

Thr

Ile

Asp

Asn

ser

620

Met

ser

Leu

Arg

val

445

Met

Ser

Gln

Glu

Asp

val

Thr

Ile

val

Ile

Arg

Asp

Leu

430

Gly

Ser

Ser

Asp

Met

510

Pro

Cys

Ile

Ile

Leu

590

Pro

Pro

cys

Asp

Leu

Thr

ser

Gln

val

495

Lys

Leu

Asn

Glu

TYyr

Tyr

Glu

Leu

Gln

Asn
655

Ile

400

Trp

His

Ile

val

480

Gly

val

Lys

TYyr

Asn

560

GlIn

Leu

Thr

Asn

Thr

640

Ile



Leu Cys Lys Ile Thr Tyr val Ala Asn val Asn Pro G
660 665

150-270_SequenceListing. txt

y Gly Trp Ala
670

Pro Ala Ser val Leu Arg Ala val Ala Lys Arg Glu Tyr Pro Lys Phe
680 685

675

Leu Lys Arg Phe Thr Ser Tyr val GIn Glu Lys Thr Ala Gly Lys Pro
690 700

Ile Leu Phe
705

<210> 3

<211> 1875
<212> DNA
<213> Homo

<400> 3
atgtcggata

gggccgectg
caggatcgtt
acagagtatg
tttgatgaat
gatccagatc
tatggatctg
agtggctact
ttggctgaaa
tactttgatg
gaagatgatg
aacggcaata
tttaaagggg
cattgtattg
actgagaaga
aaatcccact
gagttctttg
cagagtgaaa
tctgtgggga
attgatctag
gtgcagaacc
gttgtagaag
ctggatcctt

sapiens

atcagagctg
tggagcgctg
gggtagtttt
gctgcagagg
gtcgatttga
atagacagca
aatccagctt
ctgcaacatc
tggaaacatt
cctgtgctga
aagatgactt
aagaaaagtt
aagcgataac
aactaatggt
aaagaagaac
ttggaggacc
atgctgttga
aggtgagatt
cacatagatt
tcagtgcctc
acatgactta
aaggagaaat

taaaagctac

695

gaactcgtcg
cggggtcctc
gaaaaataat
atccatctgt
tattagtgta
atggatagat
gcgtcgacat
cacctcttca
tagagacatc
tgctgtctct
tcctacaacg
atttccacat
ttttaaagca
taaacgtgag
agaggaagca
agattatgaa
agctgctctt
acattggcct
tgtccaaaag
tgatgatgtt
ctcattacag
gaaggtatac
ccatgcagtt

ggctcggagg
agtaagtgga
gctctgagtt
cttagcaagg
aatgatagtg
gccattgaac
ggctcaatgg
ttcaagaaag
ttatgtagac
aaggatgaac
cgttctgatg
gtgacaccaa
actactgctg
gacagctggc
tataaaaatg
gaaggcccta
gacagacaag
acatccttgce
ccctatagtc
cacagattca
gatgtaggcg
agaagagaag
aaaggcgtca

page 5

aggatccaga
caaactacat
actacaaatc
ctgtcatcac
tttggtatct
agcacaagac
tgtccctggt
gccacagttt
aagttgacac
ttcaaaggga
gtgacttctt
aaggaattaa
gaatccttgc
agaagagact
caatgacaga
acagtctgat
ataaaataga
cctctggaga
gctcttcctce
gctcccaggt
gagatgccaa
tagaagaaaa

caggacatga

gacggagtct
tcatgggtag
tgaagatgaa
acctcacgat
tcgtgctcag
tgaatctgga
gtctggagca
acgtgagaag
gctacagaag
taaagtggta
gcatagtacc
tggtatagac
aacactttct
ggataaggaa
acttaagaaa
taatgaagaa
agaacagtca
tgccttttct
catgtcttcc
tgaagagatg
ttggcagttg
tgggattgtt
agtctgcaat

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380



tatttctgga atgttgacgt
gtggaaacat tagctgataa
gcttctcagc gagacgtatt
aatgaccctg aaacttggat
aacaaccgat gtgtccgtgc
ccaccagagg gaaaccagga
gctaatgtga accctggagg
gagtatccta aatttctaaa
cctattttgt tctag
<210> 4
<211> 624
<212> PRT
<213> Homo
<400> 4

Met Ser Asp
1

sapiens

GIn
5

Asn

Thr Glu Ser

20

Glu Gly

Thr Asn Ile

35

Trp Tyr

Asn Ala Leu Ser

50

Asn

Cys Arg Gly Ser Ile

Phe Asp Glu Cys Arg

85

GIn
100

Leu Arg Ala ASp

His Thr

115

Glu GIn Lys

His Ser Met

130

Arg Gly

Ala Thr Ser Thr

145

Ser

Glu
165

Leu Ala Glu Met

Ser

Pro

His

Tyr

cys

Phe

Pro

Glu

val

ser

150

Thr

150-270_SequenceListing. txt

tcgcaatgac
tgcaatcatc
atatctttct
agtttgtaat
caaaataaat
aattagcagg
atgggcacca

acgttttact

Trp Asn

Pro val

Gly Trp

40

Tyr
55

Lys

Leu Ser

Asp Ile

AsSp His

ser

ser
135

Phe Lys

Phe Arg

tgggaaacaa
atttatcaaa
gtcattcgaa
ttttctgtgg
gttgctatga
gacaacattc
gcctcagtgt

tcttacgtcc

ser Gly

10

Ser

Glu
25

Arg Cys

Gln Asp Arg

Ser Glu Asp

val
75

Lys Ala

val
90

ser Asnh

GIn Gln

Tyr Gly Ser

val Ser Gly

His
155

Lys Gly

Ile Leu
170

Asp

page 6

ctatagaaaa
cacacaagag
agataccagc
atcatgacag
tttgtcaaac
tatgcaagat
taagggcagt

daagaaadaac

Ser Glu Glu

val Leu

30

Gly

val val

45

Trp

Glu Thr Glu

60

Ile Thr Pro

Asp Ser val

Trp Ile

ASp
110
Glu

sSer Ser

125

Ala
140

ser Gly

ser Leu Arg

Cys Arg Gln

ctttcatgtg
ggtgtggcct
cttgactgaa
tgctcctcta
cttggtaagc
tacatatgta
ggcaaagcga

tgcaggaaag

Asp Pro

15

ser Lys

Leu Lys

Tyr Gly

His Asp

80

Trp
95

Tyr
Ala Ile
Leu Arg
Tyr Ser
Glu Lys

val
175

Asp

1440
1500
1560
1620
1680
1740
1800
1860
1875



Thr

Glu

Thr

Glu

225

Phe

Ala

Trp

Glu

Glu

Leu

GlIn

Ser

385

val

Asn

Glu

Leu

Leu

Thr

210

Lys

Lys

Thr

GlIn

Ala

290

Phe

Glu

Pro

Lys

370

Ala

Gln

Trp

val

Gln
Gln
195
Arg
Leu
Gly
Leu
Lys
275
Tyr
Pro
Phe
Gln
Ser
355
Pro
ser
ASn

GlIn

Glu
435

Lys

Arg

ser

Phe

Glu

Ser

260

Arg

Lys

Asp

Asp

Ser

340

Gly

Tyr

ASp

His

Leu

420

Glu

Tyr

Asp

Asp

Pro

Ala

245

His

Leu

Asn

Tyr

Ala

325

GlIn

Asp

ser

Asp

Met

405

val

Asn

Phe

Lys

Gly

His

230

Ile

cys

Asp

Ala

Glu

310

val

Ser

Ala

Arg

val

390

Thr

val

Gly

150-270_SequenceListing.txt

Asp Ala Cys Ala Asp Ala val
185

val

Asp

val

Thr

Ile

Lys

Met

295

Glu

Glu

Glu

Phe

Ser

375

His

Tyr

Glu

Ile

val

200

Phe

Thr

Phe

Glu

Glu

280

Thr

Gly

Ala

Lys

ser

360

Ser

Arg

ser

Glu

val
440

Glu

Leu

Pro

Lys

Leu

265

Thr

Glu

Pro

Ala

val

345

Ser

Ser

Phe

Leu

AsSp

His

Lys

Ala

250

Met

Glu

Leu

Asn

Leu

330

Arg

val

Met

ser

Gln

410

Glu

Asp

ser

Gly

Thr

val

Lys

Lys

ser

315

Asp

Leu

Gly

ser

Ser

395

Asp

Met

Glu

Thr

220

Ile

Thr

Lys

Lys

300

Leu

Arg

His

Thr

ser

380

GlIn

val

Lys

Asp Pro Leu

page 7

Asn

Ala

Arg

Arg

285

Lys

Ile

GIn

Trp

His

365

Ile

val

Gly

val

sSer

190

Asp

Gly

Gly

Gly

Glu

270

Arg

ser

Asn

Asp

Pro

350

Arg

Asp

Glu

Gly

Tyr

430

Ala

Lys

Phe

Asn

Ile

Ile

255

Asp

Thr

His

Glu

LyS

335

Thr

Phe

Leu

Glu

Asp

Arg

Thr

Asp

Pro

Lys

ser

Glu

Phe

Glu

320

Ile

Ser

val

val

Met

400

Ala

Arg

His



Ala

val

465

val

Arg

Arg

cys

val

545

Pro

Ile

val

Phe

val

450

Asp

Glu

val

Lys

Asn

530

Arg

Pro

Thr

Leu

Thr
610

<210>
<211>
<212>
<213>

<400>

P
H

5

Lys

val

Thr

Trp

Ile

515

Phe

Ala

Glu

Tyr

RT
omo

Glu Glu Phe

1

<210>
<211>
<212>
<213>

<400>

P
H

6

RT
omo

Asp Asp val
1

Gly

Arg

Leu

Pro

500

Pro

ser

Lys

Gly

val

580

Ala

Tyr

val

AsSn

Ala

485

Ala

Ala

val

Ile

Asn

565

Ala

val

val

sapiens

Phe

Asp
5

sapiens

His

Arg
5

Thr

Asp

ser

Leu

Asp

Asn

550

GlIn

Asn

Ala

Gln

Ala

150-270_SequencelListing.txt

Gly His Glu val Cys

455

Trp

Asn

GIn

Thr

His

535

val

Glu

val

Lys

Glu
615

val

Glu

Ala

Arg

Glu

520

Asp

Ala

Ile

Asn

600

Lys

Glu

Thr

Ile

505

Asn

ser

Met

ser

Pro

585

Glu

Thr

Thr

Ile

490

val

Asp

Ala

Ile

TYyr

Ala

page 8

Ile

475

Ile

Leu

Pro

Pro

Ccys

555

Asp

Gly

Pro

Gly

Asn Tyr Phe

460

Glu

Tyr

Tyr

Glu

Leu

540

GlIn

Asn

Trp

Lys

Lys

Asn

Gln

Leu

Thr

525

Asn

Thr

Ile

Ala

Phe

605

Pro

Phe

Thr

ser

510

Trp

Asn

Leu

Leu

Pro

590

Leu

Ile

Trp

His

His

495

val

Ile

Arg

val

Cys

575

Ala

Lys

Leu

Asn

val

480

Lys

Ile

val

Cys

ser

560

Lys

Ser

Arg

Phe



150-270_sSequenceListing.txt

<210> 7

<211> 20

<212> PRT

<213> Homo sapiens
<400> 7

ésp Gly Trp Lys §1y Arg Leu Pro Ser Pro Leu val Leu Leu Pro Arg
15

Ser Ala Arg Cys
20

<210> 8

<211> 18

<212> PRT

<213> Homo sapiens

<400> 8

Leu Ile Asn Glu Glu Glu Phe Phe Asp Ala val Glu Ala Ala Leu Asp
1 5 10 15
Arg Gln

<210> 9

<211> 26

<212> PRT

<213> Homo sapiens

<400> 9

Pro Tyr Ser Arg Ser Ser Ser Met Ser Ser Ile Asp Leu val Ser Ala
1 5 10

Ser Asp Asp val His Arg Phe Ser Ser Gln

20 25
<210> 10
<211> 40
<212> PRT
<213> Homo sapiens
<400> 10
§1y Gly Pro Asp Tyr Glu Glu Gly Pro égn ser Leu Ile Asn Glu Glu
5

Glu Phe Phe ggp Ala val Glu Ala gga Leu Asp Arg GIn ggp Lys Ile

Glu Glu GIn Ser GIn Ser Glu Lys

40
<210> 11
<211> 19
<212> DNA

<213> Artificial Sequence
page 9



<220>
<223>

<400> 11
acagagtatg

<210> 12
<211> 19
<212> DNA
<213>

<220>
<223>

<400> 12
gtactttgat

<210> 13
<211> 19
<212> DNA
<213>

<220>
<223>

<400> 13
gccctatagt

<210> 14

<211> 411
<212> DNA
<213>

<400> 14
gcaggaagat

tctcttccct
tcgggtggea
tggaagggta
c€ggcggegge
gcactcttcg

gcagctgagg

<210> 15

<211> 130
<212> PRT
<213>

<400> 15

gctgcagag

gcctgtgct

cgctcttcc

Homo sapiens

ggcggcggta
tcttttecect
gcgcegggeg
ggcttccttc
gcggegggcyg

cttcgccatc

gagcgggggc

Homo sapiens

150-270_SequenceListing. txt

Artificial Sequence

Artificial Sequence

gcggaggtgt
tttccttecc
caacgcaggg
accgctcgtc
gacttcgtcc
ccccgaccct

cggtctcctg

gagtggacgc
tatttgaaat
gtcacggcga
ctccttectce
ctcctectgce
tcaccccgag

ctcggttgtc

Arg Arg Cys Glu Trp Thr Arg Asp Ser Ala Ala
1 5 10

Phe Phe Ser Leu Phe Leu Pro Tyr Leu Lys Leu
25

synthetic; pSi-GPBP-1 cDNA target sequence

gggactcagc
tggcatcgag
cggcggegge
gctccgetcg
tccecccccac
gactgggcgc

gagcctccat

synthetic; pSi-GPBP/GPBP_Delta_26-2 cDNA target sequence

synthetic; pSi-GPBP/GPBP_Delta_26-3 cDNA target sequence

ggccggattt
ggggctaagt
ggctgacggc
gtgtcaggcg
accggagcegg
ctcctceggce

9

Gly Phe Ser &eu Pro

Ala Ser Arg Gly Leu
30

page 10

19

19

19

60
120
180
240
300
360
411



Ser Ser

Ala Ala
50

Leu Pro
65

Thr ser
Ala ser
Gly Ala

ser Met
130

<210>
<211>
<212>
<213>

<400>
Arg Asp
1

Leu Leu
Ala Leu
Asp Ile

50
His Lys
65
Lys Ser
His Lys

GIn Glu

GIn Glu

Gly
35

Ala
Arg
Ser
Pro
Ala

115

16
265
PRT
Homo

16
Glu
Glu
GIn
35
Tyr
Glu
Arg
Glu
cys
115

Glu

Gly

Asp

Ser

Leu

ser

100

Glu

Ser

Gly

Ala

Leu

85

Pro

Gly

sapiens

val

Ala

20

Arg

Glu

Ser

Arg

TYyr

100

Glu

Lys

Ile
S
Gln
Asp
Lys
Tyr
Gln
85
Met

Arg

Glu

Ala

Trp

Arg

70

Leu

Asp

Ala

Gly

Tyr

Ala

Pro

Arg

70

Thr

Glu

Leu

GIn

150-270_SequencelListin

Gly Arg Asn Ala Gly val
40

Leu

Pro

Gly

Ile

Gly

Phe

Met

55

Arg

Ile

Lys

Lys

Glu

Gly

Gln

Pro

Ser

Ala
120

Leu

Phe

GIn

40

Asn

Ile

Leu

Ser

Lys

Lys

Arg

Ala

Pro

Pro

105

Gly

Lys

val

25

Ala

Glu

Leu

Glu

Leu

Glu

Leu
Arg
Thr
90

Arg

Leu

Ala
10

Thr
Lys
Leu
Gly
Leu
90

Glu

Ile

Pro
Arg
75

Pro

Gly

Leu

Glu

Pro

ser

AsSp

GlIn

75

Phe

Asp

ser

60

Arg

Glu

Leu

Leu

Lys

Lys

Thr

Glu

Ile

Gln

Lys Arg val

page

11

Thr
45

Pro
Arg

Arg

Gly

Met

Lys

Pro

45

val

Leu

Glu

Cys

Glu

125

Thr

Ext

Ala

Leu

Gly

Ala

Ala

110

Cys

Asp

val

30

Trp

val

val

Lys

Leu

110

Ile

Thr

Thr

val

Gly

Leu

95

ser

Arg

Leu

15

Leu

Gln

Glu

Ala

Arg

95

Leu

Lys

Leu

Ala

Leu

Arg

80

Phe

Ser

Ala

Ala

Glu

Glu

Lys

Glu

80

Lys

Glu

Ser

Lys



Glu

145

Gln

Glu

Glu

Glu

Met

225

Lys

Arg

130

Glu

Gln

Leu

Ala

Leu

210

Ala

Leu

ser

<210>
<211>
<212>
<213>

<400>

Met Arg Ser
1

Pro

His

Pro

Glu

65

Gly

Lys

Arg

Arg

Asp

Glu

Met

Leu

Arg

Thr

Lys

Ala

Leu

17
764
PRT
Homo

17

His

Gln

35

Pro

Leu

Leu

Asp

Thr

Leu

Thr

180

val

Thr

Leu

Ala

260

Lys

Thr

165

Asn

Gln

GIn

Thr

Leu

245

Lys

sapiens

Arg

Thr

20

Gln

Lys

ser

Gln

Leu
100

Gly

5

Lys

Asp

Ala

Arg

Ala

85

Ala

Leu
150
Ala
Ala
Glu
Thr
Asn
230

Ser

Ala

Ser

Gly

Lys

Glu

Asp

70

Arg

Leu

135

Lys Ser Phe Ala

Gln

Lys

Glu

Thr

215

Glu

Arg

Glu

Asp

His

Asp

Lys

ASp

Asp

Leu

Leu

Glu

Glu

200

Lys

Asp

GlIn

Glu

Thr

Ser

ser

40

Pro

Leu

Glu

Glu

Thr

Thr

185

Gln

Phe

Ser

Ile

Glu
265

Glu

Phe

25

Pro

His

Leu

val

Ala
105

Leu
170
His
Lys

His

Gln

250

Gly

10

Gln

Ser

Ser

Phe

Ile
90

Leu
155
Gln
Thr
Ala
Gln
Asn
235

Glu

ser

Gly

Glu

Gly

Leu

75

Gly

Met

Arg

Lys

Thr

Asp

Arg

Leu

Ala

Pro

Ser

Asn

60

Leu

Ile

Gln Tyr Gly

page

12

val

Gin

Leu

Arg

GlIn

Gln

Glu

Gln

LysS

Asp

45

Gly

Ser

Leu

Phe

150-270_SequenceListing. txt
140

val

Lys

Ala

190

Leu

Asp

Leu

Glu

Lys

Asn

30

val

His

Ile

Lys

val
110

Asp

Ile

175

Leu

Glu

Thr

Gln

Thr
255

Ile

GlIn

Leu

Ala

95

Thr

Glu

160

Ala

Lys

Ile

Gln

240

Asn

Phe

Lys

Leu

Ala

Glu

80

Glu

Pro



Lys

Thr

Lys

Leu

Glu

Ile

Gln

val

225

Met

Arg

Lys

Thr

Arg

Leu

Asp

Met

Lys

Pro

130

val

Leu

Glu

Cys

Glu

210

Thr

val

Gln

Leu

Gln

Glu

Ile

Ala
370

val

115

Trp

val

val

Lys

Leu

195

Ile

Thr

val

Lys

Ala

275

Leu

Asp

Leu

Glu

Leu

GlIn

Glu

Ala

Lys

Leu

Asp

Ile

260

Leu

Glu

Thr

Gln

Thr

340

Glu

val

Glu

Glu

Lys

Glu

165

Lys

Glu

Ser

Lys

Glu

245

GIn

Ala

Lys

Ile

Gln

325

Asn

Lys

Glu

Ala

Asp

His

150

Lys

His

GlIn

Gln

Glu

230

Gln

Glu

Glu

Glu

Met

310

Lys

Arg

Glu

150-270_SequenceListing.txt

Leu GIn Arg Asp Ala Phe Gln Ala
120

Ile

135

Lys

sSer

Lys

Glu

Glu

215

Glu

Gln

Leu

Ala

Leu

295

Ala

Leu

Ser

Ser

Leu
375

Tyr

Glu

Arg

Glu

Cys

200

Glu

Leu

Arg

Thr

Arg

GIn

Lys

Ala

Leu

Glu

Ser

Arg

Tyr

Glu

Lys

Thr

Leu

Thr

265

val

Thr

Leu

Ala

345

Gly

Lys

Lys

Tyr

GlIn

170

Met

Arg

Glu

Lys

Thr

250

Asn

Gln

GlIn

Thr

Leu

330

Lys

Glu

Arg

page

Pro

Glu

Leu

Gln

Leu

235

Ala

Ala

Glu

Thr

Asn

315

Ser

Ala

Tyr

val

Met

140

Arg

Ile

Lys

Lys

Glu

220

Lys

GIn

Lys

Glu

Thr

300

Glu

Arg

Glu

Gly

Leu
380

13

125

Asn

Ile

Leu

ser

Lys

Ser

Leu

Glu

Glu

285

Lys

Asp

Gln

Glu

Asn

365

Asp

Glu

Leu

Glu

Phe

Thr

Thr

270

Gln

Phe

Ser

Ile

Glu

350

Ala

Met

Lys

Leu

Gly

Leu

175

Glu

Ile

Lys

Ala

Leu

255

His

Lys

His

GlIn

Asp

335

Leu

Gly

Glu

ser

Asp

GlIn

160

Glu

Phe

Asp

Arg

Leu

240

Thr

Ala

Gin

Asn

320

Glu

GlIn

Ile

Gly



Lys

val

Ala

Glu

Leu

465

Lys

Thr

Lys

GlIn

Lys

Gln

Gln

Asp

Arg

Glu

Phe

Lys

Thr

val

Thr

Asn

530

Ala

Lys

Gly

Ser

Lys

Met

Glu

Leu

Lys

Asn

435

Glu

val

Glu

Met

Glu

515

Lys

Leu

Glu

Asn

Leu

595

ser

Glu

Lys

Glu

Glu

Leu

420

Lys

Arg

Arg

Phe

Phe

500

ASp

val

Lys

Arg

Asp

Glu

Gly

Leu

Ala

Leu

Arg

Ser

Ser

Met

Ile

Thr

485

val

Lys

Thr

ser

565

Leu

Ala

Lys

ser

Ile
645

Ile

390

Glu

Lys

Lys

Thr

Lys

Leu

Asp

Leu

Thr

Asp

Leu

Ile

ser

GlIn

630

Glu

150-270_sequenceListing. txt

Lys Met Glu Glu ggg Cys Arg Asp

Thr

Arg

GlIn

Thr

455

Glu

Lys

Glu

Gln

val

535

Thr

Leu

Ser

Glu

Thr

615

Glu

Asp

Leu

Ile

Glu

440

Lys

Leu

Glu

Arg

Ala

520

Thr

Asp

Lys

Arg

Lys

Thr

val

Asp

Gln

Met

425

Cys

GlIn

Glu

Asp

Glu

val

Asn

val

585

Asp

Ala

Glu

Leu

ser

410

Ala

Tyr

Leu

Ala

Leu

490

Thr

ser

Lys

Glu

570

Asn

Phe

Leu

Arg

Met
650

page

Lys

Leu

Ser

ser

Ile

475

Thr

Met

ser

Leu

Glu

555

Leu

Met

Leu

His

Leu

635

Lys

Asp

Glu

Leu

GlIn

460

Glu

Lys

Ser

Gln

Ile

540

Lys

Lys

Leu

Lys

Gln

620

Lys

Thr

14

Phe

LyS

Lys

445

Glu

sSer

Leu

Glu

Leu

525

Glu

Met

Ala

Lys

Asn

605

Glu

Leu

Glu

Lys

Leu

430

Cys

Leu

Arg

Lys

Lys

510

Gln

Glu

Tyr

Glu

Asn

590

Lys

Asn

Lys

Asp

Leu

Leu

415

Glu

Asn

Glu

Leu

Thr

495

Leu

val

Thr

ser

Glu

575

Arg

Leu

Asn

Leu

Glu
655

Asn

400

Glu

Asp

Leu

ser

Glu

480

Leu

Lys

Glu

Lys

val

560

Glu

Leu

Asn

Lys

Lys

Tyr



Glu Thr
Leu Ser

Leu Ala
690

Leu Gln
705

Ala Leu
Cys His
Thr Arg

<210>
<211>
<212>
<213>

<400>
Met Arg
1

Pro Arg
His Arg
Pro Cys

50

Glu Asp
65
Gly Glu

Lys Met

Lys Lys

Leu

Glu

Lys

Leu

Lys
755

18
1135
PRT
Homo

18

Ser

Gln

35

Pro

Leu

Leu

Asp

val
115

Glu

660

Glu

Lys

Glu

Glu

Gln

740

GlIn

Arg

Leu

Thr

Glu

Lys

725

Gly

Glu

sapiens

Arg

Thr

20

Gln

Lys

ser

Gln

Leu

100

Leu

Gly
S
Lys
Asp
Ala
Arg
Ala
85

Ala

Glu

Arg

Glu

Glu

Ala

710

Ile

Asp

Gln

ser

Gly

Lys

Glu

Asp

70

Arg

Leu

Ala

150-270_sequenceListing.txt

Tyr Ala Asn Glu Arg Asp Lys Ala
665 7

His

Thr

695

Lys

His

His

Arg

Asp

His

Asp

Asp

Leu

Leu

val

680

Ser

Ser

Glu

ser

Phe
760

Thr

ser

ser

40

Pro

Leu

Glu

GlIn
120

Lys

His

Gly

Tyr

val

745

Arg

Glu

Phe

25

Pro

His

Leu

val

Ala

105

Arg

Met

Glu

His

Met

730

Leu

Lys

Gly
10

Gln
Ser
ser
Phe
Ile
90

Gln

Glu

Gln

Leu

715

Ala

Gln

Arg

Ser

Gly

Glu

Gly

Leu

75

Gly

Tyr

Leu

ser

Thr

Lys

Asp

Ala

Pro

ser

Asn

60

Leu

Ile

Gly

Asp Ala Phe

page 15

Ala
685
Leu
Arg

Glu

Lys

GlIn

Lys

Asp

45

Gly

Ser

Leu

Phe

Gln
125

670

Lys

Phe

Glu

Asp

Thr
750

Lys

Asn

30

val

His

Ile

Lys

val

110

Ala

Gln

Tyr

Lys

val

Leu

735

Lys

Lys

Met

Ile

GIn

Leu

Ala

95

Thr

Lys

Phe

Lys

Arg

720

Ile

Ser

Phe

Lys

Leu

Ala

Glu

80

Glu

Pro

ser



Thr

Lys

Leu

Glu

Ile

Gln

val

225

Met

Arg

Lys

Thr

305

Arg

Leu

Asp

Met

385

Pro

130

val

Leu

Glu

Cys

Glu

210

Thr

val

Gln

Leu

Gln

Glu

Ile

Ala

370

Asp

Trp

val

val

Lys

Leu

195

Ile

Thr

val

Lys

Ala

275

Leu

Asp

Leu

Glu

Lys

Glu

Glu

GlIn

Glu

Ala

Lys

Leu

Asp

Ile

260

Glu

Thr

Gln

Thr

340

Glu

val

Glu

Glu

Lys

Glu

165

Lys

Glu

Ser

Lys

Glu

245

Gln

Ala

Lys

Ile

Gln

Asn

Lys

Glu

Leu

Asp

His

150

Lys

His

Gln

Gln

Glu

230

GIn

Glu

Glu

Glu

Met

310

Lys

Arg

Ile

Glu

Ile
390

150-270_SequenceListing.txt

135

Lys

Ser

Lys

Glu

Glu

215

Glu

GlIn

Leu

Ala

Leu

295

Ala

Leu

ser

Ser

Leu

375

Lys

Glu

Arg

Glu

Cys

200

Glu

Leu

Arg

Thr

Lys

Ala

Leu

LyS

Arg

Met

Ser

Arg

Tyr

185

Glu

Lys

Thr

Leu

Thr

265

val

Thr

Leu

Ala

Lys

Glu

Tyr

Gln

170

Met

Arg

Glu

Lys

Thr

250

Asn

GlIn

GIn

Thr

Leu

330

Lys

Glu

Arg

Glu

page

Arg

155

Thr

Glu

Leu

Gln

Leu

235

Ala

Ala

Glu

Thr

Asn

315

ser

Ala

Tyr

val

GIn
395

Arg

Ile

Lys

Lys

Glu

220

Lys

Gln

Lys

Glu

Thr

300

Glu

Arg

Glu

Gly

Leu

380

Cys

16

Ile

Leu

ser

Lys

ser

Leu

Glu

Glu

285

Lys

Asp

Gln

Glu

Asn

365

Asp

Arg

Ile Tyr Glu Lys Pro Met Asn Glu
140

Leu

Glu

Leu

Glu

Phe

Thr

Thr

270

Gin

Phe

ser

Ile

Glu

350

Ala

Met

Asp

Leu

Gly

Leu

175

Glu

Ile

Lys

Ala

Leu

255

His

Lys

His

GlIn

ASsp

335

Leu

Gly

Glu

Leu

Asp

GlIn

160

Glu

Phe

ASp

Arg

Leu

240

GIn

Thr

Gln

Asn

320

Glu

Gln

Ile

Gly

Asn
400



Lys

val

Ala

Glu

Leu

465

Lys

Thr

Lys

Gln

545

Thr

Lys

Gln

GlIn

Asp

Glu

Arg

Glu

Phe

Lys

Lys

Thr

val

Thr

Asn

530

Ala

Lys

Gly

ser

Asp

Lys

Met

Thr

Leu

Lys

Asn

435

Glu

val

Glu

Met

Glu

515

Lys

Leu

Glu

Asn

Leu

595

Ser

Glu

Lys

Leu

Glu

Leu

420

Lys

Arg

Arg

Phe

Phe

500

Asp

val

Lys

Arg

Asp

580

Glu

Gly

Leu

Ala

Glu
660

Ser
Met
Ile
Thr
485
val
Lys
Thr
Ser
565
Feu
Ala
Lys
Ser
Ile

645

Arg

Glu

Lys

Lys

Thr

Lys

Leu

ASp

Leu

Thr

Asp

Leu

Ile

Ser

Gln

630

Glu

Arg

150-270_sequenceListing.txt

Thr Leu GIn Ser Lys Asp Phe Lys
410

Arg

Gln

Thr

455

Glu

Lys

Glu

GlIn

val

535

Thr

Leu

ser

Glu

Thr

615

Glu

Asp

Tyr

Ile

Glu

440

Lys

Leu

Glu

Arg

Ala

520

Thr

Asp

Lys

Arg

Lys

Thr

val

Asp

Ala

Met

425

Cys

Gln

Glu

Asp

Glu

val

Asn

val

585

Asp

Ala

Glu

Leu

Asn
665

Ala

Tyr

Leu

Ala

Leu

490

Thr

Ser

Lys

Glu

Lys

Asn

Phe

Leu

Arg

Met
650

Leu

ser

ser

Ile

475

Thr

Met

Ser

Leu

Glu

555

Leu

Met

Leu

His

Leu

635

Lys

Glu

Leu

GlIn

460

Glu

Lys

Ser

Gln

Ile

540

Lys

Lys

Leu

Lys

Gln

620

Lys

Thr

Glu Arg Asp

page
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Lys

Lys

Glu

ser

Leu

Glu

Leu

525

Glu

Met

Ala

Lys

Asn

605

Glu

Leu

Glu

Lys

Leu

430

cys

Leu

Arg

Lys

Lys

Gln

Glu

TYyr S

Glu

Asn

590

Lys

Asn

Lys

Asp

Ala
670

Leu

415

Glu

Asn

Glu

Leu

Thr

495

Leu

val

Thr

Glu

575

Arg

Leu

Asn

Leu

Glu

655

Gln

Glu

Asp

Leu

ser

Glu

480

Leu

Lys

Glu

Lys

val

560

Glu

Leu

Asn

Lys

640

TYyr

Phe



Leu

Leu

Leu

705

Ala

Cys

GIn

Lys

Leu

785

Gln

Pro

Asn

Cys

Lys

Thr

Asn

ser

Ser

Ala

690

Gln

Leu

His

Glu

Glu

770

Asn

Thr

Leu

GIn

Ser

850

Met

Pro

Pro

Thr

TYyr
930

Glu

Lys

Leu

Asn

755

Leu

Gly

Glu

Glu

ASp

Gln

Lys

Asn

Gly

Ala

915

Thr

Glu

Lys

Glu

Glu

Gln

740

Arg

Glu

Arg

Ala

Arg

Glu

ser

sSer

Ala

Gln

900

Thr

ser

Leu

Thr

Glu

725

Gly

Asn

Arg

Arg

val

805

Ala

AsSp

Thr

Lys

Asn

885

Pro

Leu

Thr

Glu

Glu

Ala

710

Ile

Asp

Arg

Tyr

Ile

790

Asp

val

Pro

Pro

Glu

870

Phe

Leu

Glu

Ala
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His val Lys Met Glu Leu Ala Lys
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850 855 860

Trp Met Lys Ser Lys Glu Gly His Leu GIn Asn Gly Lys Met GIn Thr
865 870 875 880

Lys Pro Asn Ala Asn Phe val GIn Pro Gly Asp Leu val Leu Ser His
885 890 895

Thr Pro Gly Gln Pro Leu His Ile Lys val Thr Pro Asp His val Gln
900 905 910

Asn Thr Ala Thr Leu Glu Ile Thr Ser Pro Thr Thr Glu Ser Pro His
915 920 925

ser Tyr Thr Ser Thr Ala val Ile Pro Asn Cys Gly Thr Pro Lys GIn
930 935 940

Arg Ile Thr Ile Leu Gln Asn Ala Ser Ile Thr Pro val Lys Ser Lys
945 950 955 960

Thr Ser Thr Glu Asp Leu Met Asn Leu Glu GIn Gly Met Ser Pro Ile
965 970 975

Thr Met Ala Thr Phe Ala Arg Ala Gln Thr Pro Glu Ser Cys Gly Ser
980 985 990

Leu Thr Pro Glu Arg Thr Met Ser Pro Ile GIn val Leu Ala val Thr
995 1000 1005

Gly Ser Ala Ser Ser Pro Glu Gln Gly Arg Ser Pro Glu Pro Thr
1010 1015 1020

Glu ITe Ser Ala Lys His Ala 1Ile Phe Arg val Ser Pro Asp Arg
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GIn Ser
104

val Ile
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Pro Tyr
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Ser Ala
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Ala Leu
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Thr Pro
111

Ser Asn

5

Ser
0

Thr
5

Met
0

Pro
5

Asn
0

Thr
5

Ile

1130

<210>
<211>
<212>
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<400>
Met Arg

1

Pro Arg
His Arg
Pro Cys
Glu Asp
65

Gly Glu

Lys Met

Lys Lys

21
1135
PRT
Homo

21

Ser

His

GlIn

35

Pro

Leu

Leu

Asp

val
115

Trp Gln
Thr Glu
Gln Ala
Leu GIn
Lys Thr
Ala Thr

Tyr Asn

sapiens
Arg Gly
5

Thr Lys
20

Gln Asp
Lys Ala
Ser Arg

GIn Ala
85

Leu Ala
100

Leu Glu

Phe

ASp

val

Asp

Thr

Pro

ser

Gly

Lys

Glu
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Arg

Leu

Ala

1030

GIn Arg Ser Asn Ser Asn
1045

Asn
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Lys Ile His Ile His

1060

1065
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Pro Arg GIn Ser Gln
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Leu
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Thr

Ser
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40
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Leu
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Leu
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Arg
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Gln Gly Pro
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Ser Gly Asn
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Ile Gly Ile
90

GIln Tyr Gly

Asp Ala Phe
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Thr

Lys
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385
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Arg

Gln

Gln
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Leu
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Ala
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GlIn
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Lys
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Ser
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Glu
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Ile
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330

Lys

Glu

Arg

Glu
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Thr
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Met

Glu

515
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Glu
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Arg
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Gly
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Thr

485

val
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Lys

570

Asn

Phe

Leu

Arg

Met
650

Leu

Ser

ser

Ile

475

Thr

Met

Ser

Leu

Glu

555

Leu

Met

Leu

His

Leu

635

Lys

Glu
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Lys

Leu
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GlIn

620
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430

cys
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Gln
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Tyr
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415
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Leu

Thr
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Leu
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Glu
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Arg
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Asn
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Glu

655
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Glu

480
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Leu

Leu

Leu

705

Ala

Cys

GlIn

Lys

Leu

785

Gln

Pro

Asn

cys

Trp

Lys

Thr

Asn

Ser

Ser

Ala

690

GIn

Leu

His

Glu

Glu

770

Asn

Thr

Leu

Gln
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850

Met

Pro

Pro
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Tyr
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Glu

Glu

Lys

Leu

Asn

755
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Gly

Glu

Glu
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Gln

Lys

Asn

Gly

Ala

915

Thr

Glu

Lys

Glu

Glu

Gln

740

Arg

Glu

Arg

Ala

Arg

820

Glu

Ser

Ser

Ala

GlIn
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Thr

Ser
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Glu

Lys

725

Gly

Asn

Arg

Arg

val

805

Ala
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Thr

Lys

Asn

885
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Thr

Glu

Glu
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Arg

Tyr
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val
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Pro

Glu
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Glu
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GIn
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Asn
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Leu
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Arg
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875
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Thr

Thr

Cys

Thr
Lys
Ile
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780
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Tyr
Tyr
val
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Leu
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Thr

Gly
9
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Leu

Arg

Glu

Lys

Glu

765

Leu

ser

Lys

Glu

Leu

845

Leu

Lys

val

Asp

Glu

925

Thr

Phe

Glu

Asp

Leu

750

Asn

Arg

Lys

Ser

Glu

830

ser

Trp

Met

Leu
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910
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Pro

Tyr

Lys

val

Leu

735

AsSn

Leu

Pro

Glu

Leu

815

ser

Phe

Ile

GlIn

Ser
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Lys

Arg

Thr

Ser

val

800

Ile

Glu

Lys

Pro

Thr

880

GlIn

His

Gln
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Arg Ile Thr Ile Leu GIn Asn Ala Ser Ile Thr Pro val Lys Ser Lys
945 950 955 960

Thr ser Thr Glu Asp Leu Met Asn Leu Glu GIn Gly Met Ser Pro Ile
965 970 975

Thr Met Ala Thr phe Ala Arg Ala GIn Thr Pro Glu Ser Cys Gly Ser
985 990

Leu Thr Pro Glu Arg Thr Met Ser Pro Ile GIn val Leu Ala val Thr
995 1000 1005

Gly ser Ala ser Ser Pro Glu GIn Gly Arg Ser Pro Glu Pro Thr
1010 1015 1020

Glu ITe Ser Ala Lys His Ala Ile Phe Arg val Ser Pro Asp Arg
1025 1030 1035

Gln Ser Ser Trp GIn Phe GIn Arg Ser Asn Ser Asn Ser Ser Ser
1040 1045 1050

val Ile Thr Thr Glu Asp Asn Lys Ile His Ile His Leu Gly Ser
1055 1060 1065

Pro Tyr Met Gln Ala val Ala Ser Pro val Arg Pro Ala Ser Pro
1070 1075 1080

ser Ala Pro Leu Gln Asp Asn Arg Thr Gln Gly Leu Ile Asn Gly
1085 1090 1095

Ala Leu Asn Lys Thr Thr Asn Lys val Thr Ser Ser Ile Thr Ile
1100 1105 1110

Thr Pro Thr Ala Thr Pro Leu Pro Arg GlIn Ser Gin Ile Thr val
1115 1120 1125

Glu Pro Leu Leu Leu Pro His
1130 1135

<210> 22

<211> 197

<212> PRT

<213> Homo sapiens
<400> 22

Met Ala Ser GIn Lys Arg Pro Ser GIn Arg His Gly Ser Lys Tyr Leu
1 5 10 15

Ala Thr Ala ger Thr Met Asp His gga Arg His Gly Phe ggu Pro Arg
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His

Asp

Pro

65

Cys

Gly

val

Ser

Ala

145

Tyr

Leu

Pro

Arg

Arg

50

Gly

Asn

Ser

val

Gln

130

Glu

Lys

ser

Met

<210>
<211>
<212>
<213>

<400>

Asp
35

Gly

Arg

Met

Leu

His

115

Gly

Gly

Ser

Lys

Ala

195

23
186
PRT
Homo

23

Met Ala Ser
1

Ala Thr Ala

His Arg Asp
35

Asp Arg Gly
50

Thr

Ala

ser

Tyr

Pro

100

Phe

Lys

Gln

Ala

Ile

180

Arg

Gly

Pro

Pro

Lys

Gln

Phe

Gly

Arg

His

165

Phe

Arg

sapiens

GIn

ser

20

Thr

Ala

Lys
)

Thr
Gly

Pro

Ile

Lys

Leu

70

Asp

LysS

Lys

Arg

Pro

150

Lys

Lys

Arg

Met

Ile

Lys
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Leu Asp Ser Ile Gly Arg Phe Phe
40 45

Arg

55

Pro

ser

Ser

Asn

Gly

Gly

Gly

Leu

Pro

ASp

Leu

Arg
55

Gly

Ser

His
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Ile

120

Leu
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40

Gly
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Lys
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25

Ser
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Ala Arg

75

Pro Ala

90

Arg Thr

Thr Pro

Leu Ser

Tyr Gly

Gly val

Arg Asp

Arg His
10
Arg His

Ile Gly

Gly Lys

val
60

Ser
Arg

Gln

Arg

Asp

ser

Gly

Gly

Arg

val
60
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Thr
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Thr
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Phe

Arg

Ala

Arg

ser

Phe

Phe

45

Pro

Trp

Pro

Ala

Glu
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Pro

ser

Ala
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Gly

Leu
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Pro

Trp
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Pro

Gly

Ser
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Arg
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cys
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val
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Asn
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Arg
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Arg
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Arg

Met
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115
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Ala

GIn

ser

24
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1
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Thr

Pro

Ser

Thr

Arg

Arg

50

Arg

Gln

Arg

Arg

Ala
Asp
35

Gly
Thr
Asp
Thr

Phe

ser Pro
Tyr Lys
Pro Gln
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Phe Phe
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Ser Asp
Gly Thr
165

Gly ser

sapiens
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5

ser Thr
20

Thr Gly
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Glu Asn
85

Pro Pro
100

ser Trp

Leu

70
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Tyr

150

Leu

Pro

Arg

Met

Ile

Lys

Tyr

70

Pro

Pro

Gly
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25
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Pro

90

Arg

Thr

Arg
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Arg
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60
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Asp
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Phe
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Gly

Ser
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45
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Asn
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Glu

110

Pro

Gly

Lys
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30

Phe
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Ile

Leu

110

Phe

His

95

Asn

Pro

Tyr

Gly

Arg

Tyr
15

Pro
Gly
His
Gly
val
95
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Gly

Leu
80

Tyr
Pro
Pro
Gly
val
160
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Leu

Arg

Gly

Pro

Arg

80

Thr

Leu

Tyr
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Gly Gly Arg
130

val Asp Ala

145

Asp Ser Arg
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<400>

25
160
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25

Met Ala Ser
1
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Ala
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Thr

Arg
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35
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115
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Gly
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Gln

Ser

ser
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Gln
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Thr

Ala
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Glu

Pro
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Gly

Lys

Gly

Lys
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Gly
Pro
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Asn
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Pro
Tyr
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Arg
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150

Ser
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Pro
Pro
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val
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Leu

140

Pro

35

Ser

Phe

Phe

45

ser

Ser

Asn

Glu
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Trp
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