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<120>
<130>
<160> 51
<170>
<210> 1

<211> 1377
<212> DNA
<213>

<400> 1
gtttcatttt

gtctecttaca
gtgtcaagcc
cctatgecga
tcagtcggag
accaacgtga
aacgtcgggc
ccgggggatc
gtcgggceatg
gtgggaggaa
ctccatgaca
aagatgaact
gctgaatcaa
aagcccaact
ggcatccagg
acctccaaac
ctgcagaaat
caccagcaaa
tatacacttt
gaagatacaa
ggacaagttc
atatgtgcag

tggttgtagt

NO 8715-WO-PCT

tcacatctat
aaatggagtt
acgcagcaca
aagctatcga
taagtggtgg
atgctgggca
ctggtggagt
caggaggttc
gtggaggtgt
ggccagggac
acccaaatgt
tgcatttctt
ttcetttete
cacaggaagc
gagaggagaa
tggggaagaa
ataccattgc
attatgcata
ccttggtggg
caaaatggaa
ctgtttgcca
gaaactccaa

tccactaata

CAILLET, Victoria
CHELLOUCHE, Ali

PatentIn version 3.4

Coffea canephora

cataaaattt
tcgaccegta
acctgctgag
ggatcttata
tggagtagat
cggtggcegta
aggtgttaat
cgagacacag
aaccgcatcc
atcaccattc
agctctttte
caagacttca
atcaaacaaa
tgaagttatg
gttctgtgea
cgttcaggcg
aggagtgaaa
tgctgtattt
tgcagatgga
cccaaaacac
tttccttece
atgcttgecc

aacatatccc

eolf-seqgl.txt
SEQUENCE LISTING

cacttctgtt
catctctteca
acatattgga
caatctgaaa
gttaatactc
gatgtaaata
acaccaggag
ggcagaaatc
tcaggccacc
ttgtataact
ttcttggaaa
catggagcca
atgactgaaa
aaaaatacaa
acatcattgg
atatcaacaa
aacatgacaa
tactgccaca
acaaaagtta
ttggctttca
gaggatcatg
atttggttct

tcttagttaa

Page 1

tacacttcce
tcetttgttge
aatctgtget
cggtggatga
agggtggaaa

caccaggagg

gcaccaacgt
ctgaaggcac
acagggggaa
acgcagcaac
ataacatgac
ctttcttacc
tcttgaacaa
taaaagagtyg
aagcaatggt
attcagagaa
atgacaaagc
aaacacaagc
aagcagtggc
aagttctgca
ttgtctgggt
attgtaaaac

aaaaaaaaaa

ttggcggcca
tctagcttgt
ccctaacagt
taaaagtact
tccaggaggc
caccaatgta
gaatgttgga
caatgtgaat
accagtatat
cagggatcag
tcgaggatca
tcgccaggtt
attctcagtyg
cgagaagcca
agatttcacc
agatactcca
tgtagtgtgc
tactagagca
agtatgccat
gatcaagcca
acctaaataa
aataatacac

aaaaaaa
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<210> 2

<211> 1136
<212> DNA
<213>

<400> 2
aaagaacaat

atctactaaa
atataattgg
accgggattyg
agcaagaaaa
tatgcataat
caaatcctgt
tcagccacat
actaatcgat
aacttccagc
gatcagacca
acacacaaac
ttaatgcgtt
tgttgcttat
ttgttgcctt
cacttctgtt
catctctteca
ataaaatgta
ttcagctagc
<210> 3

<211> 2242
<212> DNA
<213> Coff

<400> 3
gtcagccaca

taactaatcg
tcaacttcca
cagatcagac
tcacacagaa
cattaatgcg
tctgttgett
agttgttgcc

ttcacttctg

tttctatttg
acgatgagta
atctatcttg
gatatgcacc
gtatgaaaat
acgtttatgt
agctaagctt
taagagcagg
aaagatgacg
tgaaaccctt
gacaggatta
gcgcagaact
taagccacag
ctgctgacat
ttatcttcaa
tacacttccc
tctttgttge
ttctectttta

ttgtgtgtca

ea arabica

ttaagagcag
ataaagatga
gctgaaaccc
cagacaggat
acgcgcagaa
tttaagccac
gtctgctgac
ttttatcttc

tttacacttc

Coffea canephora

gtgttagaaa
ataaaaagcg
aatttatgct
ataatttcac
agttaatggc
gatttttttg
agtaaaacta
attgaagcca
ccagattgcec
tgtctgatag
tcgtttgegt
tcacacatgt
ttggaagtga
tttaccctga
gaaagttgtg
ttggcggcca
tgtgagtaca
cgccttttec

agccacgcag

gattgatgcc
caccagattg
tttgtctgat
tccegtttge
cttcacacat
agttggaagt
attttaccct
aagaaagttg

ccttggeage

eolf-seqgl.

aaataatacc
aaaacgtaaa
aaaataaaaa
aacgccaaac
tttctgtgta
acattcttct
gcaaatcact
tacgtcaaaa
ataagcgcaa
cattgatcaa
atgcaattag
aactcactga
ttagagcaca
acccacattc
gtttcatttt
gtctcttaca
acattgtatc
aataaaatgt

cacaacctgc

atacgtcaaa
ccataagcgt
agcattgatc
gtatgcaatt
gtaactcact
gattagagca
gaacccacat
tggtttcatt

cagtctctta
Page 2

txt

ggattcattc
tgttcatgac
agttatacca
agtttccttt
taaaaatagt
gtgactgaaa
ttggatatac
acttgaaaaa
ggcttaaaac
gtaaggattg
gaaacaggca
tacatttggc
agtcatcagt
ggctataaat
tcacatctat
aaatggagtt
aattatttac
tcacttgttc

tgagacatat

aacttgaaaa
aaggcttaaa
aagtaaggat
atgaaacagg
gatacatttg
caagtcatca
tcggctataa
tttcacatct

caaaatggag

cttacttatt
aaatacggtt
taacaagaaa
caaacttgca
agttaatagg
gatgatcatc
ttcaagtttg
aaaactacta
ttgagctctc
accattatca
tctgtatctc
tcaattggca
agagatgatc
agcactatag
cataaaattt
tcgaccccta
gcttttgeca
gtctgtgtgt

tggaaa

aaaaaactac
acttaagctc
tgaccattat
catctgtatc
gctcaattgg
gtagagatga
atagcactat
atcataaaat

tttcgacccce
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tacatctctt
caataaaatg
gtttcagcta
tgtgctececet
tcaaacctaa
aatgcatttc
gcaataaaca
tactacagag
catgaaaagg
gaaagaaaga
gtgttcatge
agtaagtggt
gaatgctggg
gcctggtgga
tccaggaggt
tggtggaggt
aaggccaggyg
caacccaaat
cttgcatttc
aattcctttce
ctcacaggaa
gggagaggag
actggggaag
atataccatt
aaattatgca
ttccttggtg
aacaaaatgg
tcctgtttge
aggaaactcc
<210> 4

<211> 1220
<212> DNA
<213>

<400> 4

catctttgtt
tattctecttt
gcttgegtgt
aacagtccta
aagctgttet
atgtttctac
gtgatacaaa
cataagacat
aaagtagatt
ataagacatt
taactggttyg
ggtggagtag
cacggtggcg
gtaggtgtta
tccgagacac
gtaaccgtat
acatcaccat
gtagctcttt
ttcaagactt
tcatcaaaca
gctgaagtta
aagttctgtg
aacgttcagg
gcaggagtga
tatgctgtat
ggtgcagatg
aacccaaaac
catttccttce

aaatgcttgce

gctgtgagta
tacgcttttt
caagccacgc
tgccgaaagce
ttcactgttg
atgccagtaa
ggttaaaagg
taaattacct
tttaacagtt
aaattaccta
ttatggcaga
atgttaatgc
tagatgtaaa
atacaccagg
agggcagaaa
cctcaggcca
tcttgtataa
tcttcttgga
cacttggagc
aaatgactga
tgaaaaatac
caacatcatt
cgatatcaac
aaaacatgac
tttactgcca
gaacaaaagt
acttggcttt
ctgaggatca

cc

Coffea canephora

eolf-seqgl.
caacattgca
ccaataaaat
agcacaacct
tatcgaggat
ttattcaaaa
tgttctcgag
gaacgagtca
ttttttagca
cttacacaag
taaggtggta
aacggtggat
tcagggtgga
tacaccagga
aggcaccaac
tcctgaaggc
ccacaggggg
ctacgcagca
aaataacatg
cactttctta
aatcttgaac
aataaaagag
ggaagcaatg
aaattcagag
aaatgacaaa
caaaacacaa
taaagcagtg
caaagttctg

tgttgtctgg

txt
tcaattattt
gttcacttgt
gctgagacat
cttatacaat
acaaaatgct
aaaccacaaa
gcaaactcta
aaaaattggc
gaaaactaat
agaatagtat
gataaaagta
aatccaggag
ggcaccaatg
gtgaatgttg
accgatgtga
aaaccagtat
accaaggatc
actcgaggat
cctecgecagg
aaattctcgg
tgcgagaagce
gtagatttca
aaagatactc
gctgtagtgt
gctactagag
gcagtatgcc
cagatcaagc

gtacctaaat

acgcttttge
tcgtetgtgt
attggaaatc
ctggtcagac
tttttgtctce
ttaggcttag
gaataaatac
aaatccggta
cctatctaag
attcatccgt
cttcagtcgg
gcaccaacgt
taaacgtcgg
gaccggggga
atgtcgggca
atgtgggagt
agctccatga
caaagatgaa
ttgctgaatc
tgaagcccaa
caggcatcca
ccacctccaa
cactgcagaa
gccaccagca
catatacact
atgaagatac
caggacaagt

aaatatgtgc

ttcactccgt cttgcatact agcagcctac cgtggctcgt gecgcataaac tattatggaa
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tttctgaagce
gatcttgaag
gacctgctaa
gacagctgta
ccaaaagtga
aagtttgttg
attcccttet
tcacaagatg
ggagaagaca
ctgggcaaag
aaatatggta
cacaggcaaa
tatatggtta
cgggatacgt
ggaactgttc
taaatatagt
gtttttacgt
aaatccatgt
acaaagatgt
aaaaaaaaaa
<210> 5

<211> 889
<212>
<213>

<400> 5
acgactttet

tcatcattge
gtcecctacac
aaacatggac
attgtaactt
ttcaatgcac
tcaataacct
tcagccctac
agtgcccaag
ctgatcagta

agactaggtg

DNA
Coffea canephora

ttctctactt
cctactggaa
aagatgggaa
gtttcaaaca
aagtcttttt
aatcagtgaa
catcaaaatc
ctagaattat
agtattgtgc
atgttctage
ttgtgtctgt
actatttcta
atttagttgg
cagcatggaa
caatctgcca
acagaaacat
atgtcttctg
ttagtttgtt
aaggtacctg

aaaaaaaaaa

ccattcctta
tttcctceteca
agtctgggcet
catcaacgtyg
cgatggaaac
tgcctacggt
ggacttcttc
atccaatggc
tgtgcttaaa
ttgctgcaac

cccggatgea

tctetetttt
atccgagett
gtggccggaa
ttattgtgga
cttgaaaatg
aagtcctacg
tgttcctgaa
taaggaaacg
gacttctcte
aatttctaac
ttccaagttyg
cgcagttttce
tgccgatgga
cccaaggcat
tttccttect
gttaacgctt
cagcttggga
ctctactttg

gtttcatttt

accatgaaaa
accteccegecce
gcagcggtac
gcagccggcea
ggccgtggea
agaccaccta
gacatttccc
tgcacccggg
gctccaggag

tcaggcagct

tacagctatc

eolf-seqgl.
ctttttctag

ccaaacactc
aggggcaatt
aatcctactg
gacctcaatc
gctttectge
attttgaaca
atagcagaat
gaatcaatgg
gaagcacaga
aacaacaacg
tactgccaca
gcaaaagtca
ttggcttttc
gaggatcaca
cccaagtgat
gttctatcca
atatcaaatt

taaaaaaaaa

ccttcaatte
atgctgccac
ctggcggtyag
cagccggage
gctgtcagac
atactctagc
ttgttgatgg
gcatcaggtg
gttgcaacaa
gcagtgcgac

cgaaagatga
Page 4

txt
gagttggggc

ctatgcccaa
tcaggttgaa
aagatgagct
gcggctcaag
ccecgecaggt
aatactcact
gcgaggtgcee
ttgatttcac
aaacagatcc
ataaagaaat
ccacacagaa
aagctgtagc
agctgctgaa
ttgtctgggt
ctatgttcegt
ttatgttgcc
atatatgtca

daaaaaaaaa

tttcagcatc
tttcgacatc
tcgaaggcta
tcgtatctgg
cggtgactge
agaatacgca
cttcaatgtg
caccgccgac
tccatgeact
tgactattcc

ccagactage

aaaccatgca
agctgttaga
aacatatgat
ccatattgac
catgaatatg
tgctaattcg
gaatccacaa
cgcaatgaaa
tacttcaaag
agaagtccag
agtttcttge
tacagatgca
tgtttgtcac
ggtgaagcca
tccgaagcac
tgctctgatyg
ataattaaat
atctactatt

adaaaaaaaaa

tccactette
cgaaacaatt
gaccgaggcc
gctagaacaa
ggtggagttc
ctgaaccagt
ccgatggatt
ataaatgggc
gttttcaaga
aggttcttca

acattcactt
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gccgaggagg
acttgcttga
cacataacgt
aagttaatag
<210> 6

<211>
<212>
<213>

<400> 6
actatagggc

caaagaagag
gaagaaaaaa
tactaataat
gtaattecgtc
tctataatge
agtgtcccct
aacattctat
tataccatta
acacattgcg
agtcacccat
tttcattcat
tcaaccattyg
agtactactt
catcctegtt
aagttttgaa
acggtaaatc
aagttatttt
actgccagag
cggctgttca
ccatagtcge
caagcacgac
tcttectecatce
<210> 7

<211>

<212>
<213>

1380
DNA
Coffea arabica

1998
DNA
Coffea arabica

aaccaactat
gactagttaa
catctgcaaa

ctactggatg

acgcgtggtce
aatacatggg
ttcacttata
tattacaaga
attttctcta
acggcaaaat
aataaaacgt
tcgtgtcata
gtttgaatga
atatttttcc
agcagcccaa
ttgactgttc
cgactcecgec
ttcgtctgtt
atttatgtct
tctttaatat
ccaatcaaga
ttgaacaaaa
ttaatgaggg
atacaaaatt
ccgctaccect
tttctccatt

attgctttcc

agggttgtct
atagttatac
tgcaatattc

ttcgecgttaa

gacggcccgg

acggaaatat
agatacttca
ataataccac
ttcgtagaat
cagccctteca
ttggattacc
atcaaaattt
cgcacagact
ctaatcctta
agtagggaca
caacaatcct
ttgtcctatt
catacctcgg
atttcctcac
atagtagcta
aaggaaagat
ttgcagataa
tccaccttga
tcggatttac
ataaataccc
ccttaaccat

tctcagectce

eolf-seqgl.txt

tttgcccatg
atgcatggca
agttcaaata

aaaaaaaaaa

gctggtetgg
gaagtctagt
tatccatttc
tttttatgtt
aaaattttgt
aaaagaaaca
atcttatcag
tttttgttcet
acaaaagaag
taaataagag
gatataattc
tattccacgg
atggatatac
gggcacttcc
gtagctagtg
gaaagattag
ttagagaaag
gcacaagcat
ttatcttgga
cagtgacatt
acccatttte
gaaaaccttc

cgceeatget

Page 5

aaaagatcct
caataatttg
aaaactatga

daaaaaaaa

agagttataa
tataaaagca
ctttagaata
gagctaagcc
gataaaacaa
acaaaactga
aagatgaaag
agttttgatc
aaaaaaggaa
ggacggaaac
ttcattegtc
gtgaccggca
atctactgcg
agttccaggt
aggtccacca
ttttattatt
agtagtagta
cttagaaaca
ctgcttttag
acacactttg
ttaagccttg
aattctttca

gccacttteg

taaaacaaag
ctggacacaa

actgataata

catggtgaaa
caacgccaga
ataataatat
cattagttat
aatctttgca
gtgagtagaa
ctctcaagcet
tgcttecatet
aaaaaaagaa
agtccagtcc
atcttcatca
attgcaaggt
ccagaattag
tggaattttc
gatcaagcag
tgaatcttta
atgcaatcta
gtttgctgceg
tcaatctatc
gccctccatg
ctcattcata
gcatctccac

acatccgaaa
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<400> 7
gaagagaata

aaaaaattca
aataattatt
ttcatcattt
taatgcacgg
tcccctaata
ttctattegt
ccattagttt
attgcgatat
atccatagca
attcatttga
ccattacgac
ctactttteg
ctcgttattt
tttgaatctt
taaatcccaa
tattttttaa
ccagagttaa
tgttcaatac
agtcgcccgce
cacgactttc
ctcatcattg
tgtccctaca
caaacatgga
aattgtaact
cttcaatgca
ttcaataacc
ttcagcccta
cagtgcccga
actgatcagt
aagactaggt
tgccgaggag
gacttgctta

acacataacg

catgggacgg

cttataagat
acaagaataa
tctctattcg
caaaatcagc
aaacgtttgg
gtcataatca
gaacgacgca
ttttccectaa
gcccaaagta
ctgttccaac
tccgeettgt
tctgttcata
atgtctattt
taatatatag
tcaagaaagg
acaaaattgc
tgagggtcca
aaaatttcgg
taccctataa
tccattecett
cttcectete
cagtctgggc
ccatcaacgt
tcggtggaaa
ctgcctacgg
tggacttctt
catccaatgg
atcagcttcg
actgctgcaa
gcccggatge
gaaccaacta
agactagtta

tcatctge

aaatatgatg
acttcatatc
taccgctttt
tagaataaaa
ccttcaaaaa
attaccatct
aaattttttt
cagactacaa
tccttataaa
gggacagata
aatccttatt
cctattatgg
cctegggggc
cctcacgtag
tagctagaaa
aaagatttag
agataagcac
ccttgattat
atttaccagt
atacccaccc
aaccatgaaa
agcctcegec
tgcagcggta
ggcagccggce
cggccgtggce
tagaccacct
cgacatttcc
ctgcacccgg
agctccagga
ctcaggcagc
atacagctat
tagggttgtc

aatatttata

eolf-seqgl.txt

tctagttata
catttcecttt
tatgttgagc
ttttgtgata
gaaacaacaa
tatcagaaga
tgttctagtt
aagaagaaaa
taagagggac
taattcttca
ccacgggtga
atatacatct
acttccagtt
ctagagaggt
gattagtttt
agaaagagta
aagcatctta
tttggactac
gacattacac
attttcttaa
accttcaatt
catgctgcca
cctggceggtyg
acagccggag
agctgtcaga
aatactctag
cttgttgatg
ggcatcaggt
ggttgcaaca
tgcgggccga
ccgtaagatg
ttttgcccat

catgcatggce

Page 6

aaagcacaac
agaataataa
taagcccatt
aaacaaaatc
aactgtgtga
tgaaagctct
ttgatctgct
aaaggaaaaa
ggaaacagtc
ttcgtcatct
ccggcaattg
actgcgccag
ccaggttgga
ccaccagatc
attatttgaa
gtagtaatgc
gtaaccgttt
ttttagtcaa
actttggccc
gccttgctea
ctttcagcat
ctttcgacat
gtcgaaggct
ctcgtatctyg
ccggtgactyg
cagaatacgc
gcttcaatgt
gcaccgccga
atccatgcac
ccgactattce
acaagactag
gaaaagatcc

acaataattt

gccagagaag
taatattact
agttatgtaa
tttgcatcta
gtagaaagtg
caagctaata
tcattttata
aaaaaaaaac
cagtccagtc
tcatcatttc
caaggttcaa
aattagagta
attttccatc
aagcagaagt
tctttaacgg
aatctaaagt
gctgcgactg
tctatcecgge
tccatgecat
ttcatacaag
ctccactctce
ccgaaacaat
agaccgaggc
ggctagaaca
cggtggagtt
actgaaccag
gccgatggat
cataaatggg
tgttttcaag
caggttcttc
cacattcact
ttaaaacaaa

gctggacaca
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<210>
<211>
<212>
<213>

<400>

8
395
PRT

Coffea canephora

8

Met Glu Phe

1

Val

Leu

Glu

Val

65

Ala

Asn

Val

Asn

Ala

145

Pro

Leu

Thr

Ala

Asn
225

Ser

Pro

Thr

50

Asp

Gly

Val

Asn

Pro

130

Ser

Gly

His

Arg

Thr

210

Lys

Ser

Asn

35

Val

Val

His

Gly

Val

115

Glu

Ser

Thr

Asp

Gly

195

Phe

Met

Arg

His

20

Ser

Asp

Asn

Gly

Pro

100

Gly

Gly

Gly

Ser

Asn

180

Ser

Leu

Thr

Pro

Ala

Pro

Asp

Thr

Gly

85

Gly

Pro

Thr

His

Pro

165

Pro

Lys

Pro

Glu

Val

Ala

Met

Lys

Gln

70

Val

Gly

Gly

Asn

His

150

Phe

Asn

Met

Arg

Ile
230

His

Gln

Pro

Ser

55

Gly

Asp

Val

Asp

Val

135

Arg

Leu

Val

Asn

Gln

215

Leu

Leu

Pro

Lys

40

Thr

Gly

Val

Gly

Pro

120

Asn

Gly

Tyr

Ala

Leu

200

Val

Asn

eolf-seqgl.txt

Phe

Ala

25

Ala

Ser

Asn

Asn

Val

105

Gly

Val

Lys

Asn

Leu

185

His

Ala

Lys

Ile

10

Glu

Ile

Val

Pro

Thr

90

Asn

Gly

Gly

Pro

Tyr

170

Phe

Phe

Glu

Phe

Phe

Thr

Glu

Gly

Gly

75

Pro

Thr

Ser

His

Val

155

Ala

Phe

Phe

Ser

Ser
235

Page 7

Val

Tyr

Asp

Val

60

Gly

Gly

Pro

Glu

Gly

140

Tyr

Ala

Leu

Lys

Ile

220

Val

Ala

Trp

Leu

45

Ser

Thr

Gly

Gly

Thr

125

Gly

Val

Thr

Glu

Thr

205

Pro

Lys

Leu

Lys

30

Ile

Gly

Asn

Thr

Gly

110

Gln

Gly

Gly

Arg

Asn

190

Ser

Phe

Pro

Ala

15

Ser

Gln

Gly

Val

Asn

95

Thr

Gly

Val

Gly

Asp

175

Asn

His

Ser

Asn

Cys

Val

Ser

Gly

Asn

80

Val

Asn

Arg

Thr

Arg

160

Gln

Met

Gly

Ser

Ser
240



eolf-seqgl.txt

Gln Glu Ala Glu Val Met Lys Asn Thr Ile Lys Glu Cys Glu Lys Pro
245 250 255

Gly Ile Gln Gly Glu Glu Lys Phe Cys Ala Thr Ser Leu Glu Ala Met
260 265 270

Val Asp Phe Thr Thr Ser Lys Leu Gly Lys Asn Val Gln Ala Ile Ser
275 280 285

Thr Asn Ser Glu Lys Asp Thr Pro Leu Gln Lys Tyr Thr Ile Ala Gly
290 295 300

Val Lys Asn Met Thr Asn Asp Lys Ala Val Val Cys His Gln Gln Asn
305 310 315 320

Tyr Ala Tyr Ala Val Phe Tyr Cys His Lys Thr Gln Ala Thr Arg Ala
325 330 335

Tyr Thr Leu Ser Leu Val Gly Ala Asp Gly Thr Lys Val Lys Ala Val
340 345 350

Ala Val Cys His Glu Asp Thr Thr Lys Trp Asn Pro Lys His Leu Ala
355 360 365

Phe Lys Val Leu Gln Ile Lys Pro Gly Gln Val Pro Val Cys His Phe
370 375 380

Leu Pro Glu Asp His Val Val Trp Val Pro Lys
385 390 395

<210> 9

<211> 302

<212> PRT

<213> Coffea canephora

<400> 9
Met Glu Phe Leu Lys Leu Leu Tyr Phe Leu Ser Phe Leu Phe Leu Gly
1 5 10 15

Val Gly Ala Asn His Ala Asp Leu Glu Ala Tyr Trp Lys Ser Glu Leu
20 25 30

Pro Asn Thr Pro Met Pro Lys Ala Val Arg Asp Leu Leu Lys Asp Gly
35 40 45

Lys Trp Pro Glu Arg Gly Asn Phe Arg Leu Lys Thr Tyr Asp Asp Ser
50 55 60

Cys Ser Phe Lys His Tyr Cys Gly Asn Pro Thr Glu Asp Glu Leu His
65 70 75 80

Page 8



Ile

Gly

Ala

Ser

Asp

145

Met

Asp

Glu

Val

Gln

225

Asp

Ala

Leu

His

AsSp

Ser

Phe

Val

130

Ala

Lys

Phe

Ala

sSer

210

Asn

Ala

Val

Ala

Phe
290

<210>
<211>
<212>
<213>

<400>

Pro

Ser

Leu

115

Pro

Arg

Gly

Thr

Gln

195

Lys

Tyr

Tyr

Ala

Phe

275

Leu

10
225
PRT

Lys

Met

100

Pro

Glu

Ile

Glu

Thr

180

Lys

Leu

Phe

Met

Val

260

Gln

Pro

Val

85

Asn

Arg

Ile

Ile

Asp

165

Ser

Thr

Asn

Tyr

Val

245

Cys

Leu

Glu

Lys

Met

Gln

Leu

Lys

150

Lys

Lys

Asp

Asn

Ala

230

Asn

His

Leu

Asp

Coffea canephora

10

Met Lys Thr Phe Asn Ser

1

5

Phe Leu Ser Thr Ser Ala

Val Phe

Lys Phe

Val Ala
120

Asn Lys
135

Glu Thr

Tyr Cys

Leu Gly

Pro Glu
200

Asn Asp
215

Val Phe

Leu Val

Arg Asp

Lys Val

280

His Ile
295

eolf-seqgl.txt
Phe Leu Lys

Val

105

Asn

Tyr

Ile

Ala

Lys

185

Val

Lys

Tyr

Gly

Thr

265

Lys

Val

90

Glu

Ser

Ser

Ala

Thr

170

Asp

Gln

Glu

Cys

Ala

250

Ser

Pro

Trp

Ser

Ile

Leu

Glu

155

Ser

Val

Lys

Ile

His

235

Asp

Ala

Gly

Val

Met

Val

Pro

Asn

140

Cys

Leu

Leu

Tyr

Val

220

Thr

Gly

Trp

Thr

Pro
300

Asp Leu

Lys Ser
110

Phe Ser
125

Pro Gln

Glu Val

Glu Ser

Ala Ile
190

Gly Ile
205

Ser Cys

Thr Gln

Ala Lys

Asn Pro
270

Val Pro
285

Lys His

Asn

95

Pro

Ser

Ser

Pro

Met

175

Ser

Val

His

Asn

Val

255

Arg

Ile

Arg

Thr

Lys

Gln

Ala

160

Val

Asn

Ser

Arg

Thr

240

Lys

His

Cys

Phe Ser Ile Ser Thr Leu Leu Ile Ile Ala

10

15

His Ala Ala Thr Phe Asp Ile Arg Asn Asn
Page 9



eolf-seqgl.txt
20 25 30

Cys Pro Tyr Thr Val Trp Ala Ala Ala Val Pro Gly Gly Gly Arg Arg
35 40 45

Leu Asp Arg Gly Gln Thr Trp Thr Ile Asn Val Ala Ala Gly Thr Ala
50 55 60

Gly Ala Arg Ile Trp Ala Arg Thr Asn Cys Asn Phe Asp Gly Asn Gly
65 70 75 80

Arg Gly Ser Cys Gln Thr Gly Asp Cys Gly Gly Val Leu Gln Cys Thr
85 90 95

Ala Tyr Gly Arg Pro Pro Asn Thr Leu Ala Glu Tyr Ala Leu Asn Gln
100 105 110

Phe Asn Asn Leu Asp Phe Phe Asp Ile Ser Leu Val Asp Gly Phe Asn
115 120 125

Val Pro Met Asp Phe Ser Pro Thr Ser Asn Gly Cys Thr Arg Gly Ile
130 135 140

Arg Cys Thr Ala Asp Ile Asn Gly Gln Cys Pro Ser Val Leu Lys Ala
145 150 155 160

Pro Gly Gly Cys Asn Asn Pro Cys Thr Val Phe Lys Thr Asp Gln Tyr
165 170 175

Cys Cys Asn Ser Gly Ser Cys Ser Ala Thr Asp Tyr Ser Arg Phe Phe
180 185 190

Lys Thr Arg Cys Pro Asp Ala Tyr Ser Tyr Pro Lys Asp Asp Gln Thr
195 200 205

Ser Thr Phe Thr Cys Arg Gly Gly Thr Asn Tyr Arg Val Val Phe Cys

210 215 220
Pro
225
<210> 11
<211> 268

<212> PRT
<213> Coffea arabica

<400> 11
Met Arg Val His Leu Asp Tyr Phe Gly Leu Leu Leu Val Asn Leu Ser
1 5 10 15

Gly Cys Ser Ile Gln Asn Phe Gly Phe Thr Ser Asp Ile Thr His Phe
20 25 30

Page 10



Gly

Phe

Thr

65

Ala

Asn

Arg

Ala

Gly

145

Thr

Gln

Asn

Ile

Ala

225

Tyr

Phe

Pro

Leu

50

Met

Ser

Cys

Leu

Gly

130

Arg

Ala

Phe

Val

Arg

210

Pro

Cys

Lys

<210>
<211>
<212>
<213>

<220>

Pro

35

Ser

Lys

Leu

Pro

Asp

115

Ala

Gly

Tyr

Asn

Pro

195

Cys

Gly

Cys

Thr

12
21
DNA

Cys

Leu

Thr

Ser

Tyr

100

Arg

Arg

Ser

Gly

Asn

180

Met

Thr

Gly

Asn

Arg
260

His

Ala

Phe

Ala

85

Thr

Gly

Ile

Cys

Arg

165

Leu

Asp

Ala

Cys

Ser

245

Cys

Artificial

Ser

His

Asn

70

Ser

Val

Gln

Trp

Gln

150

Pro

Asp

Phe

Asp

Asn

230

Gly

Pro

Arg

Ser

55

Ser

Ala

Trp

Thr

Ala

135

Thr

Pro

Phe

Ser

Ile

215

Asn

Ser

Asp

Pro

40

Tyr

Phe

His

Ala

Trp

120

Arg

Gly

Asn

Phe

Pro

200

Asn

Pro

Cys

Ala

eolf-seqgl.txt

Leu

Lys

Ser

Ala

Ala

105

Thr

Thr

Asp

Thr

Asp

185

Thr

Gly

Cys

Gly

Tyr
265

Pro

His

Ile

Ala

90

Ala

Ile

Asn

Cys

Leu

170

Ile

Ser

Gln

Thr

Pro

250

Ser

Page 11

Tyr

Asp

Ser

75

Thr

Val

Asn

Cys

Gly

155

Ala

Ser

Asn

Cys

Val

235

Thr

Tyr

Lys

Phe

60

Thr

Phe

Pro

Val

Asn

140

Gly

Glu

Leu

Gly

Pro

220

Phe

Asp

Pro

Tyr

45

Leu

Leu

Asp

Gly

Ala

125

Phe

Val

Tyr

Val

Cys

205

Asn

Lys

Tyr

Pro

His

Leu

Ile

Gly

110

Ala

Gly

Leu

Ala

Asp

190

Thr

Gln

Thr

Ser

Pro

Ser

Ile

Arg

95

Gly

Gly

Gly

Gln

Leu

175

Gly

Arg

Leu

Asp

Arg
255

Ile

Leu

Ile

80

Asn

Arg

Thr

Asn

Cys

160

Asn

Phe

Gly

Arg

Gln

240

Phe



eolf-seqgl.txt
<223> primer

<400> 12
gaacaggccc atcccttatt g

<210> 13

<211> 17

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 13
cggcgettgg cattgta

<210> 14

<211> 16

<212> DNA

<213> Artificial

<220>
<223> probe

<400> 14
atgcgcactg acaaca

<210> 15

<211> 21

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 15
cccaaaacac ttggctttca a

<210> 16

<211> 23

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 16
gaaatggcaa acaggaactt gtc

<210> 17

<211> 16

<212> DNA

<213> Artificial

<220>
<223> probe

<400> 17
tctgcagatc aagcca

<210> 18
<211> 19

Page 12

21

17

16

21

23

16



eolf-seqgl.txt
<212> DNA
<213> Artificial

<220>
<223> primer

<400> 18

tggctcgtge gcataaact 19
<210> 19

<211> 21

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 19

tgggcatagg agtgtttgga a 21
<210> 20

<211> 20

<212> DNA

<213> Artificial

<220>
<223> probe

<400> 20

ttatggaatt tctgaagctt 20
<210> 21

<211> 17

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 21

ggtgcaccgc cgacata 17
<210> 22

<211> 22

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 22

caacctcctg gagctttaag ca 22
<210> 23

<211> 15

<212> DNA

<213> Artificial

<220>

<223> probe

<400> 23

tgggcagtgc ccaag 15

Page 13



eolf-seqgl.txt

<210> 24
<211> 20
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 24

ccgactcatg aaggcgtcett 20
<210> 25

<211> 18

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 25

gtcctgecage gccacttt 18
<210> 26

<211> 14

<212> DNA

<213> Artificial

<220>
<223> probe

<400> 26

ccaggagcaa atgg 14
<210> 27

<211> 22

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 27

tctgcttcaa tatcccctte gt 22
<210> 28

<211> 27

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 28

gtgacacagt ccactaaaca gttggta 27
<210> 29

<211> 16

<212> DNA

<213> Artificial

<220>
Page 14



eolf-seqgl.txt
<223> probe

<400> 29
tgccecttag actgte

<210> 30

<211> 30

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 30
tcgatagctt tcggcatagg actgttaggg

<210> 31

<211> 28

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 31
ttccaatatg tctcagcagg ttgtgctg

<210> 32

<211> 25

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 32
atgtttggce tcggtctage ctteg

<210> 33

<211> 27

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 33
tttcggatgt cgaaagtggc agcatgg

<210> 34

<211l> 22

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 34
gtaatacgac tcactatagg gc

<210> 35
<211> 19

Page 15

16

30

28

25

27

22



eolf-seqgl.txt
<212> DNA
<213> Artificial

<220>
<223> primer

<400> 35
actatagggc acgcgtggt 19
<210> 36
<211> 20

<212> DNA
<213> Artificial

<220>
<223> primer

<400> 36
gaacaatttt ctatttggtg 20
<210> 37
<211> 18

<212> DNA
<213> Artificial

<220>
<223> primer

<400> 37
tagctttcgg cataggac 18
<210> 38
<211> 21

<212> DNA
<213> Artificial

<220>
<223> primer

<400> 38
gtcagccaca ttaagagcag g 21
<210> 39
<211> 20

<212> DNA
<213> Artificial

<220>
<223> primer

<400> 39

gggcaagcat ttggagtttc 20
<210> 40

<211> 19

<212> DNA

<213> Artificial

<220>

<223> primer

<400> 40

actatagggc acgcgtggt 19

Page 16



<210> 41

<211> 26

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 41
tttcggatgt cgaaagtggce agcatg

<210> 42

<211> 19

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 42
gaagagaata catgggacg

<210> 43

<211> 19

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 43
gcagatgacg ttatgtgtt

<210> 44

<211> 364

<212> PRT

<213> Vitis vinifera

<400> 44
Met Glu Phe His Leu Leu Pro
1 5

Ala Ala Gly His Ala Ala Leu
20

Leu Pro Asn Thr Pro Met Pro
35

Asp Leu Met Glu Glu Lys Gly
50 55

Val Asn Val His Ala Gly Lys
65 70

Gly Val Gly Lys Gly Thr Gly
85

Ile

Pro

Lys

40

Thr

Gly

Val

eolf-seqgl.txt

Leu

Thr

25

Ala

Ser

Lys

Asn

Ala

10

Lys

Ile

Val

Ser

Val
90

Page 17

Leu

Val

Arg

Ser

Gly

75

His

Ile

Tyr

Asp

Val

60

Gly

Ala

Ser

Trp

Ile

45

Gly

Gly

Gly

Leu

Asn

30

Leu

Lys

Thr

Lys

Val

15

Sser

Arg

Gly

Thr

Gly
95

Val

Val

Pro

Gly

Val

80

Lys

26

19

19



eolf-seqgl.txt

Pro Gly Gly Gly Thr Thr Val Gly Val Gly Lys Gly Gly Val Ser Val
100 105 110

Asn Ala Gly His Lys Gly Lys His Val Tyr Val Gly Val Gly Lys Gly
115 120 125

Lys Ser Lys Ser Pro Phe Asp Tyr Lys Tyr Ala Ala Thr Glu Asp Gln
130 135 140

Leu His Asp Asp Pro Asn Val Ala Leu Phe Phe Phe Glu Lys Asn Met
145 150 155 160

Gln Pro Gly Thr Lys Met Glu Leu His Phe Ile Arg Asp Ala Asn Leu
165 170 175

Ala Thr Phe Leu Pro Arg Gln Val Ala Asn Ser Ile Pro Phe Ser Ser
180 185 190

Lys Lys Phe Pro Glu Ile Leu Asn Glu Phe Ser Ile Lys Pro Glu Ser
195 200 205

Glu Glu Ala Glu Thr Ile Lys Asn Thr Ile Arg Glu Cys Glu Glu Pro
210 215 220

Gly Ile Lys Gly Glu Glu Lys Tyr Cys Ala Thr Ser Leu Glu Ser Met
225 230 235 240

Val Asp Phe Ser Thr Ser Lys Leu Gly Lys Gly Val Gln Met Ile Ser
245 250 255

Thr Glu Val Glu Lys Glu Thr Pro Glu Gln Gln Tyr Thr Ile Thr Thr
260 265 270

Gly Val Lys Lys Leu Ala Gly Asp Lys Ala Val Val Cys His Lys Gln
275 280 285

Ser Tyr Pro Tyr Ala Val Phe Tyr Cys His Lys Thr Gln Thr Thr Arg
290 295 300

Ala Tyr Met Val Pro Leu Val Gly Ala Asp Gly Ser Lys Val Lys Ala
305 310 315 320

Val Ala Val Cys His Thr Asp Thr Ser Ala Trp Asn Pro Lys His Leu
325 330 335

Ala Phe Gln Val Leu Lys Val Lys Pro Gly Thr Val Pro Ile Cys His
340 345 350

Phe Leu Pro Glu Asp His Val Val Trp Val Pro Lys
355 360
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eolf-seqgl.txt
<210> 45
<211> 376
<212> PRT
<213> Gossypium arboreum
<400> 45

Met Lys Val Leu Ser Pro Ile Leu Ala Cys Leu Ala Leu Ala Val Val
1 5 10 15

Ala Ser His Ala Ala Leu Ser Pro Glu Gln Tyr Trp Ser Tyr Lys Leu
20 25 30

Pro Asn Thr Pro Met Pro Lys Ala Val Lys Glu Ile Leu His Pro Glu
35 40 45

Leu Met Glu Glu Lys Ser Thr Ser Val Asn Val Gly Gly Gly Gly Val
50 55 60

Asn Val Asn Thr Gly Lys Gly Lys Pro Ala Gly Gly Thr His Val Asn
65 70 75 80

Val Gly Arg Lys Gly Val Gly Val Asn Thr Gly Lys Pro Gly Gly Gly
85 90 95

Thr His Val Asn Val Gly Gly Lys Gly Val Gly Val Asn Thr Gly Lys
100 105 110

Pro Gly Gly Gly Thr His Val Asn Val Gly Gly Lys Gly Gly Gly Val
115 120 125

Ser Val His Thr Gly His Lys Gly Lys Pro Val Asn Val Asn Val Ser
130 135 140

Pro Phe Leu Tyr Gln Tyr Ala Ala Ser Glu Thr Gln Ile His Asp Asp
145 150 155 160

Pro Asn Val Ala Leu Phe Phe Leu Glu Lys Asp Leu His Pro Gly Ala
165 170 175

Thr Met Ser Leu His Phe Thr Glu Asn Thr Glu Lys Ser Ala Phe Leu
180 185 190

Pro Tyr Gln Thr Ala Gln Lys Ile Pro Phe Ser Ser Asn Glu Leu Pro
195 200 205

Glu Ile Phe Asn Lys Phe Ser Val Lys Pro Gly Ser Val Lys Ala Glu
210 215 220

Met Met Lys Asn Thr Ile Lys Glu Cys Glu Gln Pro Ala Ile Glu Gly
225 230 235 240

Page 19



Glu Glu

Ile Ser

Lys Gln

Met Thr
290

Ala Val
305

Pro Leu

His Thr

Leu Lys

Asp His
370

<210>
<211>
<212>
<213>
<400>
Met Lys
1

Val Ser

Pro Asn

Leu Met
50

Asn Val
65

Val Gly

Thr His

Lys

Lys

Thr

275

Asn

Phe

Glu

Asp

Val

355

Ile

46
335
PRT

Tyr

Leu

260

Pro

Asp

Tyr

Gly

Thr

340

Glu

Val

Cys

245

Gly

Thr

Lys

Cys

Ala

325

Ser

Pro

Trp

Ala

Lys

His

Ala

His

310

Asp

Ala

Gly

Val

Thr

Val

Lys

Val

295

Lys

Gly

Trp

Thr

Pro
375

Gossypium hirsutum

46

Val

His

Thr

35

Glu

Asn

Gly

Val

Leu

Ala

20

Pro

Glu

Thr

Lys

Asn

Ser

Ala

Met

Lys

Gly

Gly

85

Val

Pro

Leu

Pro

Ser

Lys

70

Val

Gly

Ile

Ser

Lys

Thr

55

Gly

Gly

Asp

Ser

Asp

Tyr

280

Val

Ser

Thr

Asn

Ile

360

Lys

Leu

Pro

Ala

40

Ser

Lys

Val

Pro

eolf-seqgl.

Leu Glu Ser

Gln

265

Thr

Cys

Glu

Lys

Pro

345

Pro

Ala

Glu

25

Val

Val

Pro

Asn

Phe

250

Ala

Ile

His

Thr

Ala

330

Lys

Val

Cys

10

Gln

Lys

Asn

Gly

Thr
90

Val

Thr

Lys

Thr

315

Lys

His

Cys

Leu

Tyr

Glu

Val

Gly

75

Gly

txt
Met

Ser

Ala

Gln

300

Arg

Ala

Leu

His

Ala

Trp

Ile

Gly

60

Asp

Lys

Asn Tyr Leu

Page 20

Ile

Thr

Gly

285

Asn

Ala

Val

Ala

Phe
365

Leu

Ser

Leu

45

Gly

Thr

Pro

Tyr

Asp

Glu

270

Val

Tyr

Tyr

Ala

Phe

350

Leu

Ala

Tyr

30

His

Gly

His

Gly

Ala

Tyr

255

Val

Gln

Ala

Met

Val

335

Gln

Pro

Val

15

Lys

Pro

Gly

Val

Gly

95

Ala

Ser

Glu

Lys

Tyr

Val

320

Cys

Val

Arg

Val

Leu

Glu

Val

Asn

80

Gly

Ser



Glu

Lys

Thr

145

Phe

Pro

Glu

Glu

Ala

225

Ile

His

Thr

Ala

Lys

305

Val

Thr

AsSp

130

Glu

Ser

Gly

Gln

Ser

210

Val

Ala

Lys

Thr

Lys

290

His

Cys

<210>
<211>
<212>
<213>

<400>

Gln

115

Met

Lys

Ser

Ser

Pro

195

Met

Ser

Ala

Gln

Arg

275

Ala

Leu

His

47
392
PRT

100

Ile

His

Ser

Asp

Leu

180

Ala

Ile

Thr

Gly

Asn

260

Ala

Val

Ala

Phe

His

Pro

Ala

Lys

165

Lys

Ile

Asp

Glu

Val

245

Tyr

Tyr

Ala

Phe

Leu
325

Glu

Gly

Phe

150

Leu

Ala

Glu

Tyr

Val

230

Gln

Ala

Met

Val

Gln

310

Pro

Asp

Ala

135

Leu

Pro

Glu

Gly

Ser

215

Glu

Lys

Tyr

Val

Cys

295

Val

Arg

Arabidopsis thaliana

47

Met Ala Ile Arg Leu Pro Leu

1

5

Pro

120

Thr

Pro

Glu

Met

Glu

200

Ile

Lys

Met

Ala

Pro

280

His

Leu

Asp

eolf-seqgl.txt

105

Asn Val

Met Ser

Tyr Gln

Ile Phe

170

Met Lys
185

Glu Lys

Ser Lys

Gln Thr

Thr Asp

250

Val Phe

265

Leu Glu

Thr Asp

Lys Val

His Ile
330

Ala

Leu

Thr

155

Asn

Asn

Tyr

Leu

Pro

235

Asp

Tyr

Gly

Thr

Glu

315

Val

Leu

His

140

Ala

Lys

Thr

Cys

Gly

220

Met

Lys

Cys

Ala

Ser

300

Pro

Trp

Phe

125

Phe

Gln

Phe

Ile

Ala

205

Lys

Gln

Ala

His

Asp

285

Ala

Gly

Val

110

Phe

Thr

Lys

Ser

Lys

190

Thr

Val

Lys

Val

Lys

270

Gly

Trp

Thr

Pro

Leu

Glu

Ile

Val

175

Glu
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