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1

17

PRT

Mus musculus

1

Iyr Phe Cys Ala érg Trp Asn Trp Glu égg Asp Ala Met Asp Igr Trp

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2

17

PRT

Artificial

Retro-inverso D-peptide of CDR3H [(D-)riCDR3H]

2

15

Gly Trp Tyr Asp Met Ala Asp Arg Glu Tgp Asn Trp Arg Ala Cys Phe
1 5 1

Tyr

<210>
<211>
<212>
<213>

<400>

3

268

PRT

Mus musculus

3

Met Ala Asp val Lys Leu GIn Glu Ser Gly Ala Glu Leu val Lys Pro
1 5 10 15

Gly Ala ser gg] Lys Leu Ser Cys Egs Ala Ser Gly Tyr ggr Phe Thr

Ser Tyr Tyr Met Tyr Trp val Lys GIn Arg Pro Gly GIn Gly Leu Glu
35 40 45
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Tyr

Gly

Phe

ser

val

Gly

Gly

Leu

225

Phe

Ile

50

Phe

Tyr

Cys

Thr

Pro

130

Leu

His

GlIn

val

210

Lys

Gln

Gly

Lys

Met

Thr

Leu

115

Leu

Ser

Gly

Ser

ser

195

Pro

Ile

Gly

Glu Ile Lys

<210>
<211>
<212>
<213>

<400>

4
179
PRT
Mus musculus

4

Glu

Ser

Gln

Arg

100

val

Ala

Asp

Asp

Asn

180

Pro

Asp

ser

ser

Ile

Lys

Leu

85

Asp

Thr

Gly

val

Gln

165

Gly

Lys

Arg

Arg

His

245

Ala

Met Lys Tyr Leu Leu
1 5

Asn

Ala

70

Ser

Tyr

val

Gly

Leu

150

Ala

Asn

Leu

Phe

val

230

val

Asp

Pro

Pro

55

Thr

ser

Arg

ser

ser

Thr

Leu

sSer

215

Glu

Pro

Ala

Thr

Ser

Leu

Leu

Tyr

Ala

120

Gly

Thr

Ile

Tyr

Ile

200

Gly

Ala

TYyr

Ala

Ala

H04194PCT.ST25

Asn Gly Gly Thr
60

Thr val

Thr Ser
90

Ala Trp
105

Glu Ser

Ser Gly

Gln Thr

ser Cys
170

Leu Glu
185

Tyr Lys

ser Gly

Glu Asp

Thr Phe

250

Pro Thr
265

ASp

75

Glu

Phe

Gln

Gly

Pro

155

Arg

Trp

val

ser

Leu

235

Gly

val

Lys

Asp

Ala

Ser

Ser

Tyr

Ser

Gly

Gly

Gly

Ser

Asn

Ser

ser

Tyr

Phe

125

Gly

ser

Ser

Leu

Asn

205

Thr

val

Gly

Phe

Ser

Ala

Trp

110

Pro

ser

Leu

Gln

Gln

190

Arg

Asp

Tyr

Thr

Asn

ser

val

95

Gly

Asn

Gly

Pro

sSer

175

Lys

Phe

Phe

Tyr

Lys

Thr
80

Tyr

val

Gly

val

160

Pro

ser

Thr

Cys

240

Leu

Ala Ala Gly Leu Leu Leu Leu Ala
15

10
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Ala

Ala

ser

Ile

65

Asn

Asp

Glu

Ala

Gly

Gln

Glu

Gly

50

Gly

Thr

Lys

Asp

Met

130

Thr

Gly

Pro

Leu

35

Tyr

GIn

TYyr

ser

Ser

115

Asp

Thr

Gly

Thr Pro Leu

<210>
<211>
<212>
<213>

<400>

?sp Ile val Met Thr

5
123
PRT

Ala

20

Ala

ser

Gly

Tyr

ser

100

Ala

Tyr

Pro

Gly

Met

Arg

Phe

Leu

Asn

85

Asn

val

Trp

Pro

ser
165

Mus musculus

5

5

Asp GIn Ala Ser Ile

20

Ser Gly Tyr Pro His
35

Pro GIn Leu Leu

50

Ile

Ala

Pro

Thr

Glu

70

Glu

Thr

Tyr

Gly

Ser

150

Gly

GIn

Ser

Leu

Tyr

Met

Gly

Gly

55

Trp

Lys

Ala

Phe

Asp

Gly

Thr

Cys

Asn

Arg
55

Ala

Thr

40

Tyr

Ile

Phe

Tyr

Ccys

120

Gly

Tyr

Gly

Pro
Arg
Trp
40

val

HO4194PCT.ST25

Glu val GIn Leu
25

Ser

Gly

Gly

Lys

Met

105

Ala

Thr

Pro

Gly

Leu
ser
25

Tyr

ser

val

val

Glu

Gly

90

Glu

Arg

ser

Leu

ser
170

ser
10
ser

Leu

Asn

Seite 3

Asn

Ser

Ile

75

Lys

Leu

Trp

val

Ala

155

Asp

Leu

Gln

Gln

Arg

Leu

Trp

60

Tyr

Ala

Arg

Asn

Thr

140

Gly

Ile

Pro

ser

Lys

Phe
60

GlIn

ser

45

val

Pro

Thr

Ser

Trp

val

Gly

val

val

Leu

Pro

45

Ser

Gln

30

cys

Lys

Arg

Leu

Leu

110

Glu

ser

Gly

Met

Ser
Glu
30

Gly

Gly

ser

Lys

Gln

Ser

Thr

95

Thr

Arg

Ser

Gly

Thr
175

Leu
15
Ser

Gln

val

Gly

Thr

Arg

Gly

80

Ala

ser

Asp

ser
160

GIn

Gly

Ser

Ser

Leu



Asp Arg
65

Ser Arg

Phe ser Gly

val Glu Ala
8

ser
70

Glu

Thr His val Pro Trp Thr
100

Arg Ala Asp Ala Ala Pro
115

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Lys
1

Ala Gln

Ala Glu

Ser Gly

50

Ile
65

Gly

Asn Thr

Asp Lys

Glu Asp

Ala Met

130

Lys Thr

145

Gly Gly

6

311

PRT
Artificial

SCFv
6
Tyr Leu Leu

Ala
20

Pro Met

Leu Ala

35

Arg

Tyr Ser Phe

Gln Gly Leu

Asn
85

Tyr Tyr

Ser Asn

100

Ser

Ser Ala val

115

Asp Tyr Trp

Thr Pro Pro

Gly Ser

165

Gly

Pro

Ala

Pro

Thr

Glu

70

Glu

Thr

Tyr

Gly

ser

150

Gly

Gly

ASp

Phe

Thr

Thr

Met

Gly

Gly

55

Trp

Lys

Ala

Phe

Gln

135

Asp

Gly

Ser

Leu

Gly

val
120

Ala

Ala

Thr

40

Tyr

Ile

Phe

TYyr

cys

Gly

Tyr

Gly

H04194PCT.ST25

Gly
Gly
Gly
105

Ser

Ala

Glu

25

Ser

Gly

Gly

Lys

Met

105

Ala

Thr

Pro

Gly

Thr Asp Phe
75

val
90

Tyr Phe
Gly Thr Lys

Ala Ala

Ala
10

Gly Leu

val GIn Leu

val Asn Leu

val ser Trp

60

Ile
75

Tyr

Gly Ala

90

Lys

Glu Leu Arg

Arg Trp Asn

Thr
140

Ser val

Ala
155

Leu Gly

Ser Asp Ile
170
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Thr

Cys

Leu

Leu

Gln

ser

45

val

Pro

Thr

Ser

Gly

val

Leu

Leu

Glu
110

Leu

Gln

30

Cys

Lys

Arg

Leu

Leu

110

Glu

Ser

Gly

Met

GIn
GlIn

95

Ile

Leu

15

ser

Lys

GIn

ser

Thr

95

Thr

Arg

Ser

Gly

Thr
175

Ile
80
Ile

Lys

Ala

Gly

Thr

Arg

Gly

80

Ala

Ser

Asp

Ala

ser

160

Gln



Thr

Cys

Asn

225

Gly

ASp

Phe

Thr

Glu
305

Pro

Arg

210

val

Ser

Leu

Gly

val
290

Leu

Ser

195

Tyr

ser

Gly

Gly

Gly

ser

His His

<210>
<211>
<212>
<213>

<400>
aaaaccatgg

7
8

21

DNA
Mus

7

tcagtgaagt

gtgaagcaga

ggtactaact

agcacagcat

acaagagact

tctgcagaga

ggaggtggct
cctgtcagtc

agtaatggaa

ctgatctaca

tcagggacag

ser

180

Ser

Leu

Asn

Thr

val

260

Gly

Ala

His

Leu

Gln

Gln

Arg

245

Tyr

Thr

Ala

His

musculus

cggatgtgaa
tgtcctgcaa
ggcctggaca
tcaatgagaa
acatgcaact
ataggtacgc
gtcagtcctt
ctggcggtag
ttggagatca
acacctattt
aagtttccaa

atttcacact

Pro

ser

Lys

Phe

230

Phe

Phe

Lys

Glu

His
310

val

Leu

Pro

215

ser

Thr

Cys

Leu

Glu

295

His

Ser

Glu

200

Gly

Gly

Leu

Leu

Glu

280

GlIn

gcttcaggag
ggcttctggc
aggccttgag
gttcaagagc
cagcagcctg
ctggtttgct
cccaaatgtc
cggatccgat
agcctccatc
agaatggtac
ccgattttct

caagatcagc

HO04194PCT.ST25

Leu Gly Asp Gln

185

Ser

Gln

val

GIn

Gln

265

Ile

Lys

ser

ser

Leu

Ile

250

Ile

Lys

Leu

Ser

Pro

Asp

235

Ser

Thr

Arg

Ile

tctggggctg

tacaccttca

tggattggag

aaggccacac

acatctgagg

tactggggcc

ttccececteg

gttttgatga

tcttgcagat

ctgcagaaac

ggggtcccag
agagtggagg
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Gly

Gln

220

Arg

Arg

His

Ala

ser
300

Ala

Phe

val

val

Asp

285

Glu

ser

190

Pro

Leu

Ser

Glu

Pro

270

Ala

Glu

aactggtgaa

ccagctacta

agattaatcc

tgactgtaga

actctgcggt

aagggactct

ccggcggagg

cccaaactcc

ctagtcagag

caggccagtc

acaggttcag

ctgaggatct

Ile

His

Ile

Gly

Ala

255

Trp

Ala

Asp

gcctggggct
tatgtactgg

tagcaatggt
caaatcctcc
ctattactgt
ggtcactgtc
cggttcaggc
actctccctg
cattgtacat
tccaaagctc
tggcagtgga
gggagtttat

Ser

Leu

Tyr

Ser

240

Glu

Thr

Pro

Leu

60
120
180
240
300
360
420
480
540
600
660
720



tactgctttc
aaacgggctg
<210> 8

<211> 480
<212> DNA
<213> Mus

<400> 8
atgaaatacc

atggccatgg
tcagtgaacc
gtgaagcagc
aatacttact
aacacggegt
gcaagatgga
gtctcctcag
<210> 9

<211> 369
<212> DNA
<213> Mus

<400> 9
gacattgtga

atctcttgca
tacctccaga
tctggggtcc
agcagagtgg
tggacgttcg
tccgeggec

<210>
<211>
<212>
<213>

<220>
<223>

<400> 10
atgaaatacc

10
936
DNA

atggccatgg
tcagtgaacc
gtgaagcagc

aatacttact

aaggttcaca

atgctgcacc

musculus

tgctgccgac
cggaggtcca
tgtcttgtaa
gaattggaca
acaatgagaa
acatggagct
actgggaaag

ccaaaacgac

musculus

tgacccaaac
ggtctagtca
aaccaggcca
tagacaggtt
aggctgagga
gtggaggcac

Artificial

tgctgccgac
cggaggtcca
tgtcttgtaa
gaattggaca

acaatgagaa

tgttccgtac

aactgtatcc

cgctgctgcet
gctgcagcag
gacttctggc
gggccttgag
gttcaagggc
ccgcagcectg
ggatgcaatg

acccccatct

tccactctec
gagccttgaa
gtctccacaa
cagtggtagt
tttgggagtt

caagctggaa

SCFv Myc-His (H6/L5)

cgctgctgct
gctgcagcag
gacttctggc

gggccttgag
gttcaagggc

H04194PCT.ST25
acgttcggag gggggaccaa

cggccgettt

ggtctgctgce
tctggagctg
tacagcttca
tggattggag
aaggccacac
acatctgagg
gactactggg

gactatccac

ctgcctgtca
agcagtagtg
ctcctgatct
ggatcaggga
tatttctgec

atcaaacggg

ggtctgctgce
tctggagcetg
tacagcttca
tggattggag

aaggccacac
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t

tcctegetge
agctggcgag
caggctatgg
agatttatcc
tgactgcaga
actctgcggt
gtcaaggaac

tagccggcgg

gtcttggaga
gatatcccca
acagggtttc
cagatttcac
tccaaattac

ctgatgctgc

tcctegetge
agctggcgag
caggctatgg
agatttatcc

tgactgcaga

gctggaaata

ccagceggeg
gcctgggact
tgtaagttgg
tagaagtggt
caaatcctcc
ctatttctgt
ctcagtcacc

aggcggttca

tcaagcctcc
tttgaactgg
caaccgattt
actgcaaatc
acatgtcccg

accaactgta

ccagccggceg
gcctgggact
tgtaagttgg
tagaagtggt

caaatcctcc

780
821

60
120
180
240
300
360
420
480

60
120
180
240
300
360
369

60
120
180
240
300



H04194PCT.ST25
aacacggcgt acatggagct ccgcagcctg acatctgagg actctgcggt ctatttctgt 360

gcaagatgga actgggaaag ggatgcaatg gactactggg gtcaaggaac ctcagtcacc 420
gtctcctcag ccaaaacgac acccccatct gactatccac tagccggegg aggcggttca 480
ggcggaggtg gctctggcgg tggcggatcc gacattgtga tgacccaaac tccactctec 540
ctgcctgtca gtcttggaga tcaagcctcc atctcttgca ggtctagtca gagccttgaa 600
agcagtagtg gatatcccca tttgaactgg tacctccaga aaccaggcca gtctccacaa 660
ctcctgatct acagggtttc caaccgattt tctggggtcc tagacaggtt cagtggtagt 720
ggatcaggga cagatttcac actgcaaatc agcagagtgg aggctgagga tttgggagtt 780
tatttctgcc tccaaattac acatgtcccg tggacgttcg gtggaggcac caagctggaa 840

atcaaacggg ctgatgctgc accaactgta tccgcggccg aagaacagaa actgatcagc 9200
gaagaagatc tcgagcacca ccaccaccac cactga 936
<210> 11

<211> 17

<212> PRT

<213> Artificial

<220>

<223> MI13A mutant of CDR3H

<400> 11

Tyr Phe Cys Ala Arg Trp Asn Trp Glu Arg Asp Ala Ala Asp Tyr Trp
1 5 10 15
Gly

<210> 12

<211> 17

<212> PRT

<213> Artificial

<220>
<223> D11R mutant of CDR3H

<400> 12
Iyr Phe Cys Ala érg Trp Asn Trp Glu ?69 Arg Ala Met Asp Igr Trp

Gly

<210> 13

<211> 17

<212> PRT

<213> Artificial

<220>

<223> R10A mutant of CDR3H
<400> 13
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H04194PCT.ST25

Tyr Phe Cys Ala érg Trp Asn Trp Glu an Asp Ala Met Asp Igr Trp

Gly
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