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<210> 1
<211> 2100
<212> DNA

<213> Homo sapiens

<221> 3'UTR
<222> (1)..(1048)
<223> 3 UTR of the HtrAl gene

<221> protein_bind
<222> (264)..(380)
<223> potential MBD2 binding site

<221> site
<222> (287)..(665)

<223> overall region of the HtrAl promotor analysed for the methylation

pattern/status

<221> site
<222> (461)..(1662) )
<223> at least a portion of the CpG-island

<221> site
<222> (1049)..(2100)
<223> at least part of the CDS of Htral

<400> 1
caggactact gcccacaggc ctggtgctgc ctgggcaccc agacccacct

cctcagccct cctgatgact ctcggactcg catctgtccc aacggatgca
tccagtggga aatcaaattt ttgataacaa gtgttttgaa ataatcacgc
aaatcaaaag aggggaaaac ccctttccca tctgagaccg ctccaccctc
agctgccgag ccgcttccta ggctctctge gaatacggac acgcatgeca
ctttttaaaa gaatcagacg tgtgaaggat tctattcgaa ttacttctgc

tatcacttca ctgtgggtct gggcgcggge tttctgccag ctccgcggac
Seite 1

ccagggtcgce
ccaaagattc
acttggtgaa
gccagttacg
cccacaacaa
tctctgettt

gctgecctteg

60
120
180
240
300
360
420



tccggecgea
cgcgtgaccg
cctgececggce
ttcceccggcg
aaggacgcga
ggaaactgag
ccgeegtgec
gcccteectc
gctcgtcacc
tgcccecgag
cgccaccgec
gctgctgctg
gcctttggcec
gcactgcgag
cgagggcgcec
gccctteggg
gtgcgccagce
gctgegegec
gcgcggagcec
tcccagcteg
tggggtggcc
cgggctgect
gccagtacgc
cctgagggca
ggaaggagag
gaagtcattt
ctttgatcac
ttgccggecc
<210> 2

<211> 379
<212> DNA
<213>

<400> 2
gccacccaca

ctgctctctg

gaggccccgce
gggtccgcgg
ccagtccgag
ctcccacgeg
atctcagcga
tcccgecgaga
€gggcgegec
ccgccatccg
gctgcgagge
gccctectgce
gccgecgeca
ctgctggcegg
gccgggtgec
ggcggccggg
gcgtgceggcec
gtgccagect
agcgagccgg
gccagecgec
tgcggccaag
gacctgcttc
agggcaactc
cggaaccgag
ccggectgea
accacacagc
aagttcagga
cggttgcttt
gggaccgctc
gccccggagt

Homo sapiens

acaacttttt

cttttatcac
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ggtcagggtc
tgccgcaacg
cttccecgggce
aagccgcecgce
gagaacctgc
gggccggect
cgccctgecc
gccagccccc
caatgggctg
actctccccg
gagtcgccat
cgcccgectce
cagaccgctg
cccgggacgce
tgcaggaggg
cggccacggt
tgtgcggcag
gctccgagag
gtactccgcec
tgcgggactg
tcggggacag
cttcgecgecc
ctctggggct
gcggggaccc
ctgggaattg
ttcttctatt
agtgaaaact

ttctccaaaa

aaaagaatca

ttcactgtgg

ccgegtgegg
cccecgggtct
gggcccccag
agggccccct
ggaaagcgaa
gtgcgctgec
cctccgegygg
atcccgggcg
ggccgegegg
gcgeccgetct
gcagatcccg
ggcgcagetg
cgagccggcg
gtgcggctgce
ccecgtgeggce
gcggcggege
cgacgccaac
gctgcaccgg
gcgctectgg
gtgggcaggt
gcaggtgggc
agcccggggce
cgagacgccg
caggacaaat
gcgcctcgea
tacgtcctcc
gtatgtaact

agtctacccc

gacgtgtgaa

gtctgggcgc
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ggtaccgggg
gcgcagaggc
tccggegatt
tgcaaagttc
tatgtggggc
ccgeecgege
cggtcccggt
ccgtgcccgt
ccgegegeac
ccggeectcg
cgcgccgcetc
tcccgggecg
cgctgeccge
tgcgaggtgt
gaggggctgc
gcgcaggecg
acctacgcca
ccgecggtcea
gcagctcccc
tgaggggcag
cccggggtgg
cggttctgeg
ggcgaccggc
aagaggaatg
gagcggcttc
gtccccttta
cttttggaaa
gagcagggaa

ggattctatt

gggctttctg

gcagaaccag
ccctgcagtc
tgcaggaact
cattagtttg
gcgcagacgg
cccgecagea
ccagccgcecc
ccccaaggceg
tcgcacccgce
ccctgtecge
ttctcecget
gccgeteggce
cgcagccgga
gcggegegcec
agtgcgtggt
gcctctgtgt
acctgtgcca
tcgtcctgea
actctctcca
cgaagcgttg
cggatttccg
cccagacgat
catggagtgc
ggggcataaa
aggaccacaa
aaattcactg
ggaacagtgt
cggtttggca

cgaattactt

ccagctccgce

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100

60
120



ggacgctgcc

gggggcagaa
aggcccctgce

gatttgcagg

gttccattag

<210> 3

<211> 383
<212> DNA
<213>

<400> 3
cgcgaatctc

ctgagtcccg
gtgcccgggc
cccteecgec
tcaccgctgce
ccgaggcecct
ccgccgecgce
<210> 4

<211> 614
<212> DNA
<213>

<400> 4
atgcagatcc

tcggcegeagce
tgcgagecgg
gcgtgcggct
ggcccgtgeg
gtgcggcggc
agcgacgcca
aggctgcacc
ccgecgetect
tggtgggcag
aggcaggtgg
<210> 5

<211> 117
<212> DNA
<213>

<400> 5
tctctgcgaa

ttcgtccgge
ccagcgcegtg
agtccctgcec
aactttcccc

tttgaagga

Homo sapiens

agcgagagaa
cgagagggcc
gcgcccgecce
atccggccag
gaggccaatg
cctgcactct

cgccagagtc

Homo sapiens

cgcgegecgce
tgtcccgggce
cgcgctgecc
gctgcgaggt
gcgaggggct
gcgcgcaggce
acacctacgc
ggccgeeggt
gggcagctcc
gttgaggggc

gccc

Homo sapiens

tacggacacg
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cgcagaggcc
accggggtcc
cggcccagtc

ggcgctccca

cctgcggaaa
ggcctgtgeg
tgccccctcec
cccccatccc
ggctgggecg
ccececggegec

gcc

tcttctcecg
cggccgetcg
gccgcagecg
gtgcggcegeg
gcagtgcgtg
cggcctctgt
caacctgtgc
catcgtcctg
ccactctctc

agcgaagcgt

catgccaccc

ccgcggtcag
gcggtgecgce
cgagcttccc

cgcgaagccg

gcgaatatgt
ctgccecgec
gcgggceggtc
gggcgcecegtg
cgcggecgeg
gctctccgge

ctgctgectgce
gcgecctttgg
gagcactgcg
cccgagggceg
gtgcccttcg
gtgtgcgcca
cagctgcgcg
cagcgcggag
catcccagct

tgtggggtgg

acaacaactt
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ggtcccgegt
aacgccccgg

gggcgggecc

ccgcagggcc

ggggcgcgcea
cgcgceccgce
ccggtccagce
cccgteccca
cgcactcgca

cctcgeectg

tgctgetggce
ccgecgggtg
agggcggecg
ccgcgtgegg
gggtgccage
gcagcgagcc
ccgccagecg
cctgcggeca
cggacctgct

ccagggcaac

tttaaaagaa

gcggggtacc
gtctgcgcag
ccagtccggc

cccttgcaaa

gacggggaaa

cagcaccgcc
cgceccgecct
aggcggctcg
ccecgetgecce

tccgeegeca

ggcgcccgec
cccagaccgce
ggcccgggac
cctgcaggag
ctcggccacg
ggtgtgcggce
ccgctccgag
aggtactccg
tctgcgggac

tctcggggac

tcagacgtgt

180
240
300
360
379

60
120
180
240
300
360
383

60
120
180
240
300
360
420
480
540
600
614

60
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gaaggattct attcgaatta cttctgctct ctgcttttat cacttcactg tgggtct

<210> 6

<211> 107

<212> DNA

<213> Homo sapiens

<400> 6
cccccttgea aagttccatt agtttgaagg acgcgaatct cagcgagaga acctgcggaa

agcgaatatg tggggcgcgc agacggggaa actgagtccc gcgagag

<210> 7

<211> 23

<212> DNA

<213> artificial

<220>
<223> Human HtrAl-forward primer

<400> 7
gcaactcaga catggactac atc

<210> 8

<211> 24

<212> DNA

<213> artificial

<220> )
<223> Human-HtrAl-reverse primer

<400> 8
gtgttaattc caatcacttc accg

<210> 9

<211> 21

<212> DNA

<213> artificial

<220>
<223> Human-p21/CDKNla-forward primer

<400> 9
cctcatcccg tgttctcctt t

<210> 10

<211> 20

<212> DNA

<213> artificial

<220>

<223> Human-p21l/CDKNla-reverse primer
<400> 10

gtaccaccca gcggacaagt

<210> 11
<211> 22
<212> DNA

<213> artificial
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117

60
107

23

24

21
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<220>
<223>

<400>
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Human-GAPDH-forward primer

11

gcttgtcatc aatggaaatc cc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

17

DNA
artificial

Human-GAPDH-reverse primer

12

agccttctec atggtgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

17

DNA
artificial

Human-RibProtL13a-forward primer

13

ggtggtcgta cgctgtg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

14

17

DNA
artificial

Human-RibProtL13a-reverse primer

14

ggtccgccag aagatgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

15

31

DNA
artificial

HtrAl forward primer

15

gttatttata ataatttttt aaaagaatta g

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

27

DNA
artificial

HtrAl reverse primer

16

tccttcaaac taataaaact ttacaaa

<210>

17

Seite S
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17

17

17

31

27
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<211> 51

<212> DNA

<213> artificial

<220>

<223> HtrAl forward SP6 primer

<400> 17

atttaggtga cactatagaa gttatttata ataatttttt aaaagaatta ¢ 51
<210> 18

<211> 47

<212> DNA

<213> artificial

<220>

<223> HtrAl reverse T7 primer

<400> 18

ttaatacgac tcactatagg gccttcaaac taataaaact ttacaaa 47
<210> 19

<211> 20

<212> DNA

<213> artificial

<220>

<223> PPIA forward primer

<400> 19

caaatgctgg acccaacaca 20
<210> 20

<211> 20

<212> DNA

<213> artificial

<220>

<223> PPIA reverse primer

<400> 20

cttgctggtc ttgccattcc 20
<210> 21

<211> 21

<212> DNA

<213> artificial

<220>

<223> MBD2 forward primer

<400> 21

aaccctgctg tttggcttaa ¢ 21
<210> 22

<211> 23

<212> DNA

<213> artificial

<220>

<223> MBD2 reverse primer

<400> 22
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cgtacttgct gtactcgctc ttc

<210> 23
<211> 58
<212> DNA

<213> artificial

<220>
<223> hairpin sequence for shmMBD2, sense

<220>
<221> stem_loop
<222> (..

<223> restriction site for Agel in the hairpin sequence for shmBD2

<220>

<221> stem_loop

<222> (26)..(3D)

<223> Toop in the hairpin sequence for shMmBD2

<400> 23

ccggggaagt gatccgaaaa tctttctcga gaaagatttt cggatcactt cctttttg

<210> 24

<211> 57

<212> DNA

<213> artificial
<220>

<223> hairpin sequence for shMBD2, antisense

<220>
<221> stem_loop
<222> (D..D

<223> restriction site for EcoRI in the hairpin sequence for shmBeD2,

antisense

<220>

<221> stem_loop

<222> (31)..(36)

<223> Toop in the hairpin sequence for shMBD2, antisense

<400> 24
aattaaaaag gaagtgatcc gaaaatcttt ctcgagaaag attttcggat cacttcc

<210> 25

<211> 58

<212> DNA

<213> artificial

<220>

<223> hairpin sequence for shHtral, sense
<400> 25

ccgggatctc aggagcgtat atattctcga gaatatatac gctcctgaga tctttttg

<210> 26

<211> 58

<212> DNA

<213> artificial
<220>

Seite 7
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<223>
<400>

Sequenzprotokol1_50420K_ST25
hairpin sequence for shHtrAl, antisense

26

ctagagtcct cgcatatata agagctctta tatatgcgag gactctagaa aaacttaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

27

19

DNA
artificial

ChipP_Htral_-4373 forward primer
27

tttcttgccc tcctttctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

28

21

DNA
artificial

ChIP_HtrAl_-4373 reverse primer
28

taatctctat ctgtgctgtc ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

29

21

DNA
artificial

ChIP_HtrAl_-941 bp forward primer
29

taatctctat ctgtgctgtc ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

30

20

DNA
artificial

ChIP_HtrAl_-941 bp reverse primer
30

ggtctcagat gggaaagggg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

31

19

DNA
artificial

ChIP_HtrAl_-785 bp forward primer
31

tctctgcgaa tacggacac

<210>
<211>

32
19
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19

21

21

20

19



<212>
<213>

<220>
<223>

<400>

Sequenzprotokol11_50420K_sT25

DNA
artificial

ChIP_HtrAl_-785 bp reverse primer
32

agacccacag tgaagtgat

<210>
<211>
<212>
<213>

<220>
<223>

<400>

33

20

DNA
artificial

chip_HtrAal_-413 bp forward primer
33

ccccttgcaa agttccatta

<210>
<211>
<212>
<213>

<220>
<223>

<400>

34

20

DNA
artificial

ChIP_HtrAl_-413 bp reverse primer
34

ctctcgeggg actcagtttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35

20

DNA
artificial

chip_negative control forward primer

35

atggttgcca ctggggatct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

20

DNA
artificial

ChiP_negative control reverse primer

36

tgccaaagcc taggggaaga

Seite 9

19

20

20

20
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