<110>

<120>

<130>

<150>
<151>

<160> 25

<170>

<210> 1
<211> 22

<212> RNA
artificial

<213>

<220>
<223>

<400> 1

WPP97754

GB 0802754.2
2008-02-14

mature miR-146

SEQUENCE LISTING

PatentIn version 3.3

ugagaacuga auuccauggg uu

<210> 2
<211> 22
<212> DNA
<213>

<220>
<223>

<400> 2

artificial

anti-sense miR-146a

aacccatgga attcagttct ca

<210> 3

<211> 1912

<212> DNA

<213> Homo sapiens
<220>

<221> CDS

<222> (305)..(1375 )
<400> 3

ttttttttct tccctctagt
cctcagegtc tcagtgeccct
gaaggatata atgaagtcac
taattctctt gtgcccttag
tggtttttta aattgcttta

gggcggggcea
tttgttctaa
tatggéaaaa
cccactactt

aaaatttttt

gtga atg tcc att cct ttg cct ctt
Met Ser Ile Pro Leu Pro Leu

1

Istituto Superiore di Sanita

Antisense RNA Targeting CXCR4

gaggagttag
acaaagaatt
gatggggagg
cagaatttcc

ttaactgggt

ccaagatgtg
ttgtaattgg
agagttgtag
tgaagaaagc

taatgcttgc

actttgaaac
ttctaccaaa
gattctacat
aagcctgaat

tgaattggaa

ttg cag ata tac act tca gat aac
Leu Gln Ile Tyr Thr Ser Asp Asn

10

15

22

22

60

120

180

240

300

349



tac
Tyr

tgt
Cys

atc
Ile

atc
Ile

tac
Tyr
80

ccc
Pro

cta
Leu

gtc
Val

cac
His

gtc
Val
160

ttc
Phe

cgc
Arg

atc
Ile

tgc
Cys

aag
Lys
240

tgg
Trp

acc
Thr

ttc
Phe

tac
Tyr

ctg
Leu
65

agg
Arg

ttc
Phe

tgc
Cys

ctc
Leu

gcc
Ala
145

tat
Tyr

atc
Ile

ttc
Phe

atg
Met

att
Ile
225

gcc
Ala

ctg
Leu

gag
Glu

cgt
Arg

tcc
Ser
50

gtc
Val

ctg
Leu

tgg
Trp

aag
Lys

atc
Ile
130

acc
Thr

gtt
Val

ttt
Phe

tac
Tyr

gtt
val
210

atc
Ile

ctc
Leu

cct
Pro

gaa
Glu

gaa
Glu

atc
Ile

atg
Met

cac
His

gca
Ala

gca
Ala
115

ctg
Leu

aac
Asn

ggc
Gly

gcc
Ala

cce
Pro
195

ggc
Gly

atc
Ile

aag
Lys

tac
Tyr

atg
Met
20

gaa
Glu

atc
Ile

ggt
Gly

ctg
Leu

gtt
Val
100

gtc
Val

gcc
Ala

agt
Ser

gtc
vVal

éac
Asn
180

aat
Asn

ctt
Leu

tcc
Ser

acc
Thr

tac
Tyr

ggc
Gly

aat
Asn

ttc
Phe

tac
Tyr

tca
Ser
85

gat
Asp

cat
His

ttc
Phe

cag
Gln

tgg
Trp
165

gtc
Val

gac
Asp

atc
Ile

aag
Lys

aca
Thr
245

att
Ile

tca
Ser

gct
Ala

tta
Leu

cag
Gln
70

gtg
val

gcc
Ala

gtc
Val

atc
Ile

agg
Arg
150

atc
Ile

agt
Ser

ttg
Leu

ctg
Leu

ctg
Leu
230

gtc
Val

999
Gly

999
Gly

aat
Asn

act
Thr

aag
Lys

gcc
Ala

gtg
Val

atc
Ile

agt
Ser
135

cca
Pro

cct
Pro

gag
Glu

tgg
Trp

cct
Pro
215

tca
Ser

atc
Ile

atc
Ile

gac
Asp

ttc
Phe
40

ggce
Gly

aaa
Lys

gac
Asp

gca
Ala

tac
Tyr
120

ctg
Leu

agg
Arg

gcc
Ala

gca
Ala

gtg
val
200

ggt
Gly

cac
His

ctc
Leu

agc
Ser

tat
Tyr
25

aat
Asn

att
Ile

ctg
Leu

ctc
Leu

aac
Asn
105

aca
Thr

gac
Asp

aag
Lys

ctc
Leu

gat
Asp
185

gtt
val

att
Ile

tcc
Ser

atc
Ile

atc
Ile

gac
Asp

aaa
Lys

gtg
vVal

aga
Arg

ctc
Leu
90

tgg
Trp

gtc
vVal

cgc
Arg

ctg
Leu

ctg
Leu
170

gac
Asp

gtg
Val

gtc
Val

aag
Lys

ctg
Leu
250

gac
Asp

tcc
Ser

atc
Ile

ggc
Gly

agc
Ser
75

ttt
Phe

tac
Tyr

aac
Asn

tac
Tyr

ttg
Leu
155

ctg
Leu

aga
Arg

tte
Phe

atc
Ile

ggc
Gly
235

gct
Ala

tce
Ser

atg
Met

ttc
Phe

aat
Asn
60

atg
Met

gtc
Val

ttt
Phe

ctc
Leu

ctg
Leu
140

gct
Ala

act
Thr

tat
Tyr

cag
Gln

ctg
Leu
220

cac

His

ttc
Phe

ttc
Phe

aag
Lys

ctg
Leu
45

gga
Gly

acg
Thr

atc
Ile

999
Gly

tac
Tyr
125

gcc
Ala

gaa
Glu

att
Ile

atc
Ile

ttt
Phe
205

tcc
Ser

cag
Gln

ttc
Phe

atc
Ile

gaa
Glu
30

ccc
Pro

ttg
Leu

gac
Asp

acg
Thr

aac
Asn
110

agc
Ser

atc
Ile

aag
Lys

ccce
Pro

tgt
Cys
190

cag
Gln

tgc
Cys

aag
Lys

gcc
Ala

ctc
Leu

ccc
Pro

acc
Thr

gtc
Val

aag
Lys

ctt
Leu
95

ttc
Phe

agt
Ser

gtc
Val

gtg
vVal

gac
Asp
175

gac
Asp

cac
His

tat
Tyr

cgce
Arg

tgt
Cys
255

ctg
Leu

397

445

493

541

589

637

685

733

781

829

877

925

973

1021

1069

1117



atc
Ile

atc
Ile

gaa
Glu

att
Ile

atc
Ile
290

tcec
Ser

tat
Tyr

atc
Ile

ctc
Leu
305

ctc
Leu

gca
Ala
320

acc
Thr

gga
Gly

aag
Lys

cga
Arg

ttt
Phe

agt
Ser

cac
His
taaataactt
agtttttatt
gacttattta
ccaagttctt
cagagcgtgt
atctctccat
tggcacttat
tgggttgatt
gttaaactta
<210> 4
<211> 356
<212> PRT
<213> Homo
<400> 4
Met Ser Ile

1

Thr Glu Glu

Phe Arg Glu
35

260

caa
Gln

aag
Lys
275

acc
Thr

gag
Glu

ttc
Phe

gct
Ala

tct
Ser

gtg
Val

999
Gly

gcc
Ala

ctt
Leu

agc
Ser

tgt
Cys

cta
Leu

gga
Gly
310

aga
Arg

325

ggt
Gly

gga
Gly
340

tcc
Ser
355

agc
Ser
ttttttaagt
gcttgttgga
tataaatttt
agttgctgta
agtgaatcac
tcececgtggaa
aaccaaagcc
tcagcaccta

aaaaaaaaaa

sapiens

Pro Leu
5

Met Gly
20

Glu Asn

cat
His

taa

tca
Ser

tacacatttt
tttttgtctt
ttttgtttca
tgtctcgtgg
gtaaagctag
cgtttttect
caaagtggta

cagtgtacag

265

ttt
Phe
280

gag
Glu

gag
Glu

ttc
Phe

ttc
Phe

gct
Ala
295

ttt
Phe

aaa
Lys

gcc
Ala

tcc
Ser

agc
Ser

999
Gly

tct
Ser

tcc
Ser
345

gtt
Val

aaaaaaa

10

25

40

aac
Asn

cac
His

aaa
Lys

ctc
Leu
330

act
Thr

tcagatataa
gtgtttettt
tattgatgtg
taggactgta
aaatgatccc
gttcttaaga
tagaaatgct

tcttgtatta

act
Thr

tgt
Cys

acc
Thr
315

aag

Lys

gag
Glu

gtg
Val

tgt
Cys
300

tct

Ser

atc
Ile

tct
Ser

cac
His
285
ctg

Leu

gcc
Ala

ctc
Leu

gag
Glu

aagactgacc

agtttttgtg

tgtctaggca

gaaaagggaa

cagctgttta

cgtgattttg

ggtttttcag

agttgttaat

45

30

270

tgg
Trp

aag
Lys

aac
Asn

ccc
Pro

cac
His

cag
Gln

tcc
Ser

aaa
Lys
335

tct
Ser
350

tca
Ser

cacagatgta aaagactttt ttttatacga

aatattgtac
aagtttaatt
ggacctgtgg
ctgaacattc
tgcatagata
ctgtagaaga
ttttcaggag

aaaagtacat

Pro Leu Leu Gln Ile Tyr Thr Ser Asp Asn Tyr

15

Ser Gly Asp Tyr Asp Ser Met Lys Glu Pro Cys

Ala Asn Phe Asn Lys Ile Phe Leu Pro Thr Ile

1165

1213

1261

1309

1357

1405

1465

1525

1585

1645

1705

1765

1825

1885

1912



Tyr

Leu

Arg

Phe

Cys

Leu

Ala

145

Tyr

Ile

Phe

Met

Ile

225

Ala

Leu

Ile

Ser

Ser

50

val

Leu

Trp

Lys

Ile

130

Thr

Val

Phe

Tyr

val

210

Ile

Leu

Pro

Ile

Ile
290

Ile

Met

His

Ala

Ala

115

Leu

Asn

Gly

Ala

Pro

195

Gly

Ile

Lys

Tyr

Lys

275

Thr

Ile

Gly

Leu

Val

100

Val

Ala

Ser

Val

Asn

180

Asn

Leu

Ser

Thr

Tyr

260

Gln

Glu

Phe

Tyr

Ser

85

Asp

His

Phe

Gln

Trp

165

Val

Asp

ile

Lys

Thr

245

Ile

Gly

Ala

Leu

Gln

70

Val

Ala

val

Ile

Arg

150

Ile

Ser

Leu

Leu

Leu

230

Val

Gly

Cys

Leu

Thr

Lys

Ala

vVal

Ile

Ser

135

Pro

Pro

Glu

Trp

Pro

215

Ser

Ile

Ile

Glu

Ala
295

Gly

Lys

Asp

Ala

Tyr

120

Leu

Arg

Ala

Ala

val

200

Gly

His

Leu

Ser

Phe

280

Phe

Ile

Leu

Leu

Asn

105

Thr

Asp

Lys

Leu

Asp

185

Val

Ile

Ser

Ile

Ile

265

Glu

Phe

val

Arg

Leu

90

Trp

val

Arg

Leu

Leu

170

Asp

val

val

Lys

Leu

250

Asp

Asn

His

Gly

Ser

75

Phe

Tyr

Asn

Tyr

Leu

155

Leu

Arg

Phe

Ile

Gly

235

Ala

Ser

Thr

Cys

Asn

60

Met

Val

Phe

Leu

Leu

140

Ala

Thr

Tyr

Gln

Leu

220

His

Phe

Phe

vVal

Cys
300

Gly

Thr

Ile

Gly

Tyr

125

Ala

Glu

Ile

Ile

Phe

205

Ser

Gln

Phe

Ile

His

285

Leu

Leu

Asp

Thr

Asn

110

Ser

Ile

Lys

Pro

Cys

190

Gln

Cys

Lys

Ala

Leu

270

Lys

Asn

Val

Lys

Leu

95

Phe

Ser

val

Val

Asp

175

Asp

His

Tyr

Arg

Cys

255

Leu

Trp

Pro

Ile

Tyr

80

Pro

Leu

val

His

val

160

Phe

Arg

Ile

Cys

Lys

240

Trp

Glu

Ile

Ile



Leu Ala

305

Tyr

Leu Thr Ser

Lys Arg Gly

Phe Ser

355

His

<210> 5

<211> 2249
<212> DNA
<213> Homo

<400> 5
gcgctceccgg

cagagcccag
aaaaatgggc
caaccagatg
gttccacgcc
ccgcaatagt
ggagtatgca
tgcggccgag
catccaggcc
agaagaggac
ggagagtggg
cccttcagtc
cagtttgatg
cgaggagcca
gatgatgcag
ctcaggaggg
tcgaagcagc
gcaggtgcca
accccecgect

tgtattgagc

Phe

310

Val
325

Gly
340

Ser

sapiens

ccgctctege
aaggaaagaa
atgatccagc
cggctggecg
caccggacgg
caacactata
tatacagcca
atcctggaga
tcagacgaca
cgcaaggctce
tatgccagtg
tccacttcat
accataggac
actctggctg
gtggatgagg
atgggggaca
gtcatcacca
cccccagcetg
gagaagcatc

atgccgtctt

ctcctctatt
agcctcatgce
tgcagaaccc
ggactttgtg
tgctggcctg
ctttggactt
cgctgcaagce
tcgagtacct
atgacacgga
ggtacctcaa
tggctggaca
ttggtctttc
agtctctcct
ggggtgggcg
tgcccagcca
aggttgagga
gtgctaggga
aggctggcca
tgggcatcta

ccgtgacctc

Leu Gly Ala Lys Phe Lys Thr

315

Ser Arg Gly Ser Ser Leu Lys

330

His Ser Ser Val Ser Thr Glu

345

ggcccaggaa
ctgagccgag
tagccaccce
cgatgtggtc
caccagcaag
cctctcgceca
caaggcggag
ggaggaacag
ggccaccatg
gaacatcttc
gagcctccect
agccatgagt
gcagggaact
gcaccctggg
ggacagccct
aagaggcaaa
gctacactat
ggcccccact
ctcecgtgttg

tggcctccac

Ser Ala Gln

Ile Leu Ser

Ser Glu Ser
350

gcccaccceag
gggagcacca
acggggctac
atcatggtgg
atgtttgaga
aagaccttcc
gacctggatg
tgcctgaaga
gccgatggceg
atctcgaagc
gggcccatgg
cccaccaagg
cttcagccac
gtggctgagg
ggggcagcecg
gaggggcctg
gggcgagagg
ggccgacctg
cccaaccaca

gtgcagcctg

Ala
320

His

Lys Gly

335

Ser Ser

ccccgcecacyg
tggatctgac
tgtgcaaggc
acagccagga
tcctctteca
agcagattct
acctgctgta
tgctggagac
gggccgagga
attccagcga
tggaccagag
ctgcagtgga
ctgcagggcc
tgaagacgga
agtccagcat
ggaccccgac
agagtgccga
agcacccagc
aggctgacgc

ccctggetgt

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200



ctccatggac
gttcagcaag
gcagtgcagc
gctgcacagt
tttgcggctg
tcagtgcggt
tggcactgac
actgcagcag
ccgcaccttce
cccctacgag
caaacgcatc
cctcaagcat
taagctctgc
caacggcgcc
catgcagaag
gaagacgtac
gggagccagg

aaaagaaaaa

<210> 6

<211> 537
<212> DNA
<213>

<400> 6
cacagatgta

tcagatataa
gtgtttcttt
tattgatgtg
taggactgta
aaatgatccc
gttcttaaga
tagaaatgct

tcttgtatta

ttcagcacct
ctgggggagce
gtgtgtgggg
gggatgaaga
agaatgcact
gcacagtttt
atggccgtct
cacatggagg
cccagccaca
tgtgagttct
cacacgggtg
cagctggaga
caccagcgcet
tcgeccctacce
cacatgaagg
ctctacctgt
aaagaagagt

aaaaaacaga

Homo sapiens

aaagactttt
aagactgacc
agtttttgtg
tgtctaggca
gaaaagggaa
cagctgttta
cgtgattttg
ggtttttcag

agttgttaat

atggggggct
tggctgtggg
tcgagcttcc
cgtacgggtg
tactggctca
cgaaggagga
tctgtctget
tccacgcggg
cggctctcaa
gtggcagctg
agaaacccta
cgcactatag
cccgggacta
agtgcaccat
gccacaagcc
gctatgtgtg
tggagtgaga

aggaaaagg

ttttatacga
aatattgtac
aagtttaatt
ggacctgtgg
ctgaacattc
tgcatagata
ctgtagaaga
ttttcaggag

aaaagtacat

gctgccccag
catgaagtca
tgataacgag
cgagctctgc
ttcagcgggt
tgccectggag
gtgtgggaag
cgtgcgcagce
acgccacctg
cttccgggat
cgagtgcaat
ggtgcacaca
ctcggccatg
ctgcacagag
cgaggagatc
aagggaggcec

tgaaggaagg

taaataactt
agtttttatt
gacttattta
ccaagttctt
cagagcgtgt
atctctccat
tggcacttat
tgggttgatt

gttaaactta

ggcttcatcc
gagagccgga
gctgtggage
gggaagcggt
gccaaagcct
acacacaggc
cgcttccagg
tacatctgca
cgctcacata
gagagcacac
ggctgtggca
ggtgagaagc
atcaagcacc
tactgcccca
ccgcccgact
cgcggeggtg

actatgacaa

ttttttaagt
gcttgttgga
tataaatttt
agttgctgta
agtgaatcac
tcececgtggaa
aaccaaagcc
tcagcaccta

aaaaaaaaaa

agagggagct
ccatcggaga
agcacaggaa
tcctggatag
ttgtctgtga
agacccatac
cgcagagcgc
gtgagtgcaa
caggcgacca
tcaagagcca
agaagttcag
cctttgagtg
tgagaacgca
gcctctecctce
ggaggataga
gagccgagceg

ataaaaaagg

tacacatttt
tttttgtctt
ttttgtttca
tgtctecgtgg
gtaaagctag
cgtttttect
caaagtggta
cagtgtacag

aaaaaaa

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2249

60

120

180

240

300

360

420

480

537



<210>
<211>
<212>
<213>

<400>

2
21

DNA

Homo sapiens

7

tagacctggt actaggaagc a 21

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

21

DNA
artificial

Mutated PLZF binding site (GTAC mutated to CGGC)

8

tagacctgcg gctaggaagc a 21

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

22

DNA
artificial

PCR Primer

9

ccgatgtgta tcctcagctt tg 22

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

25

DNA
Artificial

PCT Primer

10

gctgaagaac tgaatttcag aggtc 25

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

22

DNA
Artificial

PCT Primer

11

aacccatgga attcagttct ca 22

<210>
<211>
<212>
<213>

<220>

12

20

DNA
artificial



<223> PCT Primer

<400> 12
tcatgagtgc caggactaga

<210> 13

<211> 20

<212> DNA

<213> PCR Primer

<400> 13
cagagatggt gcaaagaccc

<210> 14

<211> 20

<212> DNA

<213> Artificial

<220>
<223> PCR Primer

<400> 14
ctggtactag gaagcagctg

<210> 15
<211> 20
<212> DNA

<213> Artificial

<220>
<223> PCR Primer

<400> 15
tatcagtgca ggtgtaagca

<210> 16

<211> 20

<212> DNA

<213> PCR Primer

<400> 16
actgtagaca tggtagagag

<210> 17
<211> 25
<212> DNA

<213> Artificial

<220>
<223> PCR Primer

<400> 17
tctggcatgc tgctctgctg ttccc

<210> 18
<211> 20
<212> DNA

20

20

20

20

20

25



<213>

<220>
<223>

<400>

Artificial

PCR Primer

18

atatggaagg gtcatgaggc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

19

DNA
Artificial

PCT Primer

i9

agagatggtg caaagaccc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

37

DNA
Artificial

PCR Primer

20

gaccaatatt gtagcggccg cattgcttgt tggattt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

40

DNA
Artificial

PCR Primer

21

gcaggacctg tggccagcgg ccgegttget gtatgtctcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

43

DNA
Artificial

PCR Primer

22

atagaaatgc tggtttgcgg ccgctcagga gtgggttgat ttc

<210>
<211>
<212>
<213>

<220>

23

20

DNA
Artificial

20

19

37

40

43



<223>

<400>

PCR Primer

23

atgtccattc ctttgcctct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

24

20

DNA
Artificial

PCR Primer

24

tacaagactg tacactgtag

<210>
<211>
<212>
<213>

<400>

tagacctggt actaggaagc a

25
21
DNA
Homo sapiens

25

10

20

20

21



