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SEQUENCE LISTING

<110> BASF Plant Science GmbH
<120> Lipid Metabolism Protein and Uses thereof I (BZIP Transcription Factor)
<130> PF 60401

<140>
<141>

<160> 4

<170> Biomax PatentTool according to PatentIN 3.1 format

<210> 1

<211> 726

<212> DNA

<213> Brassica nhapus

<220>
<221> CDS
<222> (1)..(726)

<400> 1
atg gct tcg tcc cat cag agc cac acc acc agc ttc aac ccc cgg agg 48
Met Ala Ser Ser His GIn Ser His Thr Thr Ser Phe Asn Pro Arg Arg
1 5 10 15
atc aag act aag gcg aag cca cca cat cag atc agt cac atg aga ccg 96
Ile Lys Thr Lys Ala Lys Pro Pro His Gln Ile Ser His Met Arg Pro
20 25 30
tct ccg gcg gct cag ccg gta ctt aaa tgt ccg agg tgt gat tcc gtc 144
Ser Pro Ala Ala Gln Pro val Leu Lys Cys Pro Arg Cys Asp Ser val
35 40 45
aac acc aag ttc tgt tac tac aac aac tac agc tta tct cag cca cgc 192
Asn Thr Lys Phe Cys Tyr Tyr Asn Asn Tyr Ser Leu Ser Gln Pro Arg
50 55 60
cac tac tgc aaa aac tgt cgc cgt tac tgg aca cgt ggc gga acc cta 240
His Tyr Cys Lys Asn Cys Arg Arg Tyr Trp Thr Arg Gly Gly Thr Leu
65 70 75 80
cgt aac gtc ccc atc ggt ggt cca acc aga aac aag aac aag cct tct 288
Arg Asn val Pro Ile Gly Gly Pro Thr Arg Asn Lys Ash Lys Pro Ser
85 90 95
agc ctc caa gtc atc tct tct cca cct ccg att gta gcg cca ttg tcg 336
Ser Leu Gln val Ile Ser Ser Pro Pro Pro Ile val Ala Pro Leu Ser
100 105 110
tct cac gag ctc gtt gat ggg ttt cgt atg aac aga gcg atg ata gac 384
Ser His Glu Leu val Asp Gly Phe Arg Met Asn Arg Ala Met Ile Asp
115 120 125
cct tct tcg acg gcg ttt cca ggt gga ttc tcc ggc tac atg ttt tcg 432
Pro Ser Ser Thr Ala Phe Pro Gly Gly Phe Ser Gly Tyr Met Phe Ser
130 135 140
ttg gat cct aac tac aat ctt gca tct tct tct atc gag tct ttg agt 480
Leu Asp Pro Asn Tyr Asn Leu Ala Ser Ser Ser Ile Glu Ser Leu Ser
145 150 155 160
tct tta aac caa gat ttg cac cag aag ctt cag caa cag aga ctc ttc 528
Ser Leu Asn Gln Asp Leu His Gln Lys Leu Gln Gln Gln Arg Leu Phe
165 170 175
act tcc atg ttt caa caa gat tct cca ccg gtt atg ttt cat aac gtt 576
Thr Ser Met Phe GIn GIn Asp Ser Pro Pro vVal Met Phe His Asn val
180 185 190
gag cta ctt cct cct tcg aca gcg aca acg gag tgg gct ttc gat aga 624
Glu Leu Leu Pro Pro Ser Thr Ala Thr Thr Glu Trp Ala Phe Asp Arg
195 200 205
tca gcc att ggg gaa gca aca agt ggc agt aat gaa aac aat ggt gaa 672
Ser Ala Ile Gly Glu Ala Thr Ser Gly Ser Asn Glu Asn Asn Gly Glu
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210
cgt
Arg
225
ccc
Pro

tag

<210> 2
<211> 241
<212> PRT
<213> Brass

<400> 2

Met Ala Ser

1

Ile Lys Thr

Ala
35
Lys

Ser Pro

Thr
50
Tyr

Asn

His
65
Arg

Cys

Asn val

Sser Leu Gln
Glu
115

Ser

ser His

Ser
130
Asp

Pro

Leu Pro

145
Ser

Leu Asn

Thr Ser Met

Glu Leu
195
Ile

Leu

Ala
210
Glu

Ser
Arg Gly
225
Pro

<210> 3
<211> 674
<212> DNA
<213> Vicia

<400> 3

caaatttaca
tgtgttatgt
ttatgctaac
ttttgtcttc
actataggag
caatgatgca
accacacaag
gacaacaatg
taaaaatatt
gaggatgcaa
tataatgagg
aatttcttca

<210> 4
<211> 194
<212> DNA

215

230

ica hapus

Ser His Gln

5

Lys Ala
20
Ala Gln

Phe Cys

Lys Asn
Ile

85
Ile

Pro

val
100
Leu val

Thr Ala

Asn Tyr

Lys
Pro
Tyr
Cys

70
Gly
Ser
Asp
Phe

Asn

Ser His

Pro Pro

val Leu
40
Tyr Asn
55
Arg Arg
Gly Pro

Ser Pro
Gly Phe

120
Pro Gly
135

Leu Ala

150

Gln Asp
165
Phe Gln
180
Pro Pro

Gly Glu

Asn Leu

Leu
Gln
Ser
Ala

Gly

His Gln

Asp Ser
Ala

200
Ser

Thr

Thr
215

Sser Trp

230

faba

cattgccact
atttgatttg
gtttgccaac
taaatacata
aattaaagtg
tggatggcat
atttgaggtg
ttaccacaca
ttggaaatga
taatgaagaa
attttgcaat
tagc

aaacgtctaa
cgataaattt
acttagcaat
tactaatcaa
agtgaatatg
atacaccaaa
catgaacgtc
caagttttga
tttgcatgga
aactacaaat
actttcattc

235

Thr
10
Gln

Thr ser

His Ile
25
Lys

Cys Pro

Asn Tyr Ser
Thr
75

Asn

Tyr Trp

Thr Arg

90
Pro Pro Ile
105
Arg

Met Asn

Gly Phe ser
Ser
155

Gln

Ser Ser

Leu
170
Pro

Lys
Pro val
185
Thr

Thr Glu

Gly Ser Asn

Asn
235

Tyr Tyr

acccttgtaa
ttatatttgg
ttgcaagttg
ctggaaatgt
gtaccacaag
cattcaataa
acgtggacaa
ggtgcatgca
agccatgtgt
ttacatgcaa
atacacactc

Page 2

PhoenixTemp58564. tmp. txt
220

Phe Asn Pro
Met
30

Asp

Ser His

Arg Cys

45

Leu Ser Gln

60

Arg Gly Gly

Lys Ash Lys

val Ala Pro
110
Ala Met
125

Tyr

Arg

Gly
140
Ile

Met

Glu Ser

Gln GIn Arg
His
190
Phe

Met Phe

Ala
205
Asn

Trp

Glu
220
Pro

Asn

Asn Asn

tttgtttttg
tactaaattt
attaattgat
aaatatttgc
gtttggagat
ttcttgagga
aaggtttagt
tggatgccct
aaaaccatga
ctagttatgc
actaagtttt

gag ggt aat tta gga agt tgg tac tat aat cct aat aat tct atg
Glu Gly Asn Leu Gly Ser Trp Tyr Tyr Asn Pro Ash Ash Ser Met

240

Arg
15
Arg

Arg
Pro

Ser val

Pro Arg

Thr Leu
80
Pro Ser
95
Leu Ser

Ile Asp

Phe Ser
Ser
160
Phe

Leu

Leu
175
Asn val

Asp Arg

Gly Glu

Met
240

Ser

ttttactatg
ataacacctt
tctaaattat
taatatttct
ttaattgttg
taataatggt
aatttttcaa
gtggaaagtt
catccacttg
atgtagtcta
acacgattat

720

726

60

120
180
240
300
360
420
480
540
600
660
674
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<213> Agrobacterium tumefaciens

<400> 4

ctgctttaat gagatatgcg agacgcctat gatcgcatga tatttgcttt caattctgtt 60
gtgcacgttg taaaaaacct gagcatgtgt agctcagatc cttaccgccg gtttcggttc 120
attctaatga atatatcacc cgttactatc gtatttttat gaataatatt ctccgttcaa 180
tttactgatt gtcc 194
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