<110>

<120>

<130>

<150>
<151>

<150>
<151>

<150>
<151>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<400>
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FastSEQ for windows Version 4.0
1

108

PRT

Homo Sapiens

1

Asp Ile
1
Asp Arg

Leu His

Ala Trp
50

Ser Gly

65

Glu Asp

Thr Phe

<210> 2

Gln
val
Trp
35

Ala
Ser
Phe

Gly

<211> 108
<212> PRT
<213> Homo Sapiens

<400> 2
Asp Ile
1

Asp Arg

Leu His

Gln
val

Trp

Met
Thr
20

Tyr
Ser
Gly
Ala

Gln
100

Met

Thr
20
Tyr

Thr
5
Ile
Gln
Thr
Thr
Thr

85
Gly

Thr
5
Ile

Gln

Gln
Thr
Gln
Leu
Asp
70

Tyr

Thr

Gln
Thr

Gln

Ser
Cys
Lys
Asp
Phe
Tyr

Lys

Ser
Cys

Lys

Pro
Arg
Pro
40

Ser
Thr
Cys

val

Pro
Arg

Pro

Ser
Ala
25

Gly
Gly
Leu
Leu

Glu
105

Ser

Ala
25
Gly

Ser
10

Ser
Lys
val
Thr
Gln

90
Ile

Ser
10
Ser

Lys

Leu Ser
Arg Pro
Ala Pro
Pro Ser
60

Ile Ser
75

Glu Gly

Lys Arg

Leu Ser
Arg Pro
Ala Pro

Page

Ala
Ile
Lys
45

Arg
Ser

Trp

Ala
Ile
Lys
1

Ser val
15

Ser Asp

30

Leu Leu

Phe Ser
Leu Gln

Gly Pro
95

Ser val
15

Ser Asp

30

Leu Leu

Gly

Trp

Gly
Pro

80
Pro

Gly
Trp

Ile



35

Ala Trp Ala Ser Ser

50

Ser Gly Ser Gly Thr

65

Glu Asp Phe Ala Thr

85

Thr Phe Gly Gln Gly

<210> 3

<211> 108
<212> PRT
<213> Homo Sapiens

<400> 3
Asp Ile
1

Asp Arg

Leu His

Ala Trp
50

Ser Gly

65

Glu Asp

Thr Phe

<210> 4

100

Gln Met Thr

val
Trp
35

Ala
Ser
Phe

Gly

<211> 116
<212> PRT
<213> Homo Sapiens

<400> 4

Glu val
1

Ser Leu

Gly Met

Ser Trp
50

Lys Gly

65

Leu Gln

Ala Lys

Thr val

<210> 5

Gln
Arg
Gly
35

Ile
Arg
Met
Ser

Ser
115

<211> 118
<212> PRT
<213> Homo Sapiens

<400> 5

Gly val
1

Ser Leu

Asp Met

Ser Ser
50

Lys Gly

65

Leu Gln

Ala Thr

Gln
Arg
Gly
35

Ile
Arg
Met

Ala

Thr
20

Tyr
Ser
Gly
Ala

Gln
100

Leu
Leu
20

Trp
Ile
Phe
Asn
Leu

100
Ser

Leu
Leu
20

Trp
Asp
Phe
Asn

Glu

5
Ile

Gln
Ser
Thr
Thr

85
Gly

Leu
5
Ser
val
Ser
Thr
Ser

85
Gly

Leu
5
Ser
val
Trp
Thr
Ser

85
Asp

Leu
Asp
70

Tyr

Thr

Gln
Thr
Gln
Leu
Asp
70

Tyr

Thr

Glu
Cys
Arg
Ser
Ile
70

Leu

Arg

Glu
Cys
Arg
His
Ile
70

Leu

Glu

Tyr
Phe
Tyr

Lys

Ser
Cys
Lys
Gln
55

Phe
Tyr

Lys

Ser
Ala
Gln
Gly
55

Ser
Arg

Phe

Ser
Ala
Gln
Gly
55

Ser
Arg

Pro

40
Glu

Thr
Cys

val

Pro
Arg
Pro
40

Gly
Thr
Cys

val

Gly
Ala
Ala
40

Thr
Arg
Ala

Asp

Gly
Ala
Ala
40

Glu
Arg
Ala

Gly

Gly
Leu
Leu

Glu
105

Ser
Ala
25

Gly
Gly
Leu
Leu

Glu
105

Gly
Ser
25

Pro
Glu
Asp
Glu

Tyr
105

Gly
Ser
25

Pro
val
Asp
Glu

Tyr

val
Thr
Gln

90
Ile

Ser
10

Ser
Lys
val
Thr
Gln

90
Ile

Gly
10

Gly
Gly
Thr
Asn
Asp

90
Trp

Gly
10

Gly
Gly
Thr
Asn
Asp

90
Asp

PB62748

45

Pro Ser Arg Phe Ser Gly

Ile
75
Glu

Lys

Leu
Arg
Ala
Pro
Ile
Glu

Lys

Leu
Phe
Lys
Tyr
Ser
75

Thr

Gly

Leu
Phe
Lys
Tyr
Ser
75

Thr

Tyr

60

Ser Ser Leu Gln Pro

Gly Trp Gly Pro

Arg

Ser
Pro
Pro
Ser
60

Ser
Gly

Arg

val
Thr
Gly
Tyr
60

Lys
Ala

Gln

val
Thr
Gly
Tyr
60

Lys
Ala

Trp

Ala
Ile
Lys
45

Arg
Ser

Trp

Gln
Phe
Leu
Ala
Asn
val

Gly

Gln
Phe
Leu
Ala
Asn
val

Gly

Page 2

Ser
Ser
30

Leu
Phe
Leu

Gly

Pro
Arg
Glu
Asp
Thr
Tyr

Thr
110

Pro
Ala
Glu
Asp
Thr
Tyr
Gln

95

val
15

Asp
Leu
Ser
Gln

Pro
95

Gly
15

Asn
Trp
Ser
Leu
Tyr

95
Leu

Gly
15

Trp
Trp
Ser
Leu
Tyr

Gly

80
Pro

Gly
Trp
Ile
Gly
Pro

80
Pro

Gly
Phe
val
val
Tyr
80

Cys

val

Gly
Tyr
val
val
Tyr
80

Cys

Thr



PB62748
100 105 110
Leu val Thr val Ser Ser
115

<210> 6

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker

<400> 6
G1y Gly Gly Gly Sgr

<210> 7

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker

<400> 7
Thr val Ala Ala Pro Ser
1 5

<210> 8

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker

<400> 8
Ala Ser Thr Lys Gly Pro Thr
1 5

<210> 9

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker

<400> 9
Ala Ser Thr Lys Gly Pro Ser
1 5

<210> 10

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker

<400> 10
Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10 15

<210> 11

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
Page 3



<223> Linker

<400> 11
Glu Leu GIn Leu Glu Glu Ser Cys Ala Glu Ala GIn Asp Gly Glu Leu

1
Asp

<210> 12

Gly

<211> 455
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 12

Gln val Gln Leu
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys

Leu

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser

Ser
450

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val

435
Leu

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met

Ser

5

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala

Lys
455

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg

Leu
440

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp

425
His

10

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln

Asn

PB62748

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln

His

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly

Tyr

Page

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn

Thr
445

4

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

15

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe

Lys

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser

Ser



<210> 13
<211> 219
<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 13
Asp Ile val Met
1

Glu Pro Ala Ser
20

Asn Gly Asn Thr

35
Pro Arg Leu Leu
50

Asp Arg Phe Ser

65

Ser Arg val Glu

Ser His val Pro
100

Arg Thr val Ala

115
Gln Leu Lys Ser
130

Tyr Pro Arg Glu

145

Ser Gly Asn Ser

Thr Tyr Ser Leu
180
Lys His Lys val
195
Pro val Thr Lys
210

<210> 14
<211> 451
<212> PRT

Thr
Ile
Tyr
Ile
Gly
Ala
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr

Ser

Gln
Ser
Leu
Tyr
Ser
70

Asp
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala

Phe

Ser
Cys
Glu
Lys
Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys

Asn
215

<213> Artificial Sequence

<220>
<223> Humanised

<400> 14

G1n val Thr Leu

Thr Leu Thr Leu
20

Gly Met Gly val

35
Trp Leu Ala His
50

Leu Lys Ser Arg

65

val Leu Thr Met

Cys Ala Arg Arg
100

Arg Gly Thr Leu

115
val Phe Pro Leu
130

Ala Leu Gly Cys

145

Ser Trp Asnh Ser

val Leu Gln Ser

180

Pro Ser Ser Ser
195

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala

Leu

Gly
165
Ser

Leu

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly

Gly

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu

Thr

Pro
Arg
Trp
40

Ile
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu

200
Arg

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr

Gln
200

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val

Gly

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser

185
Thr

Ser
10

Ser
Leu
Asp
Thr
Ile
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr

Glu

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu

Tyr

PB62748

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His

Cys

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser

Ile

Pro val
Asn Ile
Lys Pro
45
Phe Ser

60
Phe Thr

Tyr Cys
Lys Leu
Pro Pro
125
Leu Leu
140
Asp Asn
Asp Ser
Lys Ala

Gln Gly
205

val Lys
Ser Leu

Gly Lys
45

Arg Tyr

60

Ser Arg

Thr Ala
Phe Asp
Thr Lys
125
Ser Gly
140

Glu Pro
His Thr
Ser val

Cys Asnhn
205

Page 5

Thr
val
30

Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp

190
Leu

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val

190
val

Pro
15

His
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr

Ser

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr

Asn

Gly
Ile
Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln
160
Ser

Glu

Ser

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val

His



Lys
Asp
225
Gly
Ile
Glu
His
Ar

305
Lys
Glu
Tyr

Leu

Trp
385
val
Asp
His

Pro

<210> 15

Pro
210
Lys
Pro
Ser
Asp

Asn
290

g val

Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu

Gly
450

Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

<211> 218
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 15

Asp
1
Asp
Gly
Lys
Arg
65
Ser
Glu
Thr
Leu
Pro
145
Gly
Tyr
His

val

<210> 16

Ile
Arg
Asp
Leu
50

Phe
Leu
Asp
val
Lys
130
Arg
Asn
Ser
Lys

Thr
210

val
val
Ser
35

Leu
Ser
Gln
Pro
Ala
115
Ser
Glu
Ser
Leu
val

195
Lys

<211> 565
<212> PRT

Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu

Leu
Thr
20

Tyr
Ile
Gly
Pro
Pro
100
Ala
Gly
Ala
Gln
Ser
180
Tyr

Ser

Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp

His

Thr
Ile
Met
Tyr
Ser
Glu
85

Thr
Pro
Thr
Lys
Glu
165
Ser
Ala

Phe

Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln

Asn

Gln
Thr
Asn
Ala
Gly
70

Asp
Phe
Ser
Ala
val
150
Ser
Thr
Cys

Asn

val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln

His

Ser
Cys
Trp
Ala
55

Ser
Ile
Gly
val
Ser
135
Gln
val
Leu
Glu

Arg
215

Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly

Tyr
440

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr
val

200
Gly

Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asnh
Gly
345
Glu
Tyr
Asnh
Phe
Asnh

425
Thr

Ser
Ala
25

Gln
Asn
Thr
Thr
Gly
105
Ile
val
Lys
Glu
Leu
185
Thr

Glu

Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val

Gln

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser
His

Cys

PB62748

val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe

Lys

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln

Glu Pro
220
Pro Glu
Lys Asp
val Asp
Asp Gly
285
Tyr Asnh
300
Asp Trp
Leu Pro
Arg Glu
Lys Ash
365
Asp Ile
380
Lys Thr
Ser Lys
Ser Cys

Ser Leu
445

Ser Ala
Ser val
Pro Gly
Ser Gly
Thr Phe
Cys GIn
val Glu
Pro Ser
125
Leu Ash
140
Asn Ala
Ser Lys
Ala Asp

Gly Leu
205

Page 6

Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

430
Ser

Ser
Asp
30

Lys
Ile
Thr
Gln
Ile
110
Asp
Asn
Leu
Asp
Tyr

190
Ser

Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val

Leu

val
15

Tyr
Ala
Pro
Ile
Ser
95

Lys
Glu
Phe
Gln
Ser
175
Glu

Ser

Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met

Ser

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys

Pro



<213> Artificial Sequence

<220>
<223> Humanised

<400> 16

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Pro
465
Arg
Pro
Ser
Thr

Cys
545

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Ser
Ala
Gly
Gly
Leu

530
Leu

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Ser
Ser
Lys
val
515
Thr

Gln

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Leu
Arg
Ala
500
Pro
Ile

Glu

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Ser
Pro
485
Pro
Ser
Ser

Gly

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ala
470
Ile
Lys
Arg

Ser

Trp
550

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Ser
Ser
Leu
Phe
Leu

535
Gly

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
val
Asp
Leu
Ser
520
Gln

Pro

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly
Trp
Ile
505
Gly
Pro

Pro

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Asp
Asp
Leu
490
Ala
Ser
Glu

Thr

PB62748

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser

Gln

Ile
Arg
475
His
Trp
Gly
Asp

Phe
555

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Gln
460
val
Trp
Ala
Ser
Phe

540
Gly

Page

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Met
Thr
Tyr
Ser
Gly
525
Ala

Gln

7

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln

Thr

Gln
Thr
510
Thr
Thr

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
Thr
Gln
495
Leu
Asp
Tyr

Thr

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Ser
Cys
480
Lys
Asp
Phe
Tyr

Lys
560



val Glu Ile Lys Arg

<210> 17
<211> 565
<212> PRT

<213>

<220>
<223> Humanised

<400> 17

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Pro
465
Arg

Pro

val Gln Leu

val Lys val
20
Met His Trp
35
Thr Ile Asp
50
Gly Arg val

Glu Leu Ser

Arg Ser Ile
100
Tyr Trp Gly
115
Gly Pro Ser
130
Gly Thr Ala

val Thr val

Phe Pro Ala
180
val Thr val
195
val Asn His
210
Lys Ser Cys

Leu Leu Gly

Thr Leu Met
260
val Ser His
275
val Glu val
290
Ser Thr Tyr

Leu Ash Gly

Ala Pro Ile
340
Pro Gln val
355
Gln val Ser
370
Ala val Glu

Thr Pro Pro

Leu Thr val
420
Ser val Met
435
Ser Leu Ser
450
Ser Ser Leu

Ala Ser Arg

Gly Lys Ala

565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Ser
Pro

485
Pro

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ala
470
Ile

Lys

Artificial Sequence

Ser
Lys
Gln
Asn
Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Ser
Ser

Leu

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
val
Asp

Leu

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly

Trp

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Asp
Asp
Leu

490
Ala

PB62748

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln

His

Arg
475
His

Trp

Lys
Tyr
Gly
Tyr
Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Gln
460
val
Trp
Ala

Page

Lys
Ile
Leu
45
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Met
Thr
Tyr
Ser
8

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln

Thr

Gln

Ser

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
Thr
Gln

495
Leu

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Ser
Cys
480
Lys

Tyr



500
Glu Gly val Pro Ser Arg Phe
515
Thr Leu Thr Ile Ser Ser Leu
530 535
Cys Leu Gln Glu Gly Trp Gly
545 550
val Glu ITe Lys Arg
565

<210> 18

<211> 565

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 18
G1n val Gln Leu val GIn Ser
5
Ser val Lys gg] Ser Cys Lys
Tyr Met gis Trp val Arg Gln
5
Gly Thr Ile Asp Pro Ala Asn
50 55
Gln Gly Arg val Thr Ile Thr
65 70
Met Glu Leu Ser ggr Leu Arg
Ala Arg Ser Ile Tyr Asp Asp
100
Asp Tyr Trp Gly GIn Gly Thr
115
Lys Gly Pro Ser val Phe Pro
130 135
Gly Gly Thr Ala Ala Leu Gly
145 150
Pro val Thr val Ser Trp Asn
165
Thr Phe Pro Ala val Leu Gln
180
val val Thr val Pro Ser Ser
195
Asn val Asn His Lys Pro Ser
210 215
Pro Lys Ser Cys Asp Lys Thr
225 230
Glu Leu Leu Gly Gly Pro Ser
245
Asp Thr Leu Met ITe Ser Arg
260
Asp val Ser His Glu Asp Pro
275
Gly val Glu val His Asn Ala
290 295
Asn Ser Thr Tyr Arg val val
305 310
Trp Leu Ash Gly %gg Glu Tyr
Pro Ala Pro I1e Glu Lys Thr
340
Glu Pro g]n val Tyr Thr Leu
55
Asn Gln val Ser Leu Thr Cys
370 375
Ile Ala val Glu Trp Glu Ser
385 390
Thr Thr Pro Pro val Leu Asp
405
Lys Leu Thr val Asp Lys Ser
420
Cys Ser val Met His Glu Ala
435

Ser
520
Gln

Pro

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg

Leu
440

505

PB62748

Gly Ser Gly Ser Gly

Pro

Pro

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp

425
His

525

Glu Asp Phe Ala

Thr

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln

Asn

Phe
555

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln

His

540
Gly Gln

Lys Lys
Tyr Ile
Gly Leu
Tyr val
60
Thr Ser
Ala val
Asp Tyr
Ser Ser
125
Ser Lys
140
Asp Tyr
Thr Ser
Tyr Ser

Gln Thr
205

Asp Lys

220

Pro Cys

Pro Pro
Thr Cys
Asn Trp
285
Arg Glu
300
val Leu
Ser Asn
Lys Gly
Asp Glu
365
Phe Tyr
380
Glu Asn
Phe Phe
Gly Asn

Tyr Thr
445

Page 9

510

Thr Asp Phe

Thr Tyr Tyr

Gly Thr Lys

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe

Lys

560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser

Ser

Ser



Leu Ser Leu Ser
450

Pro Ser Ser Leu

465

Arg Ala Ser Arg

Pro Gly Lys Ala
500

Gly Gly val Pro

515
Thr Leu Thr 1Ile
530

Cys Leu GIn Glu

545

val Glu Ile Lys

<210> 19
<211> 573
<212> PRT

Pro
Ser
Pro
485
Pro
Ser
Ser
Gly

Arg
565

Gly
Ala
470
Ile
Lys
Arg
Ser

Trp
550

Lys
455
Ser
Ser
Leu
Phe
Leu

535
Gly

<213> Artificial Sequence

<220>
<223> Humanised

<400> 19
Gln val Gln Leu
1
Ser val Lys val
20
Tyr Met His Trp
35
Gly Thr Ile Asp
50
Gln Gly Arg val
65
Met Glu Leu Ser

Ala Arg Ser Ile
100

Asp Tyr Trp Gly

115
Lys Gly Pro Ser
130

Gly Gly Thr Ala

145

Pro val Thr val

Thr Phe Pro Ala
180

val val Thr val

195
Asn val Asn His
210

Pro Lys Ser Cys

225

Glu Leu Leu Gly

Asp Thr Leu Met
260

Asp val Ser His

275
Gly val Glu val
290

Asn Ser Thr Tyr

305

Trp Leu Ash Gly

Pro Ala Pro Ile
340
Glu Pro Gln val
355
Asn Gln val Ser
370
Ile Ala val Glu

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu

Trp

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr

Glu

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys

375
Ser

Gly
val
Asp
Leu
Ser
520
Gln

Pro

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu

Asn

Ser
Gly
Trp
Ile
505
Gly
Pro

Pro

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val

Gly

Asp
Asp
Leu
490
Ala
Ser
Glu

Thr

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys

Gln

PB62748

Ile
Arg
475
His
Trp
Gly
Asp

Phe
555

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly

Pro

Gln
460
val
Trp
Ala
Ser
Phe

540
Gly

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe

380
Glu

Met
Thr
Tyr
Ser
Gly
525
Ala

Gln

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr

Asn

pPage 10

Thr
Ile
Gln
Ser
510
Thr
Thr

Gly

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln
350
Leu
Pro

Asn

Gln
Thr
Gln
495
Leu
Asp
Tyr

Thr

Gly
15

Asp
Trp
Lys
Ala
Tyr
Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser

Tyr

Ser
Cys
480
Lys
Gln
Phe
Tyr

Lys
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp

Lys



385
Thr

Lys
Cys
Leu
Gly
465
Ala
Ala
Thr
Arg
Ala

545
Asp

<210> 20

Thr
Leu
Ser
Ser
450
Gly
Ser
Pro
Glu
Asp
530
Glu

Tyr

Pro
Thr
val
435
Leu
Gly
Gly
Gly
Thr
515
Asn
Asp

Trp

<211> 568
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 20

Pro
val
420
Met
Ser
Leu
Phe
Lys
500
Tyr
Ser
Thr

Gly

Gln val Gln Leu
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn

305
Trp

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser

Leu

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr

Asn

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala

180
val

Cys
Gly
Met
260
His
val
Tyr

Gly

val
405
Asp

Pro
val
Thr
485
Gly
Tyr
Lys
Ala

Gln
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg

Lys
325

390
Leu

Lys
Glu
Gly
Gln
470
Phe
Leu
Ala
Asn
val

550
Gly

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val

310
Glu

Asp
Ser
Ala
Lys
455
Pro
Arg
Glu
Asp
Thr
535
Tyr

Thr

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val

Tyr

Ser
Arg
Leu
440
Gly
Gly
Asn
Trp
Ser
520
Leu
Tyr

Leu

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser

Lys

Asp
Trp
425
His
Ser
Gly
Phe
val
505
val
Tyr
Cys

val

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val

Cys

Gly
410
Gln
Asn
Glu
Ser
Gly
490
Ser
Lys
Leu
Ala

Thr
570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu

Lys
330

PB62748

395
Ser

Gln
His
val
Leu
475
Met
Trp
Gly
Gln
Lys

555
val

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr

315
val

Phe
Gly
Tyr
Gln
460
Arg
Gly
Ile
Arg
Met
540
Ser

Ser

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val

Ser

Phe
Asn
Thr
445
Leu
Leu
Trp
Ile
Phe
525
Asn
Leu

Ser

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu

Leu

Asn

Page 11

Leu
val
430
Gln
Leu
Ser
val
Ser
510
Thr
Ser

Gly

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys

Tyr
415
Phe
Lys
Glu
Cys
Arg

495
Ser

Leu

Arg

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln

Ala
335

400
Ser

Ser
Ser
Ser
Ala
480
Gln
Gly
Ser
Arg

Phe
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp

320
Leu



Pro Ala Pro Ile
340

Glu Pro Gln val

355
Asn Gln val Ser
370

Ile Ala val Glu

385

Thr Thr Pro Pro

Lys Leu Thr val
420

Cys Ser val Met

435
Leu Ser Leu Ser
450

Thr Gln Ser Pro

465

ITe Thr Cys Arg

Gln GIn Lys Pro
500

Thr Leu Asp Ser

515
Thr Asp Phe Thr
530

Thr Tyr Tyr Cys

545

Gly Thr Lys val

<210> 21
<211> 568
<212> PRT

Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Ser
Ala
485
Gly
Gly
Leu
Leu

Glu
565

Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Ser
Lys
val
Thr
Gln

550
Ile

Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Leu
Arg
Ala
Pro
Ile
535
Glu

Lys

<213> Artificial Sequence

<220>
<223> Humanised

<400> 21
Gln val Gln Leu
1
Ser val Lys val
20
Tyr Met His Trp
35
Gly Thr Ile Asp
50
Gln Gly Arg val
65
Met Glu Leu Ser

Ala Arg Ser Ile
100

Asp Tyr Trp Gly

115
Lys Gly Pro Ser
130

Gly Gly Thr Ala

145

Pro val Thr val

Thr Phe Pro Ala
180

val val Thr val

195
Asn val Asn His
210

Pro Lys Ser Cys

225

Glu Leu Leu Gly

Asp Thr Leu Met
260
Asp val Ser His

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser

Asp

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg

Pro

Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Ser
Pro
Pro
Ser
520
Ser
Gly

Arg

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr

Glu

Ser
345
Pro
val
Gly
Asp
Trp
425
His
Gly

Ala

Lys
505
Arg
Ser

Trp

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro

265
val

Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Gly
Ser
Ser
490
Leu
Phe
Leu

Gly

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu

Lys

PB62748
Ala Lys Gly

Arg
Gly
Pro
395
Ser
Gln
His
Gly
val
475
Asp
Leu
Ser
Gln

Pro
555

val
Phe
Gln
Lys
Ser
Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val

Phe

Asp
Phe
380
Glu
Phe
Gly
Tyr
Ser
460
Gly
Trp
Ile
Gly
Pro

540
Pro

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr

Asn

Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Asp
Asp
Leu
Ala
Ser
525
Glu

Thr

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys

Trp

Page 12

Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Ile

Arg

Trp
510
Gly
Asp

Phe

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val

270
Tyr

Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
val
Trp
495
Ala
Ser
Phe

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val

val

Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Met
Thr
480
Tyr
Ser
Gly
Ala

Gln
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val

Asp



275
Gly val Glu val His Asn Ala
290 295
Asn Ser Thr Tyr Arg val val
305 310
Trp Leu Ash Gly %gs Glu Tyr
5
Pro Ala Pro I1e Glu Lys Thr
340
Glu Pro Gln val Tyr Thr Leu
355
Asn Gln val Ser Leu Thr Cys
370 375
Ile Ala val Glu Trp Glu Ser
385 390
Thr Thr Pro Pro val Leu Asp
405
Lys Leu Thr val Asp Lys Ser
420
Cys Ser val Met His Glu Ala
435
Leu Ser Leu Ser Pro Gly Lys
450 455
Thr Gln Ser Pro Ser Ser Leu
465 470
ITe Thr Cys Arg Ala Ser Arg
485
Gln Gln Lys Pro Gly Lys Ala
500
Ser Leu Tyr Glu Gly val Pro
515
Thr Asp Phe Thr Leu Thr Ile
530 535
Thr Tyr Tyr Cys Leu Gln Glu
545 550
Gly Thr Lys val Glu ITle Lys
565

<210> 22

<211> 568

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 22
Gln val Gln Leu val Gln Ser
1

Ser val Lys gg] Ser Cys Lys
Tyr Met gis Trp val Arg Gln
5
Gly Thr Ile Asp Pro Ala Asn
50 55
Gln Gly Arg val Thr Ile Thr
65 70
Met Glu Leu Ser ggr Leu Arg
Ala Arg Ser Ile Tyr Asp Asp
100
Asp Tyr Trp Gly GIn Gly Thr
115
Lys Gly Pro Ser val Phe Pro
130 135
Gly Gly Thr Ala Ala Leu Gly
145 150
Pro val Thr val Ser Trp Asn
165
Thr Phe Pro Ala val Leu Gln
180
val val Thr val Pro Ser Ser
195
Asn val Asn His Lys Pro Ser
210 215

280
Lys

Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Ser
Pro
Pro
Ser
520
Ser
Gly

Arg

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Gly
Ala
Ile
Lys
505
Arg
Ser

Trp

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu

Thr

Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Gly
Ser
Ser
490
Leu
Phe
Leu

Gly

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly

Lys

PB62748

Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Gly
val
475
Asp
Leu
Ser
Gln

Pro
555

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr

val

Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Ser
460
Gly

Trp

Gly
Pro

540
Pro

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln

Asp
220

285
Glu

Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Asp
Asp
Leu
Ala
Ser
525
Glu

Thr

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr

205
Lys
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Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

Arg
His
Trp
510
Gly
Asp

Phe

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr

Lys

Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
val
Trp
495
Ala
Ser
Phe

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile

val

Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Met
Thr
480
Tyr
Ser
Gly
Ala

Gln
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu



Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Thr
465
Ile
Gln
Ser
Thr
Thr

545
Gly

<210> 23

Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Gln
Thr
Gln
Leu
Asp
530
Tyr

Thr

Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Ser
Cys
Lys
Gln
515
Phe
Tyr

Lys

<211> 576
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 23

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Asp
Lys
Gly

145
Pro

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly

val

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr

Thr

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Pro
Arg
Pro
500
Gly
Thr
Cys

val

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala

val

Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Ser
Ala
485
Gly
Gly
Leu
Leu

Glu
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala

Ser

Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Ser
Lys
val
Thr
Gln

550
Ile

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu

150
Trp

Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Leu
Arg
Ala
Pro
Ile
535
Glu

Lys

Ser
Lys
Gln
Asn
Thr
Arg
Asp
Thr
Pro
135
Gly

Asn

His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Ser
Pro
Pro
Ser
520
Ser
Gly

Arg

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys

Ser

Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Gly
Ala
Ile
Lys
505
Arg
Ser

Trp

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu

Gly

Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Gly
Ser
Ser
490
Leu
Phe
Leu

Gly

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro

val

Ala

PB62748

Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Gly
val
475
Asp
Leu
Ser
Gln

Pro
555

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys

155
Leu

Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Ser
460
Gly

Trp

Gly
Pro

540
Pro

Lys
Tyr
Gly
Tyr
Thr
Ala
Asp
Ser
Ser
140
Asp

Thr

Cys
Pro
Cys
Trp
285
Glu
Leu
Asnh
Gly
Glu
365
Tyr
Asnh
Phe
Asnh
Thr
445
Asp
Asp
Leu
Ala
Ser
525
Glu

Thr

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr

Ser
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Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

Arg
His
Trp
510
Gly
Asp

Phe

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe

Gly

Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
val
Trp
495
Ala
Ser
Phe

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro

val

Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Met
Thr
480
Tyr
Ser
Gly
Ala

Gln
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu

160
His



Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Leu
465
Ser
val
Ser
Thr
Ser

545
Gly

<210> 24

Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Glu
Cys
Arg
Ser
Ile
530
Leu

Arg

Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Ser
Ala
Gln
Gly
515
Ser
Arg

Phe

<211> 571
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 24

Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Gly
Ala
Ala
500
Thr
Arg
Ala

Asp

Gln val Gln Leu

1
Ser

Tyr
Gly
Gln
65

Met

Ala

val
Met
Thr
50

Gly
Glu

Arg

Lys
His
35

Ile
Arg
Leu

Ser

val
20

Trp
Asp
val
Ser

Ile
100

165
val

Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Gly
Ser
485
Pro
Glu
Asp
Glu

Tyr
565

val
Ser
val
Pro
Thr
Ser

85
Tyr

Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Gly
470
Gly
Gly
Thr
Asn
Asp

550
Trp

Gln
Cys
Arg
Ala
Ile
70

Leu

Asp

Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Leu
Phe
Lys
Tyr
Ser
535
Thr

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg

Asp

Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
val
Thr
Gly
Tyr
520
Lys
Ala

Gln

Gly
Ala
Ala
40

Gly
Ala
Ser

Tyr

Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Gly
Gln
Phe
Leu
505
Ala
Asn
val

Gly

Ala
Ser
25

Pro
Asn
Asp
Glu

His
105

170
Gly

Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Gly
Pro
Arg
490
Glu
Asp
Thr
Tyr

Thr
570

Glu
10

Gly
Gly
Thr
Glu
Asp

90
Tyr
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Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Gly
Gly
475
Asn
Trp
Ser
Leu
Tyr

555
Leu

val
Phe
Gln
Lys
Ser
75

Thr

Asp

Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Ser
460
Gly
Phe
val
val
Tyr
540
Cys

val

Lys
Tyr
Gly
Tyr
60

Thr
Ala

Asp

Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Glu
Ser
Gly
Ser
Lys
525
Leu
Ala

Thr

Lys
Ile
Leu
val
Ser
val

Tyr
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Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr

Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
val
Leu
Met
Trp
510
Gly
Gln
Lys

val

Pro
Lys
30

Glu
Pro
Thr
Tyr

Tyr
110

175
Ser

Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gln
Arg
Gly
495
Ile
Arg
Met
Ser

Ser
575

Gly
15

Asp
Trp
Lys
Ala
Tyr

95
Ala

Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Leu
Leu

480
Trp

Phe
Asn
Leu

560
Ser

Ser
Thr
Met
Phe
Tyr
80

Cys

Met



Asp Tyr Iip Gly GIn Gly Thr
5
Lys Gly Pro Ser val Phe Pro
130 135
Gly Gly Thr Ala Ala Leu Gly
145 150
Pro val Thr val Ser Trp Asn
165
Thr Phe Pro Ala val Leu Gln
180
val val Thr val Pro Ser Ser
195
Asn val Asn His Lys Pro Ser
210 215
Pro Lys Ser Cys Asp Lys Thr
225 230
Glu Leu Leu Gly Gly Pro Ser
245
Asp Thr Leu Met ITe Ser Arg
260
Asp val Ser His Glu Asp Pro
275
Gly val Glu val His Asn Ala
290 295
Asn Ser Thr Tyr Arg val val
305 310
Trp Leu Asn Gly %gg Glu Tyr
Pro Ala Pro I1e Glu Lys Thr
340
Glu Pro g]n val Tyr Thr Leu
55
Asn Gln val Ser Leu Thr Cys
370 375
Ile Ala val Glu Trp Glu Ser
385 390
Thr Thr Pro Pro val Leu Asp
405
Lys Leu Thr val Asp Lys Ser
420
Cys Ser val Met His Glu Ala
435
Leu Ser Leu Ser Pro Gly Lys
450 455
ITe Gln Met Thr GIn Ser Pro
465 470
Arg val Thr Ile Thr Cys Arg
485
His Trp Tyr Gln Gln Lys Pro
500
Trp Ala Ser Thr Leu Asp Ser
515
Gly Ser Gly Thr Asp Phe Thr
530 535
Asp Phe Ala Thr Tyr Tyr Cys
545 550
Phe Gly GIn Gly Tgr Lys val
565

<210> 25

<211> 571

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 25
Gln val Gln Leu val Gln Ser
1 5
Ser val Lys val Ser Cys Lys
20

Tyr Met His Trp val Arg Gln
35
Gly Thr Ile Asp Pro Ala Asn

Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Ser
Ala
Gly
Gly
520
Leu
Leu

Glu

Gly
Ala
Ala

40
Gly

val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
Ser
Ser
Lys
505
val
Thr
Gln

Ile

Ala
Ser
25

Pro

Asn

Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Leu
Arg
490
Ala

Pro

Glu

Lys
570

Glu
10

Gly
Gly

Thr
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val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Ala
Ser
475
Pro
Pro
Ser
Ser
Gly

555
Arg

val
Phe
Gln

Lys

Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Pro
460
Ala
Ile
Lys
Arg
Ser

540
Trp

Lys
Tyr
Gly

Tyr

Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Ser
Ser
Leu
Phe
525
Leu

Gly

Lys
Ile
Leu

val
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Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr

Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
val
Asp
Leu
510
Ser
Gln

Pro

Pro
Lys
Glu

Pro

Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Ser
Gly
Trp
495
Ile
Gly
Pro

Pro

Gly
15

Asp
Trp

Lys

Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Asp
Asp
480
Leu
Ala
Ser
Glu

Thr
560

Ser
Thr
Met

Phe



Gln
Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Ile
465
Arg
His
Trp
Gly
Asp

545
Phe

<210>
<211>
<212>
<213>

50
Gly

Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Gln
val
Trp
Ala
Ser
530
Phe

Gly

<220>

<223>
<400>

26
571
PRT
Artificial Sequence

Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Met
Thr
Tyr
Ser
515
Gly
Ala

Gln

val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Thr
Ile
Gln
500
Ser
Thr
Thr

Gly

Humanised

26

Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Gln
Thr
485
Gln
Leu
Asp
Tyr

Thr
565

Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Cys
Lys
Tyr
Phe
Tyr

550
Lys

55
Thr

Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Pro
Arg
Pro
Glu
Thr
535
Cys

val

Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Ser
Ala
Gly
Gly
520
Leu
Leu

Glu

Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
Ser
Ser
Lys
505
val
Thr
Gln

Ile

Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Leu
Arg
490
Ala
Pro
Ile
Glu

Lys
570
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Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser

Gln

Ala
Ser
475
Pro
Pro
Ser
Ser
Gly

555
Arg

60
Thr Ser

Ala val
Asp Tyr

Ser Ser
125

Ser Lys

140

Asp Tyr

Thr Ser
Tyr Ser

Gln Thr
205

Asp Lys

220

Pro Cys

Pro Pro
Thr Cys

Asn Trp
285

Arg Glu

300

val Leu

Ser Asn
Lys Gly

Asp Glu
365

Phe Tyr

380

Glu Asn

Phe Phe
Gly Asn

Tyr Thr
445
Pro Ser
460
Ala Ser

Ile Ser
Lys Leu

Arg Phe
525

Ser Leu

540

Trp Gly

Page 17

Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
val
Asp
Leu
510
Ser
Gln

Pro

Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Ser
Gly
Trp
495
Ile
Gly
Pro

Pro

Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Asp
Asp
480
Leu
Ala
Ser
Glu

Thr
560



Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Ile
465
Arg
His
Trp
Gly
Asp

545
Phe

<210> 27

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Gln
val
Trp
Ala
Ser
530
Phe

Gly

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Met
Thr
Tyr
Ser
515
Gly
Ala

Gln

<211> 579

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Thr
Ile
Gln
500
Ser
Thr
Thr

Gly

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Gln
Thr
485
Gln
Leu
Asp
Tyr

Thr
565

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Cys
Lys
Gln
Phe
Tyr

550
Lys

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Pro
Arg
Pro
Gly
Thr
535
Cys

val

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Ser
Ala
Gly
Gly
520
Leu
Leu

Glu

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
Ser
Ser
Lys
505
val
Thr
Gln

Ile

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Leu
Arg
490
Ala
Pro
Ile
Glu

Lys
570

PB62748

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser

Gln

Ala
Ser
475
Pro
Pro
Ser
Ser
Gly

555
Arg

Lys Lys
Tyr Ile

Gly Leu
45

Tyr val

60

Thr Ser

Ala val
Asp Tyr

Ser Ser
125

Ser Lys

140

Asp Tyr

Thr Ser
Tyr Ser

Gln Thr
205

Asp Lys

220

Pro Cys

Pro Pro
Thr Cys

Asn Trp
285

Arg Glu

300

val Leu

Ser Asn
Lys Gly

Asp Glu
365

Phe Tyr

380

Glu Asn

Phe Phe
Gly Asn

Tyr Thr
445
Pro Ser
460
Ala Ser

Ile Ser
Lys Leu

Arg Phe
525

Ser Leu

540

Trp Gly

Page 18

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
val
Asp
Leu
510
Ser
Gln

Pro

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Ser
Gly
Trp
495
Ile
Gly
Pro

Pro

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Asp
Asp
480
Leu
Ala
Ser

Glu

Thr
560



<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 27

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
val
465
Leu
Met
Trp
Gly

Gln

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Gln
Arg

Gly

Arg
530
Met

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Leu
Leu
Trp
Ile
515
Phe

Asn

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Leu
Ser
val
500
Ser
Thr

Ser

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Glu
Cys
485
Arg
Ser
Ile

Leu

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Ala
Gln
Gly
Ser

Arg

Ser
Lys
Gln
Asn
Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Ala
Ala
Thr
Arg

535
Ala

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Gly
Ser
Pro
Glu
520
Asp

Glu

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
Gly
Gly
Gly
505
Thr
Asn

Asp

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Leu
Phe
490
Lys
Tyr
Ser

Thr

PB62748

val Lys
Phe Tyr
Gln Gly
Lys Tyr

Ser Thr
75
Thr Ala

Asp Asp
val Ser

Ser Ser
140

Lys Asp

155

Leu Thr

Leu Tyr
Thr Gln

val Asp
220

Pro Pro

235

Phe Pro

val Thr
Phe Asn

Pro Arg
300

Thr val

315

val Ser

Ala Lys
Arg Asp

Gly Phe
380

Pro Glu

395

Ser Phe

Gln Gly
His Tyr
Ala Pro
460
val Gln
475
Thr Phe
Gly Leu
Tyr Ala
Lys Asn

540
Ala val

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Pro
Arg
Glu
Asp
525
Thr

Tyr

Page 19

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
Gly
Asn
Trp
510
Ser
Leu

Tyr

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Ser
Gly
Phe
495
val
val
Tyr

Cys

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Glu
Ser
480
Gly
Ser
Lys
Leu

Ala



545

550

PB62748

555

Lys Ser Leu Gly Arg Phe Asp Tyr Trp Gly GIn Gly Thr Leu
565 570

val Ser Ser

<210> 28

<211> 574
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 28

Gln val Gln Leu
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu

Gly
465

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser

450
Ser

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu

Asp

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala

180
val

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser

Ile

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro

Gln

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly

Met
470

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys

455
Thr

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly

Gln

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser

Ser

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala

Pro

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Ser

Ser
475

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Thr

460
Ser

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Lys

Leu

Page 20

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly

Ser

val
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Pro

Ala

560
Thr

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Thr

Ser
480



val
Asp
Leu
Ser
Gln

545
Pro

<210>
<211>
<212>
<213>

Gly

Trp

Gly
530
Pro

Pro

<220>

<223>
<400>

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr

Lys

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr

Leu

29
574
PRT
Artificial Sequence

Asp
Leu
Ala
515
Ser
Glu

Thr

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro

Thr

Arg
His
500
Trp
Gly
Asp

Phe

Humanised

29

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro

val

val
485
Trp
Ala
Ser
Phe

Gly
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Thr
Tyr
Ser
Gly
Ala

550
Gln

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu

Lys

Ile
Gln
Thr
Thr
535
Thr

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp

Ser

Thr
Gln
Leu
520
Asp
Tyr

Thr

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser

Arg

Cys
Lys
505
Asp
Phe
Tyr

Lys

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp

Trp

Arg
490
Pro
Ser
Thr
Cys

val
570

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly

410
Gln

PB62748
Ala Ser Arg

Gly Lys Ala

Gly
Leu
Leu

555
Glu

val
Phe
Gln
Lys
Ser
Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395

Ser

Gln

val
Thr
540
Gln

Ile

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe

Gly

Pro
525
Ile
Glu

Lys

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe

Asn

Page 21

Pro
Pro
510
Ser
Ser
Gly

Arg

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn

Leu

val

Ile
495
Lys
Arg
Ser

Trp

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr

415
Phe

Ser
Leu
Phe
Leu

Gly
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser

Ser



Cys
Leu
Gly
465
val
Asp
Leu
Ser
Gln

545
Pro

<210>
<211>
<212>
<213>

Ser
Ser
450
Ser
Gly

Trp

Gly
530
Pro

Pro

<220>

<223>
<400>

val
435
Leu
Asp
Asp
Leu
Ala
515
Ser
Glu

Thr

30
574
PRT
Artificial Sequence

420
Met

Ser

Arg
His
500
Trp
Gly
Asp

Phe

Humanised

30

Gln val Gln Leu
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro

Glu

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala

Pro

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro

Gln
355

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile

340
val

His
Pro
Gln
val
485
Trp
Ala
Ser

Phe

Gly
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg

Lys
325
Glu

Tyr

Glu
Gly
Met
470
Thr
Tyr
Ser
Gly
Ala

550
Gln

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys

Thr

Ala
Lys
455
Thr
Ile
Gln
Ser
Thr
535
Thr

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr

Leu

Leu
440
Gly
Gln
Thr
Gln
Leu
520
Asp
Tyr

Thr

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile

Pro
360

425
His
Ser
Ser
Cys
Lys
505
Tyr
Phe
Tyr

Lys

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser

345
Pro

Asn
Ala
Pro
Arg
490
Pro
Glu
Thr
Cys

val
570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys

Ser

PB62748

His
Ser
Ser
475
Ala
Gly
Gly
Leu
Leu

555
Glu

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala

Arg

Tyr
Thr
460
Ser
Ser
Lys
val
Thr
540
Gln

Ile

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys

Asp

Thr
445
Lys
Leu
Arg
Ala
Pro
525
Ile
Glu

Lys

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly

Glu
365

Page 22

430
Gln

Gly
Ser
Pro
Pro
510
Ser
Ser
Gly

Arg

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln

350
Leu

Lys
Pro
Ala
Ile
495
Lys
Arg
Ser

Trp

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro

Thr

Ser
Thr
Ser
480
Ser
Leu
Phe
Leu

Gly
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg

Lys



Asn
Ile
385
Thr
Lys
Cys
Leu
Gly
465
val
Asp
Leu
Ser
Gln

545
Pro

<210>
<211>
<212>
<213>

Gln
370
Ala
Thr
Leu
Ser
Ser
450
Ser
Gly

Trp

Gly
530
Pro

Pro

<220>

<223>
<400>

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly

Asn

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val

290
Ser

val
val
Pro
Thr
val
435
Leu
Asp
Asp
Leu
Ala
515
Ser
Glu

Thr

31
582
PRT
Artificial Sequence

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu

Thr

Ser
Glu
Pro
val
420
Met

Ser

Arg
His
500
Trp
Gly
Asp

Phe

Humanised

31

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val

Tyr

Leu
Trp
val
405
Asp
His
Pro
Gln
val
485
Trp
Ala
Ser
Phe

Gly
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His

Arg

Thr
Glu
390
Leu
Lys
Glu
Gly
Met
470
Thr
Tyr
Ser
Gly
Ala

550
Gln

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn

val

Cys
375
Ser
Asp
Ser
Ala
Lys
455
Thr
Ile
Gln
Ser
Thr
535
Thr

Gly

Ser
Lys
Gln
Asn
Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala

295
val

Leu
Asn
Ser
Arg
Leu
440
Gly
Gln
Thr
Gln
Leu
520
Asp
Tyr

Thr

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys

Ser

val
Gly
Asp
Trp
425
His
Ser
Ser
Cys
Lys
505
Gln
Phe
Tyr

Lys

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr

val

Lys
Gln
Gly
410
Gln
Asn
Ala
Pro
Arg
490
Pro
Gly
Thr
Cys

val
570

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys

Leu

PB62748

Gly
Pro
395
Ser
Gln
His
Ser
Ser
475
Ala
Gly
Gly
Leu
Leu

555
Glu

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro

Thr

Phe
380
Glu
Phe
Gly
Tyr
Thr
460
Ser
Ser
Lys
val
Thr
540
Gln

Ile

Lys
Tyr
Gly
Tyr
Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg

300
val

Tyr
Asnh
Phe
Asnh
Thr
445
Lys
Leu
Arg
Ala
Pro
525
Ile
Glu

Lys

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu

Leu
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Pro
Asn
Leu
val
430
Gln
Gly
Ser
Pro
Pro
510
Ser
Ser
Gly

Arg

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

His

Ser
Tyr
Tyr
415
Phe
Lys
Pro
Ala
Ile
495
Lys
Arg
Ser

Trp

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln

Gln

Asp
Lys
400
Ser
Ser
Ser
Thr
Ser
480
Ser
Leu
Phe
Leu

Gly
560

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr

Asp



305
Trp

Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Gly
465
Gly
Asn
Trp
Ser
Leu
545
Tyr

Leu

<210>
<211>
<212>
<213>

Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Ser
Gly
Phe
val
val
530
Tyr
Cys

val

<220>

<223>
<400>

32

582
PRT
Artificial Sequence

Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Glu
Ser
Gly
Ser
515
Lys
Leu
Ala

Thr

Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
val
Leu
Met
500
Trp
Gly
Gln
Lys

val
580

Humanised

32

Gln val Gln Leu
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn

Pro
225

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val

210
Lys

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn

Ser

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His

Cys

Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Gln
Arg
485
Gly
Ile
Arg
Met
Ser

565
Ser

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys

Asp

310
Glu

Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Leu
470
Leu
Trp
Ile
Phe
Asnh
550
Leu

Ser

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser

Pro

Lys
230

Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Leu
Ser
val
Ser
Thr
535
Ser

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser

215
Thr

Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Glu
Cys
Arg
Ser
520
Ile
Leu

Arg

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn

His

Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Ser
Ala
Gln
505
Gly
Ser
Arg

Phe

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr

Thr

Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Gly
Ala
490
Ala
Thr
Arg
Ala

Asp
570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys

Cys

PB62748

315
val

Ala
Arg
Gly
Pro
395
Ser
Gln
His
Ser
Gly
475
Ser
Pro
Glu
Asp
Glu

555
Tyr

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val

Pro
235

Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Thr
460
Gly
Gly
Gly
Thr
Asn
540
Asp

Trp

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp

220
Pro

Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Lys
Leu
Phe
Lys
Tyr
525
Ser
Thr

Gly

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys

Cys
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Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
val
Thr
Gly
510
Tyr
Lys
Ala

Gln

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys

Pro

Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Pro
Gln
Phe
495
Leu
Ala
Asn
val

Gly
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val

Ala

320
Leu

Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Thr
Pro
480
Arg
Glu
Asp
Thr
Tyr

560
Thr

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu

Pro
240



Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Thr
465
Ser
Cys
Lys
Asp
Phe
545
Tyr

Lys

Leu Leu Gly Gly Pro Ser
245
Thr Leu Met Ile Ser Arg
260
val Ser His Glu Asp Pro
275
val Glu val His Asn Ala
290 295
Ser Thr Tyr Arg val val
310
Leu Asn Gly Lys Glu Tyr
325
Ala Pro Ile Glu Lys Thr
340
Pro Gln val Tyr Thr Leu
355
Gln val Ser Leu Thr Cys
370 375
Ala val Glu Trp Glu Ser
390
Thr Pro Pro val Leu Asp
405
Leu Thr val Asp Lys Ser
420
Ser val Met His Glu Ala
435
Ser Leu Ser Pro Gly Lys
450 455
His Thr Cys Pro Pro Cys
470
Pro Ser Ser Leu Ser Ala
485
Arg Ala Ser Arg Pro Ile
500
Pro Gly Lys Ala Pro Lys
515
Ser Gly val Pro Ser Ar
530 535
Thr Leu Thr Ile Ser Ser
550
Cys Leu Gln Glu Gly Trp
565
val Glu Ile Lys Arg
580

<210> 33

<211> 582

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 33

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Asp
Lys
Gly

145
Pro

val GIn Leu val Gln Ser

val Lys val Ser Cys Lys
20
Met His Trp val Arg Gln
35
Thr Ile Asp Pro Ala Asn
50 55
Gly Arg val Thr Ile Thr
70
Glu Leu Ser Ser Leu Arg
85
Arg Ser Ile Tyr Asp Asp
100
Tyr Trp Gly GIn Gly Thr
115
Gly Pro Ser val Phe Pro
130 135
Gly Thr Ala Ala Leu Gly
150
val Thr val Ser Trp Asn

val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Pro
Ser
Ser

Leu
520

g Phe

Leu

Gly

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys

Ser

Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly
val
Asp
505
Leu
Ser
Gln

Pro

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu

Gly

Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Ser
Gly

490
Trp

Gly
Pro

Pro
570

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro

val

Ala
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Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Pro
Asp
475
Asp
Leu
Ala
Ser
Glu

555
Thr

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys

155
Leu

Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Lys
460
Ile
Arg
His
Trp
Gly
540
Asp

Phe

Lys
Tyr
Gly
Tyr
Thr
Ala
Asp
Ser
Ser
140
Asp

Thr

Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Gln
val
Trp
Ala
525
Ser
Phe

Gly

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr

Ser
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Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Cys
Met
Thr
Tyr
510
Ser
Gly
Ala

Gln

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe

Gly

Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Asp
Thr
Ile
495
Gln
Thr
Thr
Thr

Gly
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro

val

Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Lys
Gln
480
Thr
Gln
Leu
Asp
Tyr

560
Thr

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu

160
His



Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Thr
465
Ser
Cys
Lys
Tyr
Phe
545
Tyr

Lys

<210>
<211>
<212>
<213>

Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
His
Pro
Arg
Pro
Glu
530
Thr
Cys

val

<220>

<223>
<400>

34

582
PRT
Artificial Sequence

Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Thr
Ser
Ala
Gly
515
Gly
Leu
Leu

Glu

Ala
180
val

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Cys
Ser
Ser
500
Lys
val
Thr
Gln

Ile
580

Humanised

34

Gln val Gln Leu
1

Ser
Tyr
Gly

val
Met

Thr

Lys
His
35

Ile
Arg

Leu

val
20

Trp
Asp
val

Ser

165
val

Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Pro
Leu
485
Arg
Ala

Pro

Glu
565
Lys

val
Ser
val
Pro
Thr

Ser
85

Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Pro
470
Ser
Pro
Pro
Ser
Ser
550
Gly

Arg

Gln
Cys
Arg
Ala
Ile

70
Leu

Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Cys

Ala

Lys
Arg
535
Ser

Trp

Ser
Lys
Gln
Asn
55

Thr

Arg

Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Pro
Ser
Ser
Leu
520
Phe
Leu

Gly

Gly
Ala
Ala
40

Gly
Ala

Ser

Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly
val
Asp
505
Leu
Ser
Gln

Pro

Ala
Ser
25

Pro
Asn
Asp

Glu

170
Gly

Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Ser
Gly
490
Trp
Ile
Gly
Pro

Pro
570

Glu
10

Gly
Gly
Thr
Glu

Asp
90
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Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Pro
Asp
475
Asp
Leu
Ala
Ser
Glu

555
Thr

val
Phe
Gln
Lys
Ser

75
Thr

Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Lys
460
Ile
Arg
His
Trp
Gly
540
Asp

Phe

Lys
Tyr
Gly
Tyr
60

Thr

Ala

Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Gln
val
Trp
Ala
525
Ser
Phe

Gly

Lys
Ile
Leu
val
Ser

val
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Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr

Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Cys
Met
Thr
Tyr
510
Ser
Gly
Ala

Gln

Pro
Lys
Glu
Pro
Thr

Tyr

175
Ser

Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Asp
Thr
Ile
495
Gln
Ser
Thr
Thr

Gly
575

Gly
15

Asp
Trp
Lys
Ala

Tyr
95

Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Lys
Gln
480
Thr
Gln
Leu
Asp
Tyr

560
Thr

Ser
Thr
Met
Phe
Tyr

80
Cys



Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Thr
465
Ser
Cys
Lys
Gln
Phe
545
Tyr

Lys

<210>
<211>
<212>
<213>

Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
His
Pro
Arg
Pro
Gly
530
Thr
Cys

val

<220>

<223>

<400>
Gln val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ser
5 10 15

1

35

590
PRT
Artificial Sequence

Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Thr
Ser
Ala
Gly
515
Gly
Leu
Leu

Glu

Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Cys
Ser
Ser
500
Lys
val
Thr
Gln

Ile
580

Humanised

35

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Pro
Leu
485
Arg
Ala
Pro
Ile
Glu

565
Lys

Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Pro
470
Ser
Pro
Pro
Ser
Ser
550
Gly

Arg

Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Cys
Ala
Ile
Lys
Ar

535
Ser

Trp

Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Pro
Ser
Ser

Leu
520

g Phe

Leu

Gly

His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly
val
Asp
505
Leu
Ser
Gln

Pro

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Ser
Gly

490
Trp

Gly
Pro

Pro
570

PB62748

Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Pro
Asp
475
Asp
Leu
Ala
Ser
Glu

555
Thr

Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Lys
460
Ile
Arg
His
Trp
Gly
540
Asp

Phe

Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Gln
val
Trp
Ala
525
Ser
Phe

Gly

Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Cys
Met
Thr
Tyr
510
Ser
Gly
Ala

Gln

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Asp
Thr
Ile
495
Gln
Ser
Thr
Thr

Gly
575

Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Lys
Gln
480
Thr
Gln
Leu
Asp
Tyr

560
Thr

Ser val Lys val Ser Cys Lys Ala Ser Gly Phe Tyr Ile Lys Asp Thr
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Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Thr
465
Ser
Ala
Gln
Gly
Ser
545
Arg

Phe

<210> 36

Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
His
Gly
Ala
Ala
Thr
530
Arg
Ala

Asp

His
Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Thr
Gly
Ser
Pro
515
Glu
Asp
Glu

Tyr

<211> 585
<212> PRT

20
Trp

Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala

180
val

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Cys
Gly
Gly
500
Gly
Thr
Asn
Asp

Trp
580

val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Pro
Leu
485
Phe
Lys
Tyr
Ser
Thr

565
Gly

Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Pro
470
val
Thr
Gly
Tyr
Lys
550
Ala

Gln

Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Cys
Gln
Phe
Leu
Ala
535
Asn
val

Gly

Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Pro
Pro
Arg
Glu
520
Asp
Thr
Tyr

Thr

25
Pro

Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Gly
Gly
Asn
505
Trp
Ser
Leu
Tyr

Leu
585

Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Ser
Gly
490
Phe
val
val
Tyr
Cys

570
val

PB62748

Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Pro
Glu
475
Ser
Gly
Ser
Lys
Leu
555
Ala

Thr

Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Lys
460
val
Leu
Met
Trp
Gly
540
Gln
Lys

val

Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Gln
Arg
Gly
Ile
525
Arg
Met
Ser

Ser
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Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr

Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Cys
Leu
Leu
Trp
510
Ile
Phe
Asn
Leu

Ser
590

Trp
Lys
Ala
Tyr
Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Asp
Leu
Ser
495
val
Ser
Thr

Ser

Gly
575

Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Lys
Glu
480
Cys
Arg

Ser

Leu
560
Arg



<213> Artificial Sequence

<220>
<223> Humanised

<400> 36

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Cys
465
Met
Thr
Tyr
Ser

Gly
545

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Ala
Thr
Ile
Gln
Thr

530
Thr

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
Glu
Gln
Thr
Gln
515
Leu

Asp

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Ala
Ser
Cys
500
Lys
Asp

Phe

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Gln
Pro
485
Arg
Pro
Ser

Thr

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Asp
470
Ser
Ala
Gly
Gly

Leu
550

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Ser
Ser
Lys
val

535
Thr

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Glu
Leu
Arg
Ala
520
Pro

Ile

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Leu
Ser
Pro
505
Pro
Ser

Ser

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Asp
Ala
490
Ile
Lys
Arg

Ser

PB62748

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser

Gln

Leu
Gly
475
Ser
Ser
Leu
Phe

Leu
555

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Gln
460
Gly
val
Asp
Leu
Ser

540
Gln

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Leu
Ser
Gly
Trp
Ile
525
Gly

Pro
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Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Glu
Asp
Asp
Leu
510
Ala
Ser

Glu

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Glu
Ile
Arg
495
His
Trp
Gly

Asp

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Ser
Gln
480
val
Trp
Ala
Ser

Phe
560



PB62748
Ala Thr Tyr Tyr Cys Leu Gln Glu Gly Trp Gly Pro Pro Thr Phe Gly
565 570 575
Gln Gly Thr Lys val Glu Ile Lys Arg
580 585

<210> 37

<211> 585

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 37
Gln val GIn Leu val GIn Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15
Ser val Lys val Ser Cys Lys Ala Ser Gly Phe Tyr Ile Lys Asp Thr
20 25 30
Tyr Met His Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
Gly Thr Ile Asp Pro Ala Asn Gly Asn Thr Lys Tyr val Pro Lys Phe
50 55 60
Gln Gly Arg val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Arg Ser Ile Tyr Asp Asp Tyr His Tyr Asp Asp Tyr Tyr Ala Met
100 105 110
Asp Tyr Trp Gly GIn Gly Thr Leu val Thr val Ser Ser Ala Ser Thr
115 120 125
Lys Gly Pro Ser val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser
130 135 140
Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro Glu
145 150 155 160
Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val His
165 170 175
Thr Phe Pro Ala val Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser
180 185 190
val val Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys
195 200 205
Asn val Asn His Lys Pro Ser Asn Thr Lys val Asp Lys Lys val Glu
210 215 220
Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro
225 230 235 240
Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys
245 250 255
Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val val val
260 265 270
Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp
275 280 285
Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr
290 295 300
Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gln Asp
305 310 315 320
Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Ash Lys Ala Leu
325 330 335
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
340 345 350
Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys
355 360 365
Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp
370 375 380
ITe Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
385 390 395 400
Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
405 410 415
Lys Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser
420 425 430
Cys Ser val Met His Glu Ala Leu His Asnh His Tyr Thr Gln Lys Ser
435 440 445
Leu Ser Leu Ser Pro Gly Lys Gly Ser Glu Leu GIn Leu Glu Glu Ser
450 455 460
Cys Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Gly Ser Asp Ile Gln
465 470 475 480
Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly Asp Arg val
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Thr
Tyr
Ser
Gly
545
Ala

Gln

<210>
<211>
<212>
<213>

Ile
Gln
Ser
530
Thr
Thr

Gly

<220>

<223>
<400>

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile

385
Thr

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala

Thr

38

585
PRT
Artificial Sequence

Thr
Gln
515
Leu
Asp
Tyr

Thr

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val

Pro

Cys
500
Lys
Tyr
Phe
Tyr

Lys
580

Humanised

38

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu

Pro

485
Arg

Pro
Glu
Thr
Cys

565
val

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp

val
405

Ala
Gly
Gly
Leu
550
Leu

Glu

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu

390
Leu

Ser
Lys
val
535
Thr

Gln

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser

Asp

Arg
Ala
520
Pro
Ile
Glu

Lys

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn

Ser

Pro
505
Pro
Ser
Ser
Gly

Arg
585

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly

Asp

490
Ile

Lys
Arg
Ser

Trp
570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln

Gly
410

PB62748

Ser
Leu
Phe
Leu

555
Gly

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro

395
Ser

Asp
Leu
Ser
540
Gln

Pro

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu

Phe

Trp
Ile
525
Gly
Pro

Pro

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn

Phe
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Leu
510
Ala
Ser
Glu

Thr

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn

Leu

495
His

Trp
Gly
Asp

Phe
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr

Tyr
415

Trp
Ala
Ser
Phe

560
Gly

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys

400
Ser



Lys
Cys
Leu
Cys
465
Met
Thr
Tyr
Ser
Gly
545
Ala

Gln

<210>
<211>
<212>
<213>

Leu
Ser
Ser
450
Ala
Thr
Ile
Gln
Ser
530
Thr
Thr

Gly

<220>

<223>
<400>

39
593
PRT
Artificial Sequence

Thr
val
435
Leu
Glu
Gln
Thr
Gln
515
Leu
Asp
Tyr

Thr

val
420
Met
Ser
Ala
Ser
Cys
500
Lys
Gln
Phe
Tyr

Lys
580

Humanised

39

Gln val Gln Leu

1
Ser

Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp

Pro

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu

Ala

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn

Pro

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala

180
val

Cys
Gly
Met
260
His
val
Tyr
Gly

Ile

Asp
His
Pro
Gln
Pro
485
Arg
Pro
Gly
Thr
Cys

565
val

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys

325
Glu

Lys
Glu
Gly
Asp
470
Ser
Ala
Gly
Gly
Leu
550
Leu

Glu

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu

Lys

Ser
Ala
Lys
455
Gly
Ser
Ser
Lys
val
535
Thr
Gln

Ile

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr

Thr

Arg
Leu
440
Gly
Glu
Leu
Arg
Ala
520
Pro
Ile
Glu

Lys

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys

Ile

Trp
425
His
Ser
Leu
Ser
Pro
505
Pro
Ser
Ser
Gly

Arg
585

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys

Ser

Gln
Asn
Glu
Asp
Ala
490
Ile
Lys
Arg
Ser

Trp
570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys

330
Lys
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Gln
His
Leu
Gly
475
Ser
Ser
Leu
Phe
Leu

555
Gly

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val

Ala

Gly
Tyr
Gln
460
Gly
val
Asp
Leu
Ser
540
Gln

Pro

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser

Lys

Asn
Thr
445
Leu
Ser
Gly
Trp
Ile
525
Gly
Pro

Pro

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu

Asn

Gly
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val
430
Gln
Glu
Asp
Asp
Leu
510
Ala
Ser
Glu

Thr

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln

Phe
Lys
Glu
Ile
Arg
495
H1s
Trp
Gly
Asp

Phe
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala

335
Pro

Ser
Ser
Ser
Gln
480
val
Trp
Ala
Ser
Phe

560
Gly

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu

Arg



Glu
Asnh
Ile
385
Thr
Lys
Cys
Leu
Cys
465
Leu
Leu

Trp

Phe
545
Asn
Leu

Ser

Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Ala
Leu
Ser
val
Ser
530
Thr
Ser

Gly

Gln
355
val
val
Pro
Thr
val
435
Leu
Glu
Glu
Cys
Arg
515
Ser
Ile
Leu

Arg

<210> 40

<211> 457
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 40

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro

225
Glu

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys

Leu

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn

Ser

Leu

340
val

Ser
Glu
Pro
val
420
Met
Ser
Ala
Ser
Ala
500
Gln
Gly
Ser

Arg

Phe
580

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly

Tyr
Leu
Trp
val

405
Asp

Pro
Gln
Gly
Ala
Ala
Thr
Arg
Ala

565
Asp

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp

Gly
245

Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Asp
470
Gly
Ser
Pro
Glu
Asp
550
Glu

Tyr

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys

230
Pro

Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Gly
Gly
Gly
Thr
535
Asn
Asp

Trp

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr

Ser

Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Glu
Leu
Phe
Lys
520
Tyr
Ser
Thr

Gly

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

val

345
Pro

val
Gly
Asp
Trp
425
His
Ser
Leu
val
Thr
505
Gly
Tyr
Lys
Ala

Gln
585

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr

Phe

Ser
Lys
Gln
Gly
410
Gln
Asn
Glu
Asp
Gln
490
Phe
Leu
Ala
Asn
val

570
Gly

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys

Leu
250
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Arg
Gly
Pro
395
Ser
Gln
His
Leu
Gly
475
Pro
Arg
Glu
Asp
Thr
555
Tyr

Thr

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro

235
Phe

Asp
Phe
380
Glu
Phe
Gly
Tyr
Gln
460
Gly
Gly
Asn
Trp
Ser
540
Leu
Tyr

Leu

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro

Pro

Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Leu
Ser
Gly
Phe
val
525
val
Tyr
Cys

val

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys

Pro
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350
Leu

Pro
Asn
Leu
val
430
Gln
Glu
Glu
Ser
Gly
510
Ser
Lys
Leu

Ala

Thr
590

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro

Lys

Thr
Ser
Tyr
Tyr
415
Phe
Lys
Glu
val
Leu
495
Met
Trp
Gly
Gln
Lys

575
val

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala

Pro
255

Lys
Asp
Lys
400
Ser
Ser
Ser
Ser
Gln
480
Arg

Gly

Arg
Met
560
Ser

Ser

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
H1s
Ser
Cys
Glu
Pro

240
Lys



Asp
Asp
Gly
Asnh
305
Trp
Pro
Glu
Asnh
Ile
385
Thr
Lys
Cys

Leu

Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser

Ser
450

Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val

435
Leu

<210> 41
<211> 466
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 41

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly

Asn

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val

290
Ser

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu

Thr

Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met

Ser

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val

Tyr

Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His

Pro

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His

Arg

Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu

Gly

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn

val

Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala

Lys
455

Ser
Lys
Gln
Asn
Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala

295
val

Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu

440
Gly

Gly
Ala
Ala
Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys

Ser

Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His

Ser

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr

val

Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln

Asn

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys

Leu

PB62748

val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln

His

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro

Thr

Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly

Tyr

Lys
Tyr
Gly
Tyr
Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg

300
val

Cys
Trp
285
Glu
Leu
Asnh
Gly
Glu
365
Tyr
Asnh
Phe
Asnh

Thr
445

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu

Leu
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val
270
Tyr

Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

His

val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe

Lys

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln

Gln

val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser

Ser

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr

Asp



305
Trp

Pro
Glu
Asnh
Ile
385
Thr
Lys
Cys
Leu

Gly
465

<210> 42

Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser

450
Ser

Asn
Pro
Gln
355
val
val
Pro
Thr
val

435
Leu

<211> 474
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 42

Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met

Ser

Gln val Gln Leu

1
Ser

Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp

Pro

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu

Ala

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr

Asn

Pro

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly

Ile
340

Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His

Pro

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys

325
Glu

310
Glu

Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu

Lys

Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser

Ala

Lys
455

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr

Thr

Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu

440
Gly

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys

Ile

Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His

Ser

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys

Ser
345

Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn

Ala

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys

330
Lys

PB62748

315
val

Ala
Arg
Gly
Pro
395
Ser
Gln
His

Ser

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val

Ala

Ser Asn
Lys Gly

Asp Glu
365

Phe Tyr

380

Glu Asn

Phe Phe
Gly Asn
Tyr Thr

445

Thr Lys
460

Lys Lys
Tyr Ile
Gly Leu
Tyr val
60
Thr Ser
Ala val
Asp Tyr
Ser Ser
125
Ser Lys
140
Asp Tyr
Thr Ser
Tyr Ser
GIn Thr
205
Asp Lys
220
Pro Cys
Pro Pro
Thr Cys
Asn Trp
285
Arg Glu
300
val Leu
Ser Asn

Lys Gly
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Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln

Gly

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys

Gln
350

Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys

Pro

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala

335
Pro

320
Leu

Arg
Lys
Asp
Lys
400
Ser
Ser

Ser

Thr

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu

Arg



Glu Pro Gln val
355
Asn Gln val Ser
370
Ile Ala val Glu
385
Thr Thr Pro Pro

Lys Leu Thr val
420

Cys Ser val Met

435
Leu Ser Leu Ser
450
Thr His Thr Cys
465

<210> 43
<211> 477
<212> PRT

Tyr
Leu
Trp
val
405
Asp
His
Pro

Pro

Thr
Thr
Glu
390
Leu
Lys
Glu
Gly

Pro
470

Leu
Cys
375
Ser
Asp
Ser
Ala
Lys

455
Cys

<213> Artificial Sequence

<220>
<223> Humanised

<400> 43
Gln val Gln Leu
1
Ser val Lys val
20
Tyr Met His Trp
35
Gly Thr Ile Asp
50
Gln Gly Arg val
65
Met Glu Leu Ser

Ala Arg Ser Ile
100

Asp Tyr Trp Gly

115
Lys Gly Pro Ser
130

Gly Gly Thr Ala

145

Pro val Thr val

Thr Phe Pro Ala
180

val val Thr val

195
Asn val Asn His
210

Pro Lys Ser Cys

225

Glu Leu Leu Gly

Asp Thr Leu Met
260

Asp val Ser His

275
Gly val Glu val
290

Asn Ser Thr Tyr

305

Trp Leu Ash Gly

Pro Ala Pro Ile
340
Glu Pro Gln val
355
Asn Gln val Ser
370
Ile Ala val Glu

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu

Trp

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr

Glu

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys

375
Ser

Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly

Pro

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu

Asn

Pro
val
Gly
Asp
Trp
425
His
Ser

Gly

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val

Gly

Ser
Lys
Gln
Gly
410
Gln
Asn
Glu

Ser

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys

Gln
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Arg
Gly
Pro
395
Ser
Gln
His

Pro

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly

Pro

Asp
Phe
380
Glu
Phe
Gly
Tyr

Lys
460

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe

380
Glu

Glu
365
Tyr
Asnh
Phe
Asnh
Thr

445
Ser

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr

Asn
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Leu
Pro
Asn
Leu
val
430
Gln

Cys

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln
350
Leu
Pro

Asn

Thr
Ser
Tyr
Tyr
415
Phe
Lys

Asp

Gly
15

Asp
Trp
Lys
Ala
Tyr
Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser

Tyr

Lys
Asp
Lys
400
Ser
Ser
Ser

Lys

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp

Lys



385
Thr

Lys
Cys
Leu

Cys
465

<210> 44

Thr
Leu
Ser
Ser

450
Ala

Pro
Thr
val
435
Leu

Glu

<211> 332
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 44

Asp
1

Glu
Asn
Pro
Asp
65

Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys
Pro
Asp
225
Asp
Leu
Ala
Ser
Glu

305
Thr

<210> 45

Ile
Pro
Gly
Arg
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly
Tyr
His
val
210
Ile

Arg

Trp
Gly
290
Asp

Phe

val
Ala
Asn
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser
Lys
195
Thr
Gln
val
Trp
Ala
275
Ser

Phe

Gly

<211> 332
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 45

Pro
val
420
Met
Ser

Ala

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val
Lys
Met
Thr
Tyr
260
Ser
Gly
Ala

Gln

val
405
Asp

Pro

Gln

Thr
Ile
Tyr
Ile
Gly
Ala
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr
Ser
Thr
Ile
245
Gln
Thr
Thr
Thr

Gly
325

390
Leu

Lys
Glu
Gly

Asp
470

Gln
Ser
Leu
Tyr
Ser
70

Asp
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala
Phe
Gln
230
Thr
Gln
Leu
Asp
Tyr

310
Thr

Asp
Ser
Ala
Lys

455
Gly

Ser
Cys
Glu
Lys
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys
Asn
215
Ser
Cys
Lys
Asp
Phe
295
Tyr

Lys

Ser
Arg
Leu
440
Gly

Glu

Pro
Arg
Trp
40

Ile
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu
200
Arg
Pro
Arg
Pro
Ser
280
Thr
Cys

val

Asp
Trp
425
His
Ser

Leu

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val
Gly
Ser
Ala
Gly
265
Gly
Leu
Leu

Glu

Gly
410
Gln
Asn
Glu

Asp

Ser
10

Ser
Leu
Asp
Thr
Ile
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr
Glu
Ser
Ser
250
Lys
val
Thr
Gln

Ile
330

PB62748

395
Ser

Gln
His
Leu

Gly
475

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His
Cys
Leu
235
Arg
Ala

Pro

Glu
315
Lys

Phe
Gly
Tyr
Gln

460
Gly

Pro
Asn
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln
Gly
220
Ser
Pro
Pro
Ser
Ser
300
Gly

Arg

Phe
Asn
Thr
445
Leu

Ser

val
Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser

Ala

Gly
205
Gly
Ala
Ile
Lys
Arg
285
Ser

Trp

Leu
val
430
Gln

Glu

Thr
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp
190
Leu
Gly
Ser
Ser
Leu
270
Phe
Leu

Gly

Tyr
415
Phe
Lys

Glu

Pro
15

His
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr
Ser
Gly
val
Asp
255
Leu
Ser
Gln

Pro

400
Ser

Ser
Ser

Ser

Gly

Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln

160
Ser

Ser
Ser
Gly

240
Trp

Gly
Pro

Pro
320

Asp Ile val Met Thr Gln Ser Pro Leu Ser Leu Pro val Thr Pro Gly
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Asn
Pro
Asp
65

Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys
Pro
Asp
225
Asp
Leu
Ala
Ser
Glu

305
Thr

<210> 46

Pro
Gly
Arg
50

Arg

Arg

Thr
Leu
130
Pro
Gly

Tyr

val
210
Ile
Arg
His
Trp
Gly
290
Asp

Phe

Ala
Asn
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser
Lys
195
Thr
Gln
val
Trp
Ala
275
Ser
Phe

Gly

<211> 332
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 46

Asp
1
Glu
Asn
Pro
Asp
65
Ser
Ser
Arg
Gln
Tyr
145
Ser

Thr

Ile
Pro
Gly
Arg
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly

Tyr

val
Ala
Asn
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn

Ser

Ser
Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val
Lys
Met
Thr
Tyr
260
Ser
Gly
Ala

Gln

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser

Leu
180

Ile
Tyr
Ile
Gly
Ala
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr
Ser
Thr
Ile
245
Gln
Ser
Thr
Thr

Gly
325

Thr
Ile
Tyr
Ile
Gly
Ala
85

Trp
Ala
Gly
Ala
Gln

165
Ser

Ser
Leu
Tyr
Ser
70

Asp
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala
Phe
Gln
230
Thr
Gln
Leu
Asp
Tyr

310
Thr

Gln
Ser
Leu
Tyr
Ser
70

Asp
Thr
Pro
Thr
Lys
150
Glu

Ser

Cys
Glu
Lys
Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys
Asn
215
Ser
Cys
Lys
Tyr
Phe
295
Tyr

Lys

Ser
Cys
Glu
Lys
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser

Thr

Arg
Trp
40

Ile
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu
200
Arg
Pro
Arg
Pro
Glu
280
Thr
Cys

val

Pro
Arg
Trp
40

Ile
Ser
val
Gly
val
120
Ser
Gln
val

Leu

Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val
Gly
Ser
Ala
Gly
265
Gly
Leu
Leu

Glu

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr

Thr
185

Ser
Leu
Asp
Thr
Ile
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr
Glu
Ser
Ser
250
Lys
val
Thr
Gln

Ile
330

Ser
10

Ser
Leu
Asp
Thr
Ile
90

Gly
Ile
val
Lys
Glu

170
Leu

PB62748

Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His
Cys
Leu
235
Arg
Ala
Pro
Ile
Glu

315
Lys

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln

Ser

Asn
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln
Gly
220
Ser
Pro
Pro
Ser
Ser
300
Gly

Arg

Pro
Asn
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp

Lys

Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser
Ala
Gly
205
Gly
Ala
Ile
Lys
Arg
285
Ser

Trp

val
Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser

Ala
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val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp
190
Leu
Gly
Ser
Ser
Leu
270
Phe
Leu

Gly

Thr
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys

Asp
190

15

His
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr
Ser
Gly
val
Asp
255
Leu
Ser
Gln

Pro

Pro
15

His
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp

175
Tyr

Ile
Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln
160
Ser
Glu
Ser
Ser
Gly
240
Trp
Ile
Gly
Pro

Pro
320

Gly

Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln

160
Ser



Lys
Pro

Asp
225
Asp
Leu
Ala
Ser
Glu

305
Thr

<210> 47

val
210
Ile
Arg
His
Trp
Gly
290
Asp

Phe

Lys
195
Thr
Gln
val
Trp
Ala
275
Ser
Phe

Gly

<211> 340
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 47

Asp
1

Glu
Asn
Pro
Asp
65

Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys
Pro
Glu
225
Ser
Gly
Ser
Lys
Leu
305
Ala

Thr

<210> 48

Ile
Pro
Gly
Arg
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly
Tyr
His
val
210
val
Leu
Met
Trp
Gly
290
Gln
Lys

val

val
Ala
Asn
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser
Lys
195
Thr
Gln
Arg
Gly
Ile
275
Arg
Met
Ser

Ser

val
Lys
Met
Thr
Tyr
260
Ser
Gly
Ala

Gln

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val
Lys
Leu
Leu
Trp
260
Ile
Phe
Asn
Leu

Ser
340

Tyr
Ser
Thr
Ile
245
Gln
Ser
Thr

Thr

Gly
325

Thr
Ile
Tyr
Ile
Gly
Ala
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr
Ser
Leu
Ser
245
val
Ser
Thr

Ser

Gly
325

Ala
Phe
GIn
230
Thr
Gln
Leu
Asp
Tyr

310
Thr

Gln
Ser
Leu
Tyr
Ser
70

Asp
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala
Phe
Glu
230
Cys
Arg
Ser
Ile
Leu

310
Arg

Cys
Asn
215
Ser
Cys
Lys
Gln
Phe
295
Tyr

Lys

Ser
Cys
Glu
Lys
Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys
Asn
215
Ser
Ala
Gln
Gly
Ser
295
Arg

Phe

Glu
200
Arg
Pro
Arg
Pro
Gly
280
Thr
Cys

val

Pro
Arg
Trp
40

Ile
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu
200
Arg
Gly
Ala
Ala
Thr
280
Arg
Ala

Asp

val
Gly
Ser
Ala
Gly
265
Gly
Leu

Leu

Glu

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val
Gly
Gly
Ser
Pro
265
Glu
Asp
Glu

Tyr

Thr
Glu
Ser
Ser
250
Lys
val
Thr
Gln

Ile
330

Ser
10

Ser
Leu
Asp
Thr
Ile
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr
Glu
Gly
Gly
250
Gly
Thr
Asn
Asp

Trp
330
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His
Cys
Leu
235
Arg
Ala
Pro
Ile
Glu

315
Lys

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln

Ser

Cys
Leu
235
Phe
Lys
Tyr
Ser
Thr

315
Gly

Gln
Gly
220
Ser
Pro
Pro
Ser
Ser
300
Gly

Arg

Pro
Asn
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln
Gly
220
val
Thr
Gly
Tyr
Lys
300
Ala

Gln

Gly
205
Gly
Ala
Ile
Lys
Arg
285
Ser

Trp

val
Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser
Ala
Gly
205
Gly
Gln
Phe
Leu
Ala
285
Asn
val

Gly
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Leu
Gly
Ser
Ser
Leu
270
Phe
Leu

Gly

Thr
val
30

Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp
190
Leu
Gly
Pro
Arg
Glu
270
Asp
Thr
Tyr

Thr

Ser
Gly
val
Asp
255
Leu
Ser
Gln

Pro

Pro
15

His
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr
Ser
Gly
Gly
Asn
255
Trp
Ser
Leu
Tyr

Leu
335

Ser
Ser
Gly
240
Trp
Ile
Gly
Pro

Pro
320

Gly
Ile
Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln
160
Ser
Glu
Ser
Ser
Gly
240
Phe
val
val
Tyr
Cys

320
val



<211> 571
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 48

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
val
465
Thr
Gly
Tyr

Lys

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gln
Phe
Leu
Ala

Asn
530

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Pro
Ala
Glu
Asp

515
Thr

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu
Gly
Gly
Trp
Trp

500
Ser

Leu

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly

165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Gly
Tyr
485
val
val

Tyr

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gly
Ser
470
Asp
Ser
Lys

Leu

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val

Ala

Arg As

Gly
375
Pro
Ser
Gln
His
val
455
Leu
Met
Ser
Gly

Gln
535

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
360
Phe
Glu
Phe
Gly
Tyr
440
Gln
Arg

Gly

Arg
520
Met

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn

Gly
345

p Glu

Tyr
Asn
Phe
Asn
425
Thr
Leu
Leu
Trp
Asp
505
Phe

Asn

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly

170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Leu
Ser
val
490
Trp
Thr

Ser
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Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Glu
Cys
475
Arg
His
Ile

Leu

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Ser
460
Ala
Gln
Gly
Ser

Arg
540

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Ala
Ala
Glu
Arg

525
Ala
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Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Gly
Ser
Pro
val

510
Asp

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Gly
Gly
Gly
495
Thr
Asn

Asp

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly

320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Leu
Phe
480
Lys
Tyr
Ser

Thr



545
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Trp Gly GIn Gly Thr Leu val Thr val Ser Ser

<210> 49

<211> 574
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 49

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Gly

465
Ser

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly

Gly

Thr Leu

Thr Leu
20

Gly val

35

Ala His

Ser Arg
Thr Met

Arg Arg
100

Thr Leu

115

Pro Leu

Gly Cys
Asn Ser

Gln Ser
180

Ser Ser

195

Ser Asn

Thr His
Ser val

Arg Thr
260

Pro Glu

275

Ala Lys

val Ser
Tyr Lys
Thr Ile
340
Leu Pro
355
Cys Leu
Ser Asn
Asp Ser
Ser Arg
420
Ala Leu
435
Lys Gly
Leu val

Phe Thr

565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Gly
Gln

Phe

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gly
Pro

470
Ala

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Gly
455
Gly

Trp

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Ser
Gly

Tyr

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Gly
Ser

Asp

570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
val
Leu

Met

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Gln
Arg

475
Gly

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Leu
460
Leu

Trp

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Leu
Ser

val
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Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Glu
Cys

Arg

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Ser
Ala

Gln

Ala val Tyr Tyr Cys Ala Thr Ala Glu Asp Glu Pro Gly Tyr Asp Tyr
550 555 560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
Gly
Ala

480
Ala



485
Pro Gly Lys Gly Leu Glu Trp
500
val Thr Tyr Tyr Ala Asp Ser
515
Asp Ash Ser Lys Asn Thr Leu
530 535
Glu Asp Thr Ala val Tyr Tyr
545 550
Tyr Asp Tyr Trp Gly Gln Gly
565

<210> 50

<211> 577

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 50
G1n val Thr Leu Arg Glu Ser
5
Thr Leu Thr Egu Thr Cys Thr
Gly Met g]y val Ser Trp Ile
5
Trp Leu Ala His Ile Tyr Trp
50 55
Leu Lys Ser Arg Leu Thr Ile
65 70
val Leu Thr Met ghr Asn Met
5
Cys Ala Arg Arg Glu Thr val
100
Arg Gly Thr Leu val Thr val
115
val Phe Pro Leu Ala Pro Ser
130 135
Ala Leu Gly Cys Leu val Lys
145 150
Ser Trp Asn Ser Gly Ala Leu
165
val Leu Gln Ser Ser Gly Leu
180
Pro Ser Ser Ser Leu Gly Thr
195
Lys Pro Ser Asn Thr Lys val
210 215
Asp Lys Thr His Thr Cys Pro
225 230
Gly Pro Ser val Phe Leu Phe
245
ITe Ser Arg Thr Pro Glu val
260
Glu Asp Pro Glu val Lys Phe
275
His Ash Ala Lys Thr Lys Pro
290 295
Arg val val Ser val Leu Thr
305 310
Lys Glu Tyr Lys ggg Lys val
Glu Lys Thr ITe Ser Lys Ala
340
Tyr Thr %eu Pro Pro Ser Arg
55
Leu Thr Cys Leu val Lys Gly
370 375
Trp Glu Ser Asn Gly Gln Pro
385 390
val Leu Asp Ser Asp Gly Ser
405
Asp Lys Ser Arg Trp Gln Gln
420

val
val
520
Tyr
Cys

Thr

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe

Gly

Ser
505
Lys
Leu
Ala

Leu

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe

Asn
425

490
Ser

Gly
Gln
Thr

val
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu

Lys
330
Gln
Leu
Pro
Asn
Leu

410
val
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Ile
Arg
Met
Ala

555
Thr

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr

Phe

Asp
Phe
Asnh
540
Glu

val

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser

Ser

Trp
Thr
525
Ser
Asp

Ser

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys

Cys
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His
510
Ile
Leu
Glu

Ser

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr

Leu

Ser
430

495
Gly

Ser
Arg

Pro

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr

415
val

Arg
Ala

Gly
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val

Met



His
Pro
Glu
465
Cys
Arg
His
Ile
Leu
545
Glu

Ser

Glu
Gly
450
Ser
Ala
Gln
Gly
Ser
530
Arg

Pro

Ala
435
Lys
Gly
Ala
Ala
Glu
515
Arg
Ala

Gly

<210> 51
<211> 580
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 51

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu

Tyr

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys

Thr

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr

Leu

Leu
Thr
Gly
Ser
Pro
500
val
Asp
Glu

Tyr

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile

340
Pro

val
Gly
Gly
485
Gly
Thr
Asn

Asp

Asp
565

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325

Ser

Pro

Asn
Ala
Leu
470
Phe
Lys
Tyr
Ser
Thr

550
Tyr

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys

Ser

His
Ala
455
val
Thr
Gly
Tyr
Lys
535
Ala

Trp

Ser
Thr
Ile
Trp
Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala

Arg

Tyr
440
Pro
Gln
Phe
Leu
Ala
520
Asn
val

Gly

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys

Asp

Thr
Ser
Pro
Ala
Glu
505
Asp
Thr
Tyr
Gln

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly

345
Glu

Gln
Gly
Gly
Trp
490
Trp
Ser
Leu
Tyr

Gly
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln

Leu
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Lys
Ser
Gly
475
Tyr
val
val
Tyr
Cys

555
Thr

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro

Thr

Ser Leu
445

Gly val

460

Ser Leu

Asp Met
Ser Ser

Lys Gly
525

Leu Gln

540

Ala Thr

Leu val

val Lys
Ser Leu

Gly Lys
45

Arg Tyr

60

Ser Arg

Thr Ala
Phe Asp
Thr Lys
125
Ser Gly
140
Glu Pro
His Thr
Ser val
Cys Asnhn
205
Glu Pro
220
Pro Glu
Lys Asp
val Asp
Asp Gly
285
Tyr Asn
300
Asp Trp
Leu Pro
Arg Glu

Lys Ash
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Ser
Gln
Arg
Gly
Ile
510
Arg
Met
Ala

Thr

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro

350
Gln

Leu
Leu
Leu
Trp
495
Asp
Phe
Asn

Glu

val
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln

val

Ser
Leu
Ser
480
val
Trp
Thr
Ser
Asp

560
Ser

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val

Ser



355
Leu Thr Cys Leu val Lys Gly
370 375
Trp Glu Ser Asn Gly Gln Pro
385 390
val Leu Asp Ser Asp Gly Ser
405
Asp Lys Ser Arg Trp Gln Gln
420
His Glu Ala Leu His Asnh His
435
Pro Gly Lys Gly Ser Ala Ser
450 455
Gln Leu Leu Glu Ser Gly Gly
465 470
Arg Leu Ser Cys Ala Ala Ser
485
Gly Trp val Arg Gln Ala Pro
500
ITe Asp Trp His Gly Glu val
515
Arg Phe Thr Ile Ser Arg Asp
530 535
Met Asn Ser Leu Arg Ala Glu
545 550
Ala Glu Asp Glu Pro Gly Tyr
565
Thr val Ser Ser
580

<210> 52

<211> 588

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 52
G1n val Thr Leu Arg Glu Ser
5
Thr Leu Thr Egu Thr Cys Thr
Gly Met g]y val Ser Trp Ile
5
Trp Leu Ala His Ile Tyr Trp
50 55
Leu Lys Ser Arg Leu Thr Ile
65 70
val Leu Thr Met ghr Asn Met
5
Cys Ala Arg Arg Glu Thr val
100
Arg Gly Thr Leu val Thr val
115
val Phe Pro Leu Ala Pro Ser
130 135
Ala Leu Gly Cys Leu val Lys
145 150
Ser Trp Asn Ser Gly Ala Leu
165
val Leu Gln Ser Ser Gly Leu
180
Pro Ser Ser Ser Leu Gly Thr
195
Lys Pro Ser Asn Thr Lys val
210 215
Asp Lys Thr His Thr Cys Pro
225 230
Gly Pro Ser val Phe Leu Phe
245
ITe Ser Arg Thr Pro Glu val
260
Glu Asp Pro Glu val Lys Phe
275

360
Phe

Glu
Phe
Gly
Tyr
440
Thr
Gly
Gly
Gly
Thr
520
Asn
Asp

Asp

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr

Asn
280

Tyr
Asn
Phe
Asn
425
Thr
Lys
Leu
Phe
Lys
505
Tyr
Ser
Thr

Tyr

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys

265
Trp

Pro
Asn
Leu
410
val
Gln
Gly
val
Thr
490
Gly
Tyr
Lys
Ala

Trp
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val

Tyr
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Ser
Tyr
395
Tyr
Phe
Lys
Pro
Gln
475
Phe
Leu
Ala
Asn
val

555
Gly

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val

val

Asp
380
Lys
Ser
Ser
Ser
Thr
460
Pro
Ala
Glu
Asp
Thr
540
Tyr

Gln

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val

Asp

365
Ile

Thr
Lys
Cys
Leu
445
Gly
Gly
Trp
Trp
Ser
525
Leu
Tyr

Gly

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp

Gly
285
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Ala
Thr
Leu
Ser
430
Ser
Ser
Gly
Tyr
val
510
val
Tyr
Cys

Thr

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val

270
val

val
Pro
Thr
415
val
Leu
Gly
Ser
Asp
495
Ser
Lys
Leu
Ala

Leu
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser

Glu

Pro
400
val
Met
Ser
val
Leu
480
Met
Ser
Gly
Gln
Thr

560
val

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His

val



His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Pro
465
Leu
Phe
Lys
Tyr
Ser
545
Thr

Tyr

<210> 53

Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Pro
val
Thr
Gly
Tyr
530
Lys
Ala

Trp

Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Cys
Gln
Phe
Leu
515
Ala
Asn
val

Gly

<211> 591
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 53

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser
val
Pro

Lys

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser

Pro

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser

195
Ser

Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Pro
Pro
Ala
500
Glu
Asp
Thr
Tyr

Gln
580

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser

Asn

Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Ser
Gly
Gly
485
Trp
Trp
Ser
Leu
Tyr

565
Gly

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly
165
Ser
Leu

Thr

Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Glu
Ser
470
Gly
Tyr
val
val
Tyr
550
Cys

Thr

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly

Lys

Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Pro
455
Gly
Ser
Asp
Ser
Lys
535
Leu
Ala

Leu

Ser
Thr
Ile
Trp
Ile
Met
val
val
Ser
135
Lys
Leu
Leu

Thr

val

Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Lys
val
Leu
Met
Ser
520
Gly
Gln
Thr

val

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln

200
Asp

Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Gln
Arg
Gly
505
Ile
Arg
Met
Ala

Thr
585

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr

Lys

Glu
His
Lys
330
Gln
Leu
Pro
Asnh
Leu
410
val
Gln
Cys
Leu
Leu
490
Trp
Asp
Phe
Asnh
Glu

570
val

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr

Lys

PB62748

Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Asp
Leu
475
Ser
val
Trp
Thr
Ser
555
Asp

Ser

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile

val

Tyr Asnh
300
Asp Trp

Leu Pro
Arg Glu

Lys Asnh
365

Asp Ile

380

Lys Thr

Ser Lys

Ser Cys

Ser Leu
445

Lys Thr

460

Glu Ser

Cys Ala
Arg Gln
His Gly
525
Ile Ser
540
Leu Arg
Glu Pro

Ser

val Lys
Ser Leu

Gly Lys
45

Arg Tyr

60

Ser Arg

Thr Ala
Phe Asp
Thr Lys
125
Ser Gly
140
Glu Pro
His Thr
Ser val
Cys Asnhn

205
Glu Pro
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Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
His
Gly
Ala
Ala
510
Glu
Arg
Ala

Gly

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val

Lys

Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Thr
Gly
Ser
495
Pro
val
Asp
Glu

Tyr
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn

Ser

Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Cys
Gly
480
Gly
Gly
Thr
Asn
Asp

560
Asp

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His

Cys



210
Asp Lys Thr His
225
Gly Pro Ser val

ITe Ser Arg Thr
260

Glu Asp Pro Glu

275
His Asn Ala Lys
290

Arg val val Ser

305

Lys Glu Tyr Lys

Glu Lys Thr 1Ile
340

Tyr Thr Leu Pro

355
Leu Thr Cys Leu
370

Trp Glu Ser Asn

385

val Leu Asp Ser

Asp Lys Ser Arg
420

His Glu Ala Leu

435
Pro Gly Lys Gly
450

Gln Asp Gly Glu

465

Gly Gly Gly Leu

Ala Ser Gly Phe
500

Ala Pro Gly Lys

515
Glu val Thr Tyr
530

Arg Asp Asn Ser

545

Ala Glu Asp Thr

Gly Tyr Asp Tyr
580

<210> 54
<211> 338
<212> PRT

Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Leu
val
485
Thr
Gly
Tyr
Lys
Ala

565
Trp

Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Glu
Asp
470
Gln
Phe
Leu
Ala
Asn
550
val

Gly

215
Pro

Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Leu
455
Gly
Pro
Ala
Glu
Asp
535
Thr
Tyr
Gln

<213> Artificial Sequence

<220>
<223> Humanised

<400> 54
Asp Ile val Leu
1

Asp Arg val Thr
20
Gly Asp Ser Tyr
35
Lys Leu Leu Ile
50

Arg Phe Ser Gly
65

Ser Leu Gln Pro

Glu Asp Pro Pro
100
Thr val Ala Ala
115
Leu Lys Ser Gly
130

Thr
Ile
Met
Tyr
Ser
Glu
85

Thr

Pro

Thr

Gln
Thr
Asn
Ala
Gly
70

Asp
Phe

Ser

Ala

Ser
Cys
Trp
Ala
55

Ser
Ile
Gly
val

Ser
135

Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Gln
Gly
Gly
Trp
Trp
520
Ser
Leu
Tyr

Gly

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe

120
val

Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Leu
Ser
Gly
Tyr
505
val
val
Tyr
Cys

Thr
585

Ser
Ala
25

Gln
Asn
Thr

Thr

Gly
105
Ile

val

Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Glu
Gly
Ser
490
Asp
Ser
Lys
Leu
Ala

570
Leu

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe

Cys
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Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Glu
val
475
Leu
Met
Ser
Gly
Gln
555
Thr

val

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro

Leu

220
Pro

Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Ser
460
Gln
Arg
Gly
Ile
Arg
540
Met
Ala

Thr

Ser
Ser
Pro
Ser
60

Thr
Cys
val

Pro

Leu
140

Glu
Asp
Asp
Gly
285
Asnh
Trp
Pro
Glu
Asnh
365
Ile
Thr
Lys
Cys
Leu
445
Cys
Leu
Leu
Trp
Asp
525
Phe
Asnh
Glu

val

Ala
val
Gly
45

Gly
Phe
Gln
Glu
Ser

125
Asn
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Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Ala
Leu
Ser
val
510
Trp
Thr
Ser
Asp

Ser
590

Ser
Asp
30

Lys
Ile
Thr
Gln
Ile
110
Asp

Asn

Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Glu
Glu
Cys
495
Arg
His
Ile
Leu
Glu

575
Ser

val
15

Tyr
Ala
Pro
Ile
Ser
95

Lys
Glu

Phe

Gly
240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met

Ser

Ser
480
Ala
Gln
Gly
Ser
Arg

560
Pro

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln

Tyr



Pro
145
Gly
Tyr
His
val
Leu
225
Ser
val
Trp
Thr
Ser
305
Asp

Ser

<210> 55

Arg
Asn
Ser
Lys
Thr
210
Glu
Cys
Arg
His
Ile
290
Leu
Glu

Ser

Glu
Ser
Leu
val
195
Lys
Ser
Ala
Gln
Gly
275
Ser
Arg

Pro

<211> 341
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 55

Asp
1

Asp
Gly
Lys
Arg
65

Ser
Glu
Thr
Leu
Pro
145
Gly
Tyr
His
val
val
225
Leu
Met
Ser
Gly

Gln

Ile
Arg
Asp
Leu
50

Phe
Leu
Asp
val
Lys
130
Arg
Asn
Ser
Lys
Thr
210
Gln
Arg
Gly
Ile
Arg

290
Met

val
val
Ser
35

Leu
Ser
Gln
Pro
Ala
115
Ser
Glu
Ser
Leu
val
195
Lys
Leu
Leu
Trp
Asp
275
Phe

Asn

Ala
Gln
Ser
180
Tyr
Ser
Gly
Ala
Ala
260
Glu
Arg
Ala

Gly

Leu
Thr
20

Tyr
Ile
Gly
Pro
Pro
100
Ala
Gly
Ala
Gln
Ser
180
Tyr
Ser
Leu
Ser
val
260
Trp
Thr

Ser

Lys
Glu
165
Ser
Ala
Phe
Gly
Ser
245
Pro
val
Asp
Glu

Tyr
325

Thr
Ile
Met
Tyr
Ser
Glu
85

Thr
Pro
Thr
Lys
Glu
165
Ser
Ala
Phe
Glu
Cys

245
Arg

Ile

Leu

val
150
Ser
Thr
Cys
Asn
Gly
230
Gly
Gly
Thr
Asn
Asp

310
Asp

Gln
Thr
Asn
Ala
Gly
70

Asp
Phe
Ser
Ala
val
150
Ser
Thr
Cys
Asn
Ser
230
Ala
Gln
Gly
Ser

Arg

Gln
val
Leu
Glu
Arg
215
Leu
Phe
Lys
Tyr
Ser
295
Thr

Tyr

Ser
Cys
Trp
Ala
55

Ser
Ile
Gly
val
Ser
135
Gln
val
Leu
Glu
Arg
215
Gly
Ala
Ala
Glu
Arg

295
Ala

Trp
Thr
Thr
val
200
Gly
val
Thr
Gly
Tyr
280
Lys
Ala

Trp

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr
val
200
Gly
Gly
Ser
Pro
val
280
Asp

Glu

Lys
Glu
Leu
185
Thr
Glu
Gln
Phe
Leu
265
Ala
Asn
val

Gly

Ser
Ala
25

Gln
Asn
Thr
Thr
Gly
105
Ile
val
Lys
Glu
Leu
185
Thr
Glu
Gly
Gly
Gly
265
Thr
Asn

Asp

val
Gln
170
Ser
His
Cys
Pro
Ala
250
Glu
Asp
Thr
Tyr

Gln
330

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser
His
Cys
Leu
Phe
250
Lys
Tyr
Ser

Thr

PB62748

Asp
155
Asp
Lys
Gln
Gly
Gly
235
Trp
Trp
Ser
Leu
Tyr

315
Gly

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln
Gly
val
235
Thr
Gly
Tyr
Lys

Ala

Asn Ala
Ser Lys
Ala Asp

Gly Leu
205

Ser Gly

220

Gly Ser

Tyr Asp
val Ser

val Lys
285
Tyr Leu
300

Cys Ala

Thr Leu

Ser Ala
Ser val

Pro Gly
45

Ser Gly

60

Thr Phe

Cys GIn
val Glu

Pro Ser
125

Leu Ash

140

Asn Ala

Ser Lys
Ala Asp

Gly Leu
205

Gly Gly

220

Gln Pro

Phe Ala
Leu Glu

Ala Asp
285

Asn Thr

300

val Tyr
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Leu
Asp
Tyr
190
Ser
val
Leu
Met
Ser
270
Gly
Gln
Thr

val

Ser
Asp
30

Lys
Ile
Thr
Gln
Ile
110
Asp
Asn
Leu
Asp
Tyr
190
Ser
Gly
Gly
Trp
Trp
270
Ser
Leu

Tyr

Gln
Ser
175
Glu
Ser
Gln
Arg
Gly
255
Ile
Arg
Met
Ala

Thr
335

val
15

Tyr
Ala

Pro

Ser
95

Lys
Glu
Phe
Gln
Ser
175
Glu
Ser
Ser
Gly
Tyr
255
val
val
Tyr

Cys

Ser
160
Thr
Lys
Pro
Leu
Leu
240
Trp
Asp
Phe
Asn
Glu

320
val

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys
Pro
Gly
Ser
240
Asp
Ser
Lys
Leu

Ala



305

310

PB62748

315

320

Thr Ala Glu Asp Glu Pro Gly Tyr Asp Tyr Trp Gly Gln Gly Thr Leu
330

325

val Thr val Ser Ser

<210> 56

<211> 344
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 56

Asp
1

Asp
Gly
Lys
Arg
65

Ser
Glu
Thr
Leu
Pro
145
Gly
Tyr
His
val
Gly
225
Gly
Trp
Trp
Ser
Leu
305
Tyr

Gly

<210> 57

Ile
Arg
Asp
Leu
50

Phe
Leu
Asp
val
Lys
130
Arg
Asn
Ser
Lys
Thr
210
Ser
Gly
Tyr
val
val
290
Tyr
Cys

Thr

val
val
Ser
35

Leu
Ser
Gln
Pro
Ala
115
Ser
Glu
Ser
Leu
val
195
Lys
Gly
Ser
Asp
Ser
275
Lys
Leu
Ala

Leu

<211> 345
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 57

Asp Ile val
1

Asp Arg val

Gly Asp Ser

340

Leu
Thr
20

Tyr
Ile
Gly
Pro
Pro
100
Ala
Gly
Ala
Gln
Ser
180
Tyr
Ser
val
Leu
Met
260
Ser
Gly
Gln
Thr

val
340

Thr
Ile
Met
Tyr
Ser
Glu
85

Thr
Pro
Thr
Lys
Glu
165
Ser
Ala
Phe
Gln
Arg
245
Gly
Ile
Arg
Met
Ala

325
Thr

Gln
Thr
Asn
Ala
Gly
70

Asp
Phe
Ser
Ala
val
150
Ser
Thr
Cys
Asn
Leu
230
Leu
Trp
Asp
Phe
Asn
310
Glu

val

Ser
Cys
Trp
Ala
55

Ser
Ile
Gly
val
Ser
135
Gln
val
Leu
Glu
Ar

215
Leu
Ser
val
Trp
Thr
295
Ser

Asp

Ser

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr

val
200

g Gly

Glu
Cys
Arg
His
280
Ile
Leu
Glu

Ser

Leu Thr Gln Ser Pro

5

Thr 11e Thr Cys Lys

20

Ser
Ala
25

Gln
Asn
Thr

Thr

Gly
105
Ile
val
Lys
Glu
Leu
185
Thr
Glu
Ser
Ala
Gln
265
Gly
Ser
Arg

Pro

Ser

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser
His
Cys
Gly
Ala
250
Ala
Glu
Arg
Ala

Gly
330

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln
Thr
Gly
235
Ser
Pro
val
Asp
Glu

315
Tyr

Ser
Ser
Pro
Ser
60

Thr
Cys
val
Pro
Leu
140
Asn
Ser
Ala
Gly
val
220
Gly
Gly
Gly
Thr
Asn
300
Asp

Asp

Ala
val
Gly
45

Gly
Phe
Gln
Glu
Ser
125
Asn
Ala
Lys
Asp
Leu
205
Ala
Leu
Phe
Lys
Tyr
285
Ser
Thr

Tyr

Ser Leu Ser Ala

10

Ala Ser Gln Ser val

25

335

Ser val
15

Asp Tyr

30

Lys Ala

Ile Pro
Thr Ile

Gln Ser
95
Ile Lys
110
Asp Glu

Asn Phe
Leu Gln

Asp Ser
175

Tyr Glu

190

Ser Ser

Ala Pro
val Gln
Thr Phe
255
Gly Leu
270
Tyr Ala
Lys Asn
Ala val

Trp Gly
335

Ser val

15
Asp Tyr
30

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys
Pro
Ser
Pro
240
Ala
Glu
Asp
Thr
Tyr

320
Gln

Gly

Asp

Tyr Met Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro
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35
Lys Leu Leu Ile Tyr Ala Ala
50 55
Arg Phe Ser Gly Ser Gly Ser
65 70
Ser Leu Gln Pro g]u Asp Ile
5
Glu Asp Pro Pro Thr Phe Gly
100
Thr val Ala Ala Pro Ser val
115
Leu Lys Ser Gly Thr Ala Ser
130 135
Pro Arg Glu Ala Lys val Gln
145 150
Gly Asn Ser Gln Glu Ser val
165
Tyr Ser Leu Ser Ser Thr Leu
180
His Lys val Tyr Ala Cys Glu
195
val Thr Lys Ser Phe Asn Arg
210 215
Thr Gly Ser Gly val Gln Leu
225 230
Pro Gly Gly Ser Leu Arg Leu
245
Ala Trp Tyr Asp Met Gly Trp
260
Glu Trp val Ser Ser Ile Asp
275
Asp Ser val Lys Gly Arg Phe
290 295
Thr Leu Tyr Leu Gln Met Asn
305 310
Tyr Tyr Cys Ala Thr Ala Glu
325
Gln Gly Thr Leu val Thr val
340

<210> 58

<211> 353

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 58
Aip ITe val Leu Thr GIn Ser
5

Asp Arg val ggr ITe Thr Cys

Gly Asp ggr Tyr Met Asn Trp

Lys Leu Leu Ile Tyr Ala Ala
50 55

Arg Phe Ser Gly Ser Gly Ser

65 70

Ser Leu Gln Pro ggu Asp Ile

Glu Asp Pro Pro Thr Phe Gly

100
Thr val Ala Ala Pro Ser val
115

Leu Lys Ser Gly Thr Ala Ser
130 135

Pro Arg Glu Ala Lys val Gln

145 150

Gly Asn Ser Gln Glu Ser val

165
Tyr Ser Leu Ser Ser Thr Leu
180
His Lys val Tyr Ala Cys Glu
195

40
Ser

Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr
val
200
Gly
Leu
Ser
val
Trp
280
Thr
Ser
Asp

Ser

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr

val
200

Asnh
Thr
Thr
Gly
105
Ile
val
Lys
Glu
Leu
185
Thr
Glu
Glu
Cys
Arg
265
His
Ile
Leu
Glu

Ser
345

Ser
Ala
25

Gln
Asn
Thr
Thr
Gly
105
Ile
val
Lys
Glu
Leu

185
Thr

Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser
His
Cys
Ser
Ala
250
Gln
Gly
Ser
Arg

Pro
330

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser

His

PB62748

Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln
Ala
Gly
235
Ala
Ala
Glu
Arg
Ala

315
Gly

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln

Ser
60

Thr
Cys
val
Pro
Leu
140
Asn
Ser
Ala
Gly
Ser
220
Gly
Ser
Pro
val
Asp
300
Glu

Tyr

Ser
Ser
Pro
Ser
60

Thr
Cys
val
Pro
Leu
140
Asn
Ser
Ala

Gly

45
Gly

Phe
Gln
Glu
Ser
125
Asn
Ala
Lys
Asp
Leu
205
Thr
Gly
Gly
Gly
Thr
285
Asn
Asp

Asp

Ala
val
Gly
45

Gly
Phe
Gln
Glu
Ser
125
Asn
Ala
Lys
Asp

Leu
205
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Ile
Thr
Gln
Ile
110
Asp
Asn
Leu
Asp
Tyr
190
Ser
Lys
Leu
Phe
Lys
270
Tyr
Ser
Thr

Tyr

Ser
Asp
30

Lys
Ile
Thr
Gln
Ile
110
Asp
Asn
Leu
Asp
Tyr

190
Ser

Pro
Ile
Ser
95

Lys
Glu
Phe
Gln
Ser
175
Glu
Ser
Gly
val
Thr
255
Gly
Tyr
Lys
Ala

Trp
335

val
15

Tyr
Ala
Pro
Ile
Ser
95

Lys
Glu
Phe
Gln
Ser
175
Glu

Ser

Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys
Pro
Pro
Gln
240
Phe

Leu

Asn
val

320
Gly

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys

Pro



val
Lys
225
Glu
Cys
Arg
His
Ile
305
Leu
Glu

Ser

Thr
210
Thr
Ser
Ala
Gln
Gly
290
Ser
Arg

Pro

Lys
His
Gly
Ala
Ala
275
Glu
Arg
Ala

Gly

<210> 59

<211> 356
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 59

Asp
1

Asp
Gly
Lys
Arg
65

Ser
Glu
Thr
Leu
Pro
145
Gly
Tyr
His
val
Ser
225
Gln
Arg
Gly
Ile
Arg
305
Met
Ala

Thr

Ile
Arg
Asp
Leu
50

Phe
Leu
Asp
val
Lys
130
Arg
Asn
Ser
Lys
Thr
210
Cys
Leu
Leu
Trp
Asp
290
Phe
Asn
Glu

val

val
val
Ser
35

Leu
Ser
Gln
Pro
Ala
115
Ser
Glu
Ser
Leu
val
195
Lys
Ala
Leu
Ser
val
275
Trp
Thr
Ser
Asp

Ser

Ser
Thr
Gly
Ser
260
Pro
val
Asp
Glu

Tyr
340

Leu
Thr
20

Tyr
Ile
Gly
Pro
Pro
100
Ala
Gly
Ala
Gln
Ser
180
Tyr
Ser
Glu
Glu
Cys
260
Arg
His
Ile
Leu
Glu

340
Ser

Phe
Cys
34
Gly
Gly
Thr
Asn
Asp

325
Asp

Thr
Ile
Met
Tyr
Ser
Glu
85

Thr
Pro
Thr
Lys
Glu
165
Ser
Ala
Phe
Ala
Ser
245
Ala
Gln
Gly
Ser
Arg

325
Pro

Asn
Pro
230
Leu
Phe
Lys
Tyr
Ser
310
Thr

Tyr

Gln
Thr
Asn
Ala
Gly
70

Asp
Phe
Ser
Ala
val
150
Ser
Thr
Cys
Asn
Gln
230
Gly
Ala
Ala
Glu
Arg
310
Ala

Gly

Ar

215
Pro
val
Thr
Gly
Tyr
295
Lys
Ala

Trp

Ser
Cys
Trp
Ala
55

Ser
Ile
Gly
val
Ser
135
Gln
val
Leu
Glu
Arg
215
Asp
Gly
Ser
Pro
val
295
Asp
Glu

Tyr

g Gly

Cys
Gln
Phe
Leu
280
Ala
Asn
val

Gly

Pro
Lys
Tyr
40

Ser
Gly
Ala
Gln
Phe
120
val
Trp
Thr
Thr
val
200
Gly
Gly
Gly
Gly
Gly
280
Thr
Asn
Asp

Asp

Glu
Pro
Pro
Ala
265
Glu
Asp
Thr
Tyr

Gln
345

Ser
Ala
25

Gln
Asn
Thr
Thr
Gly
105
Ile
val
Lys
Glu
Leu
185
Thr
Glu
Glu
Leu
Phe
265
Lys
Tyr
Ser
Thr

Tyr
345

Cys
Gly
Gly
250
Trp
Trp
Ser
Leu
Tyr

330
Gly

Ser
10

Ser
Gln
Leu
Asp
Tyr
90

Thr
Phe
Cys
val
Gln
170
Ser
His
Cys
Leu
val
250
Thr
Gly
Tyr
Lys
Ala

330
Trp

PB62748

Glu
Ser
235
Gly
Tyr
val
val
Tyr
315
Cys

Thr

Leu
Gln
Lys
Glu
Phe
75

Tyr
Lys
Pro
Leu
Asp
155
Asp
Lys
Gln
Glu
Asp
235
Gln
Phe
Leu
Ala
Asn
315
val

Gly

Pro Lys
220
Gly val
Ser Leu
Asp Met
Ser Ser
285
Lys Gly
300
Leu Gln
Ala Thr

Leu val

Ser Ala
Ser val
Pro Gly
Ser Gly
Thr Phe
Cys GIn
val Glu
Pro Ser
125
Leu Asn
140
Asn Ala
Ser Lys
Ala Asp
Gly Leu
205
Leu Gln
220
Gly Gly
Pro Gly
Ala Trp
Glu Trp
285
Asp Ser
300
Thr Leu
Tyr Tyr

Gln Gly
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Ser
Gln
Arg
373
Ile
Arg
Met
Ala

Thr
350

Ser
Asp
30

Lys
Ile
Thr
Gln
Ile
110
Asp
Asn
Leu
Asp
Tyr
190
Ser
Leu
Ser
Gly
Tyr
270
val
val
Tyr
Cys

Thr
350

Cys
Leu
Leu
255
Trp
Asp
Phe
Asnh
Glu

335
val

val
15

Tyr
Ala

Pro

Ser
95

Lys
Glu
Phe
Gln
Ser
175
Glu
Ser
Glu
Gly
Ser
255
Asp
Ser
Lys
Leu
Ala

335
Leu

Asp
Leu
240
Ser
val
Trp
Thr
Ser
320
Asp

Ser

Gly
Asp
Pro
Ser
Ser
80

Asn
Arg
Gln
Tyr
Ser
160
Thr
Lys
Pro
Glu
val
240
Leu
Met
Ser
Gly
Gln
320
Thr

val



355

<210>
<211>
<212>
<213> Homo

<400> 60

gacatccaga
atcacttgcc
dgggaaagccc
cgtttcagtg
gaagatttcg
gggaccaagg

<210> 61
<211> 324
<212> DNA
<213> Homo

<400> 61

gacatccaga
atcacttgcc
gggaaagccc
cgtttcagtyg
gaagatttcg
gggaccaagdg

<210> 62

<211> 129
<212> PRT
<213> Homo

<400> 62
His Lys
1

60
324
DNA

Cys

Leu Thr Glu
Ala
35

val

Phe Ala

Thr
50
Leu

Ala
Cys Gly
65
Arg

Phe Leu

Asn Ser Cys

Leu Glu Arg
115

Ser

<210>
<211>
<212>
<213> Homo

<400> 63
Gly Pro val
1

63
112
PRT

val Asn Ile

val Ser
35
Ile

Trp

Leu
50
Leu

Ser

Met
65
Ser

Ser

Leu His

Asp Leu Leu

Sapiens

tgacccaatc

gggcaagtcg
ccaagctcct
gcagtgggtc
ctacgtacta
tggaaatcaa

Sapiens

tgacccaatc

gggcaagtcg
ccaagctcct
gcagtgggtc
ctacgtacta
tggaaatcaa

Sapiens

Ile
5
Lys

Asp

Gln
20
Ser Lys

Leu Arg

Ala Thr

Lys Arg
85
Pro val
100

Leu Lys

Sapiens

Pro Pro
5
Thr Gln
20
Ile Asn

Asn val

Gly Phe

val Arg
85
Leu His
100

Thr
Thr
Asn
Gln
Ala
70

Leu
Lys

Thr

Ser
Asnh
Leu
Ser
Cys
70

Asp

Leu

accatcctcc
ccccattagce
gatcgcctgg
ggggacagat
ctgtttgcag
acgg

accatcctcc
ccccattagc
gatcgcctgg
ggggacagat
ctgtttgcag
acgg

Leu Gln

Leu Cys
Thr
40
Tyr

Thr

Phe
55
Gln Gln

Asp Arg

Glu Ala

Ile Met

120

Thr Ala

Gln Lys
Ala
40
Cys

Thr

Gly
55
Pro His

Thr Lys

Lys Lys

PB62748

ctgtctgcat
gactggttac
gcgtcctegt
ttcactctca
gaggggtggg

ctgtctgcat
gactggttac
gcgtccagcet
ttcactctca
gaggggtggg

Glu Ile Ile

Thr Glu
25
Glu

Leu

Lys Glu

Ser His

Phe His Arg

75
Trp

Asn Leu

90

Asn Gln Ser

105
Arg

Glu Lys

Leu Arg Glu
10

Ala Pro

25

Gly

Leu

Met Tyr

Ser Ala Ile

val Ser
75
val

Lys

Glu
90
Phe

Ile

Leu
105

Arg

ctgtaggaga
attggtatca
tgtacgaggg
ccatcagcag
gtcctccgac

ctgtaggaga
attggtatca
tgcagggggg
ccatcagcag
gtcctccgac

Lys Thr Leu
Thr
30

Cys

Thr val

Phe
45
Lys

Thr

Glu
60
His

Asp

Lys Gln

Gly Leu Ala
Glu
110

Lys

Thr Leu

Ser
125

Tyr

Leu ITe Glu
Gly
30
Ala

Cys Asnhn
Ala
45

Lys

Cys

Glu Thr

Ala Gly GIn

Ala Gln Phe

Glu Gly Arg

110
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ccgtgtcacc
gcagaaacca
ggtcccatca
tctgcaaccc
gttcggccaa

ccgtgtcacc
gcagaaacca
ggtcccatca
tctgcaaccc
gttcggccaa

Asn Ser
15
Asp Ile

Arg Ala

Thr Arg
Ile
80
Leu

Leu

Gly
95
Asn Phe

Cys Ser

Glu
15
Ser

Leu
Met

Leu Glu

Gln Arg

Phe Ser
80
val Lys
95

Phe Asn

60

120
180
240
300
324

60

120
180
240
300
324



<210> 64
<211> 19
<212> PRT

<213>

<220>

<223>

<400> 64
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu val Ala Thr Ala Thr Gly
1 5 15

val His Ser

<210> 65
<211> 44
<212> PRT

<213>

<220>

<223>

<400> 65

Gln
1

Thr
Ser
Gly
Ser
65

Thr
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser

385
Asp

val
Leu
val
val
50

Arg
Met
Asp
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn

Ser

9

Thr
Thr
His
35

Ile
Leu
Thr
Pro
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly

Asp

unknown

Humanised

Leu
Leu
20

Trp
Trp
Ser
Asn
Pro
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln

Gly

Arg
Thr
val

Ala

Met
85

Ser
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro

Ser

Glu
Cys
Arg
Ser
Ser
70

Asp
Ser
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu

390
Phe

Artificial Sequence

Ser
Thr
Gln
Gly
55

Lys
Pro
Leu
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn

Phe

Mammalian Signal Sequence

Gly
val
Pro
Gly
Asp
val
Leu
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn

Leu

Pro
Ser
25

Pro
Thr
Thr
Asp
Arg
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr

Tyr

Ala
10

Gly
Gly
Asp
Ser
Thr
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys

Ser
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Leu
Phe
Lys
Tyr
Arg
75

Ala
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr

395
Lys

val
Ser
Gly
Asn
60

Asn
Thr
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr

Leu

Lys
Leu
Leu
45

Ser
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro

Thr
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Pro
Thr
30

Glu
Ala
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro

val

Thr
15

Ser
Trp
Leu
val
Cys
95

Arg
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val

Asp

Gln
Tyr
Leu
Met
Leu
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu

400
Lys



405

Ser Arg Trp Gln Gln Gly Asn val
420

410

PB62748

415

Phe Ser Cys Ser val Met His Glu

425

430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

Lys

<210> 66
<211> 22
<212> PR

<213>

<220>

<223>

<400> 66

Asp
1
Glu
Gly
Pro
Pro
65
Ile
val
Lys
Glu
Phe
145
Gln
Ser
Glu

Ser

Ile
Arg
Asn
Pro
50

Asp
Ser
His
Arg
Gln
130
Tyr
Ser
Thr
Lys

Pro
210

<210> 67
<211> 45
<212> PR

<213>

<220>

<223>

<400> 67

Gln
1
Ser
Tyr
Gly
Lys
65
Met
Thr
Met
Thr

Ser

val
val
Phe
Arg
50

Asp
Glu
Thr
Asp
Lys

130
Gly

435

0
T

val
Ala
Gln
35

Lys
Arg
Ser
Ser
Thr
115
Leu
Pro
Gly
Tyr
His
195
val

6
T

Gln
Lys
His
35

Ile
Arg
Leu
Trp
Ala
115
Gly

Gly

Humanised

Met
Thr
20

Lys
Leu
Phe
Leu
Phe
100
val
Lys
Arg
Asn
Ser
180
Lys

Thr

Humanised

Leu
val
20

Trp
Asp
val
Ser
Arg
100
Trp
Pro

Thr

Thr
Ile
Asn
Leu
Ser
Gln
85

Pro
Ala
Ser
Glu
Ser
165
Leu
val

Lys

val
Ser
val
Pro
Thr
Ser
Ile
Gly
Ser

Ala

Gln
Asn
Tyr
Ile
Gly
70

Ala
Phe
Ala
Gly
Ala
150
Gln
Ser
Tyr

Ser

Gln
Cys
Arg
Glu
Met
70

Leu
Tyr
Gln
val

Ala

Artificial Sequence

Ser
Cys
Leu
Tyr
55

Ser
Glu
Thr
Pro
Thr
135
Lys
Glu
Ser
Ala

Phe
215

Artificial Sequence

Ser
Lys
Gln
Asp
55

Thr
Arg
Arg
Gly
Phe

135
Leu

440

Pro
Lys
Ala
40

Gly
Gly
Asp
Phe
Ser
120
Ala
val
Ser
Thr
Cys

200
Asn

Gly
val
Ala
40

Asp
Glu
Ser
Asp
Thr
120
Pro

Gly

Asp
Ser
25

Trp
Ala
Ser
val
Gly
105
val
Ser
Gln
val
Leu
185
Glu

Arg

Ala
Ser
25

Pro
Ser
Asp
Glu
Ser
105
Leu
Leu

Cys

Ser
10

Ser
Tyr
Ser
Gly
Ala
90

Gly
Phe
val
Trp
Thr
170
Thr
val

Gly

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Ser
val
Ala

Leu

Leu
Gln
Gln
Thr
Thr
75

val
Gly
Ile
val
Lys
155
Glu
Leu
Thr

Glu

val
Glu
Lys
Lys
Ser
75

Thr
Gly
Thr

Pro

val

Ala
Ser
Gln
Arg
60

Asp
Tyr
Thr
Phe
Cys
140
val
Gln
Ser
His

Cys
220

Lys
Ile
Gly
Tyr
60

Thr
Ala
Arg
val
Ser

140
Lys

445

val
Leu
Lys
45

Glu
Phe
Tyr
Lys
Pro
125
Leu
Asp
Asp
Lys

Gln
205

Lys
Ser
Leu
Ala
Asp
val
Pro
Ser
125

Ser

Asp
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Ser
Leu
30

Pro
Ser
Thr
Cys
Leu
110
Pro
Leu
Asn
Ser
Ala

190
Gly

Pro
Thr
Glu
Glu
Thr
Tyr
Phe
110
Ser
Lys

Tyr

Leu
15

Asn
Gly
Gly
Leu
Gln
95

Glu
Ser
Asn
Ala
Lys
175
Asp

Leu

Gly
15

Gly
Trp
Arg
Ala
Tyr
95

Tyr
Ala
Ser

Phe

Gly
Ser
Gln
val
Thr

80
Asn

Asp
Ash
Leu
160
Asp
Tyr

Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Ser

Thr

Pro



145
Glu

His
Ser
Cys
Glu
225
Pro
Lys
val
Asp
Tyr
305
Asp
Leu
Arg
Lys
Asp
385
Lys
Ser
Ser

Ser

<210>
<211>
<212>
<213>

Pro
Thr
val
Asn
210
Pro
Glu
Asp
Asp
Gly
290
Asn
Trp
Pro
Glu
Asn
370
Ile
Thr
Lys
Cys

Leu
450

<220>

<223>
<400>

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser

Ala

Ile
Arg
Thr
Gly
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr

Cys

68

214
PRT
Artificial Sequence

val
Phe
val
195
val
Lys
Leu
Thr
val
275
val
Ser
Leu
Ala
Pro
355
Gln
Ala
Thr
Leu
Ser

435
Ser

Gln
val
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu

Glu
195

Thr
Pro
180
Thr
Asn
Ser
Leu
Leu
260
Ser
Glu
Thr
Asn
Pro
340
Gln
val
val
Pro
Thr
420
val

Leu

Humanised

68

Met
Thr
20

Tyr
Asn
Gly
Ala
Gln
100
Phe
val
Trp
Thr
Thr

180
val

val
165
Ala
val
His
Cys
Gly
245
Met
His
val
Tyr
Gly
325
Ile
val
Ser
Glu
Pro
405
val
Met

Ser

Thr
Ile
Gln
Lys
Thr
Thr
Gly
Ile
val
Lys
Glu
165

Leu

Thr

150
Ser

val
Pro
Lys
Asp
230
Gly
Ile
Glu
His
Arg
310
Lys
Glu
Tyr
Leu
Trp
390
val
Asp
His

Pro

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser

His

Trp
Leu
Ser
Pro
215
Lys
Pro
Ser
Asp
Asn
295
val
Glu
Lys
Thr
Thr
375
Glu
Leu
Lys
Glu

Gly
455

Ser
Cys
Lys
Gln
55

Tyr
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

Asn
Gln
Ser
200
Ser
Thr
Ser
Arg
Pro
280
Ala
val
Tyr
Thr
Leu
360
Cys
Ser
Asp
Ser
Ala

440
Lys

Pro
Leu
Pro
40

Asp
Thr
Cys
Leu
Pro
120
Leu
Asn
Ser
Ala

Gly
200

Ser
Ser
185
Ser
Asn
His
val
Thr
265
Glu
Lys
Ser
Lys
Ile
345
Pro
Leu
Asn
Ser
Arg

425
Leu

Ser
Ala
25

Gly
Gly
Leu
Leu
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

Gly
170
Ser
Leu
Thr
Thr
Phe
250
Pro
val
Thr
val
Cys
330
Ser
Pro
val
Gly
Asp

410
Trp

Ser
10

Ser
Lys
val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr

Ser

PB62748

155

Ala Leu Thr

Gly
Gly
Lys
Cys
235
Leu
Glu
Lys
Lys
Leu
315
Lys
Lys
Ser
Lys
Gln
395
Gly
Gln

Asn

val
Glu
Ala
Pro
Ile
75

Gly
Lys
Glu
Phe
Gln
155
Ser
Glu

Ser

Leu
Thr
val
220
Pro
Phe
val
Phe
Pro
300
Thr
val
Ala
Arg
Gly
380
Pro
Ser
Gln

His

Ser
Asp
Pro
Ser
60

Ser
Ser
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Tyr
Gln
205
Asp
Pro
Pro
Thr
Asn
285
Arg
val
Ser
Lys
Asp
365
Phe
Glu
Phe
Gly

Tyr
445

Ala

Lys
45

Arg
Ser
Lys
Thr
Leu
125
Pro
Gly
Tyr
His

val
205
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Ser
Ser
190
Thr
Lys
Cys
Pro
Cys
270
Trp
Glu
Leu
Asn
Gly
350
Glu
Tyr
Asn
Phe
Asn

430
Thr

Ser
Tyr
30

Leu
Phe
Leu
Phe
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Gly
175
Leu
Tyr
Lys
Pro
Lys
255
val
Tyr
Glu
His
Lys
335
Gln
Leu
Pro
Asn
Leu
415
val

Gln

val
15

Thr
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

160
val

Ser
Ile
val
Ala
240
Pro
val
val
Gln
Gln
320
Ala
Pro
Thr
Ser
Tyr
400
Tyr
Phe

Lys

Gly
Tyr
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr

Ser



Phe Asn Arg Gly Glu Cys
210

<210> 69
<211> 57
<212> PR

<213>

<220>

<223>

<400> 69

Gln
1

Ser
Tyr
Gly
Lys
65

Met
Thr
Met
Thr
Ser
145
Glu
His
Ser
Cys
Glu
225
Pro
Lys
val
Asp
Tyr
305
Asp
Leu
Arg
Lys
Asp
385
Lys
Ser
Ser
Ser
Leu
465
Leu

Trp

val
val
Phe
Arg
50

Asp
Glu
Thr
Asp
Lys
130
Gly
Pro
Thr
val
Asn
210
Pro
Glu
Asp
Asp
Gly
290
Asn
Trp
Pro
Glu
Asn
370
Ile
Thr
Lys
Cys
Leu
450
Leu
Ser

val

7
T

Gln
Lys
His
35

Ile
Arg
Leu
Trp
Ala
115
Gly
Gly
val
Phe
val
195
val
Lys
Leu
Thr
val
275
val
Ser
Leu
Ala
Pro
355
Gln
Ala
Thr
Leu
Ser
435
Ser
Glu
Cys

Arg

Humanised

Leu
val
20

Trp
Asp
val
Ser
Arg
100
Trp
Pro
Thr
Thr
Pro
180
Thr
Asn
Ser
Leu
Leu
260
Ser
Glu
Thr
Asn
Pro
340
Gln
val
val
Pro
Thr
420
val
Leu
Ser
Ala

Gln

val
Ser
val
Pro
Thr
Ser
85

Ile
Gly
Ser
Ala
val
165
Ala
val
His
Cys
Gly

245
Met

val
Tyr
Gly
325
Ile
val
Ser
Glu
Pro
405
val
Met
Ser
Gly
Ala

485
Ala

Gln
Cys
Arg
Glu
Met
70

Leu
Tyr
Gln
val
Ala
150
Ser
val
Pro
Lys
Asp

230
Gly

Glu
His
Arg
310
Lys
Glu
Tyr
Leu
Trp
390
val
Asp
His
Pro
Gly
470
Ser

Pro

Artificial Sequence

Ser
Lys
Gln
Asp
Thr
Arg
Arg
Gly
Phe
135
Leu
Trp
Leu
Ser
Pro
215
Lys
Pro
Ser
Asp
Asn
295
val
Glu
Lys
Thr
Thr
375
Glu
Leu
Lys
Glu
Gly
455
Gly
Gly

Gly

Gly
val
Ala
40

Asp
Glu
Ser
Asp
Thr
120
Pro
Gly
Asn
Gln
Ser
200
Ser
Thr
Ser
Arg
Pro
280
Ala
val
Tyr
Thr
Leu
360
Cys
Ser
Asp
Ser
Ala
440
Lys
Leu
Phe

Lys

Ala
Ser
25

Pro
Ser
Asp
Glu
Ser
105
Leu
Leu
Cys
Ser
Ser
185
Ser
Asn
His
val
Thr
265
Glu
Lys
Ser
Lys
Ile
345
Pro
Leu
Asn
Ser
Arg
425
Leu
Gly
val
Thr

Gly

Glu
Gly
Gly
Thr
Thr
Asp
90

Ser
val
Ala
Leu
Gly
170
Ser
Leu
Thr
Thr
Phe
250
Pro
val
Thr
val
Cys
330
Ser
Pro
val
Gly
Asp
410
Trp
His
Gly
Gln
Phe

490
Leu
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val
Glu
Lys
Lys
Ser
75

Thr
Gly
Thr
Pro
val
155
Ala
Gly
Gly
Lys
Cys
235
Leu
Glu
Lys
Lys
Leu
315
Lys
Lys
Ser
Lys
Gln
395
Gly
Gln
Asn
Gly
Pro
475
Arg

Glu

Lys
Ile
Gly
Tyr
Thr
Ala
Arg
val
Ser
140
Lys
Leu
Leu
Thr
val
220
Pro
Phe
val
Phe
Pro
300
Thr
val
Ala
Arg
Gly
380
Pro
Ser
Gln
His
Gly
460
Gly
Asn

Trp

Lys
Ser
Leu
45

Ala
Asp
val
Pro
Ser
125
Ser
Asp
Thr
Tyr
Gln
205
Asp
Pro
Pro
Thr
Asn
285
Arg
val
Ser
Lys
Asp
365
Phe
Glu
Phe
Gly
Tyr
445
Ser
Gly
Phe

val

Page 55

Pro
Thr
30

Glu
Glu
Thr
Tyr
Phe
110
Ser
Lys
Tyr
Ser
Ser
190
Thr
Lys
Cys
Pro
Cys
270
Trp
Glu
Leu
Asn
Gly
350
Glu
Tyr
Asn
Phe
Asn
430
Thr
Glu
Ser
Gly

Ser

Gly
Gly
Trp
Arg
Ala
Tyr
95

Tyr
Ala
Ser
Phe
Gly
175
Leu
Tyr
Lys
Pro
Lys
255
val
Tyr
Glu
His
Lys
335
Gln
Leu
Pro
Asn
Leu
415
val
Gln
val
Leu
Met

495
Trp

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Ser
Thr
Pro
160
val
Ser
Ile
val
Ala
240
Pro
val
val
Gln
Gln
320
Ala
Pro
Thr
Ser
Tyr
400
Tyr
Phe
Lys
Gln
Arg

480
Gly



Ile Ser Ser

Phe
Asn
545
Leu

Ser

Thr
530
Ser

Gly

515
Ile

Leu

Arg

<210> 70

<211> 337
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 70

Asp
1

Asp
Leu
Tyr
Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Glu
225
Cys
Arg

His

Leu
305
Glu

Ser

Ile
Arg
Thr
Gly
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys
Asn
210
Ser
Ala
Gln
Gly
Ser
290
Arg

Pro

Gln
val
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu
195
Arg
Gly
Ala
Ala
Glu
275
Arg
Ala

Gly

<210> 71
<211> 570
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

500

Gly Thr Glu Thr

Ser Arg Asp Asn

535

Arg Ala Glu Asp

550

Phe Asp Tyr Trp

Met
Thr
20

Tyr
Asn
Gly
Ala
Gln
100
Phe
val
Trp
Thr
Thr
180
val
Gly
Gly
Ser
Pro
260
val
Asp
Glu

Tyr

565

Thr
Ile
Gln
Lys
Thr
Thr
85

Gly
Ile
val
Lys
Glu
165
Leu
Thr
Glu
Gly
Gly
245
Gly
Thr
Asn

Asp

Asp
325

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser
His
Cys
Leu
230
Phe
Lys
Tyr
Ser
Thr

310
Tyr

Ser
Cys
Lys
Gln
55

Tyr
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln
Gly
215
val
Thr
Gly
Tyr
Lys
295
Ala

Trp

Tyr
520
Ser
Thr

Gly

Pro
Leu
Pro
40

Asp
Thr
Cys
Leu
Pro
120
Leu
Asn
Ser
Ala
Gly
200
Gly
Gln
Phe
Leu
Ala
280
Asn
val

Gly

505
Tyr

Lys
Ala

Gln

Ser
Ala
25

Gly
Gly
Leu
Leu
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Gly
Pro
Ala
Glu
265
Asp
Thr
Tyr

Gln

Ala
Asn
val

Gly
570

Ser
10

Ser
Lys
val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser
Gly
Gly
Trp
250
Trp
Ser
Leu
Tyr

Gly
330

PB62748

Asp Ser val

Thr
Tyr

555
Thr

val
Glu
Ala
Pro
Ile
75

Gly
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
Ser
Gly
235
Tyr
val
val
Tyr
Cys

315
Thr

Leu
540
Tyr

Leu

Ser
Asp
Pro
Ser
60

Ser
Ser
Arg
Gln
Tyr
140
Ser
Thr
Lys
Pro
Gly
220
Ser
Asp
Ser
Lys
Leu
300
Ala

Leu

525
Tyr

Cys

val

Ala
Ile
Lys
45

Arg
Ser
Lys
Thr
Leu
125
Pro
Gly
Tyr
His
val
205
val
Leu
Met
Ser
Gly
285
Gln
Thr

val
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510
Lys

Leu
Ala

Thr

Ser
Tyr
30

Leu
Phe
Leu
Phe
val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Gln
Arg
Gly
Ile
270
Arg
Met
Ala

Thr

Gly
Gln
Lys

val
575

val
15

Thr
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val
Lys
Leu
Leu
Trp
255
Asp
Phe
Asn
Glu

val
335

Arg
Met
Ser

560
Ser

Gly
Tyr
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Leu
Ser
240
val
Trp
Thr
Ser
Asp

320
Ser



<400> 71

Gln
1

Thr
Ser
Gly
Ser
65

Thr
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Leu
465
Phe
Lys
Tyr
Ser
Thr

545
Gly

<210> 72

val
Leu
val
val
50

Arg
Met
Asp
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Gly
450
val
Thr
Gly
Tyr
Lys
530
Ala

Gln

Thr
Thr
His
35

Ile
Leu
Thr
Pro
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Gly
Gln
Phe
Leu
Ala
515
Asn
val

Gly

Leu
Leu
20

Trp
Trp
Ser
Asn
Pro
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
Pro
Arg
Glu
500
Asp
Thr
Tyr

Thr

Arg
Thr
val

Ala

Met
85

Ser
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Gly
Gly
Asn
485
Trp
Ser
Leu
Tyr

Leu
565

Glu
Cys
Arg
Ser
Ser
70

Asp
Ser
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Ser
Gly
470
Phe
val
val
Tyr
Cys

550
val

Ser
Thr
Gln
Gly
55

Lys
Pro
Leu
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Glu
455
Ser
Gly
Ser
Lys
Leu
535
Ala

Thr

Gly
val
Pro
Gly
Asp
val
Leu
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
val
Leu
Met
Trp
Gly
520
Gln
Lys

val

Pro
Ser
25

Pro
Thr
Thr
Asp
Arg
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Gln
Arg
Gly
Ile
505
Arg
Met
Ser

Ser

Ala
10

Gly
Gly
Asp
Ser
Thr
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Leu
Leu
Trp
490
Ile
Phe
Asn
Leu

Ser
570

PB62748

Leu
Phe
Lys
Tyr
Arg
75

Ala
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu

Asn

Thr
395
Lys
Cys
Leu
Leu
Ser
475
val
Ser
Thr
Ser

Gly
555

val
Ser
Gly
Asn
60

Asn
Thr
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Glu
460
Cys
Arg

Ser

Leu
540
Arg

Lys
Leu
Leu
45

Ser
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Ser
Ala
Gln
Gly
Ser
525
Arg

Phe
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Pro
Thr
30

Glu
Ala
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Gly
Ala
Ala
Thr
510
Arg
Ala

Asp

Thr
15

Ser
Trp
Leu
val
Cys
95

Arg
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Gly
Ser
Pro
495
Glu
Asp
Glu

Tyr

Gln
Tyr
Leu
Met
Leu
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
Gly
Gly
480
Gly
Thr
Asn
Asp

Trp
560



<211> 343
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 72

Asp
1

Glu
Gly
Pro
Pro
65

Ile
val
Lys
Glu
Phe
145
Gln
Ser
Glu
Ser
Ser
225
Gly
Tyr
val
val
Tyr
305
Cys

Thr

<210> 73

Ile
Arg
Asn
Pro
50

Asp
Ser
His
Arg
Gln
130
Tyr
Ser
Thr
Lys
Pro
210
Gly
Ser
Asp
Ser
Lys
290
Leu
Ala

Leu

val
Ala
Gln
35

Lys
Arg
Ser
Ser
Thr
115
Leu
Pro
Gly
Tyr
His
195
val
val
Leu
Met
Ser
275
Gly
Gln
Thr

val

<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 73

Asp
1
Asp
Leu
Tyr
Ser
65
Glu

Thr

Met
Thr
20

Lys
Leu
Phe
Leu
Phe
100
val
Lys
Arg
Asn
Ser
180
Lys
Thr
Gln
Arg
Gly
260
Ile
Arg
Met
Ala

Thr
340

Ile Gln Met

Arg
Ala
Ala
50

Gly
Asp

Phe

val
Trp
35

Ala
Ser
val

Gly

Thr
20

Tyr
Ser
Gly
Ala

Gln

Thr
Ile
Asn
Leu
Ser
Gln
85

Pro
Ala
Ser
Glu
Ser
165
Leu
val
Lys
Leu
Leu
245
Trp
Asp
Phe
Asn
Glu

325
val

Thr
Ile
Gln
Thr
Thr
Thr

85
Gly

Gln
Asn
Tyr
Ile
Gly
70

Ala
Phe
Ala
Gly
Ala
150
Gln
Ser
Tyr
Ser
Leu
230
Ser
val
Trp
Thr
Ser
310
Asp

Ser

Gln
Thr
Gln
Leu
Asp
70

Tyr

Thr

Ser
Cys
Leu
Tyr
55

Ser
Glu
Thr
Pro
Thr
135
Lys
Glu
Ser
Ala
Phe
215
Glu
Cys
Arg
His
Ile
295
Leu
Glu

Ser

Ser
Cys
Lys
Gln
55

Phe
Tyr

Lys

Pro
Lys
Ala
40

Gly
Gly
Asp
Phe
Ser
120
Ala
val
Ser
Thr
Cys
200
Asn
Ser
Ala
Gln
Gly
280
Ser
Arg

Pro

Pro
Arg
Pro
40

Ser
Thr
Cys

val

Asp
Ser
25

Trp
Ala
Ser
val
Gly
105
val
Ser
Gln
val
Leu
185
Glu
Arg
Gly
Ala
Ala
265
Glu
Arg
Ala

Gly

Ser
Ala
Gly
Gly
Leu
Gln
Glu

Ser
10

Ser
Tyr
Ser
Gly
Ala
Gly
Phe
val
Trp
Thr
170
Thr
val
Gly
Gly
Ser
250
Pro
val
Asp
Glu

Tyr
330

Ser
10

Ser
Lys
val
Thr
Arg

Ile

PB62748

Leu Ala
Gln Ser
Gln Gln

Thr Arg
60

Thr Asp

75

val Tyr

Gly Thr
Ile Phe

val Cys
140

Lys val

155

Glu GIn

Leu Ser
Thr His

Glu Cys
220
Gly Leu
235

Gly Phe

Gly Lys

Thr Tyr

Asn Ser

300

Asp Thr
5

31
Asp Tyr

Leu Ser
Gln Gly
Ala Pro
Pro Ser
60

Ile Ser
75

Tyr Asn

Lys Arg

val
Leu
Lys
45

Glu
Phe
Tyr
Lys
Pro
125
Leu
Asp
Asp
Lys
Gln
205
Gly
val
Thr
Gly
Tyr
285
Lys
Ala

Trp

Ala
Ile
Lys
45

Arg
Ser
Arg

Thr
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Ser
Leu
30

Pro
Ser
Thr
Cys
Leu
110
Pro
Leu
Asn
Ser
Ala
190
Gly
Gly
Gln
Phe
Leu
270
Ala
Asn
val

Gly

Ser
Arg
30

Leu
Phe
Leu
Ala

val

Leu
15

Asn
Gly
Gly
Leu
Gln
Glu
Ser
Asn
Ala
Lys
175
Asp
Leu
Gly
Pro
Ala
255
Glu
Asp
Thr
Tyr

Gln
335

val
15

Asn
Leu
Ser
Gln
Pro

Ala

Gly
Ser
Gln
val
Thr
80

Asn
Ile
Asp
Asn
Leu
160
Asp
Tyr
Ser
Gly
Gly
240
Trp
Trp
Ser
Leu
Tyr
320
Gly

Gly
Tyr
Ile
Gly
Pro
80

Tyr

Ala



100

Pro Ser val Phe
115
Thr Ala Ser val
130

Lys val GIn Trp
145
Glu Ser val Thr

Ser Thr Leu Thr
180
Ala Cys Glu val
195
Phe Asn Arg Gly
210

<210> 74
<211> 562
<212> PRT

Ile
val
Lys
Glu
165
Leu
Thr

Glu

Phe
Cys
val
150
Gln
Ser
His

Cys

Pro
Leu
135
Asp
Asp
Lys

Gln

<213> Artificial Sequence

<220>
<223> Humanised

<400> 74

G1u val Gln Leu

Ser Leu Arg Leu
20

Ala Met His Trp

35
Ser Ala Ile Thr
50

Glu Gly Arg Phe

65

Leu Gln Met Asn

Ala Lys val Ser
100

Gln Gly Thr Leu

115
val Phe Pro Leu
130

Ala Leu Gly Cys

145

Ser Trp Asn Ser

val Leu GIn Ser
180

Pro Ser Ser Ser

195
Lys Pro Ser Asn
210

Asp Lys Thr His

225

Gly Pro Ser val

ITe Ser Arg Thr
260

Glu Asp Pro Glu

275
His Asn Ala Lys
290

Arg val val Ser

305

Lys Glu Tyr Lys

Glu Lys Thr 1Ile
340

Tyr Thr Leu Pro

355
Leu Thr Cys Leu
370
Trp Glu Ser Asn
385

val
Ser
val
Trp
Thr
Ser
85

Tyr
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val

Gly

Glu
Cys
Arg
Asn
Ile
70

Leu
Leu
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys

Gln
390

Ser
Ala
Gln
Ser
55

Ser
Arg
Ser
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly

375
Pro

Pro
120
Leu
Asn
Ser
Ala

Gly
200

Gly
Ala
Ala
40

Gly
Arg
Ala
Thr
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe

Glu

105
Ser

Asnh
Ala
Lys
Asp

185
Leu

Gly
Ser
25

Pro
His
Asp
Glu
Ala
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr

Asn

Asp
Ash
Leu
Asp
170
Tyr

Ser

Gly
10

Gly
Gly
Ile
Asn
Asp
90

Ser
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro

Asn

PB62748

Glu
Phe
Gln
155
Ser
Glu

Ser

Leu
Phe
Lys
Asp
Ala
75

Thr
Ser
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser

Tyr
395

Gln Leu
125

Tyr Pro

140

Ser Gly

Thr Tyr
Lys His

Pro val
205

val Gln
Thr Phe

Gly Leu
45

Tyr Ala

60

Lys Asn

Ala val
Leu Asp

Thr Lys
125
Ser Gly
140

Glu Pro

His Thr
Ser val

Cys Asnhn
205

Glu Pro

220

Pro Glu

Lys Asp
val Asp

Asp Gly
285

Tyr Asn

300

Asp Trp

Leu Pro
Arg Glu

Lys Asnh
365

Asp Ile

380

Lys Thr

Page 59

Lys
Arg
Asn
Ser
Lys

190
Thr

Pro
Asp
30

Glu
Asp
Ser
Tyr
Tyr
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala

Thr

Ser
Glu
Ser
Leu
175
val

Lys

Gly
15

Asp
Trp
Ser
Leu
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val

Pro

Gly
Ala
Gln
160
Ser
Tyr

Ser

Arg
Tyr
val
val
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu

Pro
400



val
Asp
His
Pro
Leu
465
Gln
Ala
Pro
Ile
Ala

545
Lys

<210> 75

Leu
Lys
Glu
Gly
450
Ser
Trp
Pro
Ser
Ser
530
Asn

Arg

Asp
Ser
Ala
435
Lys

Ala

Lys
Arg
515
Ser

Pro

<211> 570
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 75

Glu
1

Ser
Ala
Ser
Glu
65

Leu
Ala
Gln
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys

Glu

val
Leu
Met
Ala
50

Gly
Gln
Lys
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu

Lys

Gln
Arg
His
35

Ile
Arg
Met
val
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr

Thr

Ser
Arg
420
Leu
Ser
Ser
Gly
Leu
500
Phe
Leu

Ala

Leu
Leu
20

Trp
Thr
Phe
Asn
Ser
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys

Ile

Asp
405
Trp
His
Thr
val
Asn
485
Leu
Ser
Gln

Pro

val
Ser
val
Trp
Thr
Ser
85

Tyr
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys

325
Ser

Gly
Gln
Asn
Gly
Gly
470
Leu
Ile
Gly
Pro

Leu
550

Glu
Cys
Arg
Asn
Ile
70

Leu
Leu
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys

Lys

Ser
Gln
His
Asp
455
Asp
Leu
Tyr
Ser
Glu

535
Thr

Ser
Ala
Gln
Ser
55

Ser
Arg
Ser
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val

Ala

Phe
Gly
Tyr
440
Ile
Arg
Asp
Tyr
Gly
520
Asp

Phe

Gly
Ala
Ala
40

Gly
Arg
Ala
Thr
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser

Lys

Phe
Asn
425
Thr
Gln
val
Trp
Ala
505
Tyr
Phe

Gly

Gly
Ser
25

Pro
His
Asp
Glu
Ala
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn

Gly

Leu
410
val
Gln
Met
Thr
Tyr
490
Ser
Gly
Ala

Gln

Gly
10

Gly
Gly
Ile
Asn
Asp
90

Ser
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys

330
Gln

PB62748

Tyr
Phe
Lys
Thr
Ile
475
Gln
Phe
Thr
Thr

Gly
555

Leu
Phe
Lys
Asp
Ala
75

Thr
Ser
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala

Pro

Ser
Ser
Ser
Gln
460
Thr
Gln
Leu
Asp
Tyr

540
Thr

val
Thr
Gly
Tyr
60

Lys
Ala
Leu
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu

Arg

Lys
Cys
Leu
445
Ser
Cys
Lys
Gln
Phe
525
Tyr

Lys

Gln
Phe
Leu
Ala
Asn
val
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp

Pro

Glu

Page 60

Leu
Ser
430
Ser
Pro
Arg
Pro
Ser
510
Thr
Cys

val

Pro
Asp
Glu
Asp
Ser
Tyr
Tyr
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu

Ala

Pro

Thr
415
val
Leu
Ser
Ala
Gly
495
Gly
Leu
Gln

Glu

Gly
15

Asp
Trp
Ser
Leu
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro

335
Gln

val
Met
Ser
Ser
Ser
480
Lys
val
Thr
Gln

Ile
560

Arg
Tyr
val
val
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile

val



Tyr
Leu
Trp
385
val
Asp
His
Pro
Leu
465
Phe
Lys
Tyr
Ser
Thr

545
Gly

<210> 76

Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
val
Thr
Gly
Tyr
Lys
530
Ala

Gln

Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gln
Phe
Leu
Ala
515
Asn
val

Gly

<211> 569
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 76

Glu
1
Ser
Pro
Ser
Lys
65
Leu
Ala
Thr
Glu
Cys
145
Arg

Ser

Leu
Ala
225
Ser
Thr

Pro

val
Leu
Met
Glu
50

Gly
Gln
Lys
val
Ser
130
Ala
Gln
Gly
Ser
Arg
210
Phe
Thr

Ser

Glu

Gln
Arg
Met
35

Ile
Arg
Met
Asp
Ser
115
Gly
Ala
Ala
Gly
Arg
195
Ala
Asp
Lys
Gly

Pro
275

340
Pro

Leu
Asn
Ser
Arg
420
Leu
Ser
Pro
Lys
Glu
500
Asp
Thr
Tyr

Thr

Leu
Leu
20

Trp
Ser
Phe
Asn
Pro
100
Ser
Gly
Ser
Pro
Ser
180
Asp
Glu
Tyr
Gly
Gly

260
val

Pro
val
Gly
Asp

405
Trp

Thr
Gly
Ala
485
Trp
Ser
Leu
Tyr

Leu
565

Leu
Ser
val
Pro
Thr
Ser
85

Arg
Ala
Gly
Gly
Gly
165
Thr
Asn
Asp
Trp
Pro
245
Thr

Thr

Ser
Lys
Gln
390
Gly
Gln
Asn
Gly
Gly
470
Tyr
val
val
Tyr
Cys

550
val

val
Cys
Arg
Ser
Ile
70

Leu
Lys
Ser
Leu
Phe
150
Lys
Tyr
Ser
Thr
Gly
230
Ser
Ala

val

Arg
Gly
375
Pro
Ser

Gln

Glu
455
Ser
Pro
Ser
Lys
Leu
535
Ala

Thr

Ser
Ala
Gln
Gly
55

Ser
Arg
Leu
Thr
val
135
Thr
Gly
Tyr
Lys
Ala
215
Gln
val
Ala

Ser

Asp
360
Phe
Glu
Phe
Gly
Tyr
440
val
Leu
Met
Glu
Gly
520
Gln
Lys

val

Gly
Ala
Ala
40

Ser
Arg
Ala
Asp
Lys
120
Gln
Phe
Leu
Ala
Asn
200
val
Gly
Phe
Leu

Trp
280

345
Glu

Tyr
Asn
Phe
Asn
425
Thr
Gln
Arg
Met
Ile
505
Arg
Met
Asp

Ser

Gly
Ser
25

Pro
Tyr
Asp
Glu
Tyr
105
Gly
Pro
Ser
Glu
Asp
185
Thr
Tyr
Thr
Pro
Gly

265
Asn

Leu
Pro
Asn
Leu
410
val
Gln
Leu
Leu
Trp
490
Ser
Phe
Asn
Pro

Ser
570

Gly
10

Gly
Gly
Thr
Asn
Asp
90

Trp
Pro
Gly
Ser
Trp
170
Ser
Leu
Tyr
Leu
Leu
250
Cys

Ser
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Thr
Ser
Tyr
395
Tyr
Phe
Lys
Leu
Ser
475
val
Pro
Thr
Ser

Arg
555

Leu
Phe
Lys
Tyr
Ser
75

Thr
Gly
Ser
Gly
Tyr
155
val
val
Tyr
Cys
val
235
Ala
Leu

Gly

Lys Asnh
365

Asp Ile

380

Lys Thr

Ser Lys
Ser Cys

Ser Leu
445

val Ser

460

Cys Ala

Arg Gln
Ser Gly

Ile Ser
525

Leu Arg

540

Lys Leu

val Gln
Thr Phe

Gly Leu
45

Tyr Ala

60

Lys Asn

Ala val
Gln Gly
Glu val
125
Ser Leu
140
Ala Met
Ser Ala
Lys Gly
Leu Gln
205
Ala Lys
220
Thr val
Pro Ser
val Lys

Ala Leu
285
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350
Gln

Ala
Thr
Leu
Ser
430
Ser
Gly
Ala
Ala
Ser
510
Arg
Ala

Asp

Pro
Lys
Glu
Asp
Thr
Tyr
Thr
110
Gln
Arg
Ser
Ile
Arg
190
Met
Ser
Ser
Ser
Asp

270
Thr

val
val
Pro
Thr
415
val
Leu
Gly
Ser
Pro
495
Tyr
Asp
Glu

Tyr

Gly
15

Ala
Trp
Ser
Leu
Tyr
95

Leu
Leu
Leu
Trp
Ser
175
Phe
Asn
Tyr
Ser
Lys
255
Tyr

Ser

Ser
Glu
Pro
400
val
Met
Ser
Gly
Gly
480
Gly
Thr
Asn
Asp

Trp
560

Gly
Tyr
val
val
Tyr
80

Cys
val
Leu
Ser
val
160
Gly
Thr
Ser
Gly
Ala
240
Ser
Phe

Gly



val His Thr Phe Pro Ala val
290 295
Ser Ser val val Thr val Pro
305 310
ITe Cys Asn val Asn His Lys
325
val Glu Pro Lys Ser Cys Asp
340
Ala Pro Glu Leu Leu Gly Gly
355
Lys Asp Thr Leu Met Ile
370 375
val val Asp val Ser His Glu
385 390
val Asp Gly val Glu val His
405
Gln Tyr Asn Ser Thr Tyr Arg
420
Gln Asp Trp Leu Asn Gly Lys
435
Ala Leu Pro Ala Pro Ile Glu
450 455
Pro Arg Glu Pro Gln val Tyr
465 470
Thr Lys Asn Gln val Ser Leu
485
Ser Asp Ile Ala val Glu Trp
500
Tyr Lys Thr Thr Pro Pro val
515
Tyr Ser Lys Leu Thr val Asp
530 535
Phe Ser Cys Ser Vval Met His
545 550
Lys Ser Leu Ser Leu Ser Pro
565

Pro

<210> 77

<211> 328

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 77
Asp Ile GIn Met Thr Gln Ser
1

Asp Arg val Thr ITe Thr Cys
20
Leu Asp Trp Tyr GIn Gln Lys
35
Asn Phe Gly Ser Glu Leu Gln
50 55
Ser Gly Tyr Gly Thr Asp Phe
65 70
Glu Asp Phe Ala Thr Tyr Tyr
85
Thr Phe Gly Gln Gly Thr Lys
100
Pro Ser Asp Ile GIn Met Thr
115
val Gly Asp Arg val Thr Ile
130 135
Ser Tyr Leu Ash Trp Tyr Gln
145 150
Leu ITe Tyr Ala Ala Ser Ser
165
Ser Gly Ser Gly Ser Gly Thr
180
Gln Pro Glu Asp Phe Ala Thr
195
Pro Asn Thr Phe Gly Gln Gly
210 215
Ala Ala Pro Ser val Phe Ile

Leu
Ser
Pro
Lys
Pro
360
Ser
Asp
Asn
val
Glu
440
Lys
Thr
Thr
Glu
Leu
520
Lys
Glu

Gly

Pro
Arg
Pro
40

Ser
Thr
Cys
val
Gln
120
Thr
Gln
Leu
Asp
Tyr
200
Thr

Phe

Gln
Ser
Ser
Thr
345
Ser
Arg
Pro
Ala
val
425
Tyr
Thr
Leu
Cys
Ser
505
Asp
Ser
Ala

Lys

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Cys
Lys
Gln
Phe
185
Tyr
Lys

Pro

Ser
Ser
Asn
330
His
val
Thr
Glu
Lys
410
Ser
Lys
Ile
Pro
Leu
490
Asn
Ser
Arg

Leu

Ser
10

Ser
Lys
val
Thr
Pro
90

Ile
Pro
Arg
Pro
Ser
170
Thr
Cys
val

Pro
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Ser
Leu
315
Thr
Thr
Phe
Pro
val
395
Thr
val
Cys
Ser
Pro
475
val
Gly
Asp
Trp

His
555

Leu
Gln
Ala
Pro
Ile
75

Ser
Lys
Ser
Ala
Gly
155
Gly
Leu
Gln
Glu

Ser

Gly
300
Gly
Lys
Cys
Leu
Glu
380
Lys
Lys
Leu
Lys
Lys
460
Ser
Lys
Gln
Gly
Gln

540
Asn

Ser
Asp
Pro
Ser
60

Ser
Phe
Arg
Ser
Ser
140
Lys
val
Thr
Gln
Ile

220
Asp

Leu
Thr
val
Pro
Phe
365
val
Phe
Pro
Thr
val
445
Ala
Arg
Gly
Pro
Ser
525
Gln

His

Ala
Ile
Lys
45

Arg
Ser
Tyr
Thr
Leu
125
Gln
Ala

Pro

Ser
205
Lys

Glu
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Tyr
Gln
Asp
Pro
350
Pro
Thr
Asn
Arg
val
430
Ser
Lys
Asp
Phe
Glu
510
Phe
Gly

Tyr

Ser
Tyr
30

Leu
Phe
Leu
Phe
val
110
Ser
Ser
Pro
Ser
Ser
190
Tyr
Arg

Gln

Ser
Thr
Lys
335
Cys
Pro
Cys
Trp
Glu
415
Leu
Asn
Gly
Glu
Tyr
495
Asn
Phe

Asn

Thr

val
15

Leu
Leu
Ser
Gln
Pro
95

Ala

Ala

Lys
Arg
175
Ser
Ser
Thr

Leu

Leu
Tyr
320
Lys
Pro
Lys
val
Tyr
400
Glu
His
Lys
Gln
Leu
480
Pro
Asn
Leu
val

Gln
560

Gly

Asn

Gly
Pro
80

Tyr
Ala
Ser
Ser
Leu
160
Phe
Leu
Thr
val

Lys



225 230
Ser Gly Thr Ala Ser val val
245
Glu Ala Lys val Gln Trp Lys
260
Ser GIn Glu Ser val Thr Glu
275
Leu Ser Ser Thr Leu Thr Leu
290 295
val Tyr Ala Cys Glu val Thr
305 310
Lys Ser Phe Asn ?59 Gly Glu
5

<210> 78

<211> 574

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 78
G1u val Gln Leu Lgu Glu Ser
Ser Leu Arg Egu Ser Cys Ala
Pro Met get Trp val Arg Gln
5
Ser Glu Ile Ser Pro Ser Gly
50 55
Lys Gly Arg Phe Thr Ile Ser
65 70
Leu GIn Met Asn ggr Leu Arg
Ala Lys Asp Pro Arg Lys Phe
100
Thr val Ser Ser Ala Ser Thr
115
Glu Ser Gly Gly Gly Leu val
130 135
Cys Ala Ala Ser Gly Phe Thr
145 150
Arg Gln Ala Pro Gly Lys Gly
165
Asn Ser Gly His Ile Asp Tyr
180
Arg Asp Asn Ala Lys
195
Leu Arg Ala Glu Asp Thr Ala
210 215
Leu Ser Thr Ala Ser Ser Leu
225 230
Thr val Ser Ser Ala Ser Thr
245
Pro Ser Ser Lys Ser Thr Ser
260
val Lys Asp Tyr Phe Pro Glu
275
Ala Leu Thr Ser Gly val His
290 295
Gly Leu Tyr Ser Leu Ser Ser
305 310
Gly Thr Gln Thr ggr Ile Cys
5
Lys val Asp Lys Lys val Glu
340
Cys Pro Pro Cys Pro Ala Pro
355
Leu Phe Pro Pro Lys Pro Lys
370 375
Glu val Thr cys val val val
385 390
Lys Phe Asn Trp Tyr val Asp
405

Ile Ser

Cys
val
Gln
280
Ser
His

Cys

Gly
Ala
Ala
40

Ser
Arg
Ala
Asp
Lys
120
Gln
Phe
Leu
Ala
Asn
200
val
Asp
Lys
Gly
Pro
280
Thr
val
Asn
Pro
Glu
360
Asp
Asp

Gly

Leu
Asp
265
Asp
Lys

Gln

Gly
Ser
25

Pro
Tyr
Asp
Glu
Tyr
105
Gly
Pro
Asp
Glu

Asp
185
Ser
Tyr
Tyr
Gly
Gly
265
val
Phe
val
val
Lys
345
Leu
Thr
val

val

Leu
250
Asn
Ser
Ala

Gly

Gly
10

Gly
Gly
Thr
Asn
Asp
90

Trp
Pro
Gly
Asp
Trp
170
Ser
Leu
Tyr
Trp
Pro
250
Thr
Thr
Pro
Thr
Asn
330
Ser
Leu
Leu
Ser

Glu
410
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235
Asn

Ala
Lys
Asp

Leu
315

Leu
Phe
Lys
Tyr
Ser
75

Thr
Gly
Ser
Arg
Tyr
155
val
val
Tyr
Cys
Gly
235
Ser
Ala
val
Ala
val
315
His
Cys
Gly
Met
His
395
val

Ash
Leu
Asp
Tyr

300
Ser

val
Thr
Gly
Tyr
60

Lys
Ala
Gln
Glu
Ser
140
Ala
Ser
Glu
Leu
Ala
220
Gln
val
Ala
Ser
val
300
Pro
Lys
Asp
Gly
Ile
380
Glu

His

Phe
Gln
Ser
285
Glu

Ser

Gln
Phe
Leu
45

Ala
Asn
val
Gly
val
125
Leu
Met
Ala
Gly
Gln
205
Lys
Gly
Phe

Leu

Trp
285
Leu
Ser
Pro
Lys
Pro
365
Ser
Asp

Asn
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Tyr
Ser
270
Thr
Lys

Pro

Pro
Gly
30

Glu
Asp
Thr
Tyr
Thr
110
Gln

Arg

Ile
Arg
190
Met
val
Thr
Pro
Gly
270
Asn
Gln
Ser
Ser
Thr
350
Ser
Arg
Pro

Ala

Pro
255
Gly
Tyr
His

val

Gly
15

Ala
Trp
Ser
Leu
Tyr
95

Leu
Leu
Leu
Trp
Thr
175
Phe
Asn
Ser
Leu
Leu
255
Cys
Ser
Ser
Ser
Asn
335
His
val
Thr
Glu

Lys
415

240
Arg

Asn
Ser
Lys

Thr
320

Gly
Tyr
val
val
Tyr
80

Cys
val
val
Ser
val
160
Trp
Thr
Ser
Tyr
val
240
Ala
Leu
Gly
Ser
Leu
320
Thr
Thr
Phe
Pro
val

400
Thr



Lys
Leu
Lys
Lys
465
Ser
Lys
Gln
Gly
Gln

545
Asn

Pro
Thr
val
450
Ala
Arg
Gly
Pro
ser

530
Gln

Arg
val
435
Ser
Lys
Asp
Phe
Glu
515
Phe
Gly

Tyr

<210> 79

<211> 328
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 79

Asp
1

Asp
Leu
Tyr
Ser
65

Glu
Thr
Pro
val
Asn
145
Leu
Ser
Gln
Pro
Ala
225
Ser
Glu
Ser
Leu
val

305
Lys

<210> 80

Ile
Arg
Asp
Tyr
50

Gly
Asp
Phe
Ser
Gly
130
Tyr
Ile
Gly
Pro
Tyr
210
Ala
Gly
Ala
Gln
Ser
290
Tyr

Ser

Gln
val
Trp
35

Ala
Tyr
Phe
Gly
Asp
115
Asp
Leu
Tyr
Ser
Glu
195
Thr
Pro
Thr
Lys
Glu
275
Ser
Ala

Phe

Glu
420
Leu
Asnh
Gly
Glu
Tyr
500
Asnh
Phe
Asnh

Thr

Met
Thr
20

Tyr
Ser
Gly
Ala
Gln
100
Ile
Arg
Ala
Ala
Gly
180
Asp
Phe
Ser
Ala
val
260
Ser
Thr
Cys

Asn

Glu
His
Lys
Gln
Leu
485
Pro
Asn
Leu

val

Gln
565

Thr
Ile
Gln
Phe
Thr
Thr
Gly
Gln
val
Trp
Ala
165
Ser
val
Gly
val
Ser
245
Gln
val
Leu

Glu

Arg
325

Gln
Gln
Ala
Pro
470
Thr
Ser
Tyr
Tyr
Phe

550
Lys

Gln
Thr
Gln
Leu
Asp
70

Tyr
Thr
Met
Thr
Tyr
150
Ser
Gly
Ala
Gln
Phe
230
val
Trp
Thr
Thr
val

310
Gly

Tyr
Asp
Leu
455
Arg
Lys
Asp
Lys
Ser
535
Ser

Ser

Ser
Cys
Lys
Gln
Phe
Tyr
Lys
Thr
Ile
135
Gln
Thr
Thr
Thr
Gly
215
Ile
val
Lys
Glu
Leu
295
Thr

Glu

Asnh
Trp
440
Pro
Glu
Asnh
Ile
Thr
520
Lys
Cys

Leu

Pro
Arg
Pro
40

Ser
Thr
Cys
val
Gln
120
Thr
Gln
Leu
Asp
Tyr
200
Thr
Phe
Cys
val
Gln
280
Ser
His

Cys

Ser
425
Leu
Ala
Pro
Gln
Ala
505
Thr
Leu
Ser

Ser

Ser
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Cys
Lys
Gln
Phe
185
Tyr
Lys
Pro
Leu
Asp
265
Asp
Lys

Gln

Thr
Asn
Pro
Gln
val
490
val
Pro
Thr
val

Leu
570

Ser
10

Ser
Lys
val
Thr
Gln
90

Ile
Pro
Arg
Pro
Ser
170
Thr
Cys
val
Pro
Leu
250
Asn
Ser
Ala

Gly
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Tyr
Gly
Ile
val
475
Ser
Glu
Pro
val
Met

555
Ser

Leu
Gln
Ala
Pro
Ile
75

Ala
Lys
Ser
Ala
Gly
155
Gly
Leu
Gln
Glu
Ser
235
Asn
Ala
Lys
Asp

Leu
315

Arg
Lys
Glu
460
Tyr
Leu
Trp
val
Asp
540
His

Pro

Ser
Trp
Pro
Ser
60

Ser
Asn
Arg
Ser
Ser
140
Lys
val
Thr
Arg
Ile
220
Asp
Asn
Leu
Asp
Tyr

300
Ser

val
Glu
445
Lys
Thr
Thr
Glu
Leu
525
Lys
Glu

Gly

Ala

Lys
45

Arg
Ser
Pro
Thr
Leu
125
Gln
Ala

Pro

Tyr
205
Lys
Glu
Phe
Gln
Ser
285
Glu

Ser
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val
430
Tyr
Thr
Leu
Cys
Ser
510
Asp
Ser
Ala

Lys

Ser
Gly
30

Leu
Phe
Leu
Ala
val
110
Ser
Gly
Pro
Ser
Ser
190
Asn
Arg
Gln
Tyr
Ser
270
Thr
Lys

Pro

Ser
Lys
Ile
Pro
Leu
495
Asn
Ser

Arg

Leu

val
15

Asn
Leu
Ser
Gln
Pro
95

Ala

Ala

Lys
Arg
175
Ser
Arg
Thr
Leu
Pro
255
Gly
Tyr
His

val

val
Cys
Ser
Pro
480
val
Gly
Asp
Trp

His
560

Gly

Leu

Gly
Pro
80

Leu
Ala
Ser
Arg
Leu
160
Phe
Leu
Ala
val
Lys
240
Arg
Asn
Ser
Lys

Thr
320



PB62748
<211> 14
<212> PRT
<213> Mus Musculus

<400> 80
Trp Ile Leu Tyr Tyr Gly Arg Ser Lys Trp Tyr Phe Asp val
1 5 10

<210> 81

<211> 17

<212> PRT

<213> Mus Musculus

<400> 81

Asn Ile Asn Pro Asn Asn Gly Gly Thr Asn Tyr Asn Gln Lys Phe Lys
1 5 10 15

Asp

<210> 82

<211> 5

<212> PRT

<213> Mus Musculus

<400> 82
Asp Tyr Tyr Met Asn
1 5

<210> 83

<211> 16

<212> PRT

<213> Mus Musculus

<400> 83
Arg Ser Ser Gln Ser Ile val Gln Ser Asn Gly Asp Thr Tyr Leu Glu
1 5 10 15

<210> 84

<211> 7

<212> PRT

<213> Mus Musculus

<400> 84
Arg Ile Ser Asn Arg Phe Ser
1 5

<210> 85

<211> 9

<212> PRT

<213> Mus M usculus

<400> 85
Phe Gln Gly Ser His val Pro Tyr Thr
1 5

<210> 86
<211> 7

<212> PRT

<213> Mus Musculus

<400> 86
Arg val Ser Asn Arg Phe Ser
1 5

<210> 87

<211> 571

<212> PRT

<213> Artificial Sequence

Page 65



<220>
<223> Humanised

<400> 87
G1n val Gln Leu

Ser val Lys val
20

Tyr Met His Trp

35
Gly Thr Ile Asp
50

Gln Gly Arg val

65

Met Glu Leu Ser

Ala Arg Ser Ile
100

Asp Tyr Trp Gly

115
Lys Gly Pro Ser
130

Gly Gly Thr Ala

145

Pro val Thr val

Thr Phe Pro Ala
180

val val Thr val

195
Asn val Asn His
210

Pro Lys Ser Cys

225

Glu Leu Leu Gly

Asp Thr Leu Met
260

Asp val Ser His

275
Gly val Glu val
290

Asn Ser Thr Tyr

305

Trp Leu Ash Gly

Pro Ala Pro Ile
340

Glu Pro Gln val

355
Asn Gln val Ser
370

Ile Ala val Glu

385

Thr Thr Pro Pro

Lys Leu Thr val
420

Cys Ser val Met

435
Leu Ser Leu Ser
450

Gly Leu val Gln

465

Gly Phe Thr Phe

Gly Lys Gly Leu
500

Thr Tyr Tyr Ala

515
Asn Ser Lys Asn
530

Asp Thr Ala val

545

Trp Gly Gln Gly

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Pro
Arg
485
Glu
Asp
Thr
Tyr

Thr
565

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Gly
470
Asn
Trp
Ser
Leu
Tyr

550
Leu

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Phe
val
val
Tyr
535
Cys

val

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Glu
Ser
Gly
Ser
Lys
520
Leu
Ala

Thr

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
Leu
Met
Trp
505
Gly
Gln
Lys

val

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Gln
Arg
Gly
490
Ile
Arg
Met
Ser

Ser
570
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val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Leu
Leu

475
Trp

Phe
Asn
Leu

555
Ser

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Leu
460
Ser
val
Ser
Thr
Ser

540
Gly

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Glu
Cys
Arg
Ser
Ile
525
Leu

Arg
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Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Ser
Ala
Gln
Gly
510
Ser
Arg

Phe

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Gly
Ala
Ala
495
Thr
Arg
Ala

Asp

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Gly
Ser
480
Pro
Glu
Asp
Glu

Tyr
560



<210> 88
<211> 577
<212> PRT

<213>

<220>
<223> Humanised

<400> 88

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Leu
465
Leu

Trp

val Gln Leu

val Lys val
20
Met His Trp
35
Thr Ile Asp
50
Gly Arg val

Glu Leu Ser

Arg Ser Ile
100
Tyr Trp Gly
115
Gly Pro Ser
130
Gly Thr Ala

val Thr val

Phe Pro Ala
180
val Thr val
195
val Asn His
210
Lys Ser Cys

Leu Leu Gly

Thr Leu Met
260
val Ser His
275
val Glu val
290
Ser Thr Tyr

Leu Ash Gly

Ala Pro Ile
340
Pro Gln val
355
Gln val Ser
370
Ala val Glu

Thr Pro Pro

Leu Thr val
420
Ser val Met
435
Ser Leu Ser
450
Leu Glu Ser

Ser Cys Ala
val Arg Gln

500
Ser Ser Gly

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Pro
Gly
Ala
485
Ala

Thr

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Gly
470
Ser
Pro

Glu

Artificial Sequence

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Gly
Gly

Thr

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Leu
Phe
Lys

Tyr

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
val
Thr
Gly

505
Tyr

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
Gln
Phe
490
Leu

Ala

PB62748

val
Phe
Gln
Lys
Ser
Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395

Ser

Gln

Ala
Pro
475
Arg
Glu

Asp

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Pro
460
Gly
Asn
Trp

Ser

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Gly
Phe
val

val
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Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Glu
Ser
Gly
Ser

510
Lys

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
val
Leu
Met
495
Trp

Gly

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Gln
Arg
480
Gly
Ile

Arg



Phe
Asn
545
Leu

Ser

515
Thr Ile Ser Arg Asp Asn
530 535
Ser Leu Arg Ala Glu Asp
550
Gly Arg Phe Asp Tyr Trp
565

<210> 89

<211> 578

<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 89

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys

Cys

val GIn Leu val Gln Ser

val Lys gg] Ser Cys Lys
Met gis Trp val Arg Gln
5
Thr Ile Asp Pro Ala Asn
50 55
Gly Arg val Thr Ige Thr
7
Glu Leu Ser ggr Leu Arg
Arg Ser Ile Tyr Asp Asp
100
Tyr Trp Gly GIn Gly Thr
115
Gly Pro Ser val Phe Pro
130 135
Gly Thr Ala Ala Leu Gly
150
val Thr val Ser Trp Asn
165
Phe Pro Ala val Leu Gln
180
val Thr val Pro Ser Ser
195
val Asn His Lys Pro Ser
210 215
Lys Ser Cys Asp Lys Thr
230
Leu Leu Gly Gly Pro Ser
245
Thr Leu Met Ile Ser Arg
260
val Ser His Glu Asp Pro
275
val Glu val His Asn Ala
290 295
Ser Thr Tyr Arg val val
310
Leu Asn Gly Lys Glu Tyr
325
Ala Pro Ile Glu Lys Thr
340
Pro Gln val Tyr Thr Leu
355
Gln val Ser Leu Thr Cys
370 375
Ala val Glu Trp Glu Ser
390
Thr Pro Pro val Leu Asp
405
Leu Thr val Asp Lys Ser
420
Ser val Met His Glu Ala
435

520
Ser

Thr

Lys

Ala

Asn

val

Gly Gln Gly

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg

Leu
440

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp

425
His

570

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln

Asn

PB62748

Thr
Tyr

555
Thr

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln

His

525
Leu Tyr
540
Tyr Cys

Leu val

Lys Lys
Tyr Ile
Gly Leu

Tyr val
60
Thr Ser

Ala val
Asp Tyr

Ser Ser
125

Ser Lys

140

Asp Tyr

Thr Ser
Tyr Ser

GIn Thr
205

Asp Lys

220

Pro Cys

Pro Pro

Thr Cys

Asn Trp
285

Arg Glu

300

val Leu

Ser Asn
Lys Gly
Asp Glu
365
Phe Tyr
380
Glu Asn
Phe Phe
Gly Asn

Tyr Thr
445
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Leu
Ala

Thr

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val

430
Gln

Gln
Lys

val
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe

Lys

Met
Ser

560
Ser

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser

Ser

Ser



Leu
Gln
465
Arg
Gly
Ile
Arg
Met
545
Ser

Ser

Ser
450
Leu
Leu
Trp
Ile
Phe
530
Asn
Leu

Ser

<210> 90
<211> 57
<212> PR

<213>

<220>

<223>

<400> 90

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu

Asn

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro

Gln

Leu
Leu
Ser
val
Ser
515
Thr
Ser

Gly

8
T

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln

355
val

Ser
Glu
Cys
Arg
500
Ser

Leu

Arg

Humanised

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val

Ser

Pro
Ser
Ala
485
Gln
Gly
Ser
Arg

Phe
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile

Glu

Arg
Lys
325
Glu
Tyr

Leu

Gly
Gly
470
Ala
Ala
Thr
Arg
Ala

550
Asp

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr

Thr

Lys
455
Gly
Ser
Pro
Glu
Asp
535
Glu

Tyr

Artificial Sequence

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu

Cys

Ala
Gly
Gly
Gly
Thr
520
Asn

Asp

Trp

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro

360
Leu

Ser
Leu
Phe
Lys
505
Tyr
Ser
Thr

Gly

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro

val

Thr
val
Thr
490
Gly
Tyr
Lys
Ala

Gln
570

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser

Lys

PB62748

Lys
Gln
475
Phe
Leu
Ala
Asn
val

555
Gly

val
Phe
Gln
Lys
Ser
Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg

Gly

Gly Pro
460
Pro Gly

Arg Asn

Glu Trp

Asp Ser
525

Thr Leu

540

Tyr Tyr

Thr Leu

Lys Lys
Tyr Ile
Gly Leu

Tyr val
60
Thr Ser

Ala val
Asp Tyr

Ser Ser
125

Ser Lys

140

Asp Tyr

Thr Ser
Tyr Ser

Gln Thr
205

Asp Lys

220

Pro Cys

Pro Pro
Thr Cys
Asn Trp
285
Arg Glu
300
val Leu
Ser Asn
Lys Gly
Asp Glu

365
Phe Tyr
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Thr
Gly
Phe
val
510
val
Tyr
Cys

val

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu

Pro

Glu
Ser
Gly
495
Ser
Lys
Leu
Ala

Thr
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr

Ser

val
Leu
480
Met
Trp
Gly
Gln
Lys

560
val

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys

Asp



Ile
385
Thr
Lys
Cys
Leu
Gln
465
Arg
Gly
Ile
Arg
Met
545
Ser

Ser

<210>
<211>
<212>
<213>

370
Ala

Thr
Leu
Ser
Ser
450
Leu
Leu
Trp
Ile
Phe
530
Asn
Leu

Ser

<220>

<223>
<400>

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu

His

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp

Asn
290

val
Pro
Thr
val
435
Leu
Leu
Ser
val
Ser
515
Thr
Ser

Gly

91
569
PRT
Artificial Sequence

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro

275
Ala

Glu
Pro
val
420
Met
Ser
Glu
Cys
Arg
500
Ser
Ile
Leu

Arg

Humanised

91

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu

Lys

Trp
val
405
Asp
His
Pro
Ser
Ala
485
Gln
Gly
Ser
Arg

Phe
565

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val

Thr

Glu
390
Leu
Lys
Glu
Gly
Gly
470
Ala
Ala
Thr
Arg
Ala

550
Asp

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys

Lys

375
Ser

Asp
Ser
Ala
Lys
455
Gly
Ser
Pro
Glu
Asp
535
Glu

Tyr

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe

Pro
295

Asn
Ser
Arg
Leu
440
Ala
Gly
Gly
Gly
Thr
520
Asn
Asp

Trp

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn

280
Arg

Gly
Asp
Trp
425
His
Ser
Leu
Phe
Lys
505
Tyr
Ser
Thr

Gly

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp

Gln
Gly
410
Gln
Asn
Thr
val
Thr
490
Gly
Tyr
Lys
Ala

Gln
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr

Glu

PB62748

Pro
395
Ser
Gln
His
Lys
Gln
475
Phe
Leu
Ala
Asn
val

555
Gly

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val

Gln

380
Glu

Phe
Gly
Tyr
Gly
460
Pro
Arg
Glu
Asp
Thr
540
Tyr

Thr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp

Tyr
300

Asn
Phe
Asn
Thr
445
Pro
Gly
Asn
Trp
Ser
525
Leu
Tyr

Leu

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly

285
Asn

Page 70

Asn
Leu
val
430
Gln
Ser
Gly
Phe
val
510
val
Tyr
Cys

val

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val

Ser

Tyr
Tyr
415
Phe
Lys
Glu
Ser
Gly
495
Ser
Lys
Leu
Ala

Thr
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu

Thr

Lys
400
Ser
Ser
Ser
val
Leu
480
Met
Trp
Gly
Gln
Lys

560
val

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val

Tyr



Ar

305
Lys
Glu
Tyr

Leu

Trp
385
val
Asp
His
Pro
Pro
465
Ala
Glu
Asp
Thr
Tyr

545
Gln

g val val Ser

Glu Tyr Lys

Lys Thr Ile
340
Thr Leu Pro
355
Thr Cys Leu
370
Glu Ser Asn

Leu Asp Ser

Lys Ser Arg
420
Glu Ala Leu
435
Gly Lys Gly
450
Gly Gly Ser

Trp Tyr Asp

Trp val Ser
500
Ser val Lys
515
Leu Tyr Leu
530
Tyr Cys Ala

Gly Thr Leu

<210> 92
<211> 575
<212> PRT

<213>

<220>
<223> Humanised

<400> 92

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp

225
Gly

val Thr Leu

Leu Thr Leu
20
Met Gly val
35
Leu Ala His
50
Lys Ser Arg

Leu Thr Met

Ala Arg Arg
100
Gly Thr Leu
115
Phe Pro Leu
130
Leu Gly Cys

Trp Ash Ser

Leu Gln Ser
180
Ser Ser Ser
195
Pro Ser Asn
210
Lys Thr His

Pro Ser val

val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
val
Leu
Met
485
Ser
Gly
Gln
Thr

val
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr

Phe

Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gln
Arg

470
Gly

Arg
Met
Ala

550
Thr

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys

230
Leu

Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Leu
455
Leu
Trp
Asp
Phe
Asn
535
Glu

val

Artificial Sequence

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro

Phe

val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Leu
Ser
val
Trp
Thr
520
Ser
Asp

Ser

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro

Pro

Leu

Asn

Gly

345
Glu

Tyr
Asnh
Phe
Asnh
425
Thr
Glu
Cys
Arg
His
505
Ile
Leu
Glu

Ser

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys

Pro

Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Ser
Ala
Gln
490
Gly
Ser
Arg

Pro

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro

Lys

PB62748
Gln Asp Trp

315
Ala

Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Gly
Ala
475
Ala
Glu
Arg
Ala

Gly
555

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala

235
Pro

Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gly
460
Ser
Pro
val
Asp
Glu

540
Tyr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro

Lys

Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Gly
Gly
Thr
Asn
525
Asp

Asp

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu

Asp

Page 71

Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Phe
Lys
Tyr
510
Ser
Thr

Tyr

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu

Thr

Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
val
Thr
Gly
495
Tyr
Lys
Ala

Trp

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu

Leu

Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
Gln
Phe

480
Leu

Asn
val

Gly
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met



Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Gly
465
Ala
Ala
Glu
Arg
Ala

545
Gly

<210>
<211>
<212>
<213>

Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly
Ser
Pro
val
Asp
530
Glu

Tyr

<220>

<223>
<400>

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser

val

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp

Leu

93

576
PRT
Artificial Sequence

Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gly
Gly
Gly
Thr
515
Asn
Asp

Asp

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn

Gln

Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Thr
Leu
Phe
Lys
500
Tyr
Ser
Thr

Tyr

Humanised

93

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser

Ser
180

245
Pro

val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

val
val
Thr
485
Gly
Tyr
Lys
Ala

Trp
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly

165
Ser

Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Gln
470
Phe
Leu
Ala
Asn
val

550
Gly

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala

Gly

val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser

Gln

Ala
455
Pro
Ala
Glu
Asp
Thr
535
Tyr

Gln

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu

Leu

Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Pro
Gly
Trp
Trp
Ser
520
Leu
Tyr

Gly

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr

Tyr

Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Gly
Tyr
val
505
val
Tyr
Cys

Thr

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser

Ser
185

250
val

Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Ser
Asp
490
Ser
Lys
Leu
Ala

Leu
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly

170
Leu

PB62748

val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
val
Leu
475
Met
Ser
Gly
Gln
Thr

555
val

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val

Ser

val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gln
460
Arg
Gly
Ile
Arg
Met
540
Ala

Thr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His

Ser

Asp
Gly
285
Asnh
Trp
Pro
Glu
Asnh
365
Ile
Thr
Lys
Cys
Leu
445
Leu
Leu
Trp
Asp
Phe
525
Asnh
Glu

val

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr

val
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val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Ser
val
Trp
510
Thr
Ser
Asp

Ser

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe

val
190

255
Ser

Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Glu
Cys
Arg

495
His

Leu
Glu

Ser
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro

175
Thr

His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Ser
Ala
480
Gln
Gly
Ser
Arg

Pro
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala

val



Pro
Lys
Asp

225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Ser
465
Ala
Gln

Gly

Ser Ar

Arg
545
Pro

Ser Ser Ser
195

Pro Ser Asn

210

Lys Thr His

Pro Ser val

Ser Arg Thr
260
Asp Pro Glu
275
Asn Ala Lys
290
val val Ser

Glu Tyr Lys

Lys Thr Ile
340
Thr Leu Pro
355
Thr Cys Leu
370
Glu Ser Asn

Leu Asp Ser

Lys Ser Arg
420
Glu Ala Leu
435
Gly Lys Ala
450
Gly Gly Gly

Ala Ser Gly

Ala Pro Gly
500
Glu val Thr
515
g Asp Ash
530
Ala Glu Asp

Gly Tyr Asp

<210> 94
<211> 576
<212> PRT

<213>

<220>
<223> Humanised

<400> 94

Gln
1
Thr
Gly
Trp
Leu
val
Cys
Arg

val

val Thr Leu

Leu Thr Leu
20
Met Gly val
35
Leu Ala His
50
Lys Ser Arg

Leu Thr Met

Ala Arg Arg
100
Gly Thr Leu
115
Phe Pro Leu

Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Ser
Leu
Phe
485
Lys
Tyr
Ser
Thr

Tyr
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val

Ala

Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Thr
val
470
Thr
Gly
Tyr
Lys
Ala

550
Trp

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr

Pro

Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Lys
455
Gln
Phe
Leu
Ala
Asn
535
val

Gly

Artificial Sequence

Ser
Thr
Ile
Trp
55

Ile
Met
val
val

Ser

Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Gly
Pro
Ala
Glu
Asp

520
Thr
Tyr

Gln

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser

120
Ser

Thr
Lys
Cys
Pro
Cys
265
Trp
Glu

Leu

Asn L

Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Pro
Gly
Trp
Trp
505
Ser
Leu
Tyr

Gly

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105

Ser

Lys

Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
y
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Thr
Gly
Tyr
490
val
val
Tyr
Cys

Thr
570

Ala
Gly
Pro
Asp
Asp
val
90

Trp
Ala

Ser

PB62748
Ile Cys Asn

val
Ala
235
Pro
val
val
Gln

Gln
315

s Ala

Pro

Thr

Ser As

Tyr
395
Tyr
Phe
Lys
Gly
Ser
475
Asp
Ser
Lys
Leu
Ala

555
Leu

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser

Thr

Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
380
Lys
Ser
Ser
Ser
val
460
Leu
Met
Ser
Gly
Gln
540
Thr

val

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr

Ser

205
Pro

Glu
Asp
Asp
Gly

285
Asn
Trp
Pro

Glu

Asn
365

p Ile

Thr
Lys
Cys
Leu
445
Gln
Arg
Gly
Ile
Arg
525
Met
Ala

Thr

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys

125
Gly
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val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Leu
Trp
Asp
510
Phe
Asn
Glu

val

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly

Gly

Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Leu
Ser
val
495
Trp
Thr
Ser
Asp

Ser
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro

Thr

Cys
Gly

240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met

Ser

Cys
480
Arg

His

Leu
Glu

560
Ser

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser

Ala



130
Ala Leu
145

Ser

Gly Cys

Trp Ash Ser

val Gln Ser

180
Ser

Leu

Ser
195
Ser

Pro Ser

Pro Asn
210

Lys

Lys

Asp Thr His

225
Gly Pro Ser val
Thr
260

Glu

ITe Ser Arg

Glu Pro
275
Ala

Asp

Asn
290
val

His Lys

Arg val Ser

305
Lys Glu Tyr Lys
Ile
340

Pro

Glu Lys Thr

Thr Leu
355

Cys

Tyr

Thr
370
Glu

Leu Leu

Trp Ser Asn

385

val Leu Asp Ser

Asp Lys Ser Arg
420

Ala Leu

435
Lys

His Glu

Gly Ala
450
Gly

Pro

Ser Gly Gly

465

Ala Ala Ser Gly

Gln Ala Pro Gly
500
val Thr
515

Asp

Gly Glu

Ser Arg Asn
530

Arg Ala Glu
545

Pro

Asp

Gly Tyr Asp

<210>
<211>
<212>
<213>

<220>
<223> Humanised

<400> 95
G1n val

95
578
PRT

Thr Leu

Thr Leu

20
Gly val
35

Thr Leu

Gly Met

Trp Leu Ala His
50

Leu Lys
65

Ser Arg

Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Leu
Phe
485
Lys
Tyr
Ser
Thr

Tyr
565

Arg
5
Thr

Ser

Leu

val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Thr
val
470
Thr
Gly
Tyr
Lys
Ala

550
Trp

Glu
Cys
Trp
Tyr

Thr
70

135
Lys

Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Lys
455
Gln
Phe
Leu
Ala
Asn
535
val

Gly

Artificial Sequence

Ser
Thr
Ile
Trp

55
Ile

Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Gly
Pro
Ala
Glu
Asp
520
Thr
Tyr

Gln

Gly
Phe
Arg
40

Asp

Ser

Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Pro
Gly
Trp
Trp
505
Ser
Leu
Tyr

Gly

Pro
Ser
25

Gln
Asp

Lys

Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Ser
Gly
Tyr
490
val
val
Tyr
Cys

Thr
570

Ala
10

Gly
Pro
Asp

Asp

PB62748
140

Pro Glu Pro

155

val

His Thr

Ser Ser val

Ile Asn
205

Pro

Cys

Glu
220
Pro

val
Ala Glu
235
Pro

Lys Asp

val val Asp

val Gly
285
Asn

Asp
Gln Tyr
300
Gln Asp
315
Ala

Trp

Leu Pro

Pro Arg Glu

Thr Asn
365
Ile

Lys
Ser Asp
380
Tyr Lys Thr
395
Tyr

Ser Lys

Phe Ser Cys
Leu
445

Gln

Lys Ser
val
460
Leu

Gly

Ser
475
Asp

Arg

Met Gly

Ser Ser Ile

Lys Gly Arg
525
Gln Met
540

Thr

Leu

Ala Ala

555

Leu val Thr

Leu val Lys

Phe Ser Leu

Pro Gly Lys

45

Lys Arg Tyr
60

Thr Ser

75
Page 74

Arg

val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Leu
Trp
Asp
510
Phe
Asn
Glu

val

Pro
Ser
30

Gly
Asn

Asn

Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Leu
Ser
val
495
Trp
Thr
Ser
Asp

Ser
575

Thr
15

Thr
Leu
Pro

Gln

val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Glu
Cys
480
Arg

His

Leu
Glu

560
Ser

Gln
Ser
Glu
Ser

val
80



val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp

225
Gly

Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Leu
465
Ser
val
Trp
Thr
Ser
545
Asp

Ser

<210>
<211>
<212>
<213>

Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Glu
Cys

Arg

Ile
530
Leu
Glu

Ser

<220>

<223>
<400>

96
578
PRT
Artificial Sequence

Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Ser
Ala
Gln
Gly
515
Ser
Arg

Pro

Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser

Asn

val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Gly
Ala
Ala
500
Glu
Arg
Ala

Gly

Humanised

96

Thr
Glu
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Gly
Ser
485
Pro
val
Asp
Glu

Tyr
565

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Gly
470
Gly
Gly
Thr
Asn
Asp

550
Asp

Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ser
455
Leu
Phe
Lys
Tyr
Ser
535
Thr

Tyr

Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Thr
val
Thr
Gly
Tyr
520
Lys
Ala

Trp

Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Lys
Gln
Phe
Leu
505
Ala
Asn
val

Gly

val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Pro
Ala
490
Glu
Asp
Thr
Tyr

Gln
570

PB62748

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Pro
Gly
475
Trp
Trp
Ser
Leu
Tyr

555
Gly

Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Ser
460
Gly
Tyr
val
val
Tyr
540
Cys

Thr

Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Ser
Asp
Ser
Lys
525
Leu
Ala

Leu

Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
val
Leu
Met
Ser
510
Gly
Gln
Thr

val

Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Gln
Arg
Gly
495
Ile
Arg
Met
Ala

Thr
575

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Leu
Leu
480
Trp
Asp
Phe
Asn
Glu

560
val

Gln val Thr Leu Arg Glu Ser Gly Pro Ala Leu val Lys Pro Thr Gln
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Thr
Gly
Trp
Leu
val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Leu
465
Ser
val
Trp
Thr
Ser
545
Asp

Ser

<210> 97

Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Glu
Cys
Arg
His
Ile
530
Leu
Glu

Ser

Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Ser
Ala
Gln
Gly
515
Ser
Arg

Pro

Leu
val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Gly
Ala
Ala
500
Glu
Arg
Ala

Gly

Thr
Ser
Ile
Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Ser
Gly
Ser
485
Pro
val
Asp
Glu

Tyr
565

Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Gly
470
Gly
Gly
Thr
Asn
Asp

550
Asp

Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ser
455
Leu
Phe
Lys
Tyr
Ser
535
Thr

Tyr

Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Thr
val
Thr
Gly
Tyr
520
Lys
Ala

Trp

Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Lys
Gln
Phe
Leu
505
Ala
Asn
val

Gly

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Pro
Ala
490
Glu
Asp
Thr
Tyr

Gln
570

PB62748

Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Pro
Gly
475
Trp
Trp
Ser
Leu
Tyr

555
Gly

Ser Leu

Gly Lys
45

Arg Tyr

60

Ser Arg

Thr Ala
Phe Asp

Thr Lys
125

Ser Gly

140

Glu Pro

His Thr
Ser val

Cys Asnhn
205

Glu Pro

220

Pro Glu

Lys Asp
val Asp

Asp Gly
285

Tyr Asn

300

Asp Trp

Leu Pro
Arg Glu

Lys Asnh
365

Asp Ile

380

Lys Thr

Ser Lys
Ser Cys

Ser Leu
445

Thr Gly

460

Gly Ser

Tyr Asp

val Ser

val Lys
525

Tyr Leu

540

Cys Ala

Thr Leu

Page 76

Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
val
Leu
Met
Ser
510
Gly
Gln
Thr

val

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Gln
Arg
Gly
495
Ile
Arg
Met
Ala

Thr
575

Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Leu
Leu
480
Trp
Asp
Phe
Asn
Glu

560
val
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<211> 11
<212> PRT
<213> Mus Musculus

<400> 97
Gly Tyr Ser Ile Thr Ser Asp Phe Ala Trp Asn
1 5 10

<210> 98

<211> 14

<212> PRT

<213> Mus Musculus

<400> 98
Gly Tyr Ile Ser Tyr Ser Gly Asn Tyr Asn Pro Ser Leu Lys
1 5 10

<210> 99

<211> 9

<212> PRT

<213> Mus Musculus

<400> 99
val Thr Ala Gly Arg Gly Phe Pro Tyr
1 5

<210> 100
<211> 11
<212> PRT
<213> Mus Musculus

<400> 100
His Ser Ser Gln Asp Ile Ash Ser Asnh Ile Gly
1 5 10

<210> 101

<211> 7

<212> PRT

<213> Mus Musculus

<400> 101
His Gly Ile Asn Leu Asp Asp
1 5

<210> 102

<211> 9

<212> PRT

<213> Mus Musculus

<400> 102
val Gln Tyr Ala GIn Phe Pro Trp Thr
1 5

<210> 103

<211> 16

<212> PRT

<213> Homo Sapiens

<400> 103
Cys Gly Ala Asp Ser Tyr Glu Met Glu Glu Asp Gly val Arg iys Cys
1 5 10 5

<210> 104

<211> 6

<212> PRT

<213> Mus Musculus

<400> 104
Ser Asp Phe Ala Trp Asn
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<210> 10
<211> 13

<212>
<213>

<400> 10

1

<210> 10
<211> 7

<212>
<213>

<400> 10
Ala Gly Arg Gly Phe Pro Tyr
1 5

<210> 10
<211> 14

<212>
<213>

<400> 10
Tyr Ile Ser Tyr Ser Gly Asn Tyr Asn Pro Ser Leu Lys Ser
1 5 10

5

PRT
Mus Musculus

5

6

PRT
Mus Musculus

6

7

PRT
Mus Musculus

7

<210> 108
<211> 577
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 108

Gln
1

Ser
Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu

Leu

val
val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly

Met

Gln
Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly

Ile

Leu
val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro

Ser
260

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser

245
Arg

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val

Thr

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe

Pro

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu

Glu

Ala
Ser
25

Pro
Gly
Asp
Asp
Ar

105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro

Phe

val
265

10

Glu
10

Gly
Gly
Thr
Thr

Asp
90

g Ser

Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro

250
Thr

PB62748

Tyr Ile Ser Tyr Ser Gly Asn Tyr Asn Pro Ser Leu Lys
5

val Lys Lys
Tyr Thr Phe

Gln Gly Leu
45
Asn Tyr Asn
60
Ser Thr Ser
75
Thr Ala val

Lys Trp Tyr

Ser Ala Ser
125
Lys Ser Thr
140
Tyr Phe Pro
155
Ser Gly val

Ser Leu Ser

Thr Tyr Ile
205
Lys Lys val
220
Cys Pro Ala
235
Pro Lys Pro

Cys val val
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Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys

val
270

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp

255
Asp

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr

val



Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Leu
465
Leu
Trp
Ser
Phe
Asn
545
Pro

Ser

val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Leu
Ser
val
Pro
Thr
530
Ser

Arg

Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
val
Cys
Arg
Ser
515
Ile
Leu

Lys

<210> 109
<211> 571
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 109
Gln val Gln Leu

1
Ser

Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro

Thr

val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala

val

Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val

Pro

Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Ser
Ala
Gln
500
Gly
Ser
Arg

Leu

val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu

180
Ser

Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Gly
Ala
485
Ala
Ser
Arg
Ala

Asp
565

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln

Ser

Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Thr
Gly
470
Ser
Pro
Tyr
Asp
Glu

550
Tyr

Gln
Cys
Arg
Asnh
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser

Ser

val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp
His
val
455
Gly
Gly
Gly
Thr
Asn
535
Asp

Trp

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser

Leu

Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Ala
Leu
Phe
Lys
Tyr
520
Ser
Thr

Gly

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly

Gly

Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
Ala
val
Thr
Gly
505
Tyr
Lys
Ala

Gln

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu

185
Thr

Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
Pro
Gln
Phe
490
Leu
Ala
Asn
val

Gly
570

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr

Gln
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Trp Tyr val

Glu
Leu
315
Asnh
Gly
Glu
Tyr
Asnh
395
Phe
Asnh
Thr
Ser
Pro
475
Lys
Glu
Asp
Thr
Tyr

555
Thr

val
Tyr
Gln
Asn
Ser
75

Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser

Thr

Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Gly
460
Gly
Ala
Trp
Ser
Leu
540
Tyr

Leu

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu

Tyr

285
Gln

Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
Ser
Gly
Tyr
val
val
525
Tyr
Cys

val

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser

Ile
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Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Glu
Ser
Pro
Ser
510
Lys
Leu
Ala

Thr

Pro
Thr
Glu
Gln
Thr
Tyr
Phe
110
Thr

Ser

Glu

Ser
190
Cys

Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu
val
Leu
Met
495
Glu
Gly
Gln
Lys

val
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val

Asn

val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
Gln
Arg
480
Met
Arg
Met
Asp

560
Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val

val



Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Gly
465
Gly
Gly
Thr
Asn
Asp

545
Trp

His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Leu
Phe
Lys
Tyr
Ser
530
Thr

Gly

195
Lys

Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
val
Thr
Gly
Tyr
515
Lys
Ala

Gln

<210> 110
<211> 453
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 110

Gln
1
Ser
Tyr
Gly
Lys
65
Met
Ala
Trp

Pro

val
val
Met
Asn
50

Asp
Glu
Arg
Gly

Ser
130

Gln
Lys
Asn
35

Ile
Arg
Leu
Trp
Ar

115
val

Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Gln
Phe
Leu
500
Ala
Asn
val

Gly

Leu
val
20

Trp
Asn
val
Arg

Ile
100

g Gly

Phe

Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Pro
Lys
485
Glu
Asp
Thr
Tyr

Thr
565

val
Ser
val
Pro
Thr
Ser
85

Leu

Thr

Pro

Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Gly
Gly
470
Ala
Trp
Ser
Leu
Tyr

550
Leu

Gln
Cys
Arg
Asnh
Met
70

Leu
Tyr
Leu

Leu

Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp

Trp

Ser
455
Gly
Tyr
val
val
Tyr
535
Cys

val

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val

Ala
135

200
Lys

Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Glu
Ser
Pro
Ser
Lys
520
Leu
Ala

Thr

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr

120
Pro

val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
val
Leu
Met
Glu
505
Gly
Gln
Lys

val

Ala
Ser
25

Pro
Gly
Asp
Asp
Ar

105
val

Ser

Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
Gln
Arg
Met
490
Ile
Arg
Met
Asp

Ser
570

Glu
10

Gly
Gly
Thr
Thr

Asp
90

g Ser

Ser

Ser
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Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn
Thr
Leu
Leu
475
Trp
Ser
Phe
Asn
Pro

555
Ser

val
Tyr
Gln
Asn
Ser
75

Thr
Lys
Ser

Lys

Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Leu
460
Ser
val
Pro
Thr
Ser

540
Arg

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala

Ser
140

205
val

Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
val
Cys
Arg
Ser
Ile
525
Leu

Lys

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser

125
Thr
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Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Ser
Ala
Gln
Gly
510
Ser
Arg

Leu

Pro
Thr
Glu
Gln
Thr
Tyr
Phe
110
Thr

Ser

Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu

Asn

Thr
Lys
415
Cys
Leu
Gly
Ala
Ala
495
Ser
Arg
Ala

Asp

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys

Gly

Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
Gly
Ser
480
Pro
Tyr
Asp
Glu

Tyr
560

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly

Gly



Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val

Leu

Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met

Ser
450

Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro

<210> 111
<211> 343
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 111

Asp
1
Glu
Asn
Pro
Asp
65
Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr

Lys

Ile
Pro
Gly
Gln
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly
Tyr

His

val
Ala
Asp
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser

Lys

Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu

180
val

Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala

Lys

Thr
Ile
Tyr
Ile
Gly
Ala
85

Tyr
Ala
Gly
Ala
Gln
165
Ser

Tyr

Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg

Leu

Gln
Ser
Leu
Tyr
Ser
Glu
Thr
Pro
Thr
Lys
150
Glu
Ser

Ala

Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp

Trp

Ser
Cys
Glu
Arg
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr

Cys

val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln

ASh
440

Pro
Arg
Trp
val
Ser
val
Gly
val
120
Ser
Gln
val

Leu

Glu

Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln

425
His

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr

185
val

Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly

Tyr

Ser
10

Ser
Leu
Asn
Thr
val
90

Gly
Ile
val
Lys
Glu
170
Leu

Thr
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Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn

Thr

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser

His

Phe Pro
Gly val
Leu Ser
Tyr Ile
205
Lys val
220
Pro Ala
Lys Pro
val val
Tyr val
285
Glu Gln
300
His Gln
Lys Ala
Gln Pro
Leu Thr
365
Pro Ser
380
Asn Tyr
Leu Tyr
val Phe

Gln Lys
445

Pro val
Ser Ile
Lys Pro
45
Phe Ser
60
Phe Thr
Tyr Cys
Lys Leu
Pro Pro
125
Leu Leu
140
ASp Asn
Asp Ser
Lys Ala

Gln Gly

Page 81

Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser

430
Ser

Thr
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp

190
Leu

Pro
Thr
175
val
Asnh
Pro
Glu
Asp
255
Asp
Gly
Asnh
Trp
Pro
335
Glu

Asn

Thr
Lys
415
Cys

Leu

Pro
15

Gln
Gln
val
Lys
Gln
Ile
Asp
Asn
Leu
Asp
175
Tyr

Ser

val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser

Ser

Gly
Ser
Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln
160
Ser

Glu

Ser



Pro
Ser
225
Pro
Lys
Glu
Asp
Thr
305
Tyr

Thr

val
210
Gly
Gly
Ala
Trp
Ser
290
Leu
Tyr

Leu

195
Thr

Ser
Gly
Tyr
val
275
val
Tyr
Cys

val

<210> 112
<211> 337
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 112

Asp
1

Glu
Asn
Pro
Asp
65

Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys
Pro
Leu
225
Leu
Trp
Ser
Phe
Asn
305
Pro

Ser

Ile
Pro
Gly
Gln
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly
Tyr
His
val
210
Leu
Ser
val
Pro
Thr
290
Ser

Arg

val
Ala
Asp
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser
Lys
195
Thr
val
Cys
Arg
Ser
275
Ile
Leu

Lys

Lys
Glu
Ser
Pro
260
Ser
Lys
Leu

Ala

Thr
340

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val
Lys
Ser
Ala
Gln
260
Gly
Ser
Arg

Leu

Ser
val
Leu
245
Met
Glu
Gly
Gln
Lys

325
val

Thr
Ile
Tyr
Ile
Gly
Ala
85

Tyr
Ala
Gly
Ala
Gln
165
Ser
Tyr
Ser
Gly
Ala
245
Ala
Ser
Arg
Ala

Asp
325

Phe
Gln
230
Arg

Met

Arg
Met
310
Asp

Ser

Gln
Ser
Leu
Tyr
Ser
70

Glu
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala
Phe
Gly
230
Ser
Pro
Tyr
Asp
Glu

310
Tyr

Asn
215
Leu
Leu
Trp
Ser
Phe
295
Asn
Pro

Ser

Ser
Cys
Glu
Arg
Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys
Asn
215
Gly
Gly
Gly
Thr
Asn
295
Asp

Trp

200
Arg

Leu
Ser
val
Pro
280
Thr
Ser

Arg

Pro
Arg
Trp
val
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu
200
Arg
Leu
Phe
Lys
Tyr
280
Ser

Thr

Gly

Gly
val
Cys
Arg

265
Ser

Leu

Lys

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val
Gly
val
Thr
Gly
265
Tyr
Lys
Ala

Gln

Glu
Ser
Ala
250
Gln
Gly
Ser

Arg

Leu
330

Ser
10

Ser
Leu
Asn
Thr
val
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr
Glu
Gln
Phe
250
Leu
Ala
Asn
val

Gly
330
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Cys
Gly
235
Ala
Ala
Ser
Arg
Ala

315
Asp

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln

Ser

Cys
Pro
235
Lys
Glu
Asp
Thr
Tyr

315
Thr

Thr
220
Gly
Ser
Pro
Tyr
Asp
300
Glu

Tyr

Pro
Ser
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln
Gly
220
Gly
Ala
Trp
Ser
Leu
300
Tyr

Leu

205
val

Gly
Gly
Gly
Thr
285
Asn

Asp

Trp

val
Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser
Ala
Gly
205
Ser
Gly
Tyr
val
val
285
Tyr
Cys

val
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Ala
Leu
Phe
Lys
270
Tyr
Ser
Thr

Gly

Thr
val
30

Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp
190
Leu
Glu
Ser
Pro
Ser
270
Lys
Leu

Ala

Thr

Ala
val
Thr
255
Gly
Tyr
Lys
Ala

Gln
335

Pro
15

Gln
Gln
val
Lys
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr
Ser
val
Leu
Met
255
Glu
Gly
Gln
Lys

val
335

Pro
Gln
240
Phe
Leu
Ala
Asn
val

320
Gly

Gly
Ser
Ser
Pro
Ile
80

Gly
Lys
Glu
Phe
Gln
160
Ser
Glu
Ser
Gln
Arg
240
Met
Ile
Arg
Met
Asp

320
Ser



<210> 113
<211> 219
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 113

Asp
1
Glu
Asn
Pro
Asp
65
Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys

Pro

Ile
Pro
Gly
Gln
50

Arg
Arg
His
Thr
Leu
130
Pro
Gly
Tyr
His

val
210

val
Ala
Asp
35

Leu
Phe
val
val
val
115
Lys
Arg
Asn
Ser
Lys

195
Thr

<210> 114
<211> 122
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 114

Gln
1
Ser
Gly
Gly
Ser
65
Lys
Arg

Gly

val
Leu
Ile
val
50

Arg
Met
Ser

Gln

Gln
Ser
Tyr
35

Ile
Leu
Asn

Pro

Gly
115

<210> 115
<211> 109
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 115
Asn Ile val Leu Thr Gln Ser Pro Lys Ser Met Ser Met Ser Ile Gly

Met
Ser
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val

Lys

Leu
Ile
20

Trp
Trp
Ser
Ser
Tyr

100
Thr

Thr
Ile
Tyr
Ile
Gly
Ala
85

Tyr
Ala
Gly
Ala
Gln
165
Ser
Tyr

Ser

Leu
85
Tyr

Ser

Gln
Ser
Leu
Tyr
Ser
Glu
Thr
Pro
Thr
Lys
150
Glu
Ser

Ala

Phe

Gln
Cys
Arg
Gly
Ser
70

Gln
Tyr

val

Ser
Cys
Glu
Arg
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys

Asn
215

Ser
Thr
Gln
Gly
55

Lys
Ala
Arg

Thr

Pro
Arg
Trp
val
Ser
val
Gly
val
120
Ser
Gln
val
Leu
Glu

200
Arg

Gly
Ile
Ser
40

Ser
Asp
Asp
Ser

val
120

Leu
Ser
25

Tyr
Ser
Gly
Gly
Gln
105
Phe
val
Trp
Thr
Thr
185
val

Gly

Pro
Ser
25

Pro
Ala
Asnh
Asp
Ser

105
Ser

Ser
10

Ser
Leu
Asn
Thr
val
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr

Glu

Gly
10

Gly
Gly
Asp
Ser
Thr
90

Leu

Ser
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Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His

Cys

Leu
Phe
Lys
Tyr
Lys
75

Ala

Tyr

Pro
Ser
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln

val
Ser
Gly
Asn
60

Ser
Ile

Ala

val
Ile
Pro
45

Ser
Thr
Cys
Leu
Pro
125
Leu
Asn
Ser
Ala

Gly
205

Gln
Leu
Leu
45

Ala
Gln
Tyr

Met

Page 83

Thr
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp

190
Leu

Ser
Thr
30

Glu
Ala
val
Tyr

Asp
110

Pro
15

Gln
Gln
val
Lys
Gln
Ile
Asp
Asn
Leu
Asp
175
Tyr

Ser

Ser
15

Ser
Trp
Phe
Phe
Cys

95
Tyr

Gly
Ser
Ser
Pro
Ile
Gly
Lys
Glu
Phe
Gln

160
Ser

Ser

Gln
His

Leu

Phe
80
Ala

Trp



Arg
Ser
Gly
Gly
Asp

Phe

val
Trp
35

Ala
Ser
Leu

Gly

<210> 116
<211> 577
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 116

Gln
1

Ser
Asn
Gly
Lys
65

Met
Ala
Ala
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp

385
val

val
val
Met
Ala
50

Gly
Gln
Arg
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu

Leu

Gln
Lys
His
35

Ile
Lys
Leu
Ser
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser

Asp

Thr
20

Tyr
Ser
Ser
Ala

Ala
100

Leu
Met
20

Trp
Tyr
Ala
Ser
Thr
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn

Ser

Leu
Gln
Asn
Thr
Asp

85
Gly

Gln
Ser
val
Pro
Thr
Ser
85

Tyr
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly

Asp
405

Ser
Gln
Arg
Asp
70

Tyr

Thr

Gln
Cys
Lys
Gly
Leu
70

Leu
Tyr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln

390
Gly

Cys
Lys
His
55

Phe
His

Lys

Pro
Lys
Gln
Asn
55

Thr
Thr
Gly
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro

Ser

Lys
Ala
40

Thr
Thr
Cys

Leu

Gly
Ala
Thr
40

Gly
Ala
Ser
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu

Phe

Ala
Glu
Gly
Leu
Gly

Glu
105

Ala
Ser
25

Pro
Asp
Asp
Glu
Asp
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn

Phe

Ser
Gln
val
Thr
Gln

90
Leu

Glu
10

Gly
Gly
Thr
Lys
Asp
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn

Leu
410
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Glu
Ser
Pro
Ile
75

Ser

Lys

Leu
Tyr
Arg
Ser
Ser
75

Ser
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr

395
Tyr

Asn
Pro
Asp
60

Ser
Tyr

Arg

val
Thr
Gly
Tyr
60

Ser
Ala
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys

Ser

val
Lys
45

Arg
Ser
Ser

Ala

Lys
Phe
Leu
45

Asn
Ser
val
Asn
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr

Lys
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Gly
30

Leu
Phe
val

Asp

Pro
Thr
30

Glu
Gln
Thr
Tyr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr

Leu

Thr
Leu
Thr
Gln

Pro
95

Gly
15

Ser
Trp
Lys
Ala
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro

Thr
415

Tyr
Ile
Gly
Ala

80
Leu

Ala
Tyr
Ile
Phe
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro

400
val



Asp
His
Pro
Glu
465
Cys
Arg
His
Ile
Leu
545
Glu

Ser

Lys
Glu
Gly
450
Ser
Ala
Gln
Gly
Ser
530
Arg

Pro

Ser
Ala
435
Lys
Gly
Ala
Ala
Glu
515
Arg
Ala

Gly

<210> 117
<211> 213
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 117

Gln
1
Glu
His
Ala
Gly
65
Asp
Phe
Ser
Ala
val
145
Ser
Thr
Cys

Asn

Ile
Lys
Trp
Thr
50

Ser
Ala
Gly
val
Ser
130
Gln
val
Leu

Glu

Arg
210

val
val
Phe
35

Ser
Gly
Ala
Gly
Phe
115
val
Trp
Thr
Thr
val

195
Gly

<210> 118
<211> 571
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 118
Gln val Gln Leu Gln Gln Pro Gly Ala Glu Leu val Lys Pro Gly Ala
1 5 10 15

Arg
420
Leu
Thr
Gly
Ser
Pro
500
val
Asp
Glu

Tyr

Leu
Thr
20

Gln
Asn
Thr
Thr
Gly
100
Ile
val
Lys
Glu
Leu
180
Thr

Glu

Trp
His
val
Gly
Gly
485
Gly
Thr
Asn

Asp

Asp
565

Ser
Met
Gln
Leu
Ser
Tyr
Thr
Phe
Cys
val
Gln
165
Ser
His

Cys

Gln
Asn
Ala
Leu
470
Phe
Lys
Tyr
Ser
Thr

550
Tyr

Gln
Thr
Lys
Ala
Tyr
70

Tyr
Lys
Pro
Leu
Asp
150
Asp
Lys
Gln

Gln
His
Ala
455
val
Thr
Gly
Tyr
Lys
535
Ala

Trp

Ser
Cys
Pro
Ser
55

Ser
Cys
Leu
Pro
Leu
135
Asnh
Ser
Ala

Gly

Gly
Tyr
440
Pro
Gln
Phe
Leu
Ala
520
Asn
val

Gly

Pro
Arg
Gly
Gly
Leu
Gln
Glu
Ser
120
Asn
Ala
Lys
Asp

Leu
200

Asn
425
Thr
Ser
Pro
Ala
Glu
505
Asp
Thr
Tyr

Gln

Ala
Ala
25

Ser
val
Thr
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr

185
Ser

val
Gln
Gly
Gly
Trp
490
Trp
Ser
Leu
Tyr

Gly
570

Ile
10

Ser
Ser
Pro
Ile
Trp
90

Lys
Glu
Phe
Gln
Ser
170
Glu

Ser
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Phe
Lys
Ser
Gly
475
Tyr
val
val
Tyr
Cys

555
Thr

Leu
Ser
Pro
val
Ser
75

Thr
Arg
Gln
Tyr
Ser
155
Thr
Lys

Pro

Ser Cys
Ser Leu
445
Gly val
460
Ser Leu
Asp Met
Ser Ser
Lys Gly
525
Leu Gln
540
Ala Thr

Leu val

Ser Ala
Ser val
Lys Pro
Arg Phe
60
Arg val
Ser Ashn
Thr val
Leu Lys
125
Pro Arg
140
Gly Asn
Tyr Ser
His Lys

val Thr
205

Ser
430
Ser
Gln
Arg
Gly
Ile
510
Arg
Met
Ala

Thr

Ser
Ser
30

Trp
Ser
Glu
Pro
Ala
110
Ser
Glu
Ser
Leu
val

190
Lys

val
Leu
Leu
Leu
Trp
495
Asp
Phe
Asn

Glu

val
575

Pro
15

Tyr
Ile
Gly
Ala
Pro
Ala
Gly
Ala
Gln
Ser
175
Tyr

Ser

Met
Ser
Leu
Ser
480
val
Trp
Thr
Ser
Asp

560
Ser

Gly

Tyr
Ser
Glu
80

Thr
Pro
Thr
Lys
Glu
160
Ser
Ala

Phe

Ser val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30
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Asn
Gly
Lys
65

Met
Ala
Ala
val
Ala
145
Ser
val
Pro
Lys
Asp

225
Gly

Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
val
465
Thr
Gly
Tyr
Lys
Ala

545
Trp

Met
Ala
50

Gly
Gln
Arg
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gln
Phe
Leu
Ala
Asn
530
val

Gly

His
35

Ile
Lys
Leu
Ser
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Pro
Ala
Glu
Asp
515
Thr
Tyr

Gln

<210> 119
<211> 339
<212> PRT
<213> Artificial Sequence

<220>

Trp
Tyr
Ala
Ser
Thr
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu
Gly
Gly
Trp
Trp

500
Ser
Leu
Tyr

Gly

val
Pro
Thr
Ser
85

Tyr
val
Ala
Leu
Gly

165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Gly
Tyr
485
val
val
Tyr
Cys

Thr
565

Lys
Gly
Leu
70

Leu
Tyr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gly
Ser
470
Asp
Ser
Lys
Leu
Ala

550
Leu

Gln
Asn
55

Thr
Thr
Gly
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val

Ala

Arg As

Gly
375
Pro
Ser
Gln
His
val
455
Leu
Met

Ser

Gly Ar

Gln
535
Thr

val

Thr
40

Gly
Ala
Ser
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
360
Phe
Glu
Phe
Gly
Tyr
440
Gln
Arg

Gly

520
Met

Ala

Thr

Pro
Asp
Asp
Glu
Asp
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn

Gly
345

p Glu

Tyr
Asn
Phe
Asn
425
Thr
Leu
Leu

Trp

Asp
505

g Phe

Asn
Glu

val

Gly
Thr
Lys
Asp
90

Trp
Ala
Ser
Phe
Gly

170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Leu
Ser
val
490
Trp
Thr
Ser
Asp

Ser
570

PB62748

Arg
Ser
Ser
75

Ser
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Glu
Cys
475
Arg

His

Leu

Glu
555
Ser

Gly
Tyr
60

Ser
Ala
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Ser
460
Ala
Gln
Gly
Ser
Arg

540
Pro

Leu
45

Asn
Ser
val
Asn
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Ala
Ala
Glu
Arg
525
Ala

Gly
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Glu
Gln
Thr
Tyr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Gly
Ser
Pro
val
510
Asp
Glu

Tyr

Trp
Lys
Ala
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Gly
Gly
Gly
495
Thr
Asn
Asp

Asp

Phe
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly

320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Leu
Phe
480
Lys
Tyr
Ser
Thr

Tyr
560



<223> Humanised

<400> 119

Gln
1

Glu
His
Ala
Gly
65

Asp
Phe
Ser
Ala
val
145
Ser
Thr
Cys
Asn
Leu
225
Leu
Trp
Asp
Phe
Asn
305
Glu

val

Ile
Lys
Trp
Thr
50

Ser
Ala
Gly
val
Ser
130
Gln
val
Leu
Glu
Arg
210
Leu
Ser
val
Trp
Thr
290
Ser

Asp

Ser

val
val
Phe
35

Ser
Gly
Ala
Gly
Phe
115
val
Trp
Thr
Thr
val
195
Gly
Glu
Cys
Arg
His
275
Ile

Leu

Ser

<210> 120
<211> 451
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 120

Gln
1
Ser
Asn
Gly
Lys
65
Met
Ala
Ala

val

val
val
Met
Ala
50

Gly
Gln
Arg
Gly

Phe
130

Gln
Lys
His
35

Ile
Lys
Leu
Ser
Thr

115
Pro

Leu
Thr
20

Gln
Asn
Thr
Thr
Gly
100
Ile
val
Lys
Glu
Leu
180
Thr
Glu
Ser
Ala
Gln
260
Gly
Ser
Arg

Pro

Leu
Met
20

Trp
Tyr
Ala
Ser
Thr
100
Leu

Leu

Ser
Met
Gln
Leu
Ser
Tyr
Thr
Phe
Cys
val
Gln
165
Ser
His
Cys
Gly
Ala
245
Ala
Glu
Arg
Ala

Gly
325

Gln
Ser
val
Pro
Thr
Ser
85

Tyr
val

Ala

Gln
Thr
Lys
Ala
Tyr
70

Tyr
Lys
Pro
Leu
Asp
150
Asp
Lys
Gln
Thr
Gly
230
Ser
Pro
val
Asp
Glu

310
Tyr

Gln
Cys
Lys
Gly
Leu
70

Leu
Tyr
Thr

Pro

Ser
Cys
Pro
Ser
55

Ser
Cys
Leu
Pro
Leu
135
Asn
Ser
Ala
Gly
val
215
Gly
Gly
Gly
Thr
Asn
295
Asp

Asp

Pro
Lys
Gln
Asn
55

Thr
Thr
Gly
val

Ser
135

Pro
Arg
Gly
Gly
Leu
Gln
Glu
Ser
120
Asn
Ala
Lys
Asp
Leu
200
Ala
Leu
Phe
Lys
Tyr
280
Ser

Thr

Tyr

Gly
Ala
Thr
40

Gly
Ala
Ser
Gly
Ser

120
Ser

Ala
Ala
25

Ser
val
Thr
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr
185
Ser
Ala
val
Thr
Gly
265
Tyr
Lys
Ala

Trp

Ala
Ser
25

Pro
Asp
Asp
Glu

Asp
105
Ser

Lys

Ile
10

Ser
Ser

Pro

Trp
90

Lys
Glu
Phe
Gln
Ser
170
Glu
Ser
Pro
Gln
Phe
250
Leu
Ala
Asn
val

Gly
330

Glu
10

Gly
Gly
Thr
Lys
Asp
90

Trp
Ala

Ser
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Leu
Ser
Pro
val
Ser
75

Thr
Arg
Gln
Tyr
Ser
155
Thr
Lys
Pro
Ser
Pro
235
Ala
Glu
Asp
Thr
Tyr

315
Gln

Leu
Tyr
Arg
Ser
Ser
75

Ser
Tyr
Ser

Thr

Ser
Ser
Lys
Arg
60

Arg
Ser
Thr
Leu
Pro
140
Gly
Tyr
His
val
Gly
220
Gly
Trp
Trp
Ser
Leu
300
Tyr

Gly

val
Thr
Gly
Tyr
60

Ser
Ala
Phe
Thr

Ser
140

Ala
val
Pro
45

Phe
val
Asn
val
Lys
125
Arg
Asn
Ser
Lys
Thr
205
Ser
Gly
Tyr
val
val
285
Tyr
Cys

Thr

Lys
Phe
Leu
45

Asn
Ser
val
Asn
Lys

125
Gly
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Ser
Ser
30

Trp
Ser
Glu
Pro
Ala
110
Ser
Glu
Ser
Leu
val
190
Lys
Gly
Ser
Asp
Ser
270
Lys
Leu
Ala

Leu

Pro
Thr
Glu
Gln
Thr
Tyr
val
110
Gly

Gly

Pro
15

Tyr
Ile
Gly
Ala
Pro
Ala
Gly
Ala
Gln
Ser
175
Tyr
Ser
val
Leu
Met
255
Ser
Gly
Gln
Thr

val
335

Gly
15

Ser
Trp
Lys
Ala
Tyr
95

Trp
Pro

Thr

Gly

Tyr
Ser
Glu
80

Thr
Pro
Thr
Lys
Glu
160
Ser
Ala
Phe
Gln
Arg

240
Gly

Arg
Met
Ala

320
Thr

Ala
Tyr
Ile
Phe
Tyr
80

Cys
Gly
Ser

Ala



Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile

Glu

Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val

Asp

Pro

Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu

Gly
450

Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

<210> 121
<211> 333
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 121

Gln
1
Glu
His
Ala
Gly
65
Asp
Phe
Ser
Ala
val
145
Ser
Thr

Cys

Ile
Lys
Trp
Thr
50

Ser
Ala
Gly
val
Ser
130
Gln
val
Leu

Glu

val
val
Phe
35

Ser
Gly
Ala
Gly
Phe
115
val
Trp
Thr
Thr

val

Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu

Leu
Thr
20

Gln
Asn
Thr
Thr
Gly
100
Ile
val
Lys
Glu
Leu

180
Thr

Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Ser
Met
Gln
Leu
Ser
Tyr
Thr
Phe
Cys
val
Gln
165

Ser

His

val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln

Asn

Gln
Thr
Lys
Ala
Tyr
70

Tyr
Lys
Pro
Leu
Asp
150
Asp
Lys
Gln

Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser

Gln

Ser
Cys
Pro
Ser
55

Ser
Cys
Leu
Pro
Leu
135
Asnh
Ser
Ala

Gly

Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly

Tyr
440

Pro
Arg
Gly
Gly
Leu
Gln
Glu
Ser
120
Asn
Ala
Lys
Asp

Leu

Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn

425
Thr

Ala
Ala
25

Ser
val
Thr
Gln
Ile
105
Asp
Asn
Leu
Asp
Tyr

185
Ser

Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val

Gln

Ile
10

Ser
Ser

Pro

Trp
90

Lys
Glu
Phe
Gln
Ser
170
Glu

Ser
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Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe

Lys

Leu
Ser
Pro
val
Ser
75

Thr
Arg
Gln
Tyr
Ser
155
Thr
Lys

Pro

Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser

Ser

Ser

Ser
Ser
Lys
Arg
60

Arg
Ser
Thr
Leu
Pro
140
Gly
Tyr
His

val

Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys

Leu
445

Ala
val
Pro
Phe
val
Asn
val
Lys
125
Arg
Asn
Ser
Lys

Thr
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val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

430
Ser

Ser
Ser
30

Trp
Ser
Glu
Pro
Ala
110
Ser
Glu
Ser
Leu
val

190
Lys

Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val

Leu

Pro
15

Tyr
Ile
Gly
Ala
Pro
Ala
Gly
Ala
Gln
Ser
175
Tyr

Ser

val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met

Ser

Gly

Tyr
Ser
Glu
80

Thr
Pro
Thr
Lys
Glu
160
Ser
Ala

Phe



195

Asn Arg Gly

210

Gly Leu val

225
Gly

Phe Thr

Gly Lys Gly

Thr Tyr Tyr
275
Ser Lys
290

Thr

Asn
Asp Ala
305
Asp

Tyr Trp

<210> 122
<211> 1713
<212> DNA

Glu Cys

Gln Pro

Gly
Gly

200
Ser Gly
215

Gly Ser

230

Ala
245
Glu

Phe

Leu
260
Ala Asp

Asn Thr

val Tyr

Trp
Trp
Ser
Leu

Tyr

Tyr Asp

val Ser

val Lys
280
Tyr Leu
295

Cys Ala

310

Gln
325

Gly

Gly

Thr Leu

<213> Artificial Sequence

<220>
<223> Human

<400> 122

caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca
ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact
tcgggatccg
agggtgacca
cagaagcccg
gtgcccagca
ctgcagcccg
ttcggccagg

<210> 123
<211> 607
<212> PRT

ised

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ccagcgccag
gcggcggeac
tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa
acatccagat
ttacctgcag
gcaaggctcc
ggtttagcgg
aggacttcgc
gcaccaaggt

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc
gacccagagc
ggccagcagg
caagctgctg
cagcggcagc
cacctactac
ggagatcaag

<213> Artificial Sequence

<220>
<223> Human

<400> 123
1

Ser val Lys val Ser Cys
20

Tyr Met Asn Trp VvVal Arg

35

Gly Asn ITle Asn Pro Asn

50

Lys Asp Arg val Thr Mmet

ised

Gln val Gln Leu val Gln
5

Ser Gly

Lys Ala
Gln Ala
Asn Gly

Thr Thr

PB62748

val Gln Leu
Leu
235

Trp

Leu Arg

Met Gly
250
Ser Ile
265

Gly

Asp

Arg Phe

Gln Met Asn
Glu
315

val

Thr Ala

Thr
330

val

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg
ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg
cccagcagcc
cccatcagcg
atcgcctggg
ggcaccgact
tgcctgcagg
agg

Glu val
10
Gly Tyr

Ala

Ser
25
Pro Gly Gln

Gly Thr Asn

Asp Thr Ser

205

Leu Glu Ser

220
Ser

Cys Ala

val Arg Gln
Gly
270

Ser

Trp His
Ile
285
Leu

Thr

Ser
300
Asp

Arg

Glu Pro

Ser Ser

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tcccectggce
tgaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgecctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaagaccgt
tgagcgccag
actggctgca
ccagcagcct
tcaccctcac

agggctgggg

Lys Lys Pro
Thr
30

Glu

Thr Phe

Gly Leu

45

Tyr Asn Gln

60
Thr

Ser Thr

Page 89

Gly Gly

Ala Ser
240
Ala Pro
255
Glu val

Arg Asp

Ala Glu

Gly Tyr
320

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa
cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg
ggccgccccc
cgtgggcgac
ctggtaccaa
gcagggaggc
catctcttcc
gccccctact

Gly Ala
15

Asp Tyr
Trp Met
Lys Phe

Ala Tyr

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1713



65
Met

Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Ser
465
Glu
Gly
Gln
Thr
Arg
545
val
Ala

Glu

Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Gly

Met

Glu
Ala
530
Asp
Arg
Leu

Ser

Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
Thr
Asn
Asn
val
515
Asp
His
Gly
Glu

Ile
595

<210> 124
<211> 541
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Trp
Leu
Leu
500
Lys
Gly
val
val
Asp

580
Leu

Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Tyr
Glu
485
Glu
Ala

Gly

Lys
565
Phe

70
Leu

Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Gly
Leu
470
Ser
Ala
val
Lys
Phe
550
Leu
Glu

Pro

Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp
His
Ser
455
Lys
val
Lys
Leu
His
535
Tyr
val
Lys

Arg

Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Asp
Ala
Thr
val
Gly
520
val
Ser
Gly
Ala

Gln
600

Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
Gly
Met
Pro
Thr
505
Arg
Ala
Glu
Arg
Ala

585
Ser

Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
Gly
Thr
Met
490
Met
Thr
Tyr
Gly
Asp
570
Gly

Glu

PB62748

75
Thr

Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn
Thr
Gly
val
475
Thr
Leu
Lys
Ile
Gln
555
Pro
Ala

Thr

Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Ile
460
Asp

Leu

Glu
Ile
540
Leu
Lys
Arg

Cys

val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
Arg
Arg
Thr
Ser
Arg

525
Pro

Asn
Gly

Ser
605

Page 90

Tyr
Phe
110
Thr
Ser

Glu

Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Arg
Glu
Leu
Gly
510
Lys
Ser
Gly
Asn
Leu

590
Pro

Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu
Ser
Phe
Leu
495
Arg
Lys
Ala
Lys
Leu
575
Ser

Gly

80
Cys

val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
Met
Pro
480
Lys
Cys
Tyr
val
Pro
560
Glu

Thr



<400> 124
Gln val Gln

1
Ser

Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Leu
465
Ile
val
val

Arg

val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Leu
Thr
Pro
Asp

Leu
530

Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
Ile
Tyr
Leu
Tyr

515
Leu

<210> 125
<211> 613
<212> PRT
<213> Artificial Sequence

Leu
val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Ser
Gly
Gln
500
Thr

Ser

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Trp
Glu

485
Pro

Ile

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Gly
Arg
470
Thr
Pro
Thr

Pro

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp
His
Ser
455
His
Gly
Thr
val

Ile
535

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Glu
Pro
Gly
Ala
Tyr

520
Ser

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
val
His
Asn
Thr
505
Ala

Ile

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
val
Phe
Ser
490
Ile
val

Asn

PB62748

val
Tyr
Gln
Asn
Ser
75

Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn
Thr
Ala
Pro
475
Pro
Ser
Thr

Tyr

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Ala
460
Thr
val
Gly
Asp

Arg
540

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
Thr
Arg
Gln
Leu
Gly

525
Thr

Page 91

Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Pro
Tyr
Glu
Lys
510
Arg

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu
Thr
Tyr
Phe
495
Pro

Asn

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
Ser
Arg
480
Thr
Gly

Gly



<220>
<223> Humanised

<400> 125
Gln val Gln Leu
1

Ser
Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Gly
465
val
Thr
Leu
Lys
Ile

545
Gln

val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Ile
Asp
Leu
Ile
Glu
530
Ile

Leu

Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
Arg
Arg
Thr
Ser
515
Arg
Pro

His

val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Arg
Glu
Leu
500
Gly
Lys
Ser

Gly

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Ser
Phe
485
Leu
Arg
Lys
Ala

Lys

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Thr
Met
470
Pro
Lys
Cys
Tyr
val

550
Pro

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp

Trp

val
455
Ser
Glu
Gly
Gln
Thr
535
Arg

val

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Ala
Gly
Met
His
Glu
520
Ala
Asp

Arg

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
Ala
Thr
Asn
Asn
505
val
Asp
His

Gly

Glu
Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
Pro
Trp
Leu
490
Leu
Lys
Gly
val

val

PB62748

val
Tyr
Gln
Asn
Ser
Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn
Thr
Ser
Tyr
475
Glu
Glu
Ala
Gly
Ile

555
Lys

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Gly
460
Leu
Ser
Ala
val
Lys
540
Phe

Leu

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
Ser
Lys
val
Lys
Leu
525
His
Tyr

val

Page 92

Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Asp
Ala
Thr
val
510
Gly
val
Ser

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu
Gly
Met
Pro
495
Thr
Arg
Ala
Glu

Arg

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
Gly
Thr
480
Met
Met
Thr
Tyr
Gly

560
Asp



565

570

PB62748

575

Pro Lys Asnh Asn Leu Glu Ala Leu Glu Asp Phe Glu Lys Ala Ala Gly

580

585

590

Ala Arg Gly Leu Ser Thr Glu Ser Ile Leu ITe Pro Arg Gln Ser Glu

595

Thr Cys Ser Pro Gly

610

<210> 126
<211> 513
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 126
G1n val Gln Leu

Ser
Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val

Leu

val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met

Ser
450

Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro

val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala

Lys

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp

Trp

Ser
455

600

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn

440
val

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His

Asp

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr

Asn

val
Tyr
Gln
Asn
Ser
75

Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn
Thr

Lys

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln

Phe
460

605

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys

445
ASh
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Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser

Lys

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu

Glu

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser

Leu



465

Arg Gln Ala Tyr Trp Glu ITe Gln Ala
470

Gln Ser Arg Ala Phe Ile Arg Ser Leu

485

Ala Asn Leu Leu Ala Glu Ala Lys Lys

Lys

<210>
<211>
<212>
<213>

<220>

<223>
<400>

Gln
1

Ser
Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val

Leu

val
val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly

Met

val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met

Ser

127
519
PRT
Artificial Sequence

Gln
Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro

500

Humanised

127

Leu
val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu

Gly

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala

Lys

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu

Thr

Ser
Lys
Gln
Asn
Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp
His

val

Gly
Ala
Ala
Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn

440
Ala

505

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His

Ala

Leu
Tyr

490
Leu

Glu
Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr

Pro

PB62748

Pro Asn
475
Asp Asp

Asn Asp

val Lys
Tyr Thr
Gln Gly
Asn Tyr
Ser Thr
75
Thr Ala
Lys Trp
Ser Ala
Lys Ser
140
Tyr Phe
155
Ser Gly
Ser Leu
Thr Tyr
Lys Lys
220
Cys Pro
235
Pro Lys
Cys val
Trp Tyr
Glu Glu
300
Leu His
315
Asn Lys
Gly Gln
Glu Leu
Tyr Pro
380
Asn Asn
395
Phe Leu
Asn val
Thr Gln

Ser Gly

Leu
Pro

Ala

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys

445
Ser
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Asn
Ser

Gln
510

Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser

val

Trp
Gln

495
Ala

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu

Asp

Thr
480
Ser

Pro

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser

Asn



450

Lys Phe Asn Lys Glu

465

Pro Asn Leu Ash Trp

485

Asp Asp Pro Ser Gln

500

Asn Asp Ala Gln Ala

515

<210> 128
<211> 578
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 128
Gln val Gln Leu

1
Ser

Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr

val

val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly

Met

val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val

Met

Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp

His
435

val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys

420
Glu

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser

Ala

Leu
470
Thr
Ser

Pro

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg

Leu

455
Arg

Gln
Ala

Lys

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp

His

Gln
Ser

Asn

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln

ASh
440

Ala
Arg

Leu
505

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln

425
His

Tyr
Ala

490
Leu

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly

Tyr
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Trp
475
Phe

Ala

val
Tyr
Gln
Asn
Ser
75

Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu
Tyr
Asn
395
Phe
Asn

Thr

460
Glu

Ile

Glu

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu

val

Gln

Ile
Arg

Ala

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe

Lys
445
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Gln
Ser

Lys
510

Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser

430
Ser

Ala
Leu

495
Lys

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys

Leu

Leu
480
Tyr

Leu

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser

Ser



Leu
Ala
465
Ala
Ala
Gly
Leu
His
545
Asp

Lys

Ser
450
Arg
Asp
Thr
Ala
Ala
530
Gly
Ile

Leu

Pro
Ala
val
Ala
Asp
515
Ala
Ala

Ser

<210> 129
<211> 584
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 129

Gln
1

Ser
Tyr
Gly
Lys
65

Met
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln

val

val
val
Met
Asn
50

Asp
Glu
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile
val

Ser

Gln
Lys
Asn
35

Ile
Arg
Leu
Trp
Arg
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
Tyr

355
Leu

Gly
Gly
Asn
His
500
val
Phe
Asp

Ile

Leu
val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr

Thr

Lys
Gln
Ala
485
Gly
Asn
Ile
val

Gly
565

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu

Cys

Gly
Asp
470
Lys
His
Ala
Gly
Asn

550
Asn

Gln
Cys
Arg
Asn
Met
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro

Leu

Ser
455
Asp
Asp
Leu
val
His
535
Ala

Gly

Ser
Lys
Gln
Asn
55

Thr
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro

val

Asp
Glu
Glu
Glu
Asp
520
Leu
Gln

Asn

Gly
Ala
Ala
40

Gly
Thr
Ser
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys
Lys
Ser

360
Lys

Leu
val
Tyr
Ile
505
Ala
Glu
Asp

Glu

Ala
Ser
25

Pro
Gly
Asp
Asp
Arg
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg

Gly

Gly
Arg
Gly
490
val

Ile

Lys

Asp
570

Glu
Gly
Gly
Thr
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro
Pro
250
Thr
Asn
Arg
val
Ser
330
Lys
Asp

Phe
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Lys Lys Leu

Ile
475
Leu
Glu
Gly
Ala
Phe

555
Leu

val
Tyr
Gln
Asn
Ser
Thr
Lys
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys
235
Pro
Cys
Trp
Glu
Leu
315
Asn
Gly
Glu

Tyr

460
Leu

Thr
val
Phe
Glu
540
Gly

Ala

Lys
Thr
Gly
Tyr
60

Thr
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Leu

Pro

Met
Pro
Leu
Thr
525
val
Lys

Glu

Lys
Phe
Leu
45

Asn
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr

365
Ser
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Leu
Ala
Leu
Leu
510
Pro
Leu
Thr

Ile

Pro
Thr
30

Glu
Gln
Thr
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg
350
Lys

Asp

Glu
Asnh
Tyr
495
Lys
Leu
Leu
Ala

Leu
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu
Asn

Ile

Ala
Gly
480
Leu
Asn
His
Lys
Phe

560
Gln

Ala
Tyr
Met
Phe
Tyr
80

Cys
val
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro
Gln

Ala



val
385
Pro
Thr
val
Leu
Lys
465
Ile
Leu
Glu
Gly
Ala
545
Phe

Leu

<210>
<211>
<212>
<213>

370
Glu

Pro
val
Met
Ser
450
Lys
Leu
Thr
val
Phe
530
Glu
Gly

Ala

<220>

<223>
<400>

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu

His

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp

Asn
290

Trp
val
Asp
His
435
Pro
Leu
Met
Pro
Leu
515
Thr
val
Lys
Glu

130
574
PRT
Artificial Sequence

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro

275
Ala

Glu
Leu
Lys
420
Glu
Gly
Leu
Ala
Leu
500
Leu
Pro
Leu
Thr

Ile
580

Humanised

130

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu

Lys

Ser
Asp
405
Ser
Ala
Lys
Glu
Asn
485
Tyr
Lys
Leu
Leu
Ala

565
Leu

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val

Thr

Asn
390
Ser
Arg
Leu
Thr
Ala
470
Gly
Leu
Asn
His
Lys
550
Phe

Gln

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys

Lys

375
Gly

Asp
Trp
His
val
455
Ala
Ala
Ala
Gly
Leu
535
His
Asp

Lys

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe

Pro
295

Gln
Gly
Gln
Asn
440
Ala
Arg
Asp
Thr
Ala
520
Ala

Gly

Leu

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn

280
Arg

Pro
Ser
Gln
425
His
Ala
Ala
val
Ala
505
Asp
Ala
Ala

Ser

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu

Glu
Phe
410
Gly
Tyr
Pro
Gly
Asn
490
His
val
Phe
Asp

Ile
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr

Glu

PB62748

Asn
395
Phe
Asn
Thr
Ser
Gln
475
Ala
Gly
Asn
Ile
val

555
Gly

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val

Gln

380
Asn

Leu
val
Gln
Gly
460
Asp
Lys
His
Ala
Gly
540
Asn

Asn

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp

Tyr
300

Tyr
Tyr
Phe
Lys
445
Ser
Asp
Asp
Leu
val
525
His
Ala

Gly

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly

285
Asn
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Lys
Ser
Ser
430
Ser
Asp
Glu
Glu
Glu
510
Asp
Leu
Gln

Asn

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val

Ser

Thr
Lys
415
Cys
Leu
Leu
val
Tyr
495
Ile
Ala
Glu
Asp

Glu
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu

Thr

Thr
400
Leu
Ser
Ser
Gly
Arg
480
Gly
val
Ile
Ile
Lys

560
Asp

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val

Tyr



Ar

305
Lys
Glu
Tyr

Leu

Trp
385
val
Asp
His
Pro
val
465
Ala
Glu
Tyr
Lys
Ala

545
Tyr

g val

Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gln
Tyr
Arg
Ala
Asn
530
Thr

Gly

val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Ala
Thr
Glu
Asp
515
Thr
Tyr

Gln

<210> 131
<211> 566
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 131

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp

225
Gly

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys

Pro

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr

Ser

Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Gly
Tyr
Gly
500
Ser
val
Tyr

Trp

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His

val

val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Gly
Ile
485
val
val
Tyr
Cys

Gly
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr

Phe

Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gln
Ser
470
Tyr
Ala
Lys
Leu
Ala

550
Gln

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys

230
Leu

Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
val
455
Leu
Met
Ala
Gly
Gln
535
Ala

Gly

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro

Phe

val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Gln
Arg
Gly
Met
Arg
520
Met
Gly

Thr

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro

Pro

Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Leu
Leu
Trp
Asp
505
Phe
Asp
Gly

Gln

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys

Pro

Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
val
Ser
Phe
490
Ser
Thr
Ser
Tyr

val
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro

Lys
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Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Glu
Cys
475
Arg
Gly
Ile
Leu
Glu

555
Thr

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala

235
Pro

Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Ser
460
Ala
Gln
Gly
Ser
Lys
540
Leu

val

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro

Lys

Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Ala
Ala
Gly
Arg
525
Pro
Arg

Ser

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu

Asp
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Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Gly
Ser
Pro
Gly
510
Asp
Glu
Asp

Ser

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu

Thr

Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Gly
Gly
Gly
495
Thr
Lys
Asp

Arg

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu

Leu

Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
Leu
Tyr
480
Lys
Leu
Gly
Thr

Thr
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met



Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Lys
465
Ser
Gly
Asnh
Glu
Cys

545
Thr

Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Glu
Tyr
Asn
Ser
Asp
530
Asp

Ala

Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Thr
Ala
Glu
Gly
515
Gly
Tyr

val

<210> 132
<211> 1659
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 132

Cys
1
Ala
Gly
Ala
Gly
65
Thr
Gly
Gly
Cys
Thr
145
Ala

Gly

Ala
Gly
Gly
Cys
50

Cys
Ala
Gly
Gly
Gly
130
Gly
Cys

Ala

Gly
Ala
Thr
35

Cys
Ala
Gly
Cys
Ala
115
Gly
Gly
Thr

Gly

Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Gly
Leu
Glu
500
Ser
Gly
Ala

Thr

Gly
Gly
20

Gly
Cys
Cys
Cys
Ala
100
Thr
Cys
Cys
Gly

Gly
180

245
Pro

val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Ser
Glu
Gly
485
Ser
Lys
Thr
Leu

val
565

Thr
Cys
Ala
Thr
Cys
Cys
85

Thr
Cys
Ala
Thr
Gly

165
Thr

Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Ser
470
Ser
Ile
Ser
Tyr
Cys

550
Asn

Gly
Gly
Ala
Gly
Thr
70

Thr
Gly
Ala
Ala
Gly
150
Gly

Ala

val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Arg
455
Leu
Thr
Ser
Phe
Arg

535
Ser

Ala
Gly
Gly
Ala
55

Thr
Cys
Gly
Gly
Ala
135
Gly
Ala

Cys

Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
val
Thr
Cys
Lys
Ser
520
Cys

Ser

Cys
Cys
Cys
40

Cys
Cys
Ala
Gly
Gly
120
Gly
Cys
Cys

Ala

Cys
265
Trp
Glu
Leu
Asnh
Gly
345
Glu
Tyr
Asnh
Phe
Asnh
425
Thr

Asp

Trp
Gly
505
Leu
Gly

Arg

Cys
Cys
25

Cys
Cys
Ala
Gly
Cys
105
Cys
Gly
Cys
Gly

Ala
185

250
val

Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gln
Asn
Tyr
490
Gly
Arg
Leu

Tyr

Cys
10

Cys
Cys
Cys
Gly
Cys
90

Gly
Ala
Cys
Cys
Ala

170
Cys
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val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Thr
Cys
475
Arg
Arg
Ile
Gly

Ala
555

Thr
Cys
Ala
Thr
Cys
75

Ala
Thr
Gly
Cys
Ala
155
Cys

Cys

val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Pro
460
val
Lys
Tyr
Asn
val

540
Glu

Gly
Gly
Cys
Gly
60

Gly
Cys
Gly
Cys
Thr
140
Cys
Gly

Cys

Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Arg
Leu
Lys
val
Asp
525
Ala

Cys

Ala
Cys
Cys
45

Ala
Gly
Cys
Ala
Cys
125
Gly
Ala
Ala

Cys
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val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Ser
Arg
Ser
Glu
510
Leu
Gly

Gly

Gly
Cys
30

Cys
Cys
Cys
Thr
Gly
110
Ala
Gly
Thr
Cys

Ala
190

255
Ser

Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
val
Asp
Gly
495
Thr
Thr
Gly

Asp

Gly
15

Cys
Ala
Cys
Thr
Cys
95

Cys
Cys
Ala
Cys
Ala

175
Gly

His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Thr
Ala
480
Glu
val
val
Tyr

Gly
560

Gly
Thr
Gly
Thr
Thr
80

Cys
Thr
Cys
Gly
Thr
160
Ala

Cys



Cys
Cys
Cys
225
Gly
Ala
Cys
Thr
Cys
305
Cys
Ala
Cys
Cys
Gly
385
Cys
Cys
Gly
Thr
Cys
465
Thr
Cys
Gly
Gly
Gly
545
Cys
Cys
Gly
Cys
Ala
625
Ala
Gly
Gly
Gly
Cys
705
Gly
Thr
Thr
Ala

Ala
785

Thr
Cys
210
Ala
Thr
Cys
Ala
Gly
290
Cys
Thr
Gly
Cys
Ala
370
Thr
Cys
Ala
Cys
Gly
450
Gly
Cys
Cys
Cys
Thr
530
Cys
Ala
Cys
Cys
Thr
610
Ala
Gly
Gly
Ala
Cys
690
Cys
Gly
Gly
Ala
Thr

770
Gly

Gly
195
Ala
Gly
Gly
Ala
Cys
275
Cys
Gly
Thr
Gly
Gly
355
Cys
Gly
Ala
Gly
Cys
435
Ala
Ala
Cys
Cys
Ala
515
Gly
Cys
Gly
Cys
Ala
595
Gly
Gly
Gly
Ala
Cys
675
Cys
Cys
Cys
Thr
Ala
755
Cys

Gly

Ala
Thr
Cys
Cys
Thr
260
Cys
Gly
Thr
Cys
Gly
340
Thr
Cys
Thr
Gly
Cys
420
Cys
Ala
Ala
Thr
Thr
500
Cys
Cys
Thr
Cys
Ala
580
Cys
Thr
Cys
Thr
Gly
660
Ala
Cys
Cys
Cys
Thr
740
Gly
Ala

Thr

Ala
Cys
Ala
Thr
245
Gly
Gly
Cys
Cys
Gly
325
Gly
Gly
Ala
Thr
Cys
405
Gly
Thr
Gly
Cys
Gly
485
Gly
Ala
Thr
Gly
Gly
565
Gly
Cys
Ala
Cys
Gly
645
Cys
Ala
Cys
Gly
Cys
725
Cys
Gly
Gly

Gly

Gly
Ala
Gly
230
Gly
Gly
Cys
Cys
Thr
310
Ala
Cys
Thr
Ala
Cys
390
Ala
Gly
Gly
Gly
Cys
470
Gly
Ala
Cys
Gly
Thr
550
Thr
Cys
Cys
Ala
Cys
630
Gly
Cys
Gly
Cys
Ala
710
Cys
Cys
Ala
Cys

Ala
790

Ala
Gly
215
Gly
Ala
Ala
Thr
Ala
295
Thr
Cys
Ala
Cys
Gly
375
Cys
Gly
Cys
Gly
Ala
455
Gly
Ala
Cys
Cys
Cys
535
Ala
Gly
Ala
Ala

ys
615
Ala
Ala
Cys
Ala
Cys
695
Gly
Ala
Cys
Cys
Ala

775
Cys

Gly
200
Cys
Ala
Cys
Cys
Ala
280
Gly
Cys
Gly
Cys
Cys
360
Gly
Cys
Cys
Gly
Gly
440
Cys
Gly
Ala
Cys
Thr
520
Ala
Cys
Gly
Gly
Gly
600
Gly
Gly
Cys
Ala
Cys
680
Cys
Cys
Gly
Cys
Ala
760
Gly

Cys

Cys
Ala
Ala
Cys
Cys
265
Cys
Gly
Thr
Thr
Ala
345
Ala
Gly
Cys
Ala
Gly
425
Cys
Thr
Thr
Cys
Ala
505
Thr
Gly
Ala
Thr
Cys
585
Ala
Thr
Cys
Ala
Ala
665
Cys
Thr
Thr
Cys
Cys
745
Cys
Ala

Thr

Cys
Ala
Cys
Ala
250
Cys
Cys
Ala
Ala
Gly
330
Cys
Gly
Cys
Cys
Ala
410
Cys
Thr
Ala
Gly
Ala
490
Gly
Cys
Ala
Gly
Gly
570
Ala
Cys
Gly
Ala
Ala
650
Gly
Cys
Gly
Gly
Gly
730
Cys
Cys
Ala

Gly
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Gly
Gly
Cys
235
Thr
Cys
Thr
Gly
Cys
315
Thr
Thr
Cys
Cys
Thr
395
Gly
Ala
Gly
Cys
Ala
475
Gly
Cys
Cys
Gly
Cys
555
Ala
Gly
Cys
Ala
Ala
635
Gly
Ala
Ala
Cys
Cys
715
Thr
Cys
Cys
Cys

Thr
795

Gly
Gly
220
Ala
Gly
Gly
Ala
Gly
300
Thr
Gly
Ala
Gly
Cys
380
Gly
Ala
Cys
Cys
Thr
460
Cys
Cys
Gly
Cys
Cys
540
Cys
Cys
Cys
Thr
Ala
620
Cys
Ala
Gly
Cys
Cys
700
Thr
Gly
Ala
Thr
Cys

780
Gly

Cys
205
Ala
Gly
Ala
Thr
Cys
285
Gly
Gly
Gly
Gly
Cys
365
Cys
Gly
Gly
Ala
Cys
445
Thr
Cys
Gly
Gly
Cys
525
Ala
Thr
Cys
Cys
Ala
605
Cys
Ala
Ala
Cys
Ala
685
Cys
Gly
Thr
Ala
Gly
765
Cys

Thr
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Thr
Thr
Gly
Cys
Gly
270
Thr
Ala
Gly
Gly
Thr
350
Cys
Ala
Cys
Cys
Gly
430
Thr
Cys
Gly
Gly
Cys
510
Gly
Gly
Gly
Gly
Thr
590
Cys
Cys
Cys
Gly
Thr
670
Cys
Thr
Gly
Thr
Gly
750
Ala
Cys

Gly

Gly
Ala
Thr
Cys
255
Gly
Ala
Gly
Thr

Gly
335
Gly
Ala
Gly
Cys
Ala
415
Cys
Gly
Cys
Thr
Ala
495
Gly
Cys
Cys
Ala
Thr
575
Gly
Ala
Ala
Cys
Gly
655
Gly
Cys
Gly
Gly
Cys
735
Cys
Thr
Cys

Gly

Ala
Cys
Gly
240
Ala
Ala
Cys
Ala
Ala
320
Ala
Ala
Gly
Cys
Cys
400
Cys
Cys
Gly
Cys
Gly
480
Gly
Thr
Cys
Gly
Gly
560
Gly
Gly
Thr
Cys
Ala
640
Thr
Thr
Thr
Cys
Ala
720
Cys
Cys
Gly
Gly

Thr
800



Gly Gly Thr

Gly Ala Gly
Thr
835

Ala

Ala Gly

Gly Gly
850
Cys Ala
865
Ala

Cys

Gly Cys

Gly Thr Ala

Gly Gly
915
Ala

Cys
Thr Gly
930
Gly Gly Ala
945
Ala

Ala Gly

Ala Gly Gly
Thr
995

Gly

Cys Cys
Ala
1010
Gly Gly

Gly

Ala
1025
Cys Ala Gly

Thr Ala Cys

Gly Cys Ala

1075

Cys Ala Ala
1090

Cys Thr Gly

1105

Ala Gly Gly

Cys Gly Ala

Thr Gly Gly
1155
Gly Cys
1170
Ala Ala

Ala

Cys
1185
Gly Thr Gly

Gly Cys Ala
Ala Gly
1235
Ala Cys
1250
Gly Cys

Cys
Gly

Ala
1265
Cys Ala Gly

Cys Ala Cys

Ala Thr Cys
1315

Ala Gly

1330

Cys Thr

Gly
Cys
1345
Cys Cys Gly
Cys Gly Thr

Ala Gly Gly
1395

Gly Gly Ala
805

Gly Ala

820

Thr

Cys

Cys Ala

Cys Gly Gly
Thr
870

Ala

Ala Ala

Cys
885
Ala

Cys
Cys Ala
900
Gly

Thr Gly

Cys Cys Gly

Thr Thr Gly
950
Ala Gly
965

Gly

Gly
Thr Thr
980
Gly

Cys Cys

Ala Ala Ala
Ala
1030

Ala

Cys Cys

Ala Gly
1045
Ala Cys
1060

Gly Ala

Cys
Gly

Gly Ala Ala

Ala Cys Cys
1110
Gly Cys Thr
1125
Cys Ala
1140

Gly

Thr

Ala Gly

Cys Cys Gly

Gly Ala Cys
1190
Thr Gly
1205

Cys

Cys
Gly Thr
1220

Cys Ala Ala

Ala Ala Gly

Ala Gly Gly
1270
Cys Thr Gly

1285
Gly Ala
1300
Ala

Gly

Cys Thr

Cys Cys Thr

Gly Gly Cys
1350
Cys Cys
1365
Ala Gly

Cys

Gly
1380
Gly Ala Cys
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Thr Gly Thr Gly Ala Gly Cys

810
Thr Gly
825

Thr

Cys Cys Ala Gly Gly
Ala
845

Gly

Ala Cys Gly Gly Thr

840
Gly Ala
860

Gly

Cys Thr Gly Gly

855
Gly Ala Ala
875

Gly

Cys Cys Ala

Ala Ala
890

Cys

Gly Gly Gly Gly

Ala Gly Ala
905

Gly

Cys Cys Cys

Thr Thr
920
Gly

Gly Gly
925

Ala

Cys Cys

Thr Thr
935
Gly

Cys Gly Cys
940
Ala Ala
955

Ala

Cys Thr Gly Cys

Ala Thr
970
Ala

Thr Ala Cys Gly

Ala Ala Ala
985

Cys

Cys Cys Cys
Thr
1005
Cys Ala
1020

Cys Ala

Thr Gly
1000

Cys Cys

Cys Cys Cys

Ala Ala Thr
1015

Ala Gly Gly Gly Cys
1035
Cys Ala Gly

Gly Cys Cys Cys

1050

Cys Thr Gly Cys Cys Cys Cys

1065

Ala Thr Gly
1080

Cys Cys Ala
1095

Ala Gly Cys Thr
1085

Gly Gly Thr Gly

1100

Thr Cys Thr Gly
1115

Ala Cys
1130
Cys

Gly Cys Gly

Thr Cys Thr Cys Cys

Gly Cys Gly Thr Gly

1145
Gly Cys
1160
Gly Ala

Cys

Ala Ala Ala Gly

1165
Ala

Cys

Ala
1180
Cys Cys

Ala Ala
1175

Cys Ala Cys

Cys
Cys Cys
1195
Ala Gly
1210

Thr Cys

Gly Ala Cys Cys Gly
Thr Cys Thr
1225
Gly Cys Thr
1240
Ala Gly Cys
1255

Cys Thr

Gly Ala Cys Cys
1245

Ala Thr

1260

Gly Thr

Ala Gly

Gly Cys Ala Ala Cys
1275

Cys Gly

1290

Cys

Cys Thr Cys Thr Gly

Gly Cys Cys Thr Gly Cys
1305

Cys Ala

1320

Ala

Ala Cys Ala
1325

Thr Gly

1340

Cys Gly

Cys Cys
Gly
1335
Ala

Gly Cys Cys

Ala Gly Ala Cys

1355
Thr Cys Gly Gly Gly
1370
Cys Gly Thr Gly

Cys Cys
Ala
1385
Cys Gly Ala Gly Gly

1405
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Cys Gly

Thr
1400

Cys

Cys
Thr
830
Cys
Gly
Cys
Gly
Thr
910
Thr
Cys
Gly
Gly
Gly
990
Ala
Gly
Gly
Gly
Cys
1070
Gly
Thr
Thr
Cys
Gly
1150
Gly
Cys
Cys
Ala
Gly
1230
Gly
Gly
Gly
Ala
Ala
1310
Gly
Thr
Thr
Ala
Cys

1390
Thr

Ala
815
Gly

Cys
Ala
Gly Thr
Thr Gly
Ala

880
Ala

Cys

Cys
895
Ala Cys

Gly Cys

Cys Ala

Gly Cys
960
Thr Ala
975
Gly Cys

Thr Cys

Cys Ala
Cys Cys

1040
Thr Gly
1055
Thr Ala

Ala Cys

Cys Cys
Ala
1120
Gly

Gly

Ala
1135
Ala Gly

Cys Cys

Thr Ala

Thr
1200
Gly

Cys

Thr
1215
Thr Ala

Thr Gly

Gly Cys
Thr
1280
Gly

Thr

Thr
1295
Cys Ala

Ala Ala

Cys Cys

Gly Gly
1360
Thr Cys
1375

Cys Ala
Gly Gly



Thr Gly Gly
1410

Cys Thr

1425

Thr Gly

Cys
Gly

Cys Cys Thr

Cys Ala Gly
1475
Gly Ala Gly
1490

Gly Cys Cys
1505

Cys Ala Cys
Gly Ala Gly

Thr Thr Ala
1555
Cys Gly Gly
1570
Ala Thr Cys
1585
Thr Gly Ala

Gly Cys Cys
Gly Gly Cys
163

Ala Cys Cys Ala Thr Ala Gly
1650

<210> 133
<211> 547
<212> PRT

Cys Ala Gly Cys Cys
1415

Thr Cys Thr Gly Cys
1430

Gly Ala Cys Ala Cys

Ala
1460
Gly
Ala
Cys
Cys
Gly
1540
Gly
Cys
Ala
Cys

Cys
1620

1445
Cys

Ala
Cys
Cys
s,
Thr
Cys
Gly
Cys
Cys

1605
Cys

Cys Cys Cys Ala
5

Ala Ala Cys

Thr Cys Ala

1480

Cys Gly Gly
1495

Gly Thr Gly

1510

Thr Gly Cys

Gly Ala Cys

Gly Gly Cys
1560

Gly Gly

1575

Gly

Thr
Cys Thr
1590

Ala Ala Cys

Thr Gly Ala
Thr
1640
Gly
1655

<213> Artificial Sequence

<220>
<223> Humani

<400> 133
Gln val Gln
1
Ser

val Lys

Met Ash
35
Ile

Tyr
Gly Asn
50
Lys Asp
65
Met

Arg

Glu Leu

Ala Arg Trp

Trp Gly Arg
115
Ser val
130

Ala

Pro

Thr Ala

145

Thr val Ser

Pro Ala val

Thr val Pro
195
His Lys
210
Cys

Asn

Ser
225
Leu

Asp

Gly Gly

Leu Met Ile

sed

Leu
val
20

Trp
Asn
val
Arg
Ile
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro

Ser

val
Ser
val
Pro
Thr
Ser
85

Leu
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser

245
Arg

Gln Ser Gly

Cys Lys Ala

Arg Gln Ala

Asn Asnh Gly

Met Thr Thr
70
Leu

Arg Ser

Tyr Tyr Gly
Thr
120

Pro

Leu val

Ala
135
Leu

Leu
Cys val
150
Ser

Gly Ala

Ser Ser Gly
Gly
200

Lys

Ser Leu

Thr
215
Thr

Asn

His
230
val

Cys

Phe Leu

Thr Pro Glu
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Ala Cys Thr Cys Cys Cys Ala Cys
1420

Thr Gly Ala Thr Cys Ala Gly Cys

1435

Ala Cys Ala
1450

Gly Gly
1465
Cys

Cys

Cys Thr

Cys Gly Gly

Ala Gly Gly

1515

Cys Cys Cys
1530

Cys Gly Cys

1545

Cys Thr Gly

Ala Cys Gly

Cys Thr Ala

1595

Cys Ala Cys
1610

Gly Gly Ala
1625
Cys Ala Gly

Ala Cys Cys

Ala Glu val
Ser
25

Pro

Gly Tyr

Gly Gln

Gly Thr Asn

Thr Ser
75
Thr

Asp
Asp Asp
90
Arg Ser
105
val

Lys

Ser Ser

Ser Ser Lys

Lys Asp Tyr
155
Thr Ser
170

Tyr

Leu

Leu Ser

185

Thr Gln Thr

val Asp Lys

Pro Pro Cys

235

Phe Pro Pro

250
Thr

val Cys

Cys Ala
Thr Ala

Ala Cys
1485
Cys Ala
1500
Gly Ala

Ala Cys
Cys Ala

Ala Ala

1565
Ala Thr
1580
Cys Gly

Cys Ala

Thr Cys

Ala
1645

Cys

Lys Lys

Thr Phe

Leu
45
Asn

Gly
Tyr

Thr Ser

Ala val

Trp Tyr

Ala Ser
125
Ser Thr
140
Phe Pro

Gly val

Leu Ser
Ile
205
val

Tyr

Lys
220
Pro Ala

Lys Pro

val val
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1440

Ala Cys Gly

1455

Cys Thr
1470

Gly Gly

Ala
Ala
Ala Thr Ala
Thr

1520
Cys

Gly Thr

Cys Cys
1535
Cys Cys Ala
1550
Gly Cys Cys

Ala Cys Cys
Gly
1600
Thr

Cys Cys

Cys Ala
1615

Thr Thr Cys

1630

Thr Cys Ala

Gly Ala
15

Asp

Pro

Thr
30
Glu

Tyr

Trp Met

Gln Lys Phe

Thr Ala Tyr

80
Tyr Tyr Cys
95
Asp

Phe val

110
Thr

Lys Gly

Ser Gly Gly
val
160

Phe

Glu Pro

Thr
175
val

His
Ser val
190
Cys

Asn val

Glu Pro Lys

Glu Leu
240
Thr

Pro
Lys Asp
255
Asp

val val



Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val
Leu
Ala
465
Pro
Pro
Ser
Thr

Tyr
545

His
val
290
Tyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met
Ser
450
Ala
Thr
val
Gly
Asp

530
Arg

Glu
275
His
Arg
Lys
Glu
Tyr
355
Leu
Trp
val
Asp
His
435
Pro
Thr
Arg
Gln
Leu
515
Gly

Thr

<210> 134
<211> 551
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 134
G1n val Gln Leu

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val

Asn

val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val

val
210

Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr

195
Asn

260
Asp

Asnh
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu
Gly
Pro
Tyr
Glu
500
Lys

Arg

val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val

His

Pro
Ala
val
Tyr
325
Thr
Leu
Cys
Ser
Asp
405
Ser
Ala
Lys
Thr
Tyr
485
Phe
Pro

Asn

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro

Lys

Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg
Leu
Thr
Ser
470
Arg
Thr
Gly

Gly

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu

Ser

Pro

val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp
His
val
455
Leu
Ile
val
val

Arg
535

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser

Ser
215

Lys
280
Lys
Leu
Lys
Lys
Ser
360
Lys
Gln
Gly
Gln
Asn
440
Ala
Leu
Thr
Pro
Asp

520
Leu

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser

200
Asn

265
Phe

Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln
425
His
Ala
Ile
Tyr
Leu
505
Tyr

Leu

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly
Ser
185
Leu

Thr

Asn
Arg
val
Ser
330
Lys
Asp
Phe
Glu
Phe
410
Gly
Tyr
Pro
Ser
Gly
490
Gln
Thr

Ser

Glu
10

Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly

Lys
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Trp
Glu
Leu
315
Asnh
Gly
Glu
Tyr
Asnh
395
Phe
Asnh
Thr
Ser
Trp
475
Glu
Pro

Ile

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr

val

Tyr
Glu
300
His
Lys
Gln
Leu
Pro
380
Asn
Leu
val
Gln
Gly
460
Arg
Thr
Pro
Thr

Pro
540

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln

Asp
220

val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr
Phe
Lys
445
Ser
His
Gly
Thr
val

525
Ile

Lys
Ile
Leu
45

val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr

205
Lys
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270
Asp

Tyr
Asp
Leu
Arg
350
Lys
Asp
Lys
Ser
Ser
430
Ser
Glu
Pro
Gly
Ala
510
Tyr

Ser

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr

Lys

Gly
Asn
Trp
Pro
335
Glu
Asn
Ile
Thr
Lys
415
Cys
Leu
val
His
Asn
495
Thr
Ala

Ile

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile

val

val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser
Ser
val
Phe
480
Ser
Ile
val

Asn

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu



Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Leu
465
Thr
Gly
Thr
val

Ile
545

Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Glu
His
Gly
Ala
Tyr

530
Ser

Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
val
Asn
Asn
Thr
515
Ala

Ile

<210> 135
<211> 557
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 135

Gln
1
Ser
Tyr
Gly
Gln
65
Met
Ala
Asp
Lys
Gly
145
Pro

Thr

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val

Phe

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr

Pro

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
val
Ala
Ser
500
Ile
val

Asn

Leu
val
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val

Ala

Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Ala
Tyr
485
Pro
Ser
Thr

His

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser

165
val

Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Ala
470
Asn
val
Gly
Asn

Arg
550

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp

Leu

Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Thr
Gly
Arg
Leu
His
535
Thr

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn

Gln

His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Gly
Pro
Tyr
Glu
Lys

520
His

Gly
Ala
Ala
40

Gly
Ala
Ser
Tyr
Leu
120
Leu
Cys
Ser

Ser

Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
Ser
Thr
Tyr
Phe
505
Pro

Met

Ala
Ser
25

Pro
Asn
Asp
Glu
His
105
val
Ala
Leu
Gly

Ser

Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
val
Ser
Arg
490
Thr
Gly

Pro

Glu
Gly
Gly
Thr
Glu
Asp
90

Tyr
Thr
Pro
val
Ala

170
Gly

PB62748

Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Ser
Leu
475
Ile
val
val

Leu

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu

Leu

Pro Cys
Pro Pro
Thr Cys

Asn Trp
285

Arg Glu

300

val Leu

Ser Asn
Lys Gly

Asp Glu
365

Phe Tyr

380

Glu Asn

Phe Phe
Gly Asn

Tyr Thr
445

Asp val

460

Leu Ile

Thr Tyr
Pro His
Asp Asp

525

Arg Ile
540

Lys Lys
Tyr Ile

Gly Leu
45

Tyr val

60

Thr Ser

Ala val
Asp Tyr
Ser Ser
125
Ser Lys
140
Asp Tyr
Thr Ser

Tyr Ser
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Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Pro
Ser
Gly
Pro
510
Thr

Phe

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly

Leu

Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Arg
Trp
Glu
495
Glu
Ile

Gly

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val

175
Ser

Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
Asp
Asp
480
Thr
val
Thr

Pro

Ser
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His

Ser



val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr
Lys
Cys
Leu
Ser
465
Leu
Ile
val
val

Leu
545

val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr
Leu
Ser
Ser
450
Asp
Leu
Thr
Pro
Asp

530
Arg

Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro
Thr
val
435
Leu
val
Ile
Tyr
His
515
Asp

<210> 136
<211> 537
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 136

Gln
1
Ser
Gly
Gly
Ser
65
Lys
Arg
Thr

Pro

val
Leu
val
val
50

Arg
Met
Ala

Leu

Leu
130

Gln
Ser
His
35

Ile
Leu
Asn
Leu
val

115
Ala

180
val

His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro
val
420
Met
Ser
Pro
Ser
Gly
500
Pro
Thr

Phe

Leu
Ile
20

Trp
Trp
Ser
Ser
Thr
100
Thr

Pro

Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val
405
Asp
His
Pro
Arg
Trp
485
Glu
Glu
Ile

Gly

Leu
85

Tyr
val

Ser

Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu
Lys
Glu
Gly
Asp
470
Asp
Thr
val
Thr

Pro
550

Gln
Cys
Arg
Gly
Asn
70

Gln
Tyr
Ser

Ser

Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp
Ser
Ala
Lys
455
Leu
Thr
Gly
Thr
val

535
Ile

Ser
Thr
Gln
Gly
55

Lys
Ser
Asp
Ala

Lys
135

Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser
Arg
Leu
440
Thr
Glu
His
Gly
Ala
520
Tyr

Ser

Gly
val
Ser
40

Asn
Asp
Asn
Tyr
Ala

120
Ser

185
Leu

Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp
Trp
425
His
val
val
Asn
Asn
505
Thr

Ala

Pro
Ser
25

Pro
Thr
Asn
Asp
Glu
105
Ser

Thr

Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly
410
Gln
Asn
Ala
val
Ala
490
Ser
Ile
val

Asn

Gly
10

Gly
Gly
Asp
Ser
Thr
90

Phe
Thr

Ser
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Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser
Gln
His
Ala
Ala
475
Tyr
Pro
Ser
Thr

His
555

Leu
Phe
Lys
Tyr
Lys
75

Ala
Ala
Lys
Gly

Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe
Gly
Tyr
Pro
460
Ala
Asn
val
Gly
Asn

540
Arg

val
Ser
Gly
Asn
60

Ser
Ile
Tyr
Gly

Gly
140

Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe
Asn
Thr
445
Ser
Thr
Gly
Arg
Leu
525
His

Thr

Gln
Leu
Leu
45

Thr
Gln
Tyr
Trp
Pro

125
Thr
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Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln
350
Leu
Pro
Asn
Leu
val
430
Gln
Gly
Pro
Tyr
Glu
510
Lys

His

Pro
Thr
Glu
Pro
val
Tyr
11

Ser

Ala

Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr
415
Phe
Lys
Ser
Thr
Tyr
495
Phe
Pro

Met

Ser
15

Asn
Trp
Phe
Phe
Cys
95

Gln
val

Ala

Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser
Ser
Ser
val
Ser
480
Arg
Thr
Gly

Pro

Gln
Tyr
Leu
Thr
Phe
80

Ala
Gly
Phe

Leu



Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr

Leu

Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu

Arg
450

p Arg

Thr
Pro
Thr

Pro
530

Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Ser
His
Gly
Thr
val

515
Ile

<210> 137
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 137

Asp
1
Glu
Ile
Lys
Ser
65
Glu
Thr

Pro

Ile
Arg
His
Tyr
50

Gly
Asp
Phe

Ser

Leu
val
Trp
35

Ala
Ser
Ile
Gly

val

val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Glu
Pro
Gly
Ala
500
Tyr

Ser

Leu
Ser
20

Tyr
Ser
Gly
Ala
Ala

100
Phe

Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser

405
Gln

val
His
Asn
485
Thr

Ala

Thr
Phe
Gln
Glu
Thr
Asp
Gly

Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
val
Phe
470
Ser
Ile
val

Asn

Gln
Ser
Gln
Ser
Asp
70

Tyr
Thr

Phe

Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Ala
455
Pro
Pro
Ser
Thr

Tyr
535

Ser
Cys
Arg
Ile
Phe
Tyr
Lys

Pro

Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Ala
Thr
val
Gly
Asp

520
Arg

Pro
Arg
Thr
40

Ser
Thr
Cys
Leu

Pro

Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Thr
Arg
Gln
Leu
505
Gly

Thr

val
Ala
25

Asn
Gly
Leu
Gln
Glu

105
Ser

Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Pro
Tyr
Glu
490
Lys

Arg

Ile
10

Ser
Gly
Ile
Ser
Gln
90

Leu

Asp
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Pro
155
Thr
val
Asnh
Pro
Glu
235
Asp
Asp
Gly
Asnh
Trp
315
Pro
Glu

Asn

Thr
395
Lys
Cys
Leu
Thr
Tyr
475
Phe
Pro

Asn

Leu
Gln
Ser
Pro
Ile
75

Asn
Lys
Glu

val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Ser
460
Arg
Thr
Gly

Gly

Ser
Ser
Pro
Ser
60

Asnh
Asnh
Arg

Gln

Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Leu
Ile
val
val

Arg
525

val
Ile
Arg
45

Arg
Ser
Asn
Thr

Leu
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val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Leu
Thr
Pro
Asp

510
Leu

Ser
Gly
30

Leu
Phe
val
Trp
val

110
Lys

Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Ile
Tyr
Leu
495
Tyr

Leu

Pro
Thr
Leu
Ser
Glu
Pro
95

Ala

Ser

Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
Ser
Gly
480
Gln
Thr

Ser

Gly

Asn

Gly
Ser
80

Thr
Ala

Gly



Thr
Lys
145
Glu

Ser

Ala

Phe

Ala
130
val
Ser
Thr
Cys

Asn
210

115
Ser

Gln
val
Leu
Glu

195
Arg

<210> 138
<211> 302
<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 138

Asp
1

Glu
Ile
Lys
Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Ser
225
Arg
Thr
Gly

Gly

Ile
Arg
His
Tyr
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys
Asn
210
Leu
Ile
val
val

Arg
290

Leu
val
Trp
35

Ala
Ser
Ile
Gly
val
115
Ser
Gln
val
Leu
Glu
195
Arg
Leu
Thr
Pro
Asp

275
Leu

<210> 139
<211> 449
<212> PRT

<213> Artificial Sequence

<220>
<223> Humanised

<400> 139

1

val
Trp
Thr
Thr
180
val

Gly

Leu
Ser
20

Tyr
Ser
Gly
Ala
Ala
100
Phe
val
Trp
Thr
Thr
180
val
Gly
Ile
Tyr
Leu
260
Tyr

Leu

Cys
val
150
Gln
Ser
His

Cys

Gln
Ser
Gln
Ser
Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser
His
Cys
Trp
230
Glu
Pro
Ile

Ile

120
Leu

Asn
Ser
Ala

Gly
200

Pro
Arg
Thr
40

Ser
Thr
Cys
Leu
Pro
120
Leu
Asn
Ser
Ala
Gly

200
Ser

Gly
Thr
val

280
Ile

Ash
Leu
Asp
170
Tyr

Ser

Ile
10

Ser
Gly
Ile
Ser
Gln
90

Leu
Asp
Asn
Leu
Asp
170
Tyr
Ser
val
His
Asn
250
Thr
Ala

Ile
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Phe
Gln
155
Ser
Glu

Ser

Leu
Gln
Ser
Pro
Ile
75

Asn
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
val
Phe
235
Ser
Ile
val

Asn

125
Pro

Gly
Tyr
His

val
205

val
Ile
Arg
45
Arg
Ser
Asn
Thr
Leu
125
Pro
Gly
Tyr
His
val
205
Ala
Thr
val
Gly
Asp
5

28
Arg

Arg
Asn
Ser
Lys

190
Thr

Ser
Gly
30

Leu
Phe
val
Trp
val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Thr
Arg
Gln
Leu
270
Gly

Thr

Glu
Ser
Leu
175
val

Lys

Pro
15

Thr
Leu
Ser
Glu
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val
Lys
Pro
Tyr
Glu
255
Lys

Arg

15

Ala
Gln
160
Ser
Tyr

Ser

Gly

Asn

Gly
Ser
80

Thr
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Thr
Tyr
240
Phe
Pro

Asn

Gln val Gln Leu Lys GIn Ser Gly Pro Gly Leu val GIn Pro Ser Gln
5 10

Ser Leu Ser Ile Thr Cys Thr val Ser Gly Phe Ser Leu Thr Asn Tyr
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Gly
Gly
Ser
65

Lys
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala

Lys

val
val
50

Arg
Met
Ala
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg

Leu

His
Ile
Leu
Asn
Leu
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp

His
435

<210> 140
<211> 539
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 140

Gln
1
Thr
Asp
Trp

Leu
65

val
Leu
Tyr
Ile
50

Lys

Gln

Ser

20
Trp

Trp
Ser
Ser
Thr
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln

420
Asn

Leu

Leu
20

val

Ser

Leu
85

Tyr
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln

His

Gln
5
Thr

Tyr Trp Ser
35

Gly

Ser

Tyr

Arg

Ile

val

Arg
Gly
Asn
Gln
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly

Tyr

Glu
Cys
Trp
Tyr

Thr
70

Gln
Gly
55

Lys
Ser
Asp
Ala
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn

Thr

Ser
Thr
Ile
Tyr

55
Met

Ser
40

Asn
Asp
Asn
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val

Gln
440

Gly
val
Arg
40

Ser

Ser

25
Pro

Thr
Asn
Asp
Glu
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe

425
Lys

Pro
Ser
25

Gln
Gly

val

Gly
Asp
Ser
Thr
90

Phe
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser

Ser

Gly
10

Gly
Pro
Ser

Asp
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Lys
Tyr
Lys
75

Ala
Ala
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
Cys

Leu

Leu
Gly
Pro
Thr

Thr
75

Gly
Asn
60

Ser
Ile
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser

Ser

val
Ser
Gly
Asp

60
Ser

Leu
45

Thr
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val

Leu
445

Lys
Ile
Lys
45

Tyr

Lys
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Glu
Pro
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met

430
Ser

Pro
Ser
30

Gly
Asn

Asn

Trp
Phe
Phe
Cys
Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His

Pro

Ser
15

Ser
Leu
Pro

Gln

Leu
Thr
Phe
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr

Thr

Leu
400
Lys
Glu

Gly

Gln
Gly
Glu
Ser

Phe
80



Ser
Cys
Gln
val
Ala
145
Ser
val
Pro
Lys
Asp

225
Gly

Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Ile
465
Tyr
Leu
Tyr

Leu

Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Ser
Gly
Gln
Thr

Ser
530

Lys
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Trp
Glu
Pro
Ile

515
Ile

<210> 141
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 141
Glu Ile val Met Thr Gln Ser

1

val
val
100
Leu
Leu
Cys
Ser
Ser
180
Ser

Asn

val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Arg
Thr
Pro
500
Thr

Pro

Asn
85

Ser
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His

Ser

Gly
485
Thr
val

Ile

5

Ser
Ile
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Glu
Pro
470
Gly
Ala
Tyr

Ser

val
Phe
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
val
455
His
Asn
Thr
Ala

Ile
535

Glu Arg Ala Thr Leu Ser Cys
20

Leu Ala Trp Tyr GIn Gln Lys
35

Tyr Asp Ala Ser Asn Arg Ala

Thr
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
val
Phe
Ser
Ile
val

520
Asn

Pro
Arg
Pro

Thr

Ala
val
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ala
Pro
Pro
Ser
505
Thr

Tyr

Ala
Ala
Gly
Gly

Ala
Gly
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Ala
Thr
val
490
Gly
Asp

Arg

Thr
10

Ser
Gln

Ile
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Asp
Thr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Thr
Arg
475
Gln
Leu
Gly

Thr

Leu
Gln
Ala

Pro

Thr Ala
Phe Asp

Thr Lys
125
Ser Gly
140

Glu Pro

His Thr
Ser val

Cys Asnhn
205

Glu Pro

220

Pro Glu

Lys Asp
val Asp
Asp Gly
285
Tyr Asnh
300
Asp Trp
Leu Pro
Arg Glu
Lys Asnh
365
Asp Ile
380
Lys Thr
Ser Lys
Ser Cys
Ser Leu
445
Pro Thr
460
Tyr Tyr
Glu Phe
Lys Pro

Arg Asn
525

Ser Leu
Ser val
Pro Arg

45
Ala Arg
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val
Tyr
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Ser
Arg
Thr
Gly

510
Gly

Ser
Ser
30

Leu

Phe

Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Leu
Ile
val
495
val

Arg

Pro
15

Ser
Leu

Ser

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Leu
Thr
480
Pro
Asp

Leu

Gly
Tyr
Ile

Gly



Ser
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser

Ala

Phe

50
Gly

Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn
210

Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu

195
Arg

<210> 142
<211> 302
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 142

Glu
1

Glu
Leu
Tyr
Ser
65

Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala
Phe
Ser
225
Arg
Thr
Gly

Gly

Ile
Arg
Ala
Asp
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys
Asn
210
Leu
Ile
val
val

Arg
290

val
Ala
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu
195
Arg
Leu
Thr
Pro
Asp

275
Leu

<210> 143
<211> 451
<212> PRT
<213> Artificial Sequence

Gly
Ala
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Tyr
Leu
260
Tyr

Leu

Thr
val
85

Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Thr
Leu
Gln
Asn
Thr
val
Gly
Ile
val
Lys
Glu
165
Leu
Thr
Glu
Ser
343
Gln
Thr

Ser

Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser
His

Cys

Gln
Ser
Gln
Arg
Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser
His
Cys
Trp
230
Glu
Pro
Ile

Ile

55
Phe

Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

Ser
Cys
Lys
Ala
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

Gly
215
Arg
Thr
Pro
Thr

Pro
295

Thr
Cys
Ala
Pro
120
Leu
Asn
Ser

Ala

Gly
200

Pro
Arg
Pro
40

Thr
Thr
Cys
Ala
Pro
120
Leu
Asn
Ser
Ala
Gly

200
Ser

Gly
Thr
val

280
Ile

Leu
His
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

Ala
Ala
25

Gly
Gly
Leu
His
Glu
105
Ser
Asn
Ala
Lys
Asp
185
Leu
Glu
Pro
Gly
Ala
265
Tyr

Ser

Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr

Ser

Thr
10

Ser
Gln
Ile
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr
Ser

val

Asn
250
Thr
Ala

Ile
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Ile
75

Tyr
Lys
Glu
Phe
Gln
155
Ser
Glu

Ser

Leu
Gln
Ala
Pro
Ile
75

Tyr
Lys
Glu
Phe
Gln
155
Ser
Glu
Ser
val
Phe
235
Ser
Ile
val

Asn

60
Ser Ser

Gly Ser
Arg Thr

Gln Leu
125

Tyr Pro

140

Ser Gly

Thr Tyr
Lys His

Pro val
205

Ser Leu
Ser val

Pro Arg
45

Ala Arg

60

Ser Ser

Gly Ser
Arg Thr

Gln Leu
125

Tyr Pro

140

Ser Gly

Thr Tyr
Lys His

Pro val
205

Ala Ala

220

Pro Thr

Pro val
Ser Gly
Thr Asp

285

Tyr Arg
300
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Leu
Thr
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Ser
Ser
30

Leu
Phe
Leu
Thr
val
110
Lys
Arg
Asn
Ser
Lys
190
Thr
Thr
Arg
Gln
Leu
270
Gly

Thr

Glu
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

Pro
15

Ser
Leu
Ser
Glu
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val
Lys
Pro
Tyr
Glu
255
Lys

Arg

Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr

Ser

Gly
Tyr
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr
Ser
Thr
Tyr
240
Phe
Pro

Asn



<220>
<223> Humanised

<400> 143

Gln
1

Thr
Asp
Trp
Leu
65

Ser
Cys
Gln
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His

Pro

val
Leu
Tyr
Ile
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu

Gly
450

Gln
Ser
Tyr
35

Gly
Ser
Lys
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

<210> 144
<211> 539
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 144

1

Leu
Leu
20

Trp
Tyr
Arg
val
val
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu

Gln
Thr
Ser
Ile
val
Asn
85

Ser
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

5

Glu
Cys
Trp
Tyr
Thr
70

Ser
Ile
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln

Asn

Ser
Thr
Ile
Tyr
55

Met
val
Phe
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln

His

Gly
val
Arg
40

Ser
Ser
Thr
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly

Tyr
440

Pro
Ser
Gln
Gly
val
Ala
val
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn

425
Thr

Gly
Gly
Pro
Ser
Asp
Ala
90

Gly
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val

Gln

10
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Leu
Gly
Pro
Thr
Thr
75

Asp
Thr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe

Lys

val
Ser
Gly
Asp
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser

Ser

Lys
Ile
Lys
45

Tyr
Lys
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys

Leu
445
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Pro
Ser
Gly
Asn
Asn
val
Tyr
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

430
Ser

Ser
15

Ser
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val

Leu

Gln
Gly
Glu
Ser
Phe
80

Tyr
Gly
Ser
Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met

Ser

Glu val val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Arg His
15



Pro
Gly
Ala
Tyr
65

Ser
Ser
Thr
Gln
Gly
145
Lys
Ser
Asp
Ala
Lys
225
Tyr
Ser
Ser
Thr
Lys
305
Cys
Pro
Cys
Trp
Glu
385
Leu
Asn
Gly
Glu
Tyr
465
Asn
Phe
Asn

Thr

Asn
Thr
50

Ala
Ile
Gly
val
Ser
130
Asn
Asp
Asn
Tyr
Ala
210
Ser
Phe
Gly
Leu
Tyr
290
Lys
Pro
Lys
val
Tyr
370
Glu
His
Lys
Gln
Leu
450
Pro
Asn
Leu
val

Gln
530

Phe
Ser
35

Ile
val
Asn
Pro
Ser
115
Pro
Thr
Asn
Asp
Glu
195
Ser
Thr
Pro
val
Ser
275
Ile
val
Ala
Pro
val
355
val
Gln
Gln
Ala
Pro
435
Thr
Ser
Tyr
Tyr
Phe

515
Lys

<210> 145
<211> 303
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

Pro
20

Pro
Ser
Thr
Tyr
Gly
100
Gly
Gly
Asp
Ser
Thr
180
Phe
Thr
Ser
Glu
His
260
Ser
Cys
Glu
Pro
Lys
340
val
Asp
Tyr
Asp
Leu
420
Arg
Lys
Asp
Lys
Ser
500
Ser

Ser

Thr
val
Gly
Asp
Arg
85

Leu
Phe
Lys
Tyr
Lys
165
Ala
Ala
Lys
Gly
Pro
245
Thr
val
Asn
Pro
Glu
325
Asp
Asp
Gly
Asn
Trp
405
Pro
Glu
Asn
Ile
Thr
485
Lys
Cys

Leu

Arg
Gln
Leu
Gly
70

Thr
val
Ser
Gly
Asn
150
Ser
Ile
Tyr
Gly
Gly
230
val
Phe
val
val
Lys
310
Leu
Thr
val
val
Ser
390
Leu
Ala
Pro
Gln
Ala
470
Thr
Leu
Ser

Ser

Tyr
Glu
Lys
55

Arg
Gly
Gln
Leu
Leu
135
Thr
Gln
Tyr
Trp
Pro
215
Thr
Thr
Pro
Thr
Asn
295
Ser
Leu
Leu
Ser
Glu
375
Thr
Asn
Pro
Gln
val
455
val
Pro
Thr
val

Leu
535

Tyr
Phe
40

Pro
Asn
Ser
Pro
Thr
120
Glu
Pro
val
Tyr
Gly
200
Ser
Ala
val
Ala
val
280
His
Cys
Gly
Met
His
360
val
Tyr
Gly
Ile
val
440
Ser
Glu
Pro
val
Met

520
Ser

Arg
25

Thr
Gly
Gly
Thr
Ser
105
Asn
Trp
Phe
Phe
Cys
185
Gln
val
Ala
Ser
val
265
Pro
Lys
Asp
Gly
Ile
345
Glu
His
Arg
Lys
Glu
425
Tyr
Leu
Trp
val
Asp
505
His

Pro

Ile
val
val
Arg
Gly
90

Gln
Tyr
Leu
Thr
Phe
170
Ala
Gly
Phe
Leu
Trp
250
Leu
Ser
Pro
Lys
Pro
330
Ser
Asp
Asn
val
Glu
410
Lys
Thr
Thr
Glu
Leu
490
Lys
Glu

Gly
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Thr
Pro
Asp
Leu
75

Gln
Ser
Gly
Gly
Ser
155
Lys
Arg
Thr
Pro
Gly
235
Asn
Gln
Ser
Ser
Thr
315
Ser
Arg
Pro
Ala
val
395
Tyr
Thr
Leu
Cys
Ser
475
Asp
Ser
Ala

Lys

Tyr Gly

Leu Gln
45

Tyr Thr

60

Leu Ser

val Gln
Leu Ser

val His
125

val ITe

140

Arg Leu

Met Ash
Ala Leu

Leu val
205

Leu Ala

220

Cys Leu

Ser Gly
Ser Ser
Ser Leu
285
Asn Thr
300
His Thr
val Phe
Thr Pro
Glu val
365
Lys Thr
380
Ser val
Lys Cys
Ile Ser
Pro Pro
445
Leu val
460
Asn Gly
Ser Asp
Arg Trp

Leu His
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Leu
Ile
110
Trp
Trp
Ser
Ser
Thr
190
Thr
Pro
val
Ala
Gly
270
Gly
Lys
Cys
Leu
Glu
350
Lys
Lys
Leu
Lys
Lys
430
Ser
Lys
Gln
Gly
Gln

510
Asn

Thr
Pro
Thr
Pro
Lys
95

Thr
val

Ser

Leu
175
Tyr
val
Ser
Lys
Leu
255
Leu
Thr
val
Pro
Phe
335
val
Phe
Pro
Thr
val
415
Ala
Arg
Gly
Pro
Ser
495
Gln

His

Gly
Thr
val
Ile
Gln
Cys
Arg
Gly
Asn
160
Gln
Tyr
Ser
Ser
Asp
240
Thr
Tyr
Gln
Asp
Pro
320
Pro
Thr
Asn
Arg
val
400
Ser
Lys
Asp
Phe
Glu
480
Phe
Gly

Tyr



<400> 145

Glu
1

Pro
Gly
Ala
Tyr
65

Ser
Pro
Arg
Thr
Ser
145
Thr
Cys
Leu
Pro
Leu
225
Asn
Ser
Ala

Gly

val
His
Asn
Thr
50

Ala
Ile
val
Ala
Asn
130
Gly
Leu
Gln
Glu
Ser
210
Asn
Ala
Lys
Asp

Leu
290

val
Phe
Ser
35

Ile
val
Asn
Ile
Ser
115
Gly
Ile
Ser
Gln
Leu
195
Asp
Asn
Leu
Asp
Tyr

275
Ser

<210> 146
<211> 547
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 146

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser
val

Pro

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu

Ser

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln

Ser
195

Ala
Pro
20

Pro
Ser
Thr
Tyr
Leu
100
Gln
Ser
Pro
Ile
Asn
180
Lys
Glu
Phe
Gln
Ser
260
Glu

Ser

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser

180
Ser

Ala
Thr
val
Gly
Asp
Arg
85

Ser
Ser
Pro
Ser
Asn
165
Asn
Arg
Gln
Tyr
Ser
245
Thr
Lys

Pro

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala

Leu

Gly
165
Ser

Leu

Thr
Arg
Gln
Leu
Gly
70

Thr
val
Ile
Arg
Arg
150
Ser
Asn
Thr
Leu
Pro
230
Gly
Tyr
His

val

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly

Gly

Pro
Tyr
Glu
Lys
55

Arg
Ser
Ser
Gly
Leu
135
Phe
val
Trp
val
Lys
215
Arg
Asn
Ser
Lys

Thr
295

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu

Thr

Thr
Tyr
Phe
40

Pro
Asn
Thr
Pro
Thr
120
Leu
Ser
Glu
Pro
Ala
200
Ser
Glu
Ser
Leu
val

280
Lys

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr

Gln
200

Ser
Arg
25

Thr
Gly
Gly
Gly
Gly

105
Asn

Gly
Ser
Thr
185
Ala
Gly
Ala
Gln
Ser
265
Tyr

Ser

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser

185
Thr

Leu
Ile
val
val
Arg
Asp
Glu
Ile
Lys
Ser
Glu
170
Thr
Pro
Thr
Lys
Glu
250
Ser

Ala

Phe

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu

Tyr
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Leu
Thr
Pro
Asp
Leu
75

Ile
Arg
His
Tyr
Gly
155
Asp
Phe
Ser
Ala
val
235
Ser
Thr
Cys

Asn

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser

Ile

Ile
Tyr
Leu
Tyr
60

Leu
Leu
val
Trp
Ala
140
Ser
Ile
Gly
val
Ser
220
Gln
val
Leu
Glu

Arg
300

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser

Cys

Ser
Gly
Gln
45

Thr
Ser
Leu
Ser
Tyr
125
Ser
Gly
Ala
Ala
Phe
205
val
Trp
Thr
Thr
val

285
Gly

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val

Asn
205
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Trp
Glu
30

Pro
Ile
Ile
Thr
Phe
110
Gln
Glu
Thr
Asp
Gly
190
Ile
val
Lys
Glu
Leu
270
Thr

Glu

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val

190
val

Arg
Thr
Pro
Thr
Pro
Gln
95

Ser
Gln
Ser
Asp
Tyr
175
Thr
Phe
Cys
val
Gln
255
Ser
His

Cys

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr

Asn

His
Gly
Thr
val
Ile
80

Ser
Cys
Arg
Ile
Phe
160
Tyr
Lys
Pro
Leu
Asp
240
Asp
Lys
Gln

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val

His



Lys
Asp
225
Gly
Ile
Glu
His
Ar

305
Lys
Glu
Tyr

Leu

Trp
385
val
Asp
His
Pro
Ala
465
Tyr
Pro
Ser
Thr

His
545

Pro
210
Lys
Pro
Ser
Asp

Asn
290

g val

Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Ala
Asn
val
Gly
Asn

530
Arg

Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Thr
Gly
Arg
Leu
515
His

Thr

<210> 147
<211> 553
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 147

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala

145
Ser

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu

Trp

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly

Asn

Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Gly
Pro
Tyr
Glu
500
Lys

His

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys

Ser

Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
Ser
Thr
Tyr
485
Phe
Pro

Met

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu

Gly

Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
val
Ser
470
Arg
Thr
Gly

Pro

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val

150
Ala

val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ser
455
Leu
Ile
val
val

Leu
535

Ser
Thr
Ile
Trp
Ile
Met
val
val
Ser
135
Lys

Leu

Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Asp
Leu
Thr
Pro
Asp

520
Arg

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp

Thr

Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asnh
Gly
345
Glu
Tyr
Asnh
Phe
Asnh
425
Thr
val
Ile
Tyr
His
505
Asp

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr

Ser

Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Pro
Ser
Gly
490
Pro
Thr

Phe

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe

Gly
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val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Arg
Trp
475
Glu
Glu
Ile

Gly

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro

155
val

Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Asp
460
Asp
Thr
val
Thr

Pro
540

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu

His

Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Leu
Thr
Gly
Thr
val

525
Ile

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro

Thr
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Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Glu
His
Gly
Ala
510
Tyr

Ser

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val

Phe

Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
val
Asn
Asn
495
Thr
Ala

Ile

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr

Pro

Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
val
Ala
480
Ser
Ile
val

Asn

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val

160
Ala



val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Arg
465
Trp
Glu
Glu
Ile

Gly
545

<210>
<211>
<212>
<213>

<400>

Gly
1
Ser
Asp
Ser
Lys
65
Leu
Ala

Leu

Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Asp
Asp
Thr
val
Thr

530
Pro

val
Leu
Met
Ser
50

Gly
Gln
Thr

val

Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Leu
Thr
Gly
Thr

515
val

148
118
PRT
Homo Sapiens

148

Gln
Arg
Gly
35

Ile
Arg
Met
Ala

Thr
115

<210> 149

Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Thr
Glu
His
Gly
500
Ala
Tyr

Ser

Leu
Leu
20

Trp
Asp
Phe
Asnh
Glu

100
val

165
Ser

Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
val
val
Asn
485
Asn
Thr
Ala

Ile

Leu
5
Ser
val
Trp
Thr
Ser
85
Asp

Ser

Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
val
470
Ala
Ser
Ile
val

Asn
550

Glu
Cys
Arg
His
Ile
70

Leu
Glu

Ser

Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ala
455
Ala
Tyr
Pro
Ser
Thr

535
His

Ser
Ala
Gln
Gly
55

Ser
Arg

Pro

Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Pro
Ala
Asn
val
Gly
520
Asn

Arg

Gly
Ala
Ala
40

Lys
Arg
Ala

Gly

Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Thr
Gly
Arg
505
Leu
His

Thr

Gly
Ser

25
Pro

Asp
Glu

Tyr
105

170
Leu

Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Pro
Tyr
490
Glu
Lys

His

Gly
10

Gly
Gly
Thr
Asn
Asp

90
Asp

PB62748

Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Ser
Thr
475
Tyr
Phe
Pro

Met

Leu
Phe
Lys
Tyr
Ser
75

Thr

Tyr

Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
val
460
Ser
Arg
Thr
Gly

Pro
540

val
val
Gly
Tyr
60

Lys
Ala

Trp

val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Ser
Leu
Ile
val
val

525
Leu

Gln
Phe
Leu
Ala
Asn
val

Gly

Page 115

val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Asp
Leu
Thr
Pro
510
Asp

Arg

Pro
Pro
Glu
Asp
Thr
Tyr

Gln
110

175
Thr

Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
val
Ile
Tyr
495
His
Asp

Ile

Gly
15

Trp
Trp
Ser
Leu
Tyr

Gly

val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
Pro
Ser
480
Gly
Pro
Thr

Phe

Gly
Tyr
val
val
Tyr
80

Cys

Thr



<211> 569
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 149

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Pro
465
Pro
Glu
Asp

Thr

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly
Trp
Trp
Ser

Leu
530

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gly
Tyr
val
val

515
Tyr

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu
Gly
Ser
Asp
Ser
500
Lys

Leu

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly

165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
val
Leu
Met
485
Ser

Gly
Gln

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gln
Arg

470
Gly

Arg

Met

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val

Ala

Arg As

Gly
375
Pro
Ser
Gln
His
Leu
455
Leu
Trp
Asp
Phe

Asn
535

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
360
Phe
Glu
Phe
Gly
Tyr
440
Leu
Ser
val
Trp
Thr

520
Ser

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn

Gly
345

p Glu

Tyr
Asn
Phe
Asn
425
Thr
Glu
Cys
Arg
His
505
Ile

Leu

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly

170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Ser
Ala
Gln
490
Gly
Ser

Arg

PB62748

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Gly
Ala
475
Ala
Lys
Arg

Ala

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gly

460
Ser
Pro
Ile
Asp

Glu
540

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Gly
Gly
Thr
Asn

525
Asp
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Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Phe
Lys
Tyr
510
Ser

Thr

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
val
val
Gly
495
Tyr
Lys

Ala

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly

320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Gln
Phe
480
Leu
Ala
Asn

val



Gln Gly Thr Leu val Thr val Ser Ser

<210> 150
<211> 575
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 150

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Gly

465
Ala

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly

Ser

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gly

Gly

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Thr
Leu

Phe

565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
val
val

val

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Gln

470
Phe

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ala
455
Pro

Pro

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Pro
Gly

Trp

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Gly

Tyr

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Ser

Asp

PB62748
Tyr Tyr Cys Ala Thr Ala Glu Asp Glu Pro Gly Tyr Asp Tyr Trp Gly
545 50 555 560

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
val
Leu

475
Met

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gln
460
Arg

Gly

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Leu
Leu

Trp
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Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Ser

val

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Glu
Cys

Arg

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met
Ser
Ser
Ala

480
Gln



Ala
Lys
Arg
Ala

545
Gly

Pro
Ile
Asp
530
Glu

Tyr

Gly
Thr
515
Asn
Asp

Asp

<210> 151
<211> 579
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 151

Gln
1

Ser
Tyr
Gly
Gln
65

Met
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro
Glu
Asn
Ile
385
Thr

Lys

val
val
Met
Thr
50

Gly
Glu
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala
Pro
Gln
370
Ala
Thr

Leu

Gln
Lys
His
35

Ile
Arg
Leu
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro
Gln
355
val
val
Pro

Thr

Lys
500
Tyr
Ser
Thr

Tyr

Leu
val
20

Trp
Asp
val
Arg
Ile
100
Gly
Ser
Ala
val
Ala

180
val

Cys
Gly
Met
260
His
val
Tyr
Gly
Ile
340
val
Ser
Glu
Pro

val
420

485
Gly

Tyr
Lys
Ala

Trp
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu
Tyr
Leu
Trp
val

405
Asp

Leu
Ala
Asn
val

550
Gly

Gln
Cys
Arg
Ala
Met
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys
Thr
Thr
Glu
390
Leu

Lys

Glu
Asp
Thr
535
Tyr

Gln

Ser
Lys
Gln
Asn
55

Thr
Arg
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr
Leu
Cys
375
Ser
Asp

Ser

Trp
Ser
520
Leu
Tyr

Gly

Gly
Ala
Ala
40

Gly
Thr
Ser
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile
Pro
360
Leu
Asn
Ser

Arg

val
505
val
Tyr
Cys

Thr

Ala
Ser
25

Pro
Asn
Asp
Asp
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser
345
Pro
val
Gly
Asp

Trp
425

490
Ser

Lys
Leu
Ala

Leu
570

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys
Ser
Lys
Gln
Gly

410
Gln

PB62748

Ser
Gly
Gln
Thr

555
val

val
Phe
Gln
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala
Arg
Gly
Pro
395
Ser

Gln

Ile
Arg
Met
540
Ala

Thr

Lys
Tyr
Gly
Tyr
60

Thr
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys
Asp
Phe
380
Glu
Phe

Gly

Asp
Phe
525
Asnh
Glu

val

Lys
Ile
Leu
val
Ser
val
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly
Glu
365
Tyr
Asn
Phe

Asn
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Trp
510
Thr
Ser
Asp

Ser

Pro
Lys
Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu

Lys
Gln
350
Leu
Pro
Asn
Leu

val
430

495
His

Leu
Glu

Ser
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro
Thr
Ser
Tyr
Tyr

415
Phe

Gly
Ser
Arg

Pro
560

Ala
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg
Lys
Asp
Lys
400
Ser

Ser



Cys
Leu
val
465
Leu
Met
Trp
Gly
Gln
545
Lys

val

Ser
Ser
450
Gln
Arg

Gly

Arg
530
Met
Ser

Ser

val
435
Leu
Leu
Leu
Trp
Ile
515
Phe
Asn
Leu

Ser

<210> 152
<211> 579
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 152
Glu val Gln Leu

1
Ser

Tyr
Gly
Gln
65

Leu
Ala
Asp
Lys
Gly
145
Pro
Thr
val
Asn
Pro
225
Glu
Asp
Asp
Gly
Asn
305
Trp
Pro

Glu

Leu
Met
Thr
50

Gly
Gln
Arg
Tyr
Gly
130
Gly
val
Phe
val
val
210
Lys
Leu
Thr
val
val
290
Ser
Leu
Ala

Pro

Lys
His
35

Ile
Gln
Trp
Ser
Trp
115
Pro
Thr
Thr
Pro
Thr
195
Asn
Ser
Leu
Leu
Ser
275
Glu
Thr
Asn
Pro

Gln

Met
Ser
Leu
Ser
val
500
Ser
Thr

Ser

Gly

Ile
20

Trp
Asp
val
Ser
Ile
100
Gly
Ser
Ala
val
Ala
180
val
His
Cys
Gly
Met
260
His
val
Tyr
Gly
Ile

340
val

Pro
Glu
Cys
485
Arg

Ser

Leu

Arg
565

val
Ser
val
Pro
Thr
Ser
85

Tyr
Gln
val
Ala
Ser
165
val
Pro
Lys
Asp
Gly
245
Ile
Glu
His
Arg
Lys
325
Glu

Tyr

Glu
Gly
Ser
470
Ala
Gln
Gly
Ser
Arg

550
Phe

Gln
Cys
Arg
Ala
Ile
70

Leu
Asp
Gly
Phe
Leu
150
Trp
Leu
Ser
Pro
Lys
230
Pro
Ser
Asp
Asn
val
310
Glu
Lys

Thr

Ala
Lys
455
Gly
Ala
Ala
Thr
Ar

535
Ala

Asp

Ser
Lys
Gln
Asn
55

Ser
Lys
Asp
Thr
Pro
135
Gly
Asn
Gln
Ser
Ser
215
Thr
Ser
Arg
Pro
Ala
295
val
Tyr
Thr

Leu

Leu
440
Thr
Gly
Ser
Pro

Glu
520

g Asp

Glu

Tyr

Gly
Gly
Met
Gly
Ala
Ala
Tyr
Leu
120
Leu
Cys
Ser
Ser
Ser
200
Asn
His
val
Thr
Glu
280
Lys
Ser
Lys
Ile

Pro

His
val
Gly
Gly
Gly
505
Thr
Asn

Asp

Trp

Ala
Ser
25

Pro
Asn
Asp
Ser
His
105
val
Ala
Leu
Gly
Ser
185
Leu
Thr
Thr
Phe
Pro
265
val
Thr
val
Cys
Ser

345
Pro

Asn
Ala
Leu
Phe
490
Lys
Tyr
Ser

Thr

Gly
570

Glu
Gly
Gly
Thr
Lys
Asp
90

Tyr
Thr
Pro
val
Ala
170
Gly
Gly
Lys
Cys
Leu
250
Glu
Lys
Lys
Leu
Lys
330
Lys

Ser

PB62748
His Tyr Thr

Ala
val
475
Thr
Gly
Tyr
Lys
Ala

555
Gln

val
Phe
Lys
Lys
Ser
75

Thr
Asp
val
Ser
Lys
155
Leu
Leu
Thr
val
Pro
235
Phe
val
Phe
Pro
Thr
315
val
Ala

Arg

Pro
460
Gln
Phe
Leu
Ala
Asn
540
val

Gly

Lys
Tyr
Gly
Tyr
60

Ile
Ala
Asp
Ser
Ser
140
Asp
Thr
Tyr
Gln
Asp
220
Pro
Pro
Thr
Asn
Arg
300
val
Ser
Lys

Asp

445
Ser

Pro
Arg
Glu
Asp
525
Thr
Tyr

Thr

Lys
Ile
Leu
45

val
Ser
Met
Tyr
Ser
125
Lys
Tyr
Ser
Ser
Thr
205
Lys
Cys
Pro
Cys
Trp
285
Glu
Leu
Asn
Gly

Glu
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Gln
Gly
Gly
Asn
Trp
510
Ser
Leu
Tyr

Leu

Pro
Lys
30

Glu
Pro
Thr
Tyr
Tyr
110
Ala
Ser
Phe
Gly
Leu
190
Tyr
Lys
Pro
Lys
val
270
Tyr
Glu
His
Lys
Gln

350
Leu

Lys
Ser
Gly
Phe
495
val
val
Tyr
Cys

val
575

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Ala
Ser
Thr
Pro
val
175
Ser
Ile
val
Ala
Pro
255
val
val
Gln
Gln
Ala
335
Pro

Thr

Ser

Ser
480
Gly
Ser
Lys
Leu
Ala

560
Thr

Glu
Thr
Met
Phe
Tyr
80

Cys
Met
Thr
Ser
Glu
160
His
Ser
Cys
Glu
Pro
240
Lys
val
Asp
Tyr
Asp
320
Leu
Arg

Lys



Asn
Ile
385
Thr
Lys
Cys
Leu
val
465
Leu
Met
Trp
Gly
Gln
545
Lys

val

Gln
370
Ala
Thr
Leu
Ser
Ser
450
Gln
Arg
Gly
Ile
Arg
530
Met
Ser

Ser

355
val

val
Pro
Thr
val
435
Leu
Leu
Leu
Trp
Ile
515
Phe
Asn
Leu

Ser

<210> 153
<211> 219
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 153

Glu
1
Glu
Asn
Pro
Ala
65
Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys

Pro

Ile
Arg
Gly
Arg
50

Arg
Ser
His
Thr
Leu
130
Pro
Gly
Tyr
His

val
210

val
Ala
Asn
35

Leu
Phe
Leu
val
val
115
Lys
Arg
Asn
Ser
Lys
195
Thr

<210> 154
<211> 219
<212> PRT
<213> Artificial Sequence

<220>

Ser
Glu
Pro
val
420
Met
Ser
Leu
Ser
val
500
Ser
Thr
Ser

Gly

Leu
Thr
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val

Lys

Leu
Trp
val
405
Asp
His
Pro
Glu
Cys
485
Arg

Ser

Leu

Arg
565

Thr
Leu
Tyr
Ile
Gly
Pro
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr

Ser

Thr
Glu
390
Leu
Lys
Glu
Gly
Ser
470
Ala
Gln
Gly
Ser
Arg

550
Phe

Gln
Ser
Leu
Tyr
Ser
70

Glu
Thr
Pro
Thr
Lys
150
Glu
Ser
Ala

Phe

Cys
375
Ser
Asp
Ser
Ala
Lys
455
Gly
Ala
Ala
Thr
Arg
535
Ala

Asp

Ser
Cys
Glu
Lys
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys

Asn
215

360
Leu

Asn
Ser
Arg
Leu
440
Thr
Gly
Ser
Pro
Glu
520
Asp
Glu

Tyr

Pro
Arg
Trp
40

Ile
Ser
Phe
Gly
val
120
Ser
Gln
val
Leu
Glu

200
Arg

val
Gly
Asp
Trp
425
His
val
Gly
Gly
Gly
505
Thr
Asn
Asp

Trp

Ala
Ser
25

Tyr
Ser
Gly
Ala

Gly
105
Phe
val
Trp
Thr
Thr
185
val

Gly

Lys
Gln
Gly
410
Gln
Asn
Ala
Leu
Phe
490
Lys
Tyr
Ser
Thr

Gly
570

Thr
10

Ser
Gln
Asp
Thr
val
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr

Glu
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Gly
Pro
395
Ser
Gln
His
Ala
val
475
Thr
Gly
Tyr
Lys
Ala

555
Gln

Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His

Cys

Phe
380
Glu
Phe
Gly
Tyr
Pro
460
Gln
Phe
Leu
Ala
Asn
540
val

Gly

Ser
Asn
Lys
Phe
60

Phe
Tyr
Lys
Pro
Leu
140
Asp
Asp
Lys
Gln

365
Tyr

Asn
Phe
Asn
Thr
445
Ser
Pro
Arg
Glu
Asp
525
Thr
Tyr

Thr

Leu

Pro
45

Ser
Thr
Cys
val
Pro
125
Leu
Asn
Ser

Ala

Gly
205

Page 120

Pro
Asn
Leu
val
430
Gln
Gly
Gly
Asn
Trp
510
Ser
Leu
Tyr

Leu

Ser
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp

190
Leu

Ser
Tyr
Tyr
415
Phe
Lys
Ser
Gly
Phe
495
val
val
Tyr
Cys

val
575

Pro
15

His
Gln
Ile
Thr
Gln
95

Ile
Asp
Asn
Leu
Asp
175
Tyr

Ser

Asp
Lys
400
Ser
Ser
Ser
Glu
Ser
480
Gly
Ser
Lys
Leu
Ala

560
Thr

Gly
Ile
Ala
Pro
Ile
Gly
Lys
Glu
Phe
Gln
160
Ser

Glu

Ser



<223> Humanised

<400> 154

Glu
1
Glu
Asn
Pro
Ala
65
Ser
Ser
Arg
Gln
Tyr
145
Ser
Thr
Lys

Pro

Ile
Arg
Gly
Arg
50

Arg
Ser
His
Thr
Leu
130
Pro
Gly
Tyr
His

val
210

val
Ala
Asn
35

Leu
Phe
Leu
val
val
115
Lys
Arg
Asn
Ser
Lys

195
Thr

<210> 155
<211> 571
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 155

Gln
1

Ser
Glu
Gly
Lys
65

Met
Thr
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser

Arg

val
val
Ile
Ala
50

Gly
Glu
Arg
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val

Thr

Gln
Lys
His
35

Ile
Arg
Leu
Ile
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe

Pro

Leu
Thr
20

Thr
Leu
Ser
Glu
Pro
100
Ala
Ser
Glu
Ser
Leu
180
val

Lys

Leu
val
20

Trp
Asp
val
Arg
Leu
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu

Glu
260

Thr
Leu
Tyr
Ile
Gly
Pro
85

Trp
Ala
Gly
Ala
Gln
165
Ser
Tyr

Ser

val
Ser
val
Pro
Thr
Ser
85

Leu
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe

245
val

Gln
Ser
Leu
Tyr
Ser
Glu
Thr
Pro
Thr
Lys
150
Glu
Ser

Ala

Phe

Gln
Cys
Arg
Glu
Met
70

Leu
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro

Thr

Ser
Cys
Glu
Lys
55

Gly
Asp
Phe
Ser
Ala
135
val
Ser
Thr
Cys

Asn
215

Ser
Lys
Gln
Thr
55

Thr
Arg
Tyr
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro

Cys

Pro
Arg
Trp
Ile
Ser
Phe
Gly
val
120
Ser
Gln
val
Leu
Glu

200
Arg

Gly
Ala
Ala
40

Gly
Thr
Ser
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys

val

Ala
Ser
25

Tyr
Ser
Gly
Ala
Gly
105
Phe
val
Trp
Thr
Thr
185
val

Gly

Ala
Ser
25

Pro
Gly
Asp
Asp
Pro
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro

val
265

Thr
10

Ser
Gln
Asp
Thr
val
90

Gly
Ile
val
Lys
Glu
170
Leu
Thr

Glu

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Met
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys

250
val
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Leu
Gln
Gln
Arg
Asp
75

Tyr
Thr
Phe
Cys
val
155
Gln
Ser
His

Cys

val
Tyr
Gln
Ala
Ser
75

Thr
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp

Asp

Ser Leu
Asn Ile

Lys Pro
45

Phe Ser

60

Phe Thr

Tyr Cys
Lys val
Pro Pro
125
Leu Leu
140
Asp Asn
Asp Ser
Lys Ala

Gln Gly
205

Lys Lys
Thr Phe

Gly Leu
45

Tyr Asn

60

Thr Ser

Ala val
Tyr Trp
Gly Pro
125
Gly Thr
140
val Thr
Phe Pro
val Thr
val Asn
205
Lys Ser
220
Leu Leu
Thr Leu

val Ser

Page 121

Ser
val
Gly
Gly
Leu
Phe
Glu
110
Ser
Asn
Ala
Lys
Asp

190
Leu

Pro
Ile
30

Glu
Gln
Thr
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met

His
270

Pro
15
Hi1s

Gln

Thr
Gln
Ile
Asp
Asn
Leu
Asp
175
Tyr

Ser

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile

255
Glu

Gly

Ala
Pro
Ile
Gly
Lys
Glu
Phe
Gln

160
Ser

Ser

Ala
Tyr
Met
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser

Asp



Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Gly
465
Gly
Gly
Thr
Asn
Asp

545
Trp

Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Thr
450
Leu
Phe
Lys
Tyr
Ser
530
Thr

Gly

val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
val
val
Thr
Gly
Tyr
515
Lys
Ala

Gln

<210> 156
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 156

Glu
1
Glu
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala

Phe

Ile
Arg
His
Tyr
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn

val
Ala
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu

195
Arg

Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Ala
Gln
Phe
Leu
500
Ala
Asn
val

Gly

Leu
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Ala
Pro
Arg
485
Glu
Asp
Thr
Tyr

Thr
565

Thr
Leu
Gln
Gln
Thr
val
Gly
Ile
val
Lys
Glu
165
Leu

Thr

Glu

Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Pro
Gly
470
Asn
Trp
Ser
Leu
Tyr

550
Leu

Gln
Ser
Gln
Ser
Asp
70

Tyr
Thr
Phe
Cys
val
150
Gln
Ser
His

Cys

Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Ser
455
Gly
Phe
val
val
Tyr
535
Cys

val

Ser
Cys
Lys
Ile
Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Glu
Ser
Gly
Ser
Lys
520
Leu
Ala

Thr

Pro
Arg
Pro
40

Ser
Thr
Cys
val
Pro
120
Leu
Asn
Ser
Ala

Gly
200

val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
val
Leu
Met
Trp
505
Gly
Gln
Lys

val

Ala
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Gln
Arg
Gly
490
Ile
Arg
Met
Ser

Ser
570

Thr
10

Ser
Gln
Ile
Thr
Asn
90

Ile
Asp
Asn
Leu
Asp
170
Tyr

Ser
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Gly
Asn

Trp
315
Pro
Glu
Asnh
Ile
Thr
395
Lys
Cys
Leu
Leu
Leu

475
Trp

Phe
Asn
Leu

555
Ser

Leu
Gln
Ala
Pro
Ile
75

Gly
Lys
Glu
Phe
Gln
155
Ser
Glu

Ser

val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Leu
460
Ser
val
Ser
Thr
Ser

540
Gly

Ser
Asn
Pro
Ala
60

Ser
His
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Glu
Cys
Arg
Ser
Ile
525
Leu

Arg

Leu
Ile
Arg
45

Arg
Ser
Ser
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Page 122

val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Ser
Ala
Gln
Gly
510
Ser
Arg

Phe

Ser
Ser
30

Leu
Phe
Leu
Phe
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Gly
Ala
Ala
495
Thr
Arg
Ala

Asp

Pro
15

Asp
Leu
Ser
Glu
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
Gly
Ser
480
Pro
Glu

Asp

Tyr
560

Gly
Tyr
Ile
Gly
Pro
80

Leu
Ala
Gly
Ala
Gln
160
Ser
Tyr

Ser



210

<210> 157
<211> 575
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 157

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Gly
465
Ala

Ala

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly
Ser

Pro

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gly
Gly

Gly

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Thr
Leu
Phe

Lys
500

Arg
5
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

val
val
val

485
Gly

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Gln
470
Phe

Leu

Ser

Thr

Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser

Gln

Ala
455
Pro
Pro

Glu

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Pro
Gly
Trp

Trp

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Gly
Tyr

val
505

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
Ser
Asp

490
Ser
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Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
val
Leu
475
Met

Ser

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gln
460
Arg
Gly

Ile

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Leu
Leu
Trp

Asp

Page 123

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Leu
Ser
val

Trp
510

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Glu
Cys
Ar

495
Lys

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Ser

Ala
480

g Gln

Gly



Gly Lys Thr Tyr Tyr Ala Asp
515

Arg Asp Ash Ser Lys Ash Thr

530

535

Ala Glu Asp Thr Ala val Tyr

545

550

Gly Tyr Asp Tyr Trp Gly Gln
565

<210> 158
<211> 569
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 158

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His

Pro

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu

Gly

Thr Leu

Thr Leu
20

Gly val

35

Ala His

Ser Arg
Thr Met

Arg Arg
100

Thr Leu

115

Pro Leu

Gly Cys
Asn Ser

Gln Ser
180

Ser Ser

195

Ser Asn

Thr His
Ser val

Arg Thr
260

Pro Glu

275

Ala Lys

val Ser
Tyr Lys

Thr Ile
340

Leu Pro

355

Cys Leu

Ser Asn
Asp Ser

Ser Arg
420

Ala Leu

435

Lys Gly

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His

val

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn

Gln

Ser
Thr
Ile
Trp
Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His

Leu

Ser
520
Leu
Tyr

Gly

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr

440
Leu

val
Tyr
Cys

Thr

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr

Glu

Lys
Leu
Ala

Leu
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln

Ser

PB62748

Gly
Gln
Thr

555
val

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys

Gly

Arg
Met
540
Ala

Thr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser

Gly

Phe
525
Asnh
Glu

val

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu

445
Gly

Page 124

Thr
Ser
Asp

Ser

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser

Leu

Ile
Leu
Glu

Ser
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu

val

Ser
Arg

Pro
560

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser

Gln



Pro
465
Pro
Glu
Asp
Thr
Tyr

545
Gln

450
Gly

Trp
Trp
Ser
Leu
530
Tyr

Gly

Gly
Tyr
val
val
515
Tyr
Cys

Thr

<210> 159
<211> 575
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 159

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu

Trp
385

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr

370
Glu

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys

Ser

Ser
Asp
Ser
500
Lys
Leu
Ala

Leu

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu

Asn

Leu
Met
485
Ser
Gly
Gln
Thr

val
565

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val

Gly

Arg
470
Gly

Arg
Met
Ala

550
Thr

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys

Gln
390

455
Leu

Trp
Asp
Phe
Asnh
535
Glu

val

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly

375
Pro

Ser
val
Trp
Thr
520
Ser
Asp

Ser

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe

Glu

Cys
Arg
Lys
505
Ile
Leu
Glu

Ser

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr

Asn

Ala
Gln
490
Gly
Ser
Arg

Pro

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro

Asn

PB62748

Ala
475
Ala
Gly
Arg
Ala

Gly
555

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser

Tyr
395

460
Ser

Pro
Lys
Asp
Glu

540
Tyr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp

380
Lys

Gly
Gly
Thr
Asn
525
Asp

Asp

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile

Thr

Page 125

Phe
Lys
Tyr
510
Ser
Thr

Tyr

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala

Thr

val
Gly
495
Tyr
Lys
Ala

Trp

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val

Pro

Phe
480
Leu

Asn
val

Gly
560

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu

Pro
400



val
Asp
His
Pro
260
Ala
Ala
Glu
Arg
Ala

545
Gly

Leu
Lys
Glu
Gly
450
Gly
Ser
Pro
val
Asp
530
Glu

Tyr

Asp
Ser
Ala
435
Lys
Gly
Gly
Gly
Thr
515
Asn
Asp

Asp

<210> 160
<211> 569
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 160

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys

Glu

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu

Lys

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr

Thr

Ser
Arg
420
Leu
Thr
Leu
Phe
Lys
500
Tyr
Ser
Thr

Tyr

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys

Ile

Asp
405
Trp
His
val
val
val
485
Gly
Tyr
Lys
Ala

Trp
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys

325
Ser

Gly
Gln
Asn
Ala
Gln
470
Phe
Leu
Ala
Asn
val

550
Gly

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys

Lys

Ser
Gln
His
Ala
455
Pro
Ala
Glu
Asp
Thr
535
Tyr

Gln

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val

Ala

Phe
Gly
Tyr
440
Pro
Gly
Trp
Trp
Ser
520
Leu
Tyr

Gly

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser

Lys

Phe
Asn
425
Thr
Ser
Gly
Tyr
val
505
val
Tyr
Cys

Thr

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu

Asn

Gly

Leu
410
val
Gln
Gly
Ser
Asp
490
Ser
Lys
Leu
Ala

Leu
570

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys

330
Gln

PB62748

Tyr
Phe
Lys
val
Leu
475
Met
Ser
Gly
Gln
Thr

555
val

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala

Pro

Ser
Ser
Ser
Gln
460
Arg
Gly
Ile
Arg
Met
540
Ala

Thr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu

Arg

Lys
Cys
Leu
445
Leu
Leu
Trp
Asp
Phe
525
Asnh
Glu

val

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro

Glu
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Leu
Ser
430
Ser
Leu
Ser
val
Trp
510
Thr
Ser
Asp

Ser

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu

Ala

Pro

Thr
415
val
Leu
Glu
Cys
Arg
495
His
Ile
Leu
Glu

Ser
575

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro

335
Gln

val
Met
Ser
Ser
Ala
480
Gln
Gly
Ser
Arg

Pro
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly

240
Met

val
Tyr
Gly
320
Ile

val



Tyr
Leu
Trp
385
val

Asp

Pro
Pro
465
Ala
Glu
Asp
Thr
Tyr

545
Gln

Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Gly
Trp
Trp
Ser
Leu
530
Tyr

Gly

Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Gly
Tyr
val
val
515
Tyr
Cys

Thr

<210> 161
<211> 449
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 1601

Gln
1

Ser
Glu
Gly
Lys
65

Met
Thr
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg

Pro

val
val
Ile
Ala
50

Gly
Glu
Arg
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr

Glu

Gln
Lys
His
35

Ile
Arg
Leu
Ile
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro

val
275

340
Pro

Leu
Asn
Ser
Arg
420
Leu
Gly
Ser
Asp
Ser
500
Lys
Leu
Ala

Leu

Leu
val
20

Trp
Asp
val
Arg
Leu
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu

260
Lys

Pro
val
Gly
Asp

405
Trp

val
Leu
Met
485
Ser
Gly
Gln
Thr

val
565

val
Ser
val
Pro
Thr
Ser
85

Leu
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val

Phe

Ser
Lys
Gln
390
Gly
Gln
Asn
Gln
Arg
470
Gly
Ile
Arg
Met
Ala

550
Thr

Gln
Cys
Arg
Glu
Met
70

Leu
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr

Asn

Arg
Gly
375
Pro
Ser

Gln

Leu
455
Leu
Trp
Asp
Phe
Asnh
535
Glu

val

Ser
Lys
Gln
Thr
55

Thr
Arg
Tyr
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys

Trp

Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Leu
Ser
val
Trp
Thr
520
Ser
Asp

Ser

Gly
Ala
Ala
40

Gly
Thr
Ser
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val

Tyr
280

345
Glu

Tyr
Asn
Phe
Asn
425
Thr
Glu
Cys
Arg
His
505
Ile

Leu

Ser

Ala
Ser
25

Pro
Gly
Asp
Asp
Pro
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val

265
val

Leu
Pro
Asn
Leu
410
val
Gln
Ser
Ala
Gln
490
Gly
Ser
Arg

Pro

Glu
10

Gly
Gly
Thr
Thr
Asp
90

Met
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val

Asp

PB62748

Thr
Ser
Tyr
395
Tyr
Phe
Lys
Gly
Ala
475
Ala
Glu
Arg
Ala

Gly
555

val
Tyr
Gln
Ala
Ser
75

Thr
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp

Gly

Lys
Asp
380
Lys
Ser
Ser
Ser
Gly
460
Ser
Pro
val
Asp
Glu

540
Tyr

Lys
Thr
Gly
Tyr
60

Thr
Ala
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val

val

Asn
365
Ile
Thr
Lys
Cys
Leu
445
Gly
Gly
Gly
Thr
Asn
525
Asp

Asp

Lys
Phe
Leu
45

Asn
Ser
val
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser

Glu
285
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350
Gln

Ala
Thr
Leu
Ser
430
Ser
Leu
Phe
Lys
Tyr
510
Ser
Thr

Tyr

Pro
Ile
Glu
Gln
Thr
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val

val
val
Pro
Thr
415
val
Leu
val
val
Gly
495
Tyr
Lys
Ala

Trp

Gly
15

Asp
Trp
Lys
Ala
Tyr
95

Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu

His

Ser
Glu
Pro
400
val
Met
Ser
Gln
Phe
480
Leu
Ala
Asn
val

Gly
560

Ala
Tyr
Met
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser

Asp

Asn



Ala Lys Thr

290
val Ser val
305
Tyr

Lys Cys

Thr Ile Ser
Pro
355

val

Leu Pro

Leu
370
Asn

Cys
Ser Gly
385
Asp

Ser Asp

Ser Arg Trp
His
435

Ala Leu

Lys

<210> 162
<211> 1707
<212> DNA

Lys Pro

Leu Thr

Arg

val

Glu Glu
295

Leu His

310

val
325
Ala

Lys

Lys
340
Ser Arg

Lys Gly

Gln Pro

Ser
Lys
Asp
Phe

Glu

Asn Lys

Gly Gln

Glu Leu
360
Tyr Pro
375

Asn Asn

390

Ser
405
Gln

Gly

Gln
420
Asn

Phe
Gly

Tyr

Phe Leu

Asn val

Gln
440

Thr

<213> Artificial Sequence

<220>
<223> Human

<400> 162

gaggtgcagc
tcctgtgcag
ccagggaagg
gcagactccg
ctgcaaatga
cggaagtttg
ggccccageg
ctgcgtctct
cgccaggctc
acatactacg
acgctgtatc
aaaagttatg
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga

<210> 163
<211> 569
<212> PRT

ised

tgttggagtc
cctccggatt
gtctagagtg
tgaagggccg
acagcctgcg
actactgggg
aggtgcagct
cctgtgcagc
cagggaaggg
cagactccgt
tgcaaatgaa
gtgcttttga
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

tgggggaggc
cacctttggg

ggtctcagag
gttcaccatc
tgccgaggac
tcagggaacc
gttggagtct
ctccggattc
tctagagtgg
gaagggccgg
cagcctgegt
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaag

<213> Artificial Sequence

<220>
<223> Human

<400> 163

ised

PB62748

Gln Tyr Asn

Gln Asp Trp

315
Pro

Ala Leu

330
Pro Arg Glu
345
Thr

Lys Ash

Ser Asp Ile
Thr
395

Lys

Tyr Lys

Ser
410
Ser

Tyr

Phe
425
Lys

Cys

Ser Leu

ttggtacagc
gcttatccga
atttcgcctt
tcccgcgaca
accgcggtat
ctggtcaccg
gggggaggct
acctttagca
gtctcagcta
ttcaccatct
gccgaggaca
cagggaaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

Ser Thr
300
Leu Ash

Tyr
Gly

Ala Pro Ile
val
350

Ser

Pro Gln

val
365
val

Gln
Ala Glu
380
Thr

Pro Pro

Leu Thr val

val Met
430

Ser

Ser

Leu
445

Ser

ctggggggtc
tgatgtgggt
cgggttctta
attccaagaa
attactgtgc
tctcgagegce
tggtacagcc
gctatgccat
ttagtggtag
cccgcgacaa
ccgcggtata
tggtcaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgcet
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

Arg val

Glu
320
Lys

Lys

Glu
335
Tyr Thr

Leu Thr

Trp Glu

val Leu
400
Asp Lys
415
His Glu

Pro Gly

cctgcgtctc
ccgccaggcet
tacatactac
cacgctgtat
gaaagatcct
tagcaccaag

tggggggtcc
gagctgggtc
tggtggtagc
ttccaagaac
ttactgtgcg
ctcgagcgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag

Glu val Gln Leu Leu Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Ala Tyr
20 30

25
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1707



Pro
Ser
Lys
65

Leu
Ala
Thr
Glu
Cys
145
Arg
Ser
Ile
Leu
Ala
225
Ser
Thr
Pro
val
Ser
305
Ile
val
Ala
Pro
val
385
val
Gln
Gln
Ala
Pro
465
Thr
Ser
Tyr
Tyr
Phe

545
Lys

Met
Glu
50

Gly
Gln
Lys
val
Ser
130
Ala
Gln
Gly
Ser
Arg
210
Phe
Thr
Ser
Glu
His
290
Ser
Cys
Glu
Pro
Lys
370
val
Asp
Tyr
Asp
Leu
450
Arg
Lys
Asp
Lys
Ser
530
Ser

Ser

Met
35

Ile
Arg
Met
Asp
Ser
115
Gly
Ala
Ala
Gly
Arg
195
Ala
Asp
Lys
Gly
Pro
275
Thr
val
Asn
Pro
Glu
355
Asp
Asp
Gly
Asn
Trp
435
Pro
Glu
Asn
Ile
Thr
515
Lys
Cys

Leu

<210> 164
<211> 1704
<212> DNA
<213> Artificial Sequence

<220>

Trp
Ser
Phe
Asn
Pro
100
Ser
Gly
Ser
Pro
Ser
180
Asp
Glu
Tyr
Gly
Gly
260
val
Phe
val
val
Lys
340
Leu
Thr
val
val
Ser
420
Leu
Ala
Pro
Gln
Ala
500
Thr
Leu
Ser

Ser

val
Pro
Thr
Ser
85

Arg
Ala
Gly
Gly
Gly
165
Thr
Asn
Asp
Trp
Pro
245
Thr
Thr
Pro
Thr
Asn
325
Ser
Leu
Leu
Ser
Glu
405
Thr
Asn
Pro
Gln
val
485
val
Pro
Thr
val

Leu
565

Arg
Ser
Ile
70

Leu
Lys
Ser
Leu
Phe
150
Lys
Tyr
Ser
Thr
Gly
230
Ser
Ala
val
Ala
val
310
His
Cys
Gly
Met
His
390
val
Tyr
Gly
Ile
val
470
Ser
Glu
Pro
val
Met

550
Ser

Gln
Gly
55

Ser
Arg
Phe
Thr
val
135
Thr
Gly
Tyr
Lys
Ala
215
Gln
val
Ala
Ser
val
295
Pro
Lys
Asp
Gly
Ile
375
Glu
His
Arg
Lys
Glu
455
Tyr
Leu
Trp
val
Asp
535
His

Pro

Ala
40

Ser
Arg
Ala
Asp
Lys
120
Gln
Phe
Leu
Ala
Asn
200
val
Gly
Phe
Leu
Trp
280
Leu
Ser
Pro
Lys
Pro
360
Ser
Asp
Asn
val
Glu
440
Lys
Thr
Thr
Glu
Leu
520
Lys
Glu

Gly

Pro
Tyr
Asp
Glu
Tyr
105
Gly
Pro
Ser
Glu
Asp
185
Thr
Tyr
Thr

Pro

Gly
265
Asn
Gln
Ser
Ser
Thr
345
Ser
Arg
Pro
Ala
val
425
Tyr
Thr
Leu
Cys
Ser
505
Asp
Ser
Ala

Lys

Gly
Thr
Asn
Asp
90

Trp
Pro
Gly
Ser
Trp
170
Ser
Leu
Tyr
Leu
Leu
250
Cys
Ser
Ser
Ser
Asn
330
His
val
Thr
Glu
Lys
410
Ser
Lys
Ile
Pro
Leu
490
Asn
Ser

Arg

Leu

PB62748

Lys
Tyr
Ser
75

Thr
Gly
Ser
Gly
Tyr
155
val
val
Tyr
Cys
val
235
Ala
Leu
Gly
Ser
Leu
315
Thr
Thr
Phe
Pro
val
395
Thr
val
Cys
Ser
Pro
475
val
Gly
Asp
Trp

His
555

Gly
Tyr
60

Lys
Ala
Gln
Glu
Ser
140
Ala
Ser
Lys
Leu
Ala
220
Thr
Pro
val
Ala
Gly
300
Gly
Lys
Cys
Leu
Glu
380
Lys
Lys
Leu
Lys
Lys
460
Ser
Lys
Gln
Gly
Gln

540
Asn

Leu
45

Ala
Asn
val
Gly
val
125
Leu
Met
Ala
Gly
Gln
205
Lys
val
Ser
Lys
Leu
285
Leu
Thr
val
Pro
Phe
365
val
Phe
Pro
Thr
val
445
Ala
Arg
Gly
Pro
Ser
525
Gln

His
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Glu
Asp
Thr
Tyr
Thr
110
Gln
Arg

Ser

Arg
190
Met
Ser
Ser
Ser
Asp
270
Thr
Tyr
Gln
Asp
Pro
350
Pro
Thr
Asn
Arg
val
430
Ser
Lys
Asp
Phe
Glu
510
Phe
Gly

Tyr

Trp
Ser
Leu
Tyr
95

Leu
Leu
Leu
Trp
Ser
175
Phe
Asn
Tyr
Ser
Lys
255
Tyr
Ser
Ser
Thr
Lys
335
Cys
Pro
Cys
Trp
Glu
415
Leu
Asn
Gly
Glu
Tyr
495
Asn
Phe
Asn

Thr

val
val
Tyr
80

Cys
val
Leu
Ser
val
160
Gly
Thr
Ser
Gly
Ala
240
Ser
Phe
Gly
Leu
Tyr
320
Lys
Pro
Lys
val
Tyr

400
Glu

Lys
Gln
Leu
480
Pro
Asn
Leu
val

Gln
560



<223> Human

<400> 164

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
ggaggcttgg
tttaaggctt
tcagagattt
accatctccc
gaggacaccg
ggaaccctgg

<210> 165
<211> 568
<212> PRT

ised

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
tacagcctgg
atccgatgat
cgccttcggg
gcgacaattc
cggtatatta
tcaccgtctc

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaagtcg
ggggtccctg
gtgggtccgc
ttcttataca
caagaacacg
ctgtgcgaaa
gagc

<213> Artificial Sequence

<220>
<223> Human

<400> 165

Gln val Gln
1

Ser Leu Ser

His

35

Ile

Gly val
val
50
Arg

Gly
Ser Leu
65
Lys

Met Asn

Arg Ala Leu
val
115

Ala

Thr Leu

Leu
130
Cys

Pro

Gly
145
Asn

Leu

Ser Gly

Gln Ser Ser
Leu
195

Thr

Ser Ser

Asn
210
His

Ser

Thr Thr

225

Ser val Phe

Arg Thr Pro

ised

Leu
Ile
20

Trp
Trp
Ser
Leu

85
Tyr

Ser

Thr
100
Thr val

Pro Ser

val Lys

Gln
Cys
Arg
Gly
Asn
70

Gln
Tyr
Ser

Ser

Asp

Ser Gly

Thr val

Gln Ser
40
Gly Asn
55
Lys Asp

Ser Asn

Asp Tyr
Ala
120
Ser

Ala

Lys
135
Tyr Phe

150

Ala Leu
165
Gly Leu
180
Gly Thr

Lys val

Cys Pro

Thr
Tyr
Gln
Asp

Pro

Ser Gly

Ser Leu

Thr Tyr
200
Lys Lys
215

Cys Pro

230

Phe
245
val

Leu

Glu
260

Pro

Thr

Pro Lys

Cys val

PB62748

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
accggtgagg
cgtctctecct
caggctccag
tactacgcag
ctgtatctgc
gatcctcgga

Gly
10
Gly

Pro Leu

Ser Phe

25

Pro Gly Lys

Thr Asp Tyr

Asn Ser Lys
75
Thr Ala
90

Phe

Asp
Glu Ala
105
Ser

Thr Lys

Thr Ser Gly

Glu Pro
155
Thr

Pro

His
170
Ser

val
Ser val
185
Ile

Cys Asnhn

val Glu Pro
Glu
235

Asp

Ala Pro

Pro Lys
250
val val

265

Asp

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgcet
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
tgcagctgtt
gtgcagcctc
ggaagggtct
actccgtgaa
aaatgaacag
agttagacta

val Gln Pro
Thr
30

Glu

Ser Leu
Leu
45
Thr

Gly
Asn Pro
60
Ser

Gln val

Tyr Tyr
Gly
110
Ser

Tyr Trp

Gly Pro
125
Gly Thr Ala
140
val

Thr val

Phe Pro Ala
val
190

His

val Thr

val Asn
205
Lys Ser
220
Leu

Cys

Leu Gly

Thr Leu Met

His
270

val Ser

Page 130

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
ggtgtctggg
cggattcacc
agagtgggtt
gggccggttc
cctgcgtgcec
ctggggtcag

Ser Gln
15
Asn Tyr

Trp Leu

Phe Thr

Phe
80
Ala

Phe

Cys
95
Gln Gly

val Phe

Ala Leu

Ser Trp
160
val Leu
175
Pro Ser

Lys Pro

Asp Lys

Gly Pro
240
Ile Ser
255

Glu Asp

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1704



Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Gln
465
Phe
Leu
Ala
Asn
val

545
Gly

Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Ser
450
Pro
Lys
Glu
Asp
Thr
530
Tyr

Thr

val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Thr
Gly
Ala
Trp
Ser
515
Leu
Tyr

Leu

<210> 166
<211> 451
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 166

Gln
1
Thr
Gly
Trp
Leu
65
val
Cys
Arg
val
Ala
145
Ser
val
Pro

Lys

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser

Pro

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser

195
Ser

Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
Gly
Tyr
val
500
val
Tyr
Cys

val

Leu
Leu
20

val
His
Arg
Met
Arg
100
Pro
Leu
Cys
Ser
Ser
180
Ser

Asn

Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Glu
Ser
Pro
485
Ser
Lys
Leu
Ala

Thr
565

Arg
Thr
Ser
Ile
Leu
Thr
Glu
val
Ala
Leu
Gly
165
Ser
Leu

Thr

Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
val
Leu
470
Met
Glu
Gly
Gln
Lys

550
val

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly

Lys

Trp
Glu
295
Leu
Asnh
Gly
Glu
Tyr
375
Asnh
Phe
Asnh
Thr
Gln
455
Arg

Met

Arg
Met
535
Asp

Ser

Ser

Thr

Trp
Ile
Met
val
val
Ser
135
Lys
Leu
Leu

Thr

val

Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Leu
Leu
Trp
Ser
Phe
520
Asn
Pro

Ser

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Gln

200
Asp

val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Leu
Ser
val
Pro
505
Thr
Ser

Arg

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Lys
Tyr
Ser
Ser
185
Thr

Lys

Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
val
Cys
Arg

490
Ser

Leu

Lys

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr

Arg

PB62748

Gly
Asn

Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
Cys
Leu
Ser
Ala
475
Gln
Gly
Ser
Arg

Leu
555

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Ile

val

val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Gly
460
Ala
Ala
Ser
Arg
Ala

540
Asp

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu

Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Gly
Ser
Pro
Tyr
Asp
525
Glu

Tyr

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Gly
Pro
Thr
val
Asn

205
Pro

Page 131

val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Gly
Gly
Gly
Thr
510
Asn
Asp

Trp

Pro
Ser
30

Gly
Asn
Asn
Thr
val
110
Gly
Gly
val
Phe
val
190
val

Lys

His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Leu
Phe
Lys
495
Tyr
Ser
Thr

Gly

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn

Ser

Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
val
Thr
480
Gly
Tyr
Lys
Ala

Gln
560

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His

Cys



210

Asp Lys Thr

225
Gly

Pro Ser

ITe Ser Arg

Glu Pro
275
Ala

Asp

Asn
290
val

His
Arg val
305
Lys

Glu Tyr

Glu Lys Thr

Thr Leu
355

Cys

Tyr

Thr
370
Glu

Leu
Trp Ser
385
val

Leu Asp

Asp Lys Ser
Ala
435

Lys

His Glu

Pro Gly
450

<210> 167
<211> 1737
<212> DNA

His Thr

Cys

215

Pro Pro

230

Phe
245
Pro

val

Thr
260
Glu val

Lys Thr

Ser val

Leu
Glu
Lys
Lys

Leu

Phe Pro

val Thr

Phe Asn
280
Pro Arg
295

Thr val

310

Lys Cys
325
Ile Ser
340
Pro Pro

Leu val

Asn Gly

Lys
Lys
Ser
Lys
Gln

val Ser

Ala Lys
Glu
360
Phe

Arg

Gly
375

Pro Glu

390

Ser Asp
405
Arg Trp
420

Leu His

Gly
Gln

Asn

Ser Phe

Gln Gly

His Tyr

440

<213> Artificial Sequence

<220>
<223> Human

<400> 167

caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca
ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact
tcgggatccg
ctgaggctga
aggcaggccc
acctactacg
accctgtacc
aagagcctgg

<210> 168
<211> 1710
<212> DNA

ised

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ccagcgccag
gcggcggeac
tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa
aagtgcagct
gctgcgecgce
ccggcaaggg
ccgacagcgt
tgcagatgaa
gcaggttcga

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc
cctggagagc
tagcggcttc
cctggagtgg
gaagggcagg
cagcctgagg
ctactgggga

<213> Artificial Sequence

PB62748

Ala
235
Pro

Cys Pro

Pro Lys
250
Cys val val
265
Trp

Tyr val

Glu Glu Gl1n
Gln
315

Ala

Leu His
Asn Lys
330
Gly Gln Pro
345
Glu

Met Thr

Tyr Pro Ser

Asn Asn Tyr

395

Phe Leu Tyr
410

Asn val Phe

425

Thr

Gln Lys

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg
ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg
ggcggeggec
accttcagga
gtcagctgga
ttcaccatca
gccgaggaca
caggggaccc

220
Pro Glu Leu

Lys Asp Thr
val
270

val

val Asp
Gly
285
Asn

Asp
Tyr Ser
300
Asp

Trp Leu

Leu Pro Ala

Glu Pro
350
Gln

Arg

Asn
365
Ile

Lys
Asp Ala
380
Lys

Thr Thr

Ser Lys Leu
Ser
430

Ser

Ser Cys

Leu
445

Ser

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tcccectggce
tgaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgecctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaagaccgt
tggtgcagcc
acttcggcat
tcatcagctc
gccgcgacaa
ccgccgtcta
tggtgactgt

Page 132

Gly
240
Met

Leu

Leu
255
Ser

Glu val

Thr Tyr
Gly
320
Ile

Asn

Pro
335
Gln val

val Ser

val
Pro

400
val

Pro

Thr
415
val Met

Leu Ser

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa
cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg
ggccgccccc
cggcggcagce
gggctgggtc
cggcaccgag
cagcaagaac
ctactgcgcc
gagcagc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1737



<220>

<223> Humanised

<400> 168

gaggtgcagc
agctgtgccg
cctggcaagg
gccgacagcg
ctgcagatga
tacctgagca
agcgctagca
ggcggcacag
tcctggaata
agcggcctgt
acctacatct
cccaagagct
ggacctagcg
cccgaagtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
tctgggggag
ttcaccttta
tgggtttcag
cggttcacca
cgtgccgagg
ggtcagggaa

<210> 169
<211> 642
<212> DNA

tggtggagtc
ccagcggctt
gcctggagtg
tggagggcag
acagcctgag
ccgccagceag
ccaagggccc
ccgcecctggg
gcggagccct
actccctgag
gcaacgtgaa
gcgataagac
tgttcctgtt
cctgegtggt
acggcgtgga
accgcgtggt
agtgcaaagt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gtctgagcct
gcttggtaca
aggcttatcc
agatttcgcc
tctceccgcega
acaccgcggt
ccctggtcac

tggcggcgga
caccttcgac
ggtgtccgcec
attcaccatc
agccgaggac
cctggactac
cagcgtgttc
ctgcctggtg
gacctccggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
agtgcacaac
gtctgtgctg
gagcaacaag
tagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgcagc
gtccecctggce
gcctggggag
gatgatgtgg
ttcgggttct
caattccaag
atattactgt
cgtctcgagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 169
gatatccaga
atcacctgcc
ggcaaggccc
agattcagcg
gaggacgtgg
ggcaccaagg
agcgatgagc
ccccgggagy
gagagcgtga
ctgagcaagg
ctgtccagcc

<210> 170
<211> 1686
<212> DNA

tgacccagag
gggccagcca
ctaagctgct
gcagcggctc
ccacctacta
tggagatcaa
agctcaagag
ccaaagtgca
ccgagcagga
ccgactacga
ccgtgaccaa

ccccagcagc
gggcatcaga
gatctacgcc
cggcaccgac
ctgccagegg
gcgtacggtg
cggcaccgcc
gtggaaagtg
cagcaaggac
gaagcacaaa
gagcttcaac

<213> Artificial Sequence

<220>

<223> Humanised

<400> 170
gaggtgcagc
agctgtgccg
cctggcaagg
gccgacagcg
ctgcagatga
tacctgagca
agcgctagca
ggcggcacag
tcctggaata
agcggcctgt
acctacatct

tggtggagtc
ccagcggctt
gcctggagtg
tggagggcag
acagcctgag
ccgccagceag
ccaagggccc
ccgcecctggg
gcggagccct
actccctgag
gcaacgtgaa

tggcggcgga
caccttcgac
ggtgtccgcec
attcaccatc
agccgaggac
cctggactac
cagcgtgttc
ctgcctggtg
gacctccggc
cagcgtggtg
ccacaagccc
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ctggtgcagc
gactacgcca
atcacctgga
agccgggaca
accgccgtgt
tggggccagg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtctaca
tgtctggtga
cccgagaaca
tactccaagc
gtgatgcacg
aagtcgaccg
tccctgegtce
gtccgccagg
tatacatact
aacacgctgt
gcgaaagatc

ctgagcgect
aactacctgg
gccagcaccc
ttcaccctga
tacaacagag
gccgecccca
agcgtggtgt
gacaacgccc
tccacctaca
gtgtacgcct
cggggcgagt

ctggtgcagc
gactacgcca
atcacctgga
agccgggaca
accgccgtgt
tggggccagg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca

ccggcagaag
tgcactgggt
atagcggcca
acgccaagaa
actactgtgc
gcaccctggt
ccagcagcaa
tcccecgagec
tccecegecgt
gcagcagcct
aagtggacaa
ctgcccccga
ccctgatgat
accctgaagt
agcccagaga
accaggattg
cccctatcga
ccctgectcc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
gtgaggtgca
tctcctgtgce
ctccagggaa
acgcagactc
atctgcaaat
ctcggaagtt

ctgtgggcga
cctggtatca
tgcagagcgg
ccatcagcag
ccccttacac
gcgtgttcat
gtctgctgaa
tgcagagcgg
gcctgagcag
gcgaagtgac
gc

ccggcagaag
tgcactgggt
atagcggcca
acgccaagaa
actactgtgc
gcaccctggt
ccagcagcaa
tcccecgagec
tccecegecgt
gcagcagcct
aagtggacaa

Page 133

cctgagactg
gaggcaggcc
catcgactac
cagcctgtac
caaggtgtcc
gacagtctcg
gagcaccagc
tgtgaccgtg
gctgcagagc
gggcacccag
gaaagtggag
gctgctgggc
cagcaggacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
ctccagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gctgttggtg
agcctccgga
gggtctagag
cgtgaagggc
gaacagcctg
agactactgg

tagagtgacc
gcagaagcct
cgtgcccagc
cctgcagecc
cttcggccag
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc

cctgagactg
gaggcaggcc
catcgactac
cagcctgtac
caaggtgtcc
gacagtctcg
gagcaccagc
tgtgaccgtg
gctgcagagc
gggcacccag
gaaagtggag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1710

60

120
180
240
300
360
420
480
540
600
642

60

120
180
240
300
360
420
480
540
600
660



cccaagagct
ggacctagcg
cccgaagtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
agcccttcaa
cagtggatcg
ctgatctact
tacggcaccg
tactgccagc
aaacgg

<210> 171
<211> 984
<212> DNA

gcgataagac
tgttcctgtt
cctgegtggt
acggcgtgga
accgcgtggt
agtgcaaagt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gtctgagcct
gcctgagegc
gcaacctgct
acgccagctt
acttcaccct
aggccaaccc

ccacacctgc
ccccecccaag
ggtggatgtg
agtgcacaac
gtctgtgctg
gagcaacaag
tagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgcagc
gtccecctggce
cagcgtgggc
ggactggtat
cctgcagagc
gaccatcagc
tgccccectg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 171
gacatccaga
atcacttgcc
gggaaagccc
cgtttcagtg
gaagatttcg
gggaccaagg
tctccatcct
cagagcatta
ctgatctatg
tctgggacag
tactgtcaac
aaacgtacgg
agcggcaccg
cagtggaaag
gacagcaagg
gagaagcaca
aagagcttca

<210> 172
<211> 1707
<212> DNA

tgacccagtc
gggcaagtca
ctaagctcct
gcagtggata
ctacgtacta
tggaaatcaa
ccctgtcetgce
gcagctattt
ctgcatccag
atttcactct
agagttacag
tggccgeccc
ccagcgtggt
tggacaacgc
actccaccta
aagtgtacgc
accggggcga

tccatcctcc
ggatatttac
gatcaatttt
tgggacagat
ctgtcaaccg
acgtacggtg
atctgtagga
aaattggtac
tttgcaaagt
caccatcagc
tacccctaat
cagcgtgttc
gtgtctgctg
cctgcagagc
cagcctgagc
ctgcgaagtg
gtgc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 172

gaggtgcagc
tcctgtgcag
ccagggaagg
gcagactccg
ctgcaaatga
cggaagttag
ggccccageg
ctgcgtctct
cgccaggctc
acatactacg
acgctgtatc
aaaagttatg
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg

tgttggtgtc
cctccggatt
gtctagagtg
tgaagggccg
acagcctgcg
actactgggg
aggtgcagct
cctgtgcagc
cagggaaggg
cagactccgt
tgcaaatgaa
gtgcttttga
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca

tgggggaggc
cacctttaag

ggtttcagag
gttcaccatc
tgccgaggac
tcagggaacc
gttggagtct
ctccggattc
tctagagtgg
gaagggccgg
cagcctgegt
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag

PB62748

cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtctaca
tgtctggtga
cccgagaaca
tactccaagc
gtgatgcacg
aagtcgaccg
gacagagtga
cagcagaagc
ggcgtgccca
agcctgcagc
accttcggcc

ctgtctgcat
ctgaatttag
ggttccgagt
ttcactctca
tctttttact
gccgecccca
gaccgtgtca
cagcagaaac
ggggtcccat
agtctgcaac
acgttcggcc
atcttccccc
aacaacttct
ggcaacagcc
agcaccctga
acccaccagg

ttggtacagc
gcttatccga
atttcgcctt
tcccgcgaca
accgcggtat
ctggtcaccg
gggggaggct
acctttagca
gtctcagcta
ttcaccatct
gccgaggaca
cagggaaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca

ctgcccccga
ccctgatgat
accctgaagt
agcccagaga
accaggattg
cccctatcga
ccctgectcc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
gtgacatcca
ccatcacctg
ccggcaaggc
gccggtttag
ccgaggactt
agggtaccaa

ctgtaggaga
actggtatca
tgcaaagtgg
ccatcagcag
tcccttatac
gcgacatcca
ccatcacttg
cagggaaagc
cacgtttcag
ctgaagattt
aagggaccaa
ccagcgatga
acccccggga
aggagagcgt
ccctgagcaa
gcctgtccag

ctggggggtc
tgatgtgggt
cgggttctta
attccaagaa
attactgtgc
tctcgagegce
tggtacagcc
gctatgccat
ttagtggtag
cccgcgacaa
ccgcggtata
tggtcaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgcet
tgatcagcag
aagtgaagtt
gagaggagca

Page 134

gctgctgggce
cagcaggacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
ctccagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gatgacccag
ccgggccagc
ccccaagctg
cggcagcggc
cgccacctac
ggtggaaatc

ccgtgtcacc
gcagaaacca
tgtcccatca
tctgcaacct
gttcggccaa
gatgacccag
ccgggcaagt
ccctaagctc
tggcagtgga
tgctacgtac
ggtggaaatc
gcagctcaag
ggccaaagtg
gaccgagcag
ggccgactac
ccccgtgacc

cctgcgtctc
ccgccaggcet
tacatactac
cacgctgtat
gaaagatcct
tagcaccaag

tggggggtcc
gagctgggtc
tggtggtagc
ttccaagaac
ttactgtgcg
ctcgagcgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc

720

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1686

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260



acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga

<210> 173
<211> 1695
<212> DNA

tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaag

<213> Artificial Sequence

<220>
<223> Human

<400> 173

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
gtacagcctg
tatccgatga
tcgccttcgg
cgcgacaatt
gcggtatatt
gtcaccgtct

<210> 174
<211> 565
<212> PRT

ised

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
gggggtccct
tgtgggtccg
gttcttatac
ccaagaacac
actgtgcgaa
cgagc

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaaggag
gcgtctctcc
ccaggctcca
atactacgca
gctgtatctg
agatcctcgg

<213> Artificial Sequence

<220>
<223> Human

<400> 174
Gln val Gln
1
Ser Leu Ser
His
35
Ile

Gly val
val
50
Arg

Gly
Ser Leu
65
Lys

Met Asn

Arg Ala Leu
val
115

Ala

Thr Leu

Leu
130
Cys

Pro

Gly Leu

ised

Leu Gl

Ile
20
Trp

Cy
Ar

Trp Gl

Ser As

Leu GI
85

Tyr

Ser

Thr
100
Thr

Ty

val Se

Pro Ser Se

val Lys As

h Ser Gly

s Thr val

Gln Ser
40

Asn

g
y Gly
55

Lys

n Asp

n Ser Asn

r Asp Tyr
Ala
120

Ser

r Ala

rLys

135
Tyr

b Phe

PB62748

ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
gtgcagctgt
tgtgcagcct
gggaagggtc
gactccgtga
caaatgaaca
aagttagact

Gly
10
Gly

Pro Leu

Ser Phe

25

Pro Gly Lys

Thr Asp Tyr

Asn Ser Lys
75
Thr Ala
90

Phe

Asp

Glu Ala

105

Ser Thr Lys

Thr Ser Gly

Pro Glu Pro

attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgct
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
tggtgtctgg
ccggattcac
tagagtgggt
agggccggtt
gcctgcgtgce
actggggtca

val Gln Pro

Ser Leu Thr

Leu Glu
45
Thr

Gly
Asn Pro
60
Ser

Gln val

Ile Tyr Tyr
Gly
110

Ser

Tyr Trp

Gly Pro

125

Gly Thr Ala

140
val

Thr val

Page 135

cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgcetg
cagatggcag
ctacacccag

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
gggaggcttg
ctttaaggct
ttcagagatt
caccatctcc
cgaggacacc
gggaaccctg

Ser Gln
15
Asn Tyr

Trp Leu

Phe Thr

Phe
80
Ala

Phe
Cys
Gln Gly
val Phe
Ala Leu

Ser Trp

1320
1380
1440
1500
1560
1620
1680
1707

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1695



145

Asn Ser Gly

Gln Ser Ser
Leu
195

Thr

Ser Ser

Asn
210
His

Ser
Thr Thr
225
Ser

val Phe

Arg Thr Pro
val
275

Thr

Pro Glu

Ala Lys

290
val Ser val
305
Tyr

Lys Cys

Thr Ile Ser
Pro
355

val

Leu Pro

Leu
370
Asn

Cys

Ser
385
Asp

Gly

Ser Asp

Ser Arg Trp
His
435
val

Ala Leu

Glu
450
Ser

Lys

Gly
465
Tyr

Leu

Pro Met

val Ser Glu

val Gly
515
Gln

Lys

Leu
530
Ala

Tyr

Cys
545
val

Lys

Thr val

<210> 175
<211> 1719
<212> DNA

150

Ala Leu
165
Gly Leu
180
Gly Thr

Lys val

Cys Pro

Thr
Tyr
Gln
Asp

Pro

Ser Gly

Ser Leu

Thr Tyr
200
Lys Lys
215

Cys Pro

230

Phe
245
val

Leu

Glu
260
Lys Phe

Lys Pro

Leu Thr

Pro
Thr
Asnh
Arg

val

Pro Lys

Cys val

Trp Tyr
280
Glu Glu
295

Leu His

310

val
325
Ala

Lys

Lys
340
Ser Arg

Lys Gly

Gln Pro

Ser
Lys
Asp
Phe

Glu

Asn Lys

Gly Gln

Glu Leu
360
Tyr Pro
375

Asn Asn

390

Ser
405
Gln

Gly

Gln
420
Asn
Gln Leu

Arg Leu

Phe
Gly
Tyr
Leu

Ser

Phe Leu

Asn val

Gln
440
Ser

Thr

val
455

Cys Ala

470

Met Trp
485
Ile Ser
500
Arg Phe

Met Asn

Asp Pro

val
Pro
Thr
Ser

Arg

Arg Gln

Ser Gly
Ser
520
Leu Arg
535

Lys Leu

550

Ser
565

Ser

<213> Artificial Sequence

<220>
<223> Human

<400> 175

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata

ised

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc

PB62748

155
His Thr
170
Ser

val
Ser val
185
Ile

Cys Asnhn

val Glu Pro
Glu
235

Asp

Ala Pro

Pro Lys
250
val val
265
val

Asp

Asp Gly

Gln Tyr Asn

Gln Asp Trp
315
Pro

Ala Leu

330
Pro Arg Glu
345
Thr

Lys Ash

Ser Asp

Thr
395
Lys

Tyr Lys

Ser
410
Ser

Tyr

Phe
425
Lys

Cys

Ser Leu

Gly Gly Gly

Ala Gly
475
Gly

Ser
Ala Pro
490
Ser Tyr Thr
505
Arg

Asp Asn

Ala Glu Asp

Asp Tyr Trp

555

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc

Phe Pro Ala

val
190
His

val Thr

val Asn
205
Lys Ser
220
Leu

Cys

Leu Gly

Thr Leu Met
His
270
val

val Ser
Glu
285
Thr

val

Ser
300
Leu

Tyr

Asn Gly

Ala Pro Ile
val
350

Ser

Pro Gln

val
365
val

Gln
Ala Glu
380
Thr

Pro Pro

Leu Thr val

val Met
430

Ser

Ser

Leu
445
val

Ser
Leu Gln
460
Phe

Thr Phe

Lys Gly Leu
Ala
510

Asn

Tyr Tyr

Ser Lys
525
Thr Ala val
540
Gly

Gln Gly

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgct

Page 136

160
val Leu
175
Pro Ser

Lys Pro

Asp Lys

Gly Pro
240
Ile Ser
255
Glu Asp

His Asnh

Arg val
Glu
320
Lys

Lys

Glu
335
Tyr Thr

Leu Thr

Trp Glu

val Leu
400
Asp Lys
415
His Glu

Pro Gly

Pro Gly

Ala
480
Trp

Lys

Glu
495
Asp Ser

Thr Leu

Tyr Tyr

Thr Leu
560

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct

60

120
180
240
300
360
420
480
540
600
660
720



agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
ctgttggtgt
gcctccggat
ggtctagagt
gtgaagggcc
aacagcctgc
gactactggg

<210> 176
<211> 573
<212> PRT
<213>

<220>
<223>

<400>
Gln val

1
Ser

Human

176
Gln

Leu Ser
His
35
Ile

Gly val
val
50
Arg

Gly
Ser Leu
65
Lys

Met Asn

Arg Ala Leu
val
115

Ala

Thr Leu

Leu
130
Cys

Pro
Gly Leu
145
Asn

Ser Gly

Gln Ser Ser
Leu
195

Thr

Ser Ser

Asn
210
His

Ser
Thr Thr
225
Ser

val Phe

Arg Thr Pro
val
275

Thr

Pro Glu

Ala Lys

290
val Ser val
305
Tyr

Lys Cys

Thr Ile Ser
Pro
355

val

Leu Pro

Leu
370
Asn

Cys

Ser Gly

tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
ctgggggagg
tcacctttaa
gggtttcaga
ggttcaccat
gtgccgagga
gtcagggaac

ised

Leu
Ile
20

Trp
Trp
Ser
Leu

85
Tyr

Ser

Thr
100
Thr val

Pro Ser

val Lys

Gln
Cys
Arg
Gly
Asn
Gln
Tyr
Ser
Ser

Asp

caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaagtcg
cttggtacag
ggcttatccg
gatttcgcct
ctccecgcgac
caccgcggta
cctggtcacc

Artificial Sequence

Ser Gly

Thr val

Gln Ser
40
Gly Asn
55
Lys Asp

Ser Asn

Asp Tyr
Ala
120
Ser

Ala

Lys
135

Tyr Phe

150

Ala Leu
165
Gly Leu
180
Gly Thr

Lys val

Cys Pro

Thr
Tyr
Gln
Asp

Pro

Ser Gly

Ser Leu

Thr Tyr
200
Lys Lys
215

Cys Pro

230

Phe
245
val

Leu

Glu
260
Lys Phe

Lys Pro

Leu Thr

Pro
Thr
Asnh
Arg

val

Pro Lys

Cys val

Trp Tyr
280
Glu Glu
295

Leu His

310

val
325
Ala

Lys

Lys
340
Ser Arg

Lys Gly

Gln Pro

Ser
Lys
Asp
Phe

Glu

Asn Lys

Gly Gln

Glu Leu
360
Tyr Pro
375

Asn Asn

PB62748

gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
accggtggtg
cctggggggt
atgatgtggg
tcgggttctt
aattccaaga
tattactgtg
gtctcgagc

Gly
10
Gly

Pro Leu

Ser Phe

25

Pro Gly Lys

Thr Asp Tyr

Asn Ser Lys
75
Thr Ala
90

Phe

Asp
Glu Ala
105
Ser

Thr Lys

Thr Ser Gly

Glu Pro
155
Thr

Pro

His
170
Ser

val
Ser val
185
Ile

Cys Asnhn

val Glu Pro
Glu
235

Asp

Ala Pro

Pro Lys
250
val val
265
val

Asp

Asp Gly

Gln Tyr Asn

Gln Asp Trp

315

Ala Leu Pro

330

Pro Arg Glu

345

Thr Lys Asn

Ser Asp Ile

Tyr Lys Thr

tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
gaggtggatc
ccctgcgtct
tccgccaggce
atacatacta
acacgctgta
cgaaagatcc

val Gln Pro

Ser Leu Thr

Leu Glu
45
Thr

Gly
Asn Pro
60
Ser

Gln val

Ile Tyr Tyr
Gly
110

Ser

Tyr Trp

Gly Pro
125
Gly Thr Ala
140
val

Thr val

Phe Pro Ala
val
190

His

val Thr

val Asn
205
Lys Ser
220
Leu

Cys

Leu Gly

Thr Leu Met
His
270
val

val Ser
Glu
285
Thr

val

Ser
300
Leu

Tyr

Asn Gly

Ala Pro Ile
val
350

Ser

Pro Gln

val
365
val

Gln
Ala Glu
380
Thr

Pro Pro

Page 137

gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
agaggtgcag
ctcctgtgea
tccagggaag
cgcagactcc
tctgcaaatg
tcggaagtta

Ser Gln
15
Asn Tyr

Trp Leu

Phe Thr

Phe
80
Ala

Phe
Cys

Gln Gly

val Phe

Ala Leu

Ser Trp
160
val Leu
175
Pro Ser

Lys Pro

Asp Lys

Gly Pro
240
Ile Ser
255
Glu Asp

His Asnh

Arg val
Glu
320
Lys

Lys

Glu
335
Tyr Thr

Leu Thr
Trp

val Leu

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1719



385

Asp Ser Asp

Ser Arg Trp
His
435
Thr

Ala Leu
Ser
450
Gly

Lys

Gly
465
Ala

Gly

Ser Gly

Ala Pro Gly
Thr
515

Asn

Ser Tyr

Arg Asp
530
Ala Glu
545

Asp

Asp

Tyr Trp

<210> 177
<211> 1734
<212> DNA

390

Gly Ser
405
Gln GIn
420
Asn

Gly Gly

Leu val

Phe
Gly
Tyr
Gly
Gln

Phe Leu

Asn val
Gln
440
Gly

Thr

Gly
455

Pro Gly

470

Thr
485
Gly

Phe

Lys
500
Tyr Tyr

Ser Lys

Thr Ala

Phe
Leu
Ala
Asn

val

Lys Ala

Glu Trp

Ser
520
Leu

Asp

Thr
535

Tyr Tyr

550

Gln
565

Gly

Gly

Thr Leu

<213> Artificial Sequence

<220>
<223> Human

<400> 177

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
ggatcagagg
cgtctctcct
caggctccag
tactacgcag
ctgtatctgc
gatcctcgga

<210> 178
<211> 578
<212> PRT

ised

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
tgcagctgtt
gtgcagcctc
ggaagggtct
actccgtgaa
aaatgaacag
agttagacta

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaagtcg
ggtgtctggg
cggattcacc
agagtgggtt
gggccggttc
cctgcgtgcec
ctggggtcag

<213> Artificial Sequence

<220>
<223> Human

<400> 178
1

ised

PB62748

395
Ser Lys
410

Ser

Tyr

Phe
425
Lys

Cys

Ser Leu

Ser Glu val

Gly Leu
475
Met

Ser

Pro
490
Ser

Tyr

val Glu

505

val Lys Gly

Tyr Leu Gln

Cys Ala Lys
555

Thr val

570

val

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
accggtggtg
ggaggcttgg
tttaaggctt
tcagagattt
accatctccc
gaggacaccg
dggaaccctgg

Gln val GIn Leu Lys Gln Ser Gly Pro Gly Leu
5 10

Ser Leu Ser Ile Thr Cys Thr val Ser Gly Phe

Leu Thr val

val Met
430

Ser

Ser

Leu
445
Leu

Ser

Gln
460
Arg

Leu

Leu Ser

Met Trp val

Ile Pro
510
Thr

Ser

Phe
525
Asn

Arg

Met
540
Asp

Ser

Pro Arg

Ser Ser

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgct
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
gaggtggatc
tacagcctgg
atccgatgat
cgccttcggg
gcgacaattc
cggtatatta
tcaccgtctc

val Gln Pro

Ser Leu Thr

Page 138

400
Asp Lys
415
His Glu

Pro Gly

val Ser
Ala
480
Gln

Cys

Arg
495
Ser Gly
Ser

Leu Arg

Leu
560

Lys

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
aggtggaggt
ggggtccctg
gtgggtccgc
ttcttataca
caagaacacg
ctgtgcgaaa
gagc

Ser Gln
15
Asn Tyr

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1734



Gly
Gly
Ser
65

Lys
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Gln
465
Arg
Met
Ile
Arg
Met
545
Asp

Ser

val
val
50

Arg
Met
Ala
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Ser
450
Leu
Leu
Trp
Ser
Phe
530
Asn
Pro

Ser

His
Ile
Leu
Asn
Leu
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Thr
Leu
Ser
val
Pro
515
Thr
Ser

Arg

<210> 179
<211> 1692
<212> DNA

20
Trp

Trp
Ser
Ser
Thr
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
val
Cys
Arg
500
Ser
Ile
Leu

Lys

val

Ser

Leu
85

Tyr
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Gly
Ser
Ala
485
Gln
Gly
Ser
Arg

Leu
565

Arg
Gly
Asn
Gln
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Gly
Gly
470
Ala
Ala
Ser
Arg
Ala

550
Asp

Gln
Gly
55

Lys
Ser
Asp
Ala
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Gly
455
Gly
Ser
Pro
Tyr
Asp
535
Glu

Tyr

Ser
40

Asn
Asp
Asn
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Gly
Gly
Gly
Gly
Thr
520
Asn
Asp

Trp

25
Pro

Thr
Asn
Asp
Glu
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Ser
Leu
Phe
Lys
505
Tyr
Ser
Thr

Gly

Gly
Asp
Ser
Thr
90

Phe
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Gly
val
Thr
490
Gly
Tyr
Lys
Ala

Gln
570

PB62748

Lys
Tyr
Lys
75

Ala
Ala
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
Cys
Leu
Gly
Gln
475
Phe
Leu
Ala
Asn
val

555
Gly

Gly
Asn
60

Ser
Ile
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Gly
460
Pro
Lys
Glu
Asp
Thr
540
Tyr

Thr

Leu
45

Thr
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Gly
Gly
Ala
Trp
Ser
525
Leu
Tyr

Leu

Page 139

Glu
Pro
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Ser
Gly
Tyr
val
510
val
Tyr
Cys

val

Trp
Phe
Phe
Cys
Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Glu
Ser
Pro
495
Ser
Lys
Leu

Ala

Thr
575

Leu
Thr
Phe
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr

Thr

Leu
400
Lys
Glu
Gly
val
Leu
480
Met
Glu
Gly
Gln
Lys

560
val



<213> Artificial Sequence

<220>
<223> Human

<400> 179
gaggtgcagc
agctgcgccg
cctggcaagg
gccgccgact
ctgcagatga
cactactacg
gtctcgagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggcggac
aggacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
cccecetgtgc
agcagatggc
cactacaccc
acccagagcc
gccagccagt
aagctgctga
agcggctacg
acctactact
gaaatcaaac

<210> 180
<211> 564
<212> PRT

ised

tggtcgagtc
ccagcggcta
gcctggaatg
tcaagcggcg
acagcctgcg
gcagcagcca
ctagcaccaa
gcacagccgc
ggaatagcgg
gcctgtactc
acatctgcaa
agagctgcga
ctagcgtgtt
aagtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagtct
cttcaagcct
ggatcggcaa
tctactacgc
gcaccgactt
gccagcaggc
g9

tggcggcgga
caccttcacc
ggtgggctgg
gttcaccttc
ggccgaggac
ctggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
taagacccac
cctgttcccc
cgtggtggtg
cgtggaagtg
cgtggtgtct
caaagtgagc
ccagcctaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
gagcgccagc
cctgctggac
cagcttcctg
caccctgacc
caaccctgcc

<213> Artificial Sequence

<220>
<223> Human

<400> 180

ised

PB62748

ctggtgcagc
aactacggca
atcaacacct
agcctggaca
accgccgtgt
gactactggg
gtgttccccc
ctggtgaagg
tccggcgtgce
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaacgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgtc
ggccagcccg
ttcctgtact
tgcagcgtga
cctggcaagt
gtgggcgaca
tggtatcagc
cagagcggcg
atcagcagcc
cccctgacct

ctggcggcag
tgaactgggt
acaccggcga
ccagcaagag
actactgcgc
ggcagggtac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaagt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tctacaccct
tggtgaaggg
agaacaacta
ccaagctgac
tgcacgaggc
cgaccggtga
gagtgaccat
agaagcccgg
tgcccagecg
tgcagcccga
tcggccaggg

cctgagactg
gcggcaggec
gcccacctac
caccgcctac
caagtacccc
cctggtcacc
cagcaagagc
cgagcctgtg
cgccgtgcetg
cagcctgggc
ggacaagaaa
ccccgagetg
gatgatcagc
tgaagtgaag
cagagaggag
ggattggctg
tatcgagaaa
gcctccctec
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
catccagatg
cacctgccgg
caaggccccc
gtttagcggc
ggacttcgcc
taccaaggtg

Glu
1
Ser
Gly
Gly
Lys
65
Leu
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser

225
Leu

val
Leu
Met
Trp
50

Arg
Gln
Lys
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys

Gly

Gln
Arg
Asn
35

Ile
Arg
Met
Tyr
Gln
115
val
Ala
Ser
val
Pro
195
Lys
Asp

Gly

Leu
Leu
20

Trp
Asn
Phe
Asn
Pro
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys

Pro

val
Ser
val
Thr
Thr
Ser
85

His
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser

Thr

Ser

Glu
Cys
Arg
Tyr
Phe
70

Leu
Tyr
Leu
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val

Ser
Ala
Gln
Thr
55

Ser
Arg
Tyr
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr

Phe

Gly
Ala
Ala
40

Gly
Leu
Ala
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys

Leu

Gly
Ser
25

Pro
Glu
Asp
Glu
Ser
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro

Phe

Gly
10

Gly
Gly
Pro
Thr
Asp
90

Ser
Ser
Ser
Asp
Thr
170
Tyr
Gln
Asp
Pro

Pro

Leu
Tyr
Lys
Thr
Ser
75

Thr
His
Ser
Lys
Tyr
155
Ser
Ser
Thr
Lys
Cys

235
Pro

val
Thr
Gly
Tyr
60

Lys
Ala
Trp
Ala
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro

Lys

Gln
Phe
Leu
Ala
Ser
val
Tyr
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala

Pro

Page 140

Pro
Thr
Glu
Ala
Thr
Tyr
Phe
110
Thr

Ser

Glu

Ser
190
Cys
Glu
Pro

Lys

Gly
15

Asn
Trp
Asp
Ala
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu

Asp

Gly
Tyr
val
Phe
Tyr
80

Cys
Tyr
Gly
Gly
val
Phe
val
val
Lys
Leu

240
Thr

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1692



Leu Met Ile
Glu
275

His

Ser His
val
290
Tyr

Glu

Thr
305
Asn

Arg

Gly Lys

Pro Ile Glu

Gln val Tyr
355
Leu

val Ser

370
val Glu
385

Pro

Trp

Pro val

Thr val Asp
His
435
Pro

val Met

Ser
450
Ser

Leu

Ser Leu

465

Ala Ser Gln

Gly Lys Ala

Gly val Pro
515
Thr 1le
530

Gln

Leu
Gln Ala
545
Glu

Ile Lys

<210> 181
<211> 642
<212> DNA

245
Ser Arg
260
Asp Pro

Asn Ala

val val

Thr
Glu
Lys

Ser

Pro Glu

val Lys
280
Thr Lys
295

val Leu

310

Glu Tyr
325
Lys Thr
340

Thr Leu

Thr Cys

Glu Ser

Lys
Ile
Pro
Leu

Asn

Cys Lys

Ser Lys

Ser
360
Lys

Pro

val
375

Gly Gln

390

Leu Asp
405
Lys Ser
420

Glu Ala

Gly Lys

Ser Ala

Ser
Arg
Leu
Ser

Ser

Asp Gly

Trp Gln
Asn
440
Thr Gly
455

val Gly

470

Ile
485
Lys

Trp

Pro
500
Ser Arg

Ser Ser

Asnh Pro

Gly
Leu
Phe
Leu

Ala

Asn Leu

Leu Ile

Gly
520
Pro

Ser

Gln
535

Pro Leu

550

Arg

<213> Artificial Sequence

<220>
<223> Human

<400> 181
gacatccaga
atcacctgca
ggcaaggccc
cggtttagcg
gaggacttcg
ggtaccaagg
agcgacgagc
ccccgggagg
gaaagcgtca
ctgagcaagg
ctgtccagcc

<210> 182
<211> 214
<212> PRT

ised

tgacccagag
gcgccagcca
ccaaggtgct
gcagcggctc
ccacctacta
tggagatcaa
agctgaagag
ccaaggtgca
ccgagcagga
ccgactacga
ccgtgaccaa

ccccagcagc
ggacatcagc
gatctacttc
cggcaccgac
ctgccagcag
gcgtacggtg
cggcaccgcc
gtggaaggtg
ctccaaggac
gaagcacaag
gagcttcaac

<213> Artificial Sequence

<220>
<223> Human

<400> 182

ised

PB62748

250
val Thr
265

Phe

Cys

Asn Trp

Pro Arg Glu

Thr val Leu

315
val Ser Asn
330
Ala Lys

345

Arg

Gly

Asp Glu

Gly Phe Tyr

Glu Asn
395
Phe

Pro

Phe
410
Gly

Ser

Gln
425
His

Asn

Tyr Thr

Asp Ile Gln
val
475

Trp

Asp Arg

Leu Asp
490
Tyr Tyr Ala
505
Ser

Gly Tyr

Glu Asp Phe

Thr Phe Gly

555

ctgagcgcca
aactacctga
accagctccc
ttcaccctga
tacagcaccg
gccgctccca
tccgtggtgt
gacaacgccc
tccacctaca
gtgtacgcct
cggggcgagt

Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu
1

5
Asp Arg val Thr ITe Thr Cys Ser Ala

10
Ser Gln

val
270
Asp

val val
val
285
Gln

Tyr

Glu
300
His

Tyr

Gln Asp

Lys Ala Leu

Gln Pro Arg
350
Thr Lys
365

Ser

Leu

Pro
380
Asn

Asp

Tyr Lys

Leu Tyr Ser

val Phe Ser

430

Gln Lys Ser

445
Thr

Met Gln

460
Thr

Ile Thr

Tyr Gln Gln

Phe Leu
510

Asp

Ser

Thr
525
Thr

Gly

Ala
540
Gln

Tyr

Gly Thr

gcgtgggcga
actggtatca
tgcacagcgg
ccatcagcag
tgccctggac
gcgtgttcat
gcctgctgaa
tgcagtccgg
gcctgagcag
gcgaagtgac
gc

Ser Ala Ser

Asp Ile Ser

Page 141

255
Asp val

Gly val

Asnh Ser

Leu
320
Ala

Trp

Pro
335
Glu Pro

Asn Gln

Ala
Thr

400
Leu

Thr

Lys
415
Cys Ser

Leu Ser

Ser Pro

Cys Arg
480
Lys Pro
495
Gln Ser

Phe Thr

Tyr Cys

val
560

Lys

cagagtgacc
gcagaagccc
cgtgcccagc
cctgcagecc
cttcggccag
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc

val Gly
15

Asn Tyr

60

120
180
240
300
360
420
480
540
600
642



Leu Asn Trp

Phe Thr
50
Gly

Tyr

Ser Ser

Glu Asp Phe

Thr Phe Gly
val
115

Ser

Pro Ser

Ala
130
val

Thr
Lys Gln
145
Glu

Ser val

Ser Thr Leu
Glu
195

Arg

Ala Cys

Phe Asn
210

<210> 183
<211> 1710
<212> DNA

20
Tyr Gln

Ser Ser

Gly Thr
Thr
85

Gly

Ala

Gln
100
Phe Ile

val val

Trp Lys

Gln
Leu
Asp
70

Tyr
Thr
Phe
Cys

val

Pro
40
Ser

Lys

His
55
Phe Thr

Tyr Cys

Lys val

Pro
120
Leu

Pro

Leu
135

Asp Asn

150

Glu
165
Leu

Thr

Thr
180
val Thr

Gly Glu

Gln
Ser

His

Asp Ser

Lys Ala

Gln Gly

200

Cys

<213> Artificial Sequence

<220>
<223> Human

<400> 183

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
ggaggcttgg
ttcgcttggt
tcaagtattg
accatctccc
gaggacaccg

ggccagggaa

<210> 184
<211> 570
<212> PRT

ised

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
tacagcctgg
atgatatggg
attggcatgg
gcgacaattc
cggtatatta
ccctggtcac

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaagtcg
ggggtccctg
gtgggtccgc
tgaggttaca
caagaacacg
ctgtgcgaca
cgtctcgagc

<213> Artificial Sequence

<220>
<223> Human

<400> 184

ised

PB62748

25

Gly Lys Ala

Gly val Pro
Ile
75

Tyr

Leu Thr

Gln Gln

Glu Ile
105

Ser

Lys

Asp Glu

Asn Asn Phe
Gln
155

Ser

Ala Leu

Lys Asp
170
Asp Tyr Glu
185
Leu

Ser Ser

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
accggtgggg
cgtctctcct
caggctccag
tactacgcag
ctgtatctgc
gcggaggacg

Pro Lys Vval

45
Ser Arg Phe
60
Ser

Ser Leu

Ser Thr val
val
110

Lys

Arg Thr

Gln Leu
125
Tyr Pro
140
Ser

Arg

Gly Asn

Thr Tyr Ser

Lys His Lys
190

val Thr

205

Pro

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgct
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
tgcagctgtt
gtgcagcctc
ggaagggtct
actccgtgaa
aaatgaacag

agccggggta

Leu Ile

Ser Gly

Gln Pro
80
Pro Trp

Ala Ala

Ser Gly

Glu Ala

Gln
160
Ser

Ser

Leu
175
val Tyr

Lys Ser

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
ggagtctggg
cggattcacc
agagtgggtc
gggccggttc
cctgcgtgcec
tgactactgg

Gln val Gln Leu Lys Gln Ser Gly Pro Gly Leu val GIn Pro Ser Gln
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1710



Ser
Gly
Gly
Ser
65

Lys
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Gln
465
Phe
Leu
Ala
Asn
val

545
Gly

Leu
val
val
50

Arg
Met
Ala
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Ser
450
Pro
Ala
Glu
Asp
Thr
530
Tyr

Gln

Ser
His
35

Ile
Leu
Asn
Leu
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Thr
Gly
Trp
Trp
Ser
515
Leu
Tyr

Gly

<210> 185
<211> 562
<212> PRT

Ile
20

Trp
Trp
Ser
Ser
Thr
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
Gly
Tyr
val
500
val
Tyr
Cys

Thr

Thr
val
Ser
Ile
Leu
85

Tyr
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser

405
Gln

Gly
Ser
Asp
485
Ser
Lys
Leu
Ala

Leu
565

Cys
Arg
Gly
Asn
Gln
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
val
Leu
470
Met
Ser
Gly
Gln
Thr

550
val

Thr
Gln
Gly
55

Lys
Ser
Asp
Ala
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Gln
455
Arg
Gly
Ile
Arg
Met
535
Ala

Thr

val
Ser
40

Asn
Asp
Asn
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Leu
Leu
Trp
Asp
Phe
520
Asn
Glu

val

Ser
25

Pro
Thr
Asn
Asp
Glu
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Leu
Ser
val
Trp
505
Thr
Ser
Asp

Ser

Gly
Gly
Asp
Ser
Thr
90

Phe
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Glu
Cys
Arg
490
His
Ile
Leu
Glu

Ser
570
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Phe
Lys
Tyr
Lys
75

Ala
Ala
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu

Asn

Thr
395
Lys
Cys
Leu
Ser
Ala
475
Gln
Gly
Ser
Arg

Pro
555

Ser
Gly
Asn
60

Ser
Ile
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Gly
460
Ala
Ala
Glu
Arg
Ala

540
Gly

Leu
Leu
45

Thr
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Gly
Ser
Pro
val
Asp
525
Glu

Tyr
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Thr
30

Glu
Pro
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Gly
Gly
Gly
Thr
510
Asn
Asp

Asp

15
Asn

Trp
Phe
Phe
Cys
95

Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Leu
Phe
Lys
495
Tyr
Ser
Thr

Tyr

Tyr
Leu
Thr
Phe
Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
val
Thr
480
Gly
Tyr
Lys
Ala

Trp
560



<213> Artificial Sequence

<220>
<223> Humanised

<400> 185

Glu
1

Ser
Ala
Ser
Glu
65

Leu
Ala
Gln
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Leu
465
Gln
Ala
Pro
Ile

Tyr
545

val
Leu
Met
Ala
50

Gly
Gln
Lys
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Ser
Trp
Pro
Ser
Ser

530
Met

Gln
Arg
His
35

Ile
Arg
Met
val
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Ala
Ile
Lys
Arg
515
Ser

Phe

Leu
Leu
20

Trp
Thr
Phe
Asn
Ser
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Ser
Ser
Gly
Leu
500
Phe
Leu

Gln

val
Ser
val
Trp
Thr
Ser
85

Tyr
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp

405
Trp

Thr
val
Pro
485
Leu
Ser
Gln

Pro

Glu
Cys
Arg
Asn
Ile
70

Leu
Leu
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Gly
Gly
470
Glu
Ile
Gly

Pro

Met
550

Ser
Ala
Gln
Ser
55

Ser
Arg
Ser
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Asp
455
Asp
Leu
Tyr
Ser
Glu

535
Thr

Gly
Ala
Ala
40

Gly
Arg
Ala
Thr
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Ile
Arg
Arg
His
Gly
520
Asp

Phe

Gly
Ser
25

Pro
His
Asp
Glu
Ala
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Gln
val
Trp
Thr
505
Ser
Phe

Gly

Gly
10

Gly
Gly
Ile
Asn
Asp
90

Ser
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Met
Thr
Tyr
490
Ser
Gly
Ala

Gln
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Leu
Phe
Lys
Asp
Ala
75

Thr
Ser
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Thr
Ile
475
Gln
Ile
Thr
Thr

Gly
555

val
Thr
Gly
Tyr
60

Lys
Ala
Leu
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Gln
460
Thr
Gln
Leu
Asp
Tyr

540
Thr

Gln
Phe
Leu
45

Ala
Asn
val
Asp
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Ser
Cys
Lys
Gln
Phe
525
Tyr

Lys
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Pro
Asp
30

Glu
Asp
Ser
Tyr
Tyr
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Pro
Arg
Pro
Ser
510
Thr
Cys

val

Gly
15

Asp
Trp
Ser
Leu
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Ser
Ala
Gly
495
Gly
Leu
Gln

Glu

Arg
Tyr
val
val
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Ser
Ser
480
Lys
val
Thr
Gln

Ile
560



Lys

<210>
<211>
<212>
<213>

Arg

<220>

<223>
<400>

Gln
1

Ser
Gly
Gly
Ser
65

Lys
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Ala
465
Ile

Lys

val
Leu
val
val
50

Arg
Met
Ala
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Ser
450
Ser
Gly

Leu

186
560
PRT
Artificial Sequence

Gln
Ser
His
35

Ile
Leu
Asn
Leu
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Thr
val
Pro

Leu

Humanised

186

Leu
Ile
20

Trp
Trp
Ser
Ser
Thr
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
Gly
Glu

Ile

Leu
85

Tyr
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Asp
Asp
Leu

485
Tyr

Gln
Cys
Arg
Gly
Asn
70

Gln
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Ile
Arg
470
Arg

His

Ser
Thr
Gln
Gly
55

Lys
Ser
Asp
Ala
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Gln
455
val
Trp

Thr

Gly
val
Ser
40

Asn
Asp
Asn
Tyr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Met
Thr
Tyr

Ser

Pro
Ser
25

Pro
Thr
Asn
Asp
Glu

105
Ser

Gly
Gly
Gly
Asp
Ser
Thr
90

Phe
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Gln
Thr
Gln

490
Leu
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Leu val
Phe Ser
Lys Gly

Tyr Asn
60

Lys Ser

75

Ala ITe

Ala Tyr
Lys Gly

Gly Gly
140

Pro val

155

Thr Phe

val val
Asn val

Pro Lys
220

Glu Leu

235

Asp Thr

Asp val
Gly val

Asnh Ser
300

Trp Leu

315

Pro Ala

Glu Pro
Asn Gln

Ile Ala
380

Thr Thr

395

Lys Leu

Cys Ser

Leu Ser

Ser Pro
460

Cys Arg

475

Lys Pro

Gln Ser

Gln
Leu
Leu
45

Thr
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Ser
Ala
Gly

Gly

Page 145

Pro
Thr
30

Glu
Pro
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Ser
Ser
Lys

val

Ser
15

Asn
Trp
Phe
Phe
Cys
Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Leu
Gln
Ala

495
Pro

Gln
Tyr
Leu
Thr
Phe
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly
Ser
Trp
480
Pro

Ser



500

Arg Phe Ser Gly Ser Gly Ser Gly
520

515

PB62748

505
Thr Asp Phe

Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr

530 535
Phe Gln Pro Met Thr Phe Gly Gln Gly Thr Lys
545 550 555
<210> 187
<211> 1002
<212> DNA
<213> Artificial Sequence
<220>
<223> Humanised
<400> 187
gacatcctgc tgacccagag ccccgtgatc ctgagcgtga
ttcagctgcc gggccagcca gagcatcggc accaacatcc
aacggcagcc ccaggctgct gatcaagtac gccagcgagt
cggttcagcg gcagcggctc cggcaccgac ttcaccctga
gaggatatcg ccgactacta ctgccagcag aacaacaact
ggcaccaagc tggaactgaa gcgtacggtg gccgccccca
agcgatgagc agctcaagag cggcaccgcc agcgtggtgt
ccccgggagg ccaaagtgca gtggaaagtg gacaacgccc
gagagcgtga ccgagcagga cagcaaggac tccacctaca
ctgagcaagg ccgactacga gaagcacaaa gtgtacgcct
ctgtccagcc ccgtgaccaa gagcttcaac cggggcgagt
cagctgttgg tgtctggggg aggcttggta cagcctgggg
gcagcctccg gattcacctt taaggcttat ccgatgatgt
aagggtctag agtgggtttc agagatttcg ccttcgggtt
tccgtgaagg gccggttcac catctcccgc gacaattcca
atgaacagcc tgcgtgccga ggacaccgcg gtatattact
ttagactact ggggtcaggg aaccctggtc accgtctcga
<210> 188
<211> 334
<212> PRT
<213> Artificial Sequence
<220>
<223> Humanised
<400> 188
Asp Ile Leu Leu Thr Gln Ser Pro val ige Leu
1 5
Glu Arg val Ser Phe Ser Cys Arg §1a Ser Gln
20 5
ITe His Trp Tyr GIn Gln Arg Thr Asn Gly Ser
35 40
Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro
50 55
Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile
65 70 75
Glu Asp Ile Ala Asp Tyr Tyr Cys Gln ggn Asn
85
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys
100 105
Pro Ser val Phe I1e Phe Pro Pro Ser Asp Glu
115 120
Thr Ala Ser val val Cys Leu Leu Ash Asn Phe
130 135
Lys val GIn Trp Lys val Asp Asn Ala Leu Gln
145 150 155
Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser
165 170
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
180 185
Ala Cys Glu val Thr His GIn Gly Leu Ser Ser
195 200
Phe Asn Arg Gly Glu Cys Gly Ser Thr Gly Glu
210 215
Ser Gly Gly Gly Leu val Gln Pro Gly Gly Ser
225 230 235
Ala Ala Ser Gly Phe Thr Phe Lys Ala Tyr Pro

510
Thr Leu Thr
525
Cys GIn Gln
540
val Glu ITe

gccctggega
actggtatca
ccatcagcgg
gcatcaacag
ggcccaccac
gcgtgttcat
gtctgctgaa
tgcagagcgg
gcctgagcag
gcgaagtgac
gcggatccac
ggtccctgceg
gggtccgcca
cttatacata
agaacacgct
gtgcgaaaga
gc

Ser val Ser

Ser Ile Gly

30

Pro Arg Leu
45

Ser Arg Phe

60

Asn

Ser val

Asn Ash Trp
val
110

Lys

Arg Thr

Gln Leu
125
Tyr Pro
140
Ser

Arg

Gly Asn

Thr Tyr Ser

Lys His Lys
190
val Thr
205

Gln

Pro

val
220
Leu

Leu

Arg Leu

Met Met Trp
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Ile Ser
Tyr Met

Lys Arg
560

gagagtgagc
gcagcggacc
catccccagc
cgtggagagc
cttcggagcec
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc
cggcgaggtg
tctctectgt
ggctccaggg
ctacgcagac
gtatctgcaa
tcctcggaag

Pro
15
Thr

Gly
Asn

Leu Ile

Ser Gly

Glu Ser
80
Pro Thr

Ala Ala

Ser Gly

Glu Ala

Gln
160
Ser

Ser

Leu
175
val Tyr

Lys Ser

Leu val

Ser Cys
240

val Arg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1002



Gln Ala Pro

Gly Ser Tyr
275
Ser Arg Asp
290

Arg Ala Glu
305
Leu

Asp Tyr

<210> 189
<211> 1014
<212> DNA

245
Gly Lys
260
Thr Tyr

Asnh Ser

Asp Thr

Gly
Tyr
Lys

Ala

Leu Glu

Ala Asp
280
Asn Thr
295

val Tyr

310

Gly
325

Trp

Gln

Gly Thr

<213> Artificial Sequence

<220>
<223> Human

<400> 189
gacatcctgc
ttcagctgcc
aacggcagcc
cggttcagcg
gaggatatcg
ggcaccaagc
agcgatgagc
ccccgggagg
gagagcgtga
ctgagcaagg
ctgtccagcc
cccagcgagg
cgtctctecct
caggctccag
tactacgcag
ctgtatctgc
gatcctcgga

<210> 190
<211> 338
<212> PRT

ised

tgacccagag
gggccagcca
ccaggctgct
gcagcggctc
ccgactacta
tggaactgaa
agctcaagag
ccaaagtgca
ccgagcagga
ccgactacga
ccgtgaccaa
tgcagctgtt
gtgcagcctc
ggaagggtct
actccgtgaa
aaatgaacag
agttagacta

ccccgtgatc
gagcatcggc
gatcaagtac
cggcaccgac
ctgccagcag
gcgtacggtg
cggcaccgcc
gtggaaagtg
cagcaaggac
gaagcacaaa
gagcttcaac
ggtgtctggg
cggattcacc
agagtgggtt
gggccggttc
cctgcgtgcec
ctggggtcag

<213> Artificial Sequence

<220>
<223> Human

<400> 190
Asp Ile Leu
1
Glu

Arg val

Ile His Trp

35

Lys Tyr Ala

50
Ser Gly Ser
65
Glu

Asp Ile

Thr Phe Gly
val
115

Ser

Pro Ser

Ala
130
val

Thr
Lys Gln
145
Glu

Ser val

Ser Thr Leu
Glu
195

Arg

Ala Cys

Phe Asn

ised

Leu Thr

Ser Phe
20
Tyr Gln

Ser Glu

Gly Thr

Ala Asp
Ala
100
Phe

Gly
Ile
val val

Trp Lys

Gln
Ser
Gln
Ser
Asp
70

Tyr
Thr
Phe
Cys

val

Ser Pro

Cys Arg
Thr
40
Ser

Arg
Ile
Phe Thr
Tyr Cys
Lys Leu
Pro

120
Leu

Pro

Leu
135

Asp Asn

150

Glu
165
Leu

Thr

Thr
180
val Thr

Gly Glu

Gln
Ser
His

Cys

Asp Ser

Lys Ala

Gln Gly
200

Gly Ser
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250

Trp val Ser
265
Ser

val Lys

Leu Tyr Leu
Ala
315

Thr

Tyr Cys

val
330

Leu

ctgagcgtga
accaacatcc
gccagcgagt
ttcaccctga
aacaacaact
gccgecccca
agcgtggtgt
gacaacgccc
tccacctaca
gtgtacgcct
cggggcgagt
ggaggcttgg
tttaaggctt
tcagagattt
accatctccc
gaggacaccg
dggaaccctgg

Ile
10
Ser

val Leu

Ala Gln
25
Asn

Gly Ser

Gly Ile Pro
Ile
75

Asn

Leu Ser

Gln
90
Leu

Gln

Glu
105
Ser

Lys

Asp Glu

Asn Asn Phe
Gln
155

Ser

Ala Leu

Lys Asp

170

Asp Tyr Glu

185

Leu Ser Ser

Thr val Ala

Glu 1ITe Ser
270
Gly Arg Phe

285
Gln Met
300

Lys Asp

Asn
Pro

val Ser Ser

gccctggega
actggtatca
ccatcagcgg
gcatcaacag
ggcccaccac
gcgtgttcat
gtctgctgaa
tgcagagcgg
gcctgagcag
gcgaagtgac
gcggatccac
tacagcctgg
atccgatgat
cgccttcggg
gcgacaattc
cggtatatta
tcaccgtctc

Ser val Ser

Ile Gly
30

Leu

Ser
Pro Arg
45
Ser Arg Phe
60
Asn

Ser val

Asn Ash Trp
val
110

Lys

Arg Thr

Gln Leu
125
Tyr Pro
140
Ser

Arg

Gly Asn

Thr Tyr Ser

Lys His Lys
190
val Thr
205

Pro

Pro

Ala Ser
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255
Pro Ser
Thr

Ser Leu

Arg Lys
320

gagagtgagc
gcagcggacc
catccccagc
cgtggagagc
cttcggagcec
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc
ggtggccgec
ggggtccctg
gtgggtccgc
ttcttataca
caagaacacg
ctgtgcgaaa
gagc

Pro Gly

Thr Asn

Leu

Ser Gly

Glu Ser
80
Pro Thr
95
Ala Ala

Ser Gly

Glu Ala

Gln
160
Ser

Ser

Leu
175
val Tyr

Lys Ser

Glu val

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1014



Gln
225
Arg
Met
Ile
Arg
Met
305
Asp

Ser

210
Leu

Leu
Trp
Ser
Phe
290
Asn
Pro

Ser

Leu
Ser
val
Pro
275
Thr
Ser

Arg

<210> 191
<211> 449
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 191

Gln
1

Thr
Ser
Gly
Ser
65

Thr
Arg
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu

Cys

val
Leu
val
val
50

Arg
Met
Asp
Pro
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro

Leu
370

Thr
Thr
His
35

Ile
Leu
Thr
Pro
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro

355
val

val
Cys
Arg
260
Ser

Leu

Lys

Leu
Leu
20

Trp
Trp
Ser
Asn
Pro
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser

Lys

Ser
Ala
245
Gln
Gly
Ser
Arg

Leu
325

Arg
Thr
val

Ala

Met
85

Ser
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg

Gly

Gly
230
Ala
Ala
Ser
Arg
Ala

310
Asp

Glu
Cys
Arg
Ser
Ser
70

Asp
Ser
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Glu

Phe

215
Gly

Ser
Pro
Tyr
Asp
295
Glu

Tyr

Ser
Thr
Gln
Gly
55

Lys
Pro
Leu
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu

Tyr
375

Gly
Gly
Gly
Thr
280
Asn
Asp

Trp

Gly
val
Pro
40

Gly
Asp
val
Leu
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Arg
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Met

360
Pro

Leu
Phe
Lys
265
Tyr
Ser
Thr

Gly

Pro
Ser
25

Pro
Thr
Thr
Asp
Arg
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr

Ser

val
Thr
250
Gly
Tyr
Lys
Ala

Gln
330

Ala
10

Gly
Gly
Asp
Ser
Thr
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys

Asp

PB62748

Gln
235
Phe
Leu
Ala
Asn
val

315
Gly

Leu
Phe
Lys
Tyr
Arg
75

Ala
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn

Ile

220
Pro

Lys
Glu
Asp
Thr
300
Tyr

Thr

val
Ser
Gly
Asn
60

Asn
Thr
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln

Ala
380

Gly
Ala
Trp
Ser
285
Leu
Tyr

Leu

Lys
Leu
Leu
45

Ser
Gln
Tyr
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val

365
val
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Gly
Tyr
val
270
val
Tyr
Cys

val

Pro
Thr
Glu
Ala
val
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser

Glu

Ser
Pro
255
Ser
Lys
Leu
Ala

Thr
335

Thr
15

Ser
Trp
Leu
val
Cys
95

Arg
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu

Trp

Leu
240
Met
Glu
Gly
Gln
Lys

320
val

Gln
Tyr
Leu
Met
Leu
80

Ala
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr

Thr



Ser
385
Asp

Asn Gly

Ser Arg Trp
Ala Leu His

435
Lys

<210> 192
<211> 1746
<212> DNA

Gln

Pro Glu Asn Asn

390

405
Gln
420
Asn

Ser Asp Gly Ser Phe Phe Leu
Gln Gly Asn val

His Tyr Thr Gln

440

<213> Artificial Sequence

<220>
<223> Human

<400> 192
caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca
ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact
aagggcccca
ggcggcagcc
ggctgggtca
ggcaccgaga
agcaagaaca
tactgcgcca
agcagc

<210> 193
<211> 698
<212> PRT

ised

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ccagcgccag
gcggcggeac
tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa
cgggatccga
tgaggctgag
ggcaggcccc
cctactacgc
ccctgtacct

agagcctggg

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc
agtgcagctc
ctgcgecget
cggcaagggc
cgacagcgtg
gcagatgaac
caggttcgac

<213> Artificial Sequence

<220>
<223> Human

<400> 193
Glu val Thr
1
Thr

Leu Thr

val Met Gly
35
Leu Ala
50

Lys

Trp

Leu Ser

65

val Leu Thr

Cys Ala Arg

Thr Thr val

ised

Leu Arg

Leu Thr
20
val Ser

His Ile

Arg Leu

Met Thr

Arg Gly
100

Thr val

Glu
Cys
Trp
Tyr
Thr
70

Asnh
Ile

Ser

Ser Gly

Thr Phe

ITe Arg
40
Trp Asp

Ile Ser

Met Asp
Arg Ser

Ser Ala

PB62748

Thr
395
Lys

Tyr Lys

Tyr Ser

410
Phe Ser
425
Lys

Cys

Ser Leu

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg
ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg
ctggagagcg
agcggcttca
ctggagtggg
aagggcaggt
agcctgaggg
tactggggac

Ala
10
Gly

Pro Leu

Ser Phe
25
Gln

Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp
val
90
Met

Pro

Ala
105
Ser

Asp

Thr Lys

Thr Pro Pro

Leu Thr val

Ser val Met
430
Ser Leu Ser

445

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tccccctggce
tgaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgcctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaagggatc
gcggcggect
ccttcaggaa
tcagctggat
tcaccatcag
ccgaggacac
aggggaccct

val Lys Pro
Ser
30

Ala

Ser Leu

Gly Lys
45
Tyr Tyr Asn
60
Ser

Lys Ash

Thr Ala Thr
Gly
110
Glu

Tyr Trp

Gly Pro
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val Leu
400
Asp Lys
415
His Glu

Pro Gly

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa
cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg
agccagcacc
ggtgcagccc
cttcggcatg
catcagctcc
ccgcgacaac
cgccgtctac

ggtgactgtg

Thr Gln
15
Lys Ser

Leu Glu

Pro Ser

val
80
Tyr

Gln
Tyr
Gln Gly

val Gln

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1746



Leu
Ile
145
Trp
Tyr
val
Ser
Gly
225
Leu
Leu
Cys
Ser
Ser
305
Ser
Asn
His
val
Thr
385
Glu
Lys
Ser
Lys
Ile
465
Pro
Leu
Asn
Ser
Arg
545
Leu
Thr
Leu
Phe
Lys
625
Tyr
Ser
Thr

Gly

val
130
Ser
val
Pro
Thr
Ser
210
Ser
val
Ala
Leu
Gly
290
Ser
Leu
Thr
Thr
Phe
370
Pro
val
Thr
val
Cys
450
Ser
Pro
val
Gly
Asp
530
Trp
His
val
val
Thr
610
Gly
Tyr
Lys
Ala

Gln
690

115
Gln

Cys
Arg
Gly
Ile
195
Leu
Gly
Thr
Pro
val
275
Ala
Gly
Gly
Lys
Cys
355
Leu
Glu
Lys
Lys
Leu
435
Lys
Lys
Ser
Lys
Gln
515
Gly
Gln
Asn
Ala
Gln
595
Phe
Leu
Ala
Asn
val

675
Gly

<210> 194

Ser
Lys
Gln
Asp
180
Ser
Lys
Trp
val
Ser
260
Lys
Leu
Leu
Thr
val
340
Pro
Phe
val
Phe
Pro
420
Thr
val
Ala
Arg
Gly
500
Pro
Ser
Gln
His
Ala
580
Pro
Arg
Glu
Asp
Thr
660
Tyr

Thr

Gly
Gly
Met
165
Ser
Ala
Ala
Tyr
Ser
245
Ser
Asp
Thr
Tyr
Gln
325
Asp
Pro
Pro
Thr
Asn
405
Arg
val
Ser
Lys
Asp
485
Phe
Glu
Phe
Gly
Tyr
565
Pro
Gly
Asn
Trp
Ser
645
Leu
Tyr

Leu

Thr
Ser
150
Pro
Glu
Asp
Ser
Pro
230
Ser
Lys
Tyr
Ser
Ser
310
Thr
Lys
Cys
Pro
Cys
390
Trp
Glu
Leu
Asn
Gly
470
Glu
Tyr
Asn
Phe
Asn
550
Thr
Ser
Gly
Phe
val
630
val
Tyr
Cys

val

Glu
135
Gly
Gly
Thr
Lys
Asp
215
Tyr
Ala
Ser
Phe
Gly
295
Leu
Tyr
Lys
Pro
Lys
375
val
Tyr
Glu
His
Lys
455
Gln
Leu
Pro
Asn
Leu
535
val
Gln
Glu
Ser
Gly
615
Ser
Lys
Leu
Ala

Thr
695

120
val

Tyr
Lys
Arg
Ser
200
Thr
Thr
Ser
Thr
Pro
280
val
Ser
Ile
val
Ala
360
Pro
val
val
Gln
Gln
440
Ala
Pro
Thr
Ser
Tyr
520
Tyr
Phe
Lys
val
Leu
600
Met
Trp
Gly
Gln
Lys

680
val

Lys
Thr
Gly
Tyr
185
Phe
Ala
Phe
Thr
Ser
265
Glu
His
Ser
Cys
Glu
345
Pro
Lys
val
Asp
Tyr
425
Asp
Leu
Arg
Lys
Asp
505
Lys
Ser
Ser
Ser
Gln
585
Arg

Gly

Arg
Met
665
Ser

Ser

Lys
val
Leu
170
Ser
Asn
Met
Asp
Lys
250
Gly
Pro
Thr
val
Asn
330
Pro
Glu
Asp
Asp
Gly
410
Asn
Trp
Pro
Glu
Asn
490
Ile
Thr
Lys
Cys
Leu
570
Leu
Leu

Trp

Phe
650
Asn
Leu

Ser

PB62748

Pro
Thr
155
Glu
Pro
Thr
Tyr
Ile
235
Gly
Gly
val
Phe
val
315
val
Lys
Leu
Thr
val
395
val
Ser
Leu
Ala
Pro
475
Gln
Ala
Thr
Leu
Ser
555
Ser
Leu
Ser
val
Ser
635
Thr
Ser

Gly

Gly
140
Ser
Trp
Thr
Ala
Tyr
220
Trp
Pro
Thr
Thr
Pro
300
Thr
Asn
Ser
Leu
Leu
380
Ser
Glu
Thr
Asn
Pro
460
Gln
val
val
Pro
Thr
540
val
Leu
Glu
Cys
Arg

620
Ser

Leu

Arg

125
Glu

Tyr
Met
Phe
Phe
205
Cys
Gly
Ser
Ala
val
285
Ala
val
His
Cys
Gly
365
Met
His
val
Tyr
Gly
445
Ile
val
Ser
Glu
Pro
525
val
Met
Ser
Ser
Ala
605
Gln
Gly
Ser
Arg

Phe
685
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Ser
Trp
Gly
Gln
190
Leu
Ala
Gln
val
Ala
270
Ser
val
Pro
Lys
Asp
350
Gly
Ile

Glu

Arg
430
Lys
Glu
Tyr
Leu
Trp
510
val

Asp

Pro
Gly
590
Ala
Ala
Thr
Arg
Ala

670
Asp

Leu

Phe
175
Gly
Gln
Arg
Gly
Phe
255
Leu
Trp
Leu
Ser
Pro
335
Lys
Pro
Ser
Asp
Asn
415
val
Glu
Lys
Thr
Thr
495
Glu
Leu
Lys
Glu
Gly
575
Gly
Ser
Pro
Glu
Asp
655
Glu

Tyr

Lys
Gly
160
Ile
Gln
Trp
val
Thr
240
Pro
Gly
Asn
Gln
Ser
320
Ser
Thr
Ser
Arg
Pro
400
Ala
val
Tyr
Thr
Leu
480
Cys
Ser
Asp
Ser
Ala
560
Lys
Gly
Gly
Gly
Thr
640
Asn
Asp

Trp



<211> 328
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 194

Asp
1

Glu
val
Tyr
Ser
65

Glu
Thr
Pro
Gly
Asn
145
Ile
Gly
Ser
Ser
Ala
225
Ser
Glu
Ser
Leu
val

305
Lys

Ile
Arg
Ala
Tyr
50

Gly
Asp
Phe
Glu
Glu
130
Leu
Tyr
Ser
Glu
Ile
210
Ala
Gly
Ala
Gln
Ser
290
Tyr

Ser

val
Ala
Trp
35

Ala
Ser
val
Gly
Ile
115
Arg
Ala
Thr
Gly
Asp
195
Thr
Pro
Thr
Lys
Glu
275
Ser
Ala

Phe

<210> 195
<211> 696
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 195

Gln
1
Thr
Ser
Gly
Ser
65
Thr
Arg

Thr

val
Leu
val
val
50

Arg
Met
Asp

Leu

Thr
Thr
His
35

Ile
Leu
Thr
Pro

val

Met
Thr
20

Tyr
Ser
Gly
Ala
Gly
100
val
Ala
Trp
Ala
Ser
180
Phe
Phe
Ser
Ala
val
260
Ser
Thr
Cys

Asn

Leu
Leu
20

Trp
Trp
Ser
Asn
Pro

100
Thr

Thr
Ile
Gln
Asn
Thr
val
Gly
Met
Thr
Tyr
Ser
165
Gly
Ala
Gly
val
Ser
245
Gln
val
Leu

Glu

Arg
325

Arg
Thr
val

Ala

Met
85
Ser

val

Gln
Asn
Gln
Arg
Asp
70

Tyr
Thr
Thr
Leu
Gln
150
Thr
Thr
val
Gln
Phe
230
val
Trp
Thr
Thr
val

310
Gly

Cys
Arg
Ser
Ser
70

Asp
Ser

Ser

Ser
Cys
Lys
Tyr
55

Phe
Tyr
Lys
Gln
Ser
135
Gln
Arg
Glu
Tyr
Gly
215
Ile
val
Lys
Glu
Leu
295
Thr

Glu

Ser
Thr
Gln
Gly
55

Lys
Pro
Leu

Ser

Pro
Lys
Pro
40

Thr
Thr
Cys
val
Ser
120
Cys
Lys
Ala
Phe
Tyr
200
Thr
Phe
Cys
val
Gln
280
Ser
His

Cys

Gly
val
Pro
Gly
Asp
val
Leu

Ala

Asp
Ala
25

Gly
Gly
Leu
Gln
Glu
105
Pro
Arg
Pro
Thr
Thr
185
Cys
Arg
Pro

Leu

Asp
265
Asp
Lys

Gln

Pro
Ser
25

Pro
Thr
Thr
Asp
Arg

105
Ser

Ser
10

Ser
Gln
val
Thr
Gln
90

Ile
Ala
Ala
Gly
Asp
170
Leu
Gln
Leu
Pro
Leu
250
Asn
Ser
Ala

Gly

Ala
10

Gly
Gly
Asp
Ser
Thr
90

Leu

Thr

PB62748

Leu
Gln
Pro
Pro
Ile
75

Asp
Lys
Thr
Ser
Gln
155
Ile
Thr
Gln
Glu
Ser
235
Asn
Ala
Lys
Asp

Leu
315

Leu
Phe
Lys
Tyr
Arg
75

Ala
Asp

Lys

Ala
Ser
Pro
Asp
60

Ser
Tyr
Arg
Leu
Glu
140
Ala

Pro

Tyr
Ile
220
Asp
Asn
Leu
Asp
Tyr

300
Ser

val
Ser
Gly
Asn
60

Asn
Thr
Tyr
Gly

val
val
Lys
45

Arg
Ser
Asn
Thr
Ser
125
Ser
Pro
Ala
Ser
Asn
205
Lys
Glu
Phe
Gln
Ser
285
Glu

Ser

Lys
Leu
Leu
45

Ser
Gln
Tyr
Trp

Pro
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Ser
Ser
30

Leu
Phe
Leu
Ser
val
110
val
Ala
Arg
Arg
Ser
190
Asn
Arg
Gln
Tyr
Ser
270
Thr
Lys

Pro

Pro
Thr
30

Glu
Ala
val
Tyr
Gly

110
Ser

Leu
15

Asn
Leu
Ser
Gln
Pro
95

Ala
Ser
Ser
Leu
Phe
175
Leu
Trp
Thr
Leu
Pro
255
Gly
Tyr
His

val

Thr
15

Ser
Trp
Leu
val
Cys
95

Arg

val

Gly

Asp

Gly
Ala
80

Trp
Ala
Pro
Ser
Phe
160
Ser
Gln
Pro
val
Lys
240
Arg
Asn
Ser
Lys

Thr
320

Gln
Tyr
Leu
Met
Leu
80

Ala
Gly

Phe



Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Leu
465
Phe
Lys
Tyr
Ser
Thr
545
Tyr
Pro
Gln
Phe
Leu
625
Ala
Asn
val

Gly

Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Leu
370
Asn
Ser
Arg
Leu
Gly
450
val
Thr
Gly
Tyr
Lys
530
Ala
Trp
Ser
Pro
Arg
610
Glu
Asp
Thr
Tyr

Thr
690

115
Ala

Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Gly
Gln
Phe
Leu
Ala
515
Asn
val
Gly
Gly
Gly
595
Asn
Trp
Ser
Leu
Tyr

675
Leu

<210> 196

Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Gly
Pro
Ala
Glu
500
Asp
Thr
Tyr
Gln
Ser
580
Gly
Phe
val
val
Tyr
660
Cys

val

Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
Gly
Gly
Trp
485
Trp
Ser
Leu
Tyr
Gly
565
Glu
Ser
Gly
Ser
Lys
645
Leu
Ala

Thr

Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Ser
Gly
470
Tyr
val
val
Tyr
Cys
550
Thr
val
Leu
Met
Trp
630
Gly
Gln
Lys

val

Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Gly
455
Ser
Asp
Ser
Lys
Leu
535
Ala
Leu
Gln
Arg
Gly
615
Ile
Arg
Met
Ser

Ser
695

120
Ser

Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
val
Leu
Met
Ser
Gly
520
Gln
Thr
val
Leu
Leu
600
Trp
Ile
Phe
Asn
Leu

680
Ser

Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe
425
Lys
Gln
Arg
Gly
Ile
505
Arg
Met
Ala
Thr
Leu
585
Ser
val
Ser
Thr
Ser

665
Gly

Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Leu
Leu
Trp
490
Asp
Phe
Asn
Glu
val
570
Glu
Cys
Arg
Ser
Ile
650
Leu

Arg

PB62748

Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
Cys
Leu
Leu
Ser
475
val
Trp
Thr
Ser
Asp
555
Ser
Ser
Ala
Gln
Gly
635
Ser
Arg

Phe

Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Glu
460
Cys
Arg
His
Ile
Leu
540
Glu
Ser
Gly
Ala
Ala
620
Thr
Arg
Ala

Asp

125
Thr

Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Ser
Ala
Gln
Gly
Ser
525
Arg
Pro
Thr
Gly
Ser
605
Pro
Glu
Asp
Glu

Tyr
685

Page 152

Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Gly
Ala
Ala
Glu
510
Arg
Ala
Gly
val
Gly
590
Gly
Gly
Thr
Asn
Asp

670
Trp

Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
Gly
Ser
Pro
495
val
Asp
Glu
Tyr
Ala
575
Leu
Phe
Lys
Tyr
Ser
655
Thr

Gly

Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr

Thr

Leu
400
Lys
Glu
Gly
Gly
Gly
480
Gly
Thr
Asn
Asp
Asp
560
Ala
val
Thr
Gly
Tyr
640
Lys
Ala

Gln



<211> 693
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 196

Gln
1

Ser
Asn
Gly
Lys
65

Met
Ala
Ala
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His
Pro
Gln
465
Thr
Gln
Leu

Asp

val
val
Met
Ala
50

Gly
Gln
Arg
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu
Gly
450
Ser
Cys
Lys
Gln

Phe
530

Gln
Lys
His
35

Ile
Lys
Leu
Ser
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala
435
Lys
Pro
Arg
Pro
Gly

515
Thr

Leu
Met
20

Trp
Tyr
Ala
Ser
Thr
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg
420
Leu
Thr
Ser
Ala
Gly
500
Gly

Leu

Gln
Ser
val
Pro
Thr
Ser
85

Tyr
val
Ala

Leu

Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp
His
val
Ser
Ser
485
Lys
val

Thr

Gln
Cys
Lys
Gly
Leu
70

Leu
Tyr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln
Asn
Ala
Leu
470
Arg
Ala
Pro

Ile

Pro
Lys
Gln
Asn
55

Thr
Thr
Gly
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln
His
Ala
455
Ser
Pro
Pro
Ser

Ser
535

Gly
Ala
Thr
40

Gly
Ala
Ser
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly
Tyr
440
Pro
Ala
Ile
Lys
Arg

520
Ser

Ala
Ser
25

Pro
Asp
Asp
Glu
Asp
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly
345
Glu
Tyr
Asn
Phe
Asn
425
Thr
Ser
Ser
Ser
Leu
505
Phe

Leu

Glu
10

Gly
Gly
Thr
Lys
Asp
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln
Leu
Pro
Asn
Leu
410
val
Gln
Gly
val
Asp
490
Leu
Ser

Gln
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Leu
Tyr
Arg
Ser
Ser
75

Ser
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe
Lys
Ser
Gly
475
Trp
Ile
Gly

Pro

val
Thr
Gly
Tyr
60

Ser
Ala
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser
Ser
Asp
460
Asp
Leu
Ala
Ser

Glu
540

Lys
Phe
Leu
45

Asn
Ser
val
Asn
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys
Leu
445
Ile
Arg
His
Trp
Gly

525
Asp

Page 153

Pro
Thr
30

Glu
Gln
Thr
Tyr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser
430
Ser
Gln
val
Trp
Ala
510
Ser

Phe

Gly
15

Ser
Trp
Lys
Ala
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val
Leu
Met
Thr
Tyr
495
Ser
Gly

Ala

Ala
Tyr
Ile
Phe
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val
Ser
Glu
Pro
400
val
Met
Ser
Thr
Ile
480
Gln
Ser
Thr

Thr



Tyr
545
Thr
val
Leu
Met
Ser
625
Gly
Gln
Thr

val

Tyr
Lys
Gln
Arg
3
Ile
Arg
Met
Ala

Thr
690

Cys
val
Leu
Leu
595
Trp
Asp
Phe
Asnh
Glu

675
val

<210> 197
<211> 701
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 197
Gln val Gln Leu

1
Ser

Asn
Gly
Lys
65

Met
Ala
Ala
val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu

Tyr

val
Met
Ala
50

Gly
Gln
Arg
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys

Thr

Lys
His
35

Ile
Lys
Leu
Ser
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr

Leu

Leu
Glu
Leu
580
Ser
val
Trp
Thr
Ser
660
Asp

Ser

Met
20

Trp
Tyr
Ala
Ser
Thr
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile

340
Pro

Gln
Ile
565
Glu
Cys
Arg
His
Ile
645
Leu
Glu

Ser

Gln
Ser
val
Pro
Thr
Ser
85

Tyr
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser

Pro

Glu
550
Lys
Ser
Ala
Gln
Gly
630
Ser
Arg

Pro

Gln
Cys
Lys
Gly
Leu
70

Leu
Tyr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys

Ser

Gly
Arg
Gly
Ala
Ala
615
Glu
Arg
Ala

Gly

Pro
Lys
Gln
Asn
Thr
Thr
Gly
val
Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala

Arg

Trp
Thr
Gly
Ser
600
Pro
val
Asp

Glu

Tyr
680

Gly
Ala
Thr
Gly
Ala
Ser
Gly
Ser
120
Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys

Asp

Gly
val
S8
Gly
Gly
Thr
Asn
Asp

665
Asp

Ala
Ser
25

Pro
Asp
Asp
Glu
Asp
105
Ser
Lys
Tyr
Ser
Ser
185
Thr
Lys
Cys
Pro
Cys
265
Trp
Glu
Leu
Asn
Gly

345
Glu

Pro
Ala
570
Leu
Phe
Lys
Tyr
Ser
650
Thr

Tyr

Glu
Gly
Gly
Thr
Lys
Asp
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Lys
Pro
Lys
250
val
Tyr
Glu
His
Lys
330
Gln

Leu
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Pro
555
Ala
val
Thr
Gly
Tyr
635
Lys
Ala

Trp

Leu
Tyr
Arg
Ser
Ser
75

Ser
Tyr
Ser
Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro

Thr

Thr
Pro
Gln
Phe
Leu
620
Ala
Asn

val

Gly

val
Thr
Gly
Tyr
60

Ser
Ala
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg

Lys

Phe
Ser
Pro
Ala
605
Glu
Asp
Thr
Tyr

Gln
685

Lys
Phe
Leu
45

Asn
Ser
val
Asn
Lys
125
Gly
Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu

Asn

Page 154

Gly
Gly
Gly
590
Trp
Trp
Ser
Leu
Tyr

670
Gly

Pro
Thr
30

Glu
Gln
Thr
Tyr
val
110
Gly
Gly
val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro

350
Gln

Gln
Ser
575
Gly
Tyr
val
val
Tyr
655
Cys

Thr

Gly
15

Ser
Trp
Lys
Ala
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln

val

Gly
560
Gly
Ser
Asp
Ser
Lys
640
Leu

Ala

Leu

Ala
Tyr
Ile
Phe
Tyr
80

Cys
Gly
Ser
Ala
val
160
Ala
val
His
Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val

Ser



Leu
Trp
385
val
Asp
His
Pro
Glu
465
Cys
Arg
Ser
Ile
Leu
545
Arg
val
Gly
Gly
Gly
625
Thr
Asn
Asp

Asp

<210>
<211>
<212>
<213>

Thr
370
Glu
Leu
Lys
Glu
Gly
450
Ser
Ala
Gln
Gly
Ser
530
Arg
Phe
Ala
Leu
Phe
610
Lys
Tyr
Ser
Thr

Tyr
690

<220>

<223>
<400>

Glu
1
Ser
Trp
Gly
Lys
65
Leu
Ala
Thr
Pro
Gly

145
Asn

val
Leu
Leu
Met
50

Asp
Gln
Thr
Leu
Leu
130
Cys

Ser

355
Cys

Ser
Asp
Ser
Ala
435
Lys
Gly
Ala
Ala
Thr
515
Arg
Ala
Asp
Ala
val
595
Thr
Gly
Tyr
Lys
Ala

675
Trp

198
567
PRT
Artificial Sequence

Gln
Arg
His
35

Ile
Arg
Met
Tyr
val
115
Ala
Leu

Gly

Leu
Asn
Ser
Arg
420
Leu
Thr
Gly
Ser
Pro
500
Glu
Asp
Glu
Tyr
Pro
580
Gln
Phe
Leu
Ala
Asn
660
val

Gly

Humanised

198

Leu
Leu
20

Trp
Asp
Phe
Asn
Arg
100
Thr
Pro

val

Ala

val
Gly
Asp
405
Trp
His
val
Gly
Gly
485
Gly
Thr
Asn
Asp
Trp
565
Ser
Pro
Ala
Glu
Asp
645
Thr
Tyr

Gln

val
Ser
val
Pro
Thr
Ser
85

Ser
val
Ser
Lys

Leu
165

Lys
Gln
390
Gly
Gln
Asn
Ala
Leu
470
Phe
Lys
Tyr
Ser
Thr
550
Gly
Gly
Gly
Trp
Trp
630
Ser
Leu
Tyr

Gly

Glu
Cys
Arg
Ser
Ile
70

Leu
Tyr
Ser
Ser
Asp

150
Thr

Gly
375
Pro
Ser
Gln
His
Ala
455
val
Thr
Gly
Tyr
Lys
535
Ala
Gln
Ser
Gly
Tyr
615
val
val
Tyr
Cys

Thr
695

Ser
Ala
Gln
Asn
55

Ser
Arg
val
Ser
Lys
135
Tyr

Ser

360
Phe

Glu
Phe
Gly
Tyr
440
Pro
Gln
Phe
Leu
Ala
520
Asn
val
Gly
Gly
Ser
600
Asp
Ser
Lys
Leu
Ala

680
Leu

Gly
Ala
Ala
40

Ser
Ala
Ala
Thr
Ala
120
Ser
Phe

Gly

Tyr
Asn
Phe
Asn
425
Thr
Ser
Pro
Arg
Glu
505
Asp
Thr
Tyr
Thr
val
585
Leu
Met
Ser
Gly
Gln
665
Thr

val

Gly
Ser
25

Pro
Asp
Asp
Glu
Pro
105
Ser
Thr
Pro

val

Pro
Asn
Leu
410
val
Gln
Gly
Gly
Asn
490
Trp
Ser
Leu
Tyr
Leu
570
Gln
Arg
Gly
Ile
Arg
650
Met
Ala

Thr

Gly
10

Gly
Gly
Thr
Thr
Asp
90

Leu
Thr
Ser
Glu

His
170
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Ser
Tyr
395
Tyr
Phe
Lys
Ser
Gly
475
Phe
val
val
Tyr
Cys
555
val
Leu
Leu
Trp
Asp
635
Phe
Asn
Glu

val

Leu
Tyr
Lys
Arg
Ser
75

Thr
Asp
Lys
Gly
Pro

155
Thr

Asp
380
Lys
Ser
Ser
Ser
Glu
460
Ser
Gly
Ser
Lys
Leu
540
Ala
Thr
Leu
Ser
val
620
Trp
Thr
Ser
Asp

Ser
700

val
Thr
Gly
Phe
60

Lys
Ala
Tyr
Gly
Gly
140
val

Phe

365
Ile

Thr
Lys
Cys
Leu
445
val
Leu
Met
Trp
Gly
525
Gln
Lys
val
Glu
Cys
605
Arg
His
Ile
Leu
Glu

685
Ser

Gln
Phe
Leu
45

Asn
Asn
val
Trp
Pro
125
Thr
Thr

Pro

Page 155

Ala
Thr
Leu
Ser
430
Ser
Gln
Arg
Gly
Ile
510
Arg
Met
Ser
Ser
Ser
590
Ala
Gln
Gly
Ser
Arg

670
Pro

Pro
Thr
30

Glu
Pro
Thr
Tyr
Gly
110
Ser
Ala
val

Ala

val
Pro
Thr
415
val
Leu
Leu
Leu
Trp
495
Ile
Phe
Asn
Leu
Ser
575
Gly
Ala
Ala
Glu
Arg
655
Ala

Gly

Gly
15

Ser
Trp
Asn
Ala
Tyr
95

Gln
val
Ala
Ser

val
175

Pro
400
val
Met
Ser
Leu
Ser
480
val
Ser
Thr
Ser
Gly
560
Thr
Gly
Ser
Pro
val
640
Asp
Glu

Tyr

Gly
Tyr
val
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp

160
Leu



Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala
Lys
Pro
465
Lys
Glu
Asp
Thr
Tyr

545
Thr

<210>
<211>
<212>
<213>

Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Ala
370
Asn
Ser
Arg
Leu
Gly
450
Gly
Ala
Trp
Ser
Leu
530
Tyr

Leu

<220>

<223>
<400>

Cys
1
Leu
Glu
Lys
Lys
65
Leu
Lys

Lys

Pro
Phe
val
Phe
50

Pro
Thr
val

Ala

Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp
His
435
Ser
Gly
Tyr
val
val
515
Tyr
Cys

val

199
340
PRT
Artificial Sequence

Pro
Pro
Thr
35

Asn
Arg
val
Ser

Lys

Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln
420
Asn
Glu
Ser
Pro
Ser
500
Lys
Leu
Ala

Thr

Humanised

199

Cys
Pro
20

Cys
Trp
Glu
Leu
Asn

100
Gly

Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln
His
val
Leu
Met
485
Glu
Gly
Gln
Lys

val
565

Pro
Lys
val
Tyr
Glu
His
85

Lys
Gln

Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly
Tyr
Gln
Arg

470
Met

Arg
Met
Asp

550
Ser

Ala
Pro
val
val
Gln
70

Gln
Ala

Pro

Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe
Asn
Thr
Leu
455
Leu
Trp
Ser
Phe
Asn
535
Pro

Ser

Pro
Lys
val
Asp
55

Tyr
Asp
Leu

Arg

Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val
Gln
440
Leu
Ser
val
Pro
Thr
520
Ser

Arg

Glu
Asp
Asp
Gly
Asnh
Trp
Pro

Glu

Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
val
Phe
425
Lys
val
Cys
Arg
Ser
505
Ile
Leu

Lys

Leu
Thr
25

val
val
Ser
Leu
Ala

105
Pro

Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser
Ser
Ser
Ala
Gln
490
Gly
Ser
Arg

Leu

Leu
10

Leu
Ser
Glu
Thr
Asn
90

Pro

Gln

PB62748

val
Asn
Pro
Glu
235
Asp
Asp
Gly

Asn

Trp
315
Pro
Glu

Asn

Thr
395
Lys
Cys
Leu
Gly
Ala
475
Ala
Ser
Arg
Ala

Asp
555

Gly
Met
His
val
Tyr
75

Gly
Ile

val

val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser
Ser
Gly
460
Ser
Pro
Tyr
Asp
Glu

540
Tyr

Gly
Ile
Glu
His
60

Arg
Lys
Glu

Tyr

Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val
Leu
445
Gly
Gly
Gly
Thr
Asn
525
Asp

Trp

Pro
Ser
Asp
45

Asn
val
Glu
Lys

Thr

Page 156

val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met
430
Ser
Leu
Phe
Lys
Tyr
510
Ser
Thr

Gly

Ser
Arg
30

Pro
Ala
val
Tyr
Thr

110
Leu

Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His
Pro
val
Thr
Gly
495
Tyr
Lys
Ala

Gln

val
15

Thr
Glu
Lys
Ser
Lys
95

Ile

Pro

Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Ser
Glu
Leu
400
Lys
Glu
Gly
Gln
Phe
480
Leu
Ala
Asn
val

Gly
560

Phe
Pro
val
Thr
val
80

Cys
Ser

Pro



Ser
Lys
145
Gln
Gly
Gln
Asn
Glu
225
Ser
Pro
Ser
Lys
Leu
305
Ala

Thr

Arg
130
Gly
Pro
Ser
Gln
His
210
val
Leu
Met
Glu
Gly
290
Gln
Lys

val

115
Asp

Phe
Glu
Phe
Gly
195
Tyr
Gln
Arg
Met
Ile
275
Arg
Met
Asp

Ser

<210> 200
<211> 220
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 200

Asp
1
Asp
Ser
Ala
Pro
65
Ile
Tyr
Lys
Glu
Phe
145
Gln
Ser
Glu

Ser

Ile
Arg
Ser
Pro
50

Ser
Ser
Tyr
Arg
Gln
130
Tyr
Ser
Thr
Lys

Pro
210

Gln
val
Gln
35

Lys
Arg
Ser
Ala
Thr
115
Leu
Pro
Gly
Tyr
His
195
val

<210> 201
<211> 552
<212> PRT
<213> Artificial Sequence

<220>

Glu
Tyr
Asn
Phe
180
Asn
Thr
Leu
Leu
Trp
260
Ser
Phe
Asn
Pro

Ser
340

Met
Thr
20

Lys
Leu
Phe
Leu
Tyr
100
val
Lys
Arg
Asn
Ser
180
Lys

Thr

Leu
Pro
Asn
165
Leu
val
Gln
Leu
Ser
245
val
Pro
Thr
Ser

Arg
325

Thr
Ile
Asn
Leu
Ser
Gln
85

Pro
Ala
Ser
Glu
Ser
165
Leu
val

Lys

Thr
Ser
150
Tyr
Tyr
Phe
Lys
val
230
Cys
Arg

Ser

Leu
310
Lys

Gln
Thr
Tyr
Ile
Gly
70

Pro
Trp
Ala
Gly
Ala
150
Gln
Ser
Tyr

Ser

Lys
135
Asp
Lys
Ser
Ser
Ser
215
Ser
Ala
Gln
Gly
Ser
295
Arg

Leu

Ser
Cys
Leu
Tyr
55

Ser
Glu
Thr
Pro
Thr
135
Lys
Glu
Ser
Ala

Phe
215

120
Asn

Ile
Thr
Lys
Cys
200
Leu
Gly
Ala
Ala
Ser
280
Arg
Ala

Asp

Pro
Lys
Ala
40

Trp
Gly
Asp
Phe
Ser
120
Ala
val
Ser
Thr
Cys

200
Asn

Gln
Ala
Thr
Leu
185
Ser
Ser
Gly
Ser
Pro
265
Tyr
Asp
Glu

Tyr

Ser
Ser
25

Trp
Ala
Ser

Phe

Gly
105
val
Ser
Gln
val
Leu
185
Glu

Arg

val
val
Pro
170
Thr
val
Leu
Gly
Gly
250
Gly
Thr
Asn
Asp

Trp
330

Ser
10

Ser
Tyr
Ser
Gly
Ala
90

Gln
Phe
val
Trp
Thr
170
Thr
val

Gly

PB62748

Ser
Glu
155
Pro
val
Met
Ser
Leu
235
Phe
Lys
Tyr
Ser
Thr

315
Gly

Leu
Gln
Gln
Thr
Thr
75

Thr
Gly
Ile
val
Lys
155
Glu
Leu
Thr

Glu

Leu
140
Trp
val
Asp
His
Pro
220
val
Thr
Gly
Tyr
Lys
300
Ala

Gln

Ser
Ser
Gln
Arg
60

Asp
Tyr
Thr
Phe
Cys
140
val
Gln
Ser
His

Cys
220

125
Trp

Glu
Leu
Lys
Glu
205
Gly
Gln
Phe
Leu
Ala
285
Asn
val

Gly

Ala
Leu
Lys
45

Glu
Phe
Tyr
Lys
Pro
125
Leu
Asp
Asp
Lys

Gln
205

Page 157

Cys
Ser
Asp
Ser
190
Ala
Lys
Pro
Lys
Glu
270
Asp
Thr
Tyr

Thr

Ser
Leu
30

Pro
Ser
Thr
Cys
val
110
Pro
Leu
Asn
Ser
Ala

190
Gly

Leu
Asn
Ser
175
Arg
Leu
Gly
Gly
Ala
255
Trp
Ser
Leu
Tyr

Leu
335

val
15

Tyr
Gly
Gly
Leu
Gln
95

Glu
Ser
Asn
Ala
Lys
175
Asp

Leu

val
Gly
160
Asp
Trp
His
Ser
Gly
240
Tyr
val
val
Tyr
Cys

320
val

Leu
160
Asp
Tyr

Ser



<223> Humanised

<400> 201

Glu
1

Ser
Trp
Gly
Lys
65

Leu
Ala
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Pro
225
Ser
Asp
Asn
val
Glu
305
Lys
Thr
Thr
Glu
Leu
385
Lys
Glu
Gly
Gln
Phe
465
Leu
Ala
Asn
val

Gly
545

val
Leu
Leu
Met
50

Asp
Gln
Thr
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
Ser
Arg
Pro
Ala
val
290
Tyr
Thr
Leu
Cys
Ser
370
Asp
Ser
Ala
Lys
Pro
450
Lys
Glu
Asp
Thr
Tyr

530
Thr

Gln
Arg
His
35

Ile
Arg
Met
Tyr
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
val
Thr
Glu
Lys
275
Ser
Lys
Ile
Pro
Leu
355
Asn
Ser
Arg
Leu
Gly
435
Gly
Ala
Trp
Ser
Leu
515
Tyr

Leu

<210> 202

Leu
Leu
20

Trp
Asp
Phe
Asn
Arg
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Phe
Pro
val
260
Thr
val
Cys
Ser
Pro
340
val
Gly
Asp
Trp
His
420
Ser
Gly
Tyr
val
val
500
Tyr
Cys

val

val
Ser
val
Pro
Thr
Ser
85

Ser
val
Cys
Lys
Leu
165
Leu
Thr
val
Leu
Glu
245
Gln
Lys
Leu
Lys
Lys
325
Ser
Lys
Gln
Gly
Gln
405
Asn
Glu
Ser
Pro
Ser
485
Lys
Leu
Ala

Thr

Glu
Cys
Arg
Ser
Ile
70

Leu
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Lys
Asp
Phe
230
val
Phe
Pro
Thr
val
310
Ala
Gln
Gly
Pro
Ser
390
Glu
His
val
Leu
Met
470
Glu
Gly
Gln
Lys

val
550

Ser
Ala
Gln
Asn
55

Ser
Arg
val
Ser
Arg
135
Tyr
Ser
Ser
Thr
Lys
215
Pro
Thr
Asn
Arg
val
295
Ser
Lys
Glu
Phe
Glu
375
Phe
Gly
Tyr
Gln
Arg
455
Met
Ile
Arg
Met
Asp

535
Ser

Gly
Ala
Ala
40

Ser
Ala
Ala
Thr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Arg
Pro
Cys
Trp
Glu
280
Leu
Asn
Gly
Glu
Tyr
360
Asn
Phe
Asn
Thr
Leu
440
Leu
Trp
Ser
Phe
Asn
520
Pro

Ser

Gly
Ser
25

Pro
Asp
Asp
Glu
Pro
105
Ser
Thr
Pro
val
Ser
185
Thr
val
Lys
val
Tyr
265
Glu
His
Lys
Gln
Met
345
Pro
Asn
Leu
val
Gln
425
Leu
Ser
val
Pro
Thr
505
Ser

Arg

Gly
10

Gly
Gly
Thr
Thr
Asp
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Ala
Pro
val
250
val
Gln
Gln
Gly
Pro
330
Thr
Ser
Tyr
Tyr
Phe
410
Lys
val
Cys
Arg
Ser
490
Ile
Leu

Lys

PB62748

Leu
Tyr
Lys
Arg
Ser
75

Thr
Asp
Lys
Glu
Pro
155
Thr
val
Asn
Pro
Lys
235
val
Asp
Phe
Asp
Leu
315
Arg
Lys
Asp
Lys
Ser
395
Ser
Ser
Ser
Ala
Gln
475
Gly
Ser
Arg

Leu

val
Thr
Gly
Phe
60

Lys
Ala
Tyr
Gly
Ser
140
val
Phe
val
val
Glu
220
Asp
Asp
Gly
Asn
Trp

300
Pro

Asn
Ile
Thr
380
Arg
Cys
Leu
Gly
Ala
460
Ala
Ser
Arg
Ala

Asp
540

Gln
Phe
Leu
45

Asn
Asn
val
Trp
Pro
125
Thr
Thr
Pro
Thr
Asp
205
Phe
Thr
val
val
Ser
285
Leu
Ser
Pro
Gln
Ala
365
Thr
Leu
Ser
Ser
Gly
445
Ser
Pro
Tyr
Asp
Glu

525
Tyr
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Pro
Thr
Glu
Pro
Thr
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Leu
Leu
Ser
Glu
270
Thr
Asn
Ser
Gln
val
350
val
Pro
Thr
val
Leu
430
Gly
Gly
Gly
Thr
Asn
510
Asp

Trp

Gly
15

Ser
Trp
Asn
Ala
Tyr
Gln
val
Ala
Ser
val
175
Pro
Lys
Gly
Met
Gln
255
val
Tyr
Gly
Ile
val
335
Ser
Glu
Pro
val
Met
415
Ser
Leu
Phe
Lys
Tyr
495
Ser
Thr

Gly

Gly
Tyr
val
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Gly
Ile

240
Glu

Arg
Lys
Glu
320
Tyr
Leu
Trp
val
Asp
400
His
Leu
val
Thr
Gly
480
Tyr
Lys
Ala

Gln



<211> 449
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 202

Glu
1

Ser
Trp
Gly
Lys
65

Leu
Ala
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Thr
225
Ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
Ser
385
Asp
Ser
Ala

Lys

val
Leu
Leu
Met
50

Asp
Gln
Thr
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
His
val
Thr
Glu
Lys
290
Ser
Lys
Ile
Pro
Ala
370
Asn
Ser
Arg

Leu

Gln
Arg
His
35

Ile
Arg
Met
Tyr
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
Ser
Pro
355
val
Gly
Asp
Trp

His
435

<210> 203
<211> 222
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

Leu
Leu
20

Trp
Asp
Phe
Asn
Arg
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln

420
Asn

val
Ser
val
Pro
Thr
Ser
85

Ser
val
Ser
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
Ser
405
Gln

His

Glu
Cys
Arg
Ser
Ile
70

Leu
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asn
Arg
val
310
Ser
Lys
Asp
Phe
Glu
390
Phe
Gly

Tyr

Ser
Ala
Gln
Asn
55

Ser
Arg
val
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Asn
Gly
Glu
Tyr
375
Asn
Phe

Asn

Thr

Gly
Ala
Ala
40

Ser
Ala
Ala
Thr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Leu
360
Pro
Asn
Leu
val

Gln
440

Gly
Ser
25

Pro
Asp
Asp
Glu
Pro
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
val
Phe

425
Lys

Gly
10

Gly
Gly
Thr
Thr
Asp
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser

Ser

PB62748

Leu
Tyr
Lys
Arg
Ser
75

Thr
Asp
Lys
Gly
Pro
155
Thr
val
Asn
Pro
Glu
235
Asp
Asp
Gly
Asn

Trp
315
Pro
Glu

Asn

Thr
395
Lys
Cys

Leu

val
Thr
Gly
Phe
60

Lys
Ala
Tyr
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
Ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
Ser

Ser

Gln
Phe
Leu
45

Asn
Asn
val
Trp
Pro
125
Thr
Thr
Pro
Thr
Asn
205
Ser
Leu
Leu
Ser
Glu
285
Thr
Asn
Pro
Gln
val
365
val
Pro
Thr
val

Leu
445

Page 159

Pro
Thr
30

Glu
Pro
Thr
Tyr
Gly
110
Ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
Ser
Glu
Pro
val
Met

430
Ser

Gly
15

Ser
Trp
Asn
Ala
Tyr
Gln
val
Ala
Ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His

Pro

Gly
Tyr
val
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Lys
Pro
240
Ser
Asp
Asn
val
Glu
320
Lys
Thr
Ser
Glu
Leu
400
Lys
Glu

Gly



<400> 203
Cys Pro Pro
1

Leu
Glu
Lys
Lys
65

Leu
Lys
Lys
Ser
Lys
145
Gln
Gly
Gln

Asn

Phe
val
Phe
50

Pro
Thr
val
Ala
Arg
130
Gly
Pro
Ser
Gln

His
210

Pro
Thr
35

Asn
Arg
val
Ser
Lys
115
Asp
Phe
Glu
Phe
Gly

195
Tyr

<210> 204
<211> 434
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 204

Glu
1

Ser
Trp
Gly
Lys
65

Leu
Ala
Thr
Pro
Gly
145
Asn
Gln
Ser
Ser
Pro
225
Ser
Asp

Asn

val
Leu
Leu
Met
50

Asp
Gln
Thr
Leu
Leu
130
Cys
Ser
Ser
Ser
Asn
210
Ser
Arg
Pro

Ala

Gln
Arg
His
35

Ile
Arg
Met
Tyr
val
115
Ala
Leu
Gly
Ser
Leu
195
Thr
val
Thr
Glu

Lys
275

Cys
Pro
20

Cys
Trp
Glu
Leu
Asnh
100
Gly
Glu
Tyr
Asnh
Phe
180
Asnh

Thr

Leu
Leu
20

Trp
Asp
Phe
Asn
Arg
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Phe
Pro
val

260
Thr

Pro
Lys
val
Tyr
Glu
His
85

Lys
Gln
Leu
Pro
Asn
165
Leu
val

Gln

val
Ser
val
Pro
Thr
Ser
85

Ser
val
Cys
Lys
Leu
165
Leu
Thr
val
Leu
Glu
245
Gln

Lys

Ala
Pro
val
val
Gln
70

Gln
Ala
Pro
Thr
Ser
150
Tyr
Tyr
Phe

Lys

Glu
Cys
Arg
Ser
Ile
70

Leu
Tyr
Ser
Ser
Asp
150
Thr
Tyr
Lys
Asp
Phe
230
val
Phe

Pro

Pro
Lys
val
Asp
55

Tyr
Asp
Leu
Arg
Lys
135
Asp
Lys
Ser
Ser

Ser
215

Ser
Ala
Gln
Asn
55

Ser
Arg
val
Ser
Arg
135
Tyr
Ser
Ser
Thr
Lys
215
Pro
Thr
Asn

Arg

Glu
Asp
Asp
Gly
Asnh
Trp
Pro
Glu
120
Asnh
Ile
Thr
Lys
Cys

200
Leu

Gly
Ala
Ala
40

Ser
Ala
Ala
Thr
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Arg
Pro
Cys
Trp

Glu
280

Leu
Thr
25

val
val
Ser
Leu
Ala
105
Pro
Gln
Ala
Thr
Leu
185
Ser

Ser

Gly
Ser
25

Pro
Asp
Asp
Glu
Pro
105
Ser
Thr
Pro
val
Ser
185
Thr
val
Lys
val
Tyr

265
Glu

Leu
10

Leu
Ser
Glu
Thr
Asn
90

Pro
Gln
val
val
Pro
170
Thr
val

Leu

Gly
10

Gly
Gly
Thr
Thr
Asp
90

Leu
Thr
Ser
Glu
His
170
Ser
Cys
Ala
Pro
val
250
val

Gln

PB62748

Gly Gly Pro

Met
His
val
Tyr
75

Gly
Ile
val
Ser
Glu
155
Pro
val
Met

Ser

Leu
Tyr
Lys
Arg
Ser
75

Thr
Asp
Lys
Glu
Pro
155
Thr
val
Asn
Pro
Lys
235
val
Asp

Phe

Ile
Glu
His
60

Arg
Lys
Glu
Tyr
Leu
140
Trp
val
Asp
His

Pro
220

val
Thr
Gly
Phe
60

Lys
Ala
Tyr
Gly
Ser
140
val
Phe
val
val
Glu
220
Asp
Asp
Gly

Asn

Ser
Asp
45

Asnh
val
Glu
Lys
Thr
125
Trp
Glu
Leu
Lys
Glu

205
Gly

Gln
Phe
Leu
45

Asn
Asn
val
Trp
Pro
125
Thr
Thr
Pro

Thr

Asp
205
Phe
Thr
val
val

Ser
285

Page 160

Ser
Arg
30

Pro
Ala
val
Tyr
Thr
110
Leu
Cys
Ser
Asp
Ser
190
Ala

Lys

Pro
Thr
Glu
Pro
Thr
Tyr
11
Ser
Ala
val
Ala
val
190
H1s
Leu
Leu
Ser
Glu

270
Thr

val
15

Thr
Glu
Lys
Ser
Lys
95

Ile
Pro
Leu
Asn
Ser
175
Arg

Leu

Gly
15

Ser
Trp
Asn
Ala
Tyr
95

Gln
val
Ala
Ser
val
175
Pro
Lys
Gly
Met
Gln
255
val

Tyr

Phe
Pro
val
Thr
val
80

Cys
Ser
Pro
val
Gly
160
Asp
Trp

His

Gly
Tyr
val
Phe
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
Ser
Pro
Gly
Ile

240
Glu

Arg



val
290
Tyr

val Ser

Glu
305
Lys

Lys

Thr Ile

Thr Leu Pro

Thr Leu
355

Asn

Cys
Glu Ser
370
Leu Asp Ser
385
Lys

Ser Arg

Glu Ala Leu

Gly Lys

<210> 205
<211> 1365
<212> DNA

val Leu

Cys Lys

Thr

val

val
295
Ser

Leu

Asn

310

Ser Lys
325
Pro Ser
340
val Lys

Gly Gln

Asp Gly

Ala
Gln
Gly
Pro

Ser

Lys Gly

Glu Glu

Phe Tyr
360
Glu Asn
375

Phe Phe

390

Gln
405
Asn

Trp

His
420

Glu

His

Gly Asn

Tyr Thr

<213> Artificial Sequence

<220>
<223> Human

<400> 205

caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca
ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact

<210> 206
<211> 1365
<212> DNA

ised

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ccagcgccag
gcggcggeac
tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc

<213> Artificial Sequence

<220>
<223> Human

<400> 206
caggtgcagc
tcctgcaagg
cctggacaag
gtcccgaagt
atggagctga
tatgatgatt
gtcacagtct
aagagcacct
ccggtgacgg
gtcctacagt
ttgggcaccc
aagaaagttg

ised

tggtgcagtc
cttctggatt
ggcttgagtg
tccagggcag
gcagcctgag
accactacga
cctcagcectc
ctgggggcac
tgtcgtggaa
cctcaggact
agacctacat
agcccaaatc

tggggctgag
ctacattaaa
gatgggaacg
agtcacgatt
atctgaggac
cgattactat
caccaagggc
agcggccctg
ctcaggcgcec
ctactccctc
ctgcaacgtg
ttgtgacaaa
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Gln Asp

Lys Gly Leu

315

Gln Pro Arg
330

Met Thr
345

Pro

Lys

Ser Asp

Asn Tyr Lys
Ser
395

Ser

Leu Tyr

Phe
410
Lys

val

Gln
425

Ser

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg
ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg

gtgaagaagc
gacacctata
attgatcctg
accgcggacg
acggccgtgt
gctatggact
ccatcggtct
ggctgcctgg
ctgaccagcg
agcagcgtgg
aatcacaagc
actcacacat

Trp Leu Ash
300
Pro Ser Ser

Glu Pro Gln
val
350

val

Asn Gln
Ala
365
Thr

Ile

Thr
380
Arg

Pro

Leu Thr

Cys Ser val
Leu

430

Leu Ser

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tccccctggce
tgaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgcctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaag

ctgggtcctc
tgcactgggt
cgaatggtaa
aatccacgag
attactgtgc
actggggcca
tcccectggce
tcaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccaccgtg

Page 161

Gly Lys
Glu
320
Tyr

Ile

val
335
Ser Leu
Trp

Pro val

val Asp
400
Met His
415

Ser Leu

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa
cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg

ggtgaaggtc
gcgacaggcc
tactaaatat
cacagcctac
gagaagcatc
agggacacta
accctcctcc
cttccccgaa
cttcccgget
ctccagcagc
caaggtggac
cccagcacct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1365

60

120
180
240
300
360
420
480
540
600
660
720



gaactcctgg
atctcccgga
gtcaagttca
gaggagcagt
tggctgaatg
gagaaaacca
ccatcccggg
tatcccagcg
accacgcctc
gacaagagca
cacaaccact

<210> 207
<211> 567
<212> PRT

ggggaccgtc
cccctgaggt

actggtacgt
acaacagcac
gcaaggagta
tctccaaagc
atgagctgac
acatcgccgt
ccgtgctgga
ggtggcagca
acacgcagaa

agtcttcctc
cacatgcgtg
ggacggcgtg
gtaccgtgtg
caagtgcaag
caaagggcag
caagaaccag
ggagtgggag
ctccgacggc

ggggaacgtc
gagcctctcc

<213> Artificial Sequence

<220>
<223> Human

<400> 207
Gln val Thr
1
Thr

Leu Thr

Gly Met Gly
35
Leu Ala
50

Lys

Trp
Leu Ser
65
val

Leu Thr

Cys Ala Arg
Thr
115

Pro

Arg Gly

Phe
130
Leu

val

Ala
145
Ser

Gly

Trp Asn

val Leu Gln
Ser
195

Ser

Pro Ser
Pro
210
Glu

Lys

val
225
Phe

Cys

Leu Phe

Pro Glu val
Phe
275

Pro

val Gln

Thr Lys

290
Leu

val Thr

305
Cys

Lys val

Ser Lys Thr

Pro Ser Arg

355

val Lys Gly
370

Gly Gln

385

Asp

Pro

Gly Ser

Trp Gln Gln

His Asn His

ised

Leu Arg

Leu Thr
20
val Ser
His

Arg Leu
Thr
85
Glu

Met

Arg
100
Leu val

Leu Ala

Cys Leu

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr

Pro

val

Ser Gly

Thr Phe

ITe Arg
40
Trp Asp
55
ITle Ser

Met Asp

val Phe

val Ser
120
Cys Ser
135

Lys Asp

150

Gly
165
Ser

Ser

Ser
180
Asn Phe

Asn Thr

Pro Pro

Ala
Gly
Gly
Lys

Cys

Leu Thr

Leu Tyr
Gln
200
Asp

Thr

val
215

Pro Ala

230

Pro
245
Cys

Pro

Thr
260
Asn Trp

Arg Glu

val val

Lys
val
Tyr
Glu

His

Pro Lys

val val

val Asp
280
Gln Phe
295

Gln Asp

310

Asn
325
Gly

Ser

Lys
340
Glu Glu

Phe Tyr

Glu Asn

Lys
Gln
Met
Pro

Asn

Gly Leu

Pro Arg

Thr Lys
360
Ser Asp
375

Tyr Lys

390

Phe
405
Asn

Phe

Gly
420

Tyr Thr

Leu
val

Gln

Tyr Ser

Phe Ser

Lys Ser

PB62748

ttcceccccaa
gtggtggacg
gaggtgcata
gtcagcgtcc
gtctccaaca
ccccgagaac
gtcagcctga
agcaatgggc
tccttcttcec
ttctcatgct
ctgtctccgg

Ala
10
Gly

Pro Leu

Ser Phe

Gln Pro Pro

Asp Asp Lys
Thr
75

Asp

Lys Asp

val
90
Trp

Pro

Tyr
105
Ser

Tyr

Ala Ser

Arg Ser Thr

Phe Pro
155
val

Tyr

Gly
170
Leu

Ser
Ser Ser
185
Thr

Tyr Thr

Lys Thr val
val
235

Leu

Pro Pro

Thr
250
val

Asp
Asp Ser
265
Gly

val Glu

Asn Ser Thr
Asn
315

Pro

Trp Leu

Ala
330
Pro

Pro

Glu Gln

345
Asn

Gln val

Ile Ala val

Thr Thr Pro

395
Leu Thr
410

Ser

Lys
Cys val
425
Leu

Ser Leu

aacccaagga
tgagccacga
atgccaagac
tcaccgtcct
aagccctccc
cacaggtgta
cctgcctggt
agccggagaa
tctacagcaa
ccgtgatgca
gtaaa

val Lys Pro

Ser Leu Ser

Gly Lys Gly

45
Arg Tyr Asn
60
Ser

Arg Asn

Thr Ala Thr
val
110

Gly

Phe Asp

Thr Lys
125
Ser Glu Ser
140
Glu

Pro val

His Thr Phe
val
190

val

Ser val

Asnh
205
Arg

Cys

Glu
220
Ala

Lys

Gly Pro

Met Ile Ser

His Glu Asp
270
His Asnhn
285
Arg

val
Phe val
300
Gly

Lys Glu

Ile Glu Lys
Thr
350

Thr

val Tyr

Leu
365
Trp

Ser
Glu Glu
380
Pro

Met Leu

val Asp Lys
Glu
430

Gly

Met His

Ser Pro
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caccctcatg
agaccctgag
aaagccgcgg
gcaccaggac
agcccccatc
caccctgecc
caaaggcttc
caactacaag
gctcaccgtg
tgaggctctg

Thr Gln
15
Thr Ser
Leu

Pro Ser

val
80
Tyr

Gln

Tyr
95
Trp Gly

Pro Ser

Thr Ala

val
160
Ala

Thr

Pro
175
Thr val

Asp His

Cys Cys
val
240
Thr

Ser

Arg
255
Pro Glu

Ala Lys

val Ser

Tyr Lys
320
Thr Ile
335
Leu Pro

Cys Leu

Ser Asn

Ser
400
Arg

Asp

Ser
415
Ala Leu

Lys Gly

780
840
900
960
1020
1080
1140
1200
1260
1320
1365



Ser
Gly
465
Tyr
val
val
Tyr
Cys

545
Thr

Gly
450
Ser
Asp
Ser
Lys
Leu
530
Ala

Leu

435
val

Leu
Met
Ser
Gly
515
Gln
Thr

val

<210> 208
<211> 568
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 208

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Pro
225
val
Thr
Glu
Lys
Ser
305
Lys
Ile
Pro

Leu

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Pro
Phe
Pro
val
Thr
290
val
Cys
Ser
Pro

val
370

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Cys
Leu
Glu
Gln
275
Lys
Leu
Lys
Lys
Ser

355
Lys

Gln
Arg
Gly
Ile
500
Arg
Met
Ala

Thr

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
Pro
Phe
val
260
Phe
Pro
Thr
val
Ala
340
Gln

Gly

Leu
Leu
Trp
485
Asp
Phe
Asnh
Glu

val
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Ser
Pro
245
Thr
Asn
Arg
val
Ser
325
Lys
Glu

Phe

Leu
Ser
470
val
Trp
Thr
Ser
Asp

550
Ser

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Pro
Cys
Trp
Glu
Leu
310
Asn
Gly
Glu

Tyr

Glu
455
Cys
Arg
His
Ile
Leu
535
Glu

Ser

Ser
Thr
Ile
Trp
55

Ile
Met
val
val
Cys
135
Lys
Leu
Leu
Thr
val
215
Pro
Lys
val
Tyr
Glu
295
His
Lys
Gln
Met

Pro
375

440
Ser

Ala
Gln
Gly
Ser
520
Arg

Pro

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Lys
200
Asp
Ala
Pro
val
val
280
Gln
Gln
Gly
Pro
Thr

360
Ser

Gly
Ala
Ala
Glu
505
Arg
Ala

Gly

Pro
Ser
25

Gln
Asp
Lys
Pro
Tyr
105
Ser
Arg
Tyr
Ser
Ser
185
Thr
Lys
Pro
Lys
val
265
Asp
Phe
Asp
Leu
Arg
345
Lys

Asp

Gly
Ser
Pro
490
val
Asp
Glu

Tyr

Ala
10

Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Arg
Glu
Asp
250
Asp
Gly
Asn
Trp
Pro
330
Glu
Asn

Ile

PB62748

Gly
Gly
475
Gly
Thr
Asn
Asp

Asp
555

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Thr
val
Phe
235
Thr
val
val
Ser
Leu
315
Ser
Pro
Gln

Ala

Leu
460
Phe
Lys
Tyr
Ser
Thr

540
Tyr

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Leu
Leu
Ser
Glu
Thr
300
Asn
Ser
Gln
val

val
380

445
val

Thr
Gly
Tyr
Lys
525
Ala

Trp

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Glu
Pro
Thr
val
Asn
205
Ser
Gly
Met
Gln
val
285
Tyr
Gly
Ile
val
Ser

365
Glu
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Gln
Phe
Leu
Ala
510
Asn
val

Gly

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Ser
val
Phe
val
190
val
Lys
Gly

Glu
270
His
Arg
Lys
Glu
Tyr
350
Leu

Trp

Pro
Ala
Glu
495
Asp
Thr
Tyr

Gln

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asp
Tyr
Pro
Ser
255
Asp
Asn
val
Glu
Lys
335
Thr
Thr

Glu

Gly
Trp
480
Trp
Ser
Leu
Tyr

Gly
560

Gln

Ser

Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala
val
His
Gly
Ser
240
Arg
Pro
Ala
val
Tyr
320
Thr
Leu
Cys

Ser



Asn
385
Ser
Arg
Leu
Gly
Gly
465
Trp
Trp
Ser
Leu
Tyr

545
Gly

Gly
Asp

Trp

Ser
450
Gly
Tyr
val
val
Tyr
530
Cys

Thr

Gln
Gly
Gln
Asn
435
Gly
Ser
Asp
Ser
Lys
515
Leu
Ala

Leu

<210> 209
<211> 568
<212> PRT
<213> Artificial Sequence

<220>
<223> Humanised

<400> 209

Gln
1

Thr
Gly
Trp
Leu
65

val
Cys
Arg
val
Ala
145
Ser
val
Pro
Lys
Pro
225
val
Thr
Glu
Lys
Ser

305
Lys

val
Leu
Met
Leu
50

Lys
Leu
Ala
Gly
Phe
130
Leu
Trp
Leu
Ser
Pro
210
Pro
Phe
Pro
val
Thr
290
val

Cys

Thr
Thr
Gly
35

Ala
Ser
Thr
Arg
Thr
115
Pro
Gly
Asn
Gln
Ser
195
Ser
Cys
Leu
Glu
Gln
275
Lys
Leu

Lys

Pro
Ser
Glu
420
His
val
Leu
Met
Ser
500
Gly
Gln
Thr

val

Leu
Leu
20

val
His
Arg
Met
Arg
100
Leu
Leu
Cys
Ser
Ser
180
Ser
Asn
Pro
Phe
val
260
Phe
Pro
Thr

val

Glu
Phe
405
Gly
Tyr
Gln
Arg
Gly
485
Ile
Arg
Met
Ala

Thr
565

Arg
Thr

Ser

Leu
Thr
85

Glu
val
Ala
Leu
Gly
165
Ser
Leu
Thr
Pro
Pro
245
Thr
Asn
Arg
val

Ser

Asnh
390
Phe
Asnh
Thr
Leu
Leu
470
Trp
Asp
Phe
Asnh
Glu

550
val

Glu
Cys
Trp
Tyr
Thr
70

Asn
Thr
Thr
Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Pro
Cys
Trp
Glu
Leu

310
Asn

Asn
Leu
val
Gln
Leu
455
Ser
val
Trp
Thr
Ser
535
Asp

Ser

Ser

Thr

Trp
55

Ile
Met
val
val
Cys
135
Lys
Leu
Leu
Thr
val
215
Pro
Lys
val
Tyr
Glu
295
His

Lys

Tyr
Tyr
Phe
Lys
440
Glu
Cys
Arg
His
Ile
520
Leu
Glu

Ser

Gly
Phe
Arg
40

Asp
Ser
Asp
Phe
Ser
120
Ser
Asp
Thr
Tyr
Lys
200
Asp
Ala
Pro
val
val
280
Gln
Gln

Gly

Lys
Ser
Ser
425
Ser
Ser
Ala
Gln
Gly
505
Ser
Arg

Pro

Pro
Ser
Gln
Asp
Lys
Pro
Tyr
105
Ser
Arg
Tyr
Ser
Ser
185
Thr
Lys
Pro
Lys
val
265
Asp
Phe
Asp

Leu

Thr
Arg
410
Cys
Leu
Gly
Ala
Ala
490
Glu
Arg
Ala

Gly

Ala
Gly
Pro
Asp
Asp
val
90

Trp
Ala
Ser
Phe
Gly
170
Leu
Tyr
Arg
Glu
Asp
250
Asp
Gly
Asn

Trp

Pro

PB62748

Thr
395
Leu
Ser
Ser
Gly
Ser
475
Pro
val
Asp
Glu

Tyr
555

Leu
Phe
Pro
Lys
Thr
75

Asp
Tyr
Ser
Thr
Pro
155
val
Ser
Thr
val
Phe
235
Thr
val
val
Ser
Leu

315
Ser

Pro
Thr
val
Leu
Gly
460
Gly
Gly
Thr
Asn
Asp

540
Asp

val
Ser
Gly
Arg
60

Ser
Thr
Phe
Thr
Ser
140
Glu
His
Ser
Cys
Glu
220
Glu
Leu
Ser
Glu
Thr
300
Asn

Ser

Pro
val
Met
Ser
445
Leu
Phe
Lys
Tyr
Ser
525
Thr

Tyr

Lys
Leu
Lys
45

Tyr
Arg
Ala
Asp
Lys
125
Glu
Pro
Thr
val
Asn
205
Ser
Gly
Met
Gln
val
285
Tyr
Gly

Ile
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val
Asp
His
430
Leu
val
Thr
Gly
Tyr
510
Lys
Ala

Trp

Pro
Ser
Gly
Asn
Asn
Thr
val
110
Gly
Ser
val
Phe
val
190
val
Lys
Gly

Glu
270
His
Arg
Lys

Glu

Leu
Lys
415
Glu
Gly
Gln
Phe
Leu
495
Ala
Asn
val

Gly

Thr
15

Thr
Leu
Pro
Gln
Tyr
95

Trp
Pro
Thr
Thr
Pro
175
Thr
Asp
Tyr
Pro
Ser
255
Asp
Asn
val
Glu

Lys

Asp
400
Ser
Ala
Lys
Pro
Ala
480
Glu
Asp
Thr
Tyr

Gln
560

Gln
Ser
Glu
Ser
val
80

Tyr
Gly
Ser
Ala
val
160
Ala

val

Gly
Ser
240
Arg
Pro
Ala
val
Tyr

320
Thr



Ile Ser Lys
Ser
355

Lys

Pro Pro

val
370
Gly

Leu
Asn Gln
385
Ser

Asp Gly

Arg Trp Gln
Asn
435

Gly

Leu His
Ser
450
Gly

Gly

Gly
465
Trp

Ser

Tyr Asp

Trp val Ser

Ser val Lys
515
Leu

Leu Tyr

530
Tyr Cys Ala
545
Gly

Thr Leu

<210> 210
<211> 657
<212> DNA

325
Ala Lys
340
Gln Glu

Gly Phe

Pro Glu

Gly
Glu
Tyr

Asn

Gln Pro

Thr
360
Ser

Met

Pro
375

Asn Tyr

390

Phe
405
Gly

Ser

Glu
420
His Tyr

val Gln

Leu Arg

Phe
Asn
Thr
Leu

Leu

Leu Tyr

val Phe

Gln Lys
440
Leu Glu
455

Ser Cys

470

Met Gly
485
Ser Ile
500
Gly Arg

Gln Met

Thr Ala

Trp
Asp
Phe
Asnh

Glu

val Arg

Trp His
Ile
520
Leu

Thr

Ser
535

Asp Glu

550

Thr
565

val

val

Ser Ser

<213> Artificial Sequence

<220>
<223> Human

<400> 210
gacatcgtga
atctcctgca
tacctgcaaa
agcggcgtgc
agcagggtgg
tggactttcg
ttcatcttcc
ctgaacaact
agcggcaaca
agcagcaccc
gtgacccacc

<210> 211
<211> 1353
<212> DNA

ised

tgacccagtc
gaagcagcca
agcccggceca
ccgataggtt
aggccgacga
gacagggcac
cccccagega
tctacccccg
gccaggagag
tgaccctgag
agggcctgtc

tcctctgagce
gaacatcgtg
gagccccagg
cagcggcagc
cgtgggcatc
caagctggag
tgagcagctg
ggaggccaag
cgtgaccgag
caaggccgac
cagccccgtg

<213> Artificial Sequence

<220>
<223> Human

<400> 211
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg

ised

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag

PB62748

330

Arg Glu Pro
345
Lys

Asn Gln

Asp Ile Ala
Thr
395

Leu

Lys Thr

Ser Arg
410
Cys

Ser Ser

425

Ser Leu Ser

Ser Gly Gly

Ala Ala Ser
475
Ala Pro
490

Glu

Gln
Gly val
505
Ser

Arg Asp

Arg Ala Glu

Pro Gly Tyr

555

ctccccgtga
cacatcaacg
ctgctgatct
ggcagcggca
tactactgct
attaagcgta
aagagcggca
gtgcagtgga
caggacagca
tacgagaagc
accaagagct

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca

Gln val Tyr

350

val Ser Leu
365

val Glu

380

Pro

Trp

Pro val

Thr val Asp
His
430
Leu

val Met

Ser
445
Leu

Leu

Gly val

460
Gly

Phe Thr

Gly Lys Gly

Thr Tyr Tyr
510
Ser Lys
525

Thr

Asn
Asp Ala
540
Asp

Tyr Trp

ccceceggega
gcaacaccta
acaagatcag
ccgacttcac
tccagggcag
cggtggcegc
ccgccagegt
aggtggacaa
aggactccac
acaaggtgta
tcaaccgggg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccccgeegt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat

Page 165

335
Thr Leu

Thr Cys

Glu Ser

Leu Asp
400
Lys Ser
415
Glu Ala

Gly Lys

Gln Pro

Ala
480
Glu

Phe

Leu
495
Ala Asp

Asn Thr

val Tyr

Gln
560

Gly

accagccagc
cctggagtgg
cgacaggttc
cctgaagatc
ccacgtcccc
ccccagcegtg
ggtgtgtctg
tgccctgecag
ctacagcctg
cgcctgtgag
cgagtgc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc

60

120
180
240
300
360
420
480
540
600
657

60

120
180
240
300
360
420
480
540
600
660
720
780



cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga

<210> 212
<211> 654
<212> DNA

cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagec
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect

ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce

<213> Artificial Sequence

<220>

<223> Humanised

<400> 212

gacatcgtgc
atcacctgca
cagcagaagc
ggcattccca
agcctgcagc
accttcggac
atcttccccc
aacaacttct
ggcaacagcc
agcaccctga
acccaccagg

<210> 213
<211> 1347
<212> DNA

tgacccagag
aggccagcca
ccggcaaggc
gcaggtttag
ccgaggacat
agggcaccaa
ccagcgatga
acccccggga
aggagagcgt
ccctgagcaa
gcctgtccag

cccctettec
gagcgtggac
ccccaaactg
cggcagcggc
cgccacctac
ggtcgagatc
gcagctgaag
ggccaaggtg
gaccgagcag
ggccgactac
ccccgtgacc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 213

caggtgaccc
acctgcaccg
cccggcaagg
agcgccctga
accatgacca
tctagcctgc
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga

<210> 214
<211> 660
<212> DNA
<213>

<220>
<223>

<400> 214

tgagggagag
tgagcggctt
gcctggagtg
tgagcaggct
acatggaccc
tgaggctgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

Humanised

cggcecccgec
cagcctgacc
gctgggcgtg
ctccatcagc
cgtggacacc
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gacctgcctg
ccagcccgag
cctgtacagc
ctccgtgatg
tggcaag

Artificial Sequence

PB62748

agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aag

ctgagcgcaa
tacgacggcg
ctgatctacg
agcggcaccg
tactgccagc
aagcgtacgg
agcggcaccg
cagtggaagg
gacagcaagg
gagaagcaca
aagagcttca

ctggtgaagc
tcctacagceg
atctgggcaa
aaggacacca
gccacctatt
aggggaacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea

gcgtgggcga
acagctacat
ccgccagcaa
acttcacctt
agagcaacga
tggccgeccc
ccagcgtggt
tggacaatgc
actccaccta
aggtgtacgc
accggggcga

ccacacagac
tccactgggt
gcggcggeac
gccggaacca
actgcgccag
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

gaagttcaac
ggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac

tagggtgacc
gaactggtac
cctcgagtca
cacaatcagc
ggaccctccc
cagcgtgttc
gtgtctgctg
cctgcagagc
cagcctgagc
ctgtgaggtg
gtgc

cctcactctg
gaggcagccc
cgactacaac
ggtggtgctg
ggaccctccc
gtccagcgcec
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag

gacatcgtga tgacccagtc tcccgattca ctggccgtga gcctgggcga gagggccacc
atcaactgca agagcagcca gagcctcctg aacagcggca accagaagaa ctacctggcc
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840

900

960

1020
1080
1140
1200
1260
1320
1353

60

120
180
240
300
360
420
480
540
600
654

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347

60
120



tggtaccagc
gagagcggcg
atcagcagcc
cccttcacct
gtgttcatct
ctgctgaaca
cagagcggca
ctgagcagca
gaggtgaccc

<210> 215
<211> 1713
<212> DNA

agaaacccgg
tgccagacag
tgcaggccga
tcggcggggg
tcccccccag
acttctaccc
acagccagga
ccctgaccct
accagggcct

ccagcccccc
gtttagcggc
ggacgtggcc
aaccaagctg
cgatgagcag
ccgggaggcec
gagcgtgacc
gagcaaggcc
gtccagcccc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 215

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccageg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcggaggcc
accttcgcct
gtgtccagca
ttcaccatca
gccgaggaca
tggggccagg

<210> 216
<211> 1731
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
tggtccagcc
ggtatgatat
tcgactggca
gcagggacaa
ccgcagtgta
gcaccctggt

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cggcggcagce
gggctgggtg
cggggaggtg
cagcaagaac
ctactgcgcc
gactgtgagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 216
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
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aagctgctga
agcggcagcg
gtgtactact
gagatcaagc
ctgaagagcg
aaggtgcagt
gagcaggaca
gactacgaga
gtgaccaaga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggatccg
ctgaggctga
aggcaggccc
acctactacg
accctgtacc
accgccgagg
agc

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg

tctatggegc
gcaccgactt
gccagaacgt
gtacggtggc
gcaccgccag
ggaaggtgga
gcaaggactc
agcacaaggt
gcttcaaccg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
gcgtgcagct
gctgcgccgce
ccggcaaggg
ccgacagcgt
tgcagatgaa
acgaacccgg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
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ctccaccagg
caccctgaca
ccacagcttc
cgccecccagce
cgtggtgtgt
caatgccctg
cacctacagc
gtacgcctgt
gggcgagtgc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
cctggagagc
cagcggcttc
cctggagtgg
gaagggcagg
cagcctgagg
ctacgactac

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc

180
240
300
360
420
480
540
600
660

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1713

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020



agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
gtgcagctcc
tgcgeccgeca
ggcaagggcc
gacagcgtga
cagatgaaca
gaacccggct

<210> 217
<211> 1014
<212> DNA

agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagcect
tggagagcgg
gcggcttcac
tggagtgggt
agggcaggtt
gcctgagggc
acgactactg

cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cggaggcctg
cttcgcctgg
gtccagcatc
caccatcagc
cgaggacacc
gggccagggc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 217

gacatcgtgc
atcacctgca
cagcagaagc
ggcattccca
agcctgcagc
accttcggac
atcttccccc
aacaacttct
ggcaacagcc
agcaccctga
acccaccagg
ggcgtgcagc
agctgcgccg
cccggcaagg
gccgacagcg
ctgcagatga
gacgaacccg

<210> 218
<211> 1032
<212> DNA

tgacccagag
aggccagcca
ccggcaaggc
gcaggtttag
ccgaggacat
agggcaccaa
ccagcgatga
acccccggga
aggagagcgt
ccctgagcaa
gcctgtccag
tcctggagag
ccagcggctt
gcctggagtg
tgaagggcag
acagcctgag
gctacgacta

cccctettec
gagcgtggac
ccccaaactg
cggcagcggc
cgccacctac
ggtcgagatc
gcagctgaag
ggccaaggtg
gaccgagcag
ggccgactac
ccccgtgacc
cggcggaggc
caccttcgcc
ggtgtccagc
gttcaccatc
ggccgaggac
ctggggccag

<213> Artificial Sequence

<220>

<223> Humanised

<400> 218

gacatcgtgc
atcacctgca
cagcagaagc
ggcattccca
agcctgcagc
accttcggac
atcttccccc
aacaacttct
ggcaacagcc
agcaccctga
acccaccagg
gccgecccct
ggcggcagcc
ggctgggtga
ggggaggtga
agcaagaaca
tactgcgcca
actgtgagca

<210> 219
<211> 1710
<212> DNA

tgacccagag
aggccagcca
ccggcaaggc
gcaggtttag
ccgaggacat
agggcaccaa
ccagcgatga
acccccggga
aggagagcgt
ccctgagcaa
gcctgtccag
cgggatccgg
tgaggctgag
ggcaggcccc
cctactacgc
ccctgtacct
ccgccgagga
gc

cccctettec
gagcgtggac
ccccaaactg
cggcagcggc
cgccacctac
ggtcgagatc
gcagctgaag
ggccaaggtg
gaccgagcag
ggccgactac
ccccgtgacc
cgtgcagctc
ctgcgcecgec
cggcaagggc
cgacagcgtg
gcagatgaac
cgaacccggc

<213> Artificial Sequence

<220>

<223> Humanised
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caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
gtccagcccg
tatgatatgg
gactggcacg
agggacaaca
gcagtgtact
accctggtga

ctgagcgcaa
tacgacggcg
ctgatctacg
agcggcaccg
tactgccagc
aagcgtacgg
agcggcaccg
cagtggaagg
gacagcaagg
gagaagcaca
aagagcttca
ctggtccagc
tggtatgata
atcgactggc
agcagggaca
accgcagtgt
ggcaccctgg

ctgagcgcaa
tacgacggcg
ctgatctacg
agcggcaccg
tactgccagc
aagcgtacgg
agcggcaccg
cagtggaagg
gacagcaagg
gagaagcaca
aagagcttca
ctggagagcg
agcggcttca
ctggagtggg
aagggcaggt
agcctgaggg
tacgactact

ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcggcagect
gctgggtgag
gggaggtgac
gcaagaacac
actgcgccac

tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gggatccggc
gaggctgagc
gcaggccccc
ctactacgcc
cctgtacctg
cgccgaggac

ctgtgagcag c

gcgtgggcga
acagctacat
ccgccagcaa
acttcacctt
agagcaacga
tggccgeccc
ccagcgtggt
tggacaatgc
actccaccta
aggtgtacgc
accggggcga
ccggcggeag
tgggctgggt

acggggaggt
acagcaagaa

actactgcgc
tgactgtgag

gcgtgggcga
acagctacat
ccgccagcaa
acttcacctt
agagcaacga
tggccgeccc
ccagcgtggt
tggacaatgc
actccaccta
aggtgtacgc
accggggcga
gcggaggect
ccttcgcctg
tgtccagcat
tcaccatcag
ccgaggacac

ggggccaggg
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tagggtgacc
gaactggtac
cctcgagtca
cacaatcagc
ggaccctccc
cagcgtgttc
gtgtctgctg
cctgcagagc
cagcctgagc
ctgtgaggtg
gtgtggatcc
cctgaggctg
gaggcaggcc
gacctactac
caccctgtac
caccgccgag
cagc

tagggtgacc
gaactggtac
cctcgagtca
cacaatcagc
ggaccctccc
cagcgtgttc
gtgtctgctg
cctgcagagc
cagcctgagc
ctgtgaggtg
gtgcaccgtg
ggtccagccc
gtatgatatg
cgactggcac
cagggacaac
cgcagtgtac
caccctggtg

1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1731

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1014

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1032



<400> 219
caggtgaccc
acctgcaccg
cccggcaagg
agcgccctga
accatgacca
tctagcctgc
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga
agcggcggcg
ttcaccttca
tgggtcagct
aggttcacca
agggccgagg
ggacagggga

<210> 220
<211> 1029
<212> DNA
<213>

<220>
<223>

<400> 220

gacatcgtga
atcaactgca
tggtaccagc
gagagcggcg
atcagcagcc
cccttcacct
gtgttcatct
ctgctgaaca
cagagcggca
ctgagcagca
gaggtgaccc
ggcggcggcg
ggcagcctga
tgggtgaggc
gaggtgacct
aagaacaccc
tgcgccaccg
gtgagcagc

<210> 221
<211> 1713
<212> DNA

tgagggagag
tgagcggctt
gcctggagtg
tgagcaggct
acatggaccc
tgaggctgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
gcctggtgea
dggaacttcgg
ggatcatcag
tcagccgcega
acaccgccgt
ccctggtgac

Humanised

tgacccagtc
agagcagcca
agaaacccgg
tgccagacag
tgcaggccga
tcggcggggg
tcccecccag
acttctaccc
acagccagga
ccctgaccct
accagggcct
gatccggegt
ggctgagctg
aggcccccgg
actacgccga
tgtacctgca
ccgaggacga

cggcecccgec
cagcctgacc
gctgggcgtg
ctccatcagc
cgtggacacc
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gacctgcctg
ccagcccgag
cctgtacagc
ctccgtgatg
tggcaagggc
gcccggeggc
catgggctgg
ctccggcacc
caacagcaag
ctactactgc
tgtgagcagc

Artificial Sequence

tcccgattca
gagcctcctg
ccagcccccc
gtttagcggc
ggacgtggcc
aaccaagctg
cgatgagcag
ccgggaggcec
gagcgtgacc
gagcaaggcc
gtccagcccc
gcagctcctg
cgccgccagce
caagggcctg
cagcgtgaag
gatgaacagc
acccggctac

<213> Artificial Sequence

<220>

<223> Humanised

<400> 221
caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ccagcgccag
gcggcggeac

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
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ctggtgaagc
tcctacagceg
atctgggcaa
aaggacacca
gccacctatt
aggggaacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
ggcggcggat
agcctgaggc
gtcaggcagg
gagacctact
aacaccctgt
gccaagagcc

ctggccgtga
aacagcggca
aagctgctga
agcggcagcg
gtgtactact
gagatcaagc
ctgaagagcg
aaggtgcagt
gagcaggaca
gactacgaga
gtgaccaaga
gagagcggcg
ggcttcacct
gagtgggtgt
ggcaggttca
ctgagggccg
gactactggg

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg

ccacacagac
tccactgggt
gcggcggeac
gccggaacca
actgcgccag
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
ccgaagtgca
tgagctgcgce
cccceggceaa
acgccgacag
acctgcagat
tgggcaggtt

gcctgggcga
accagaagaa
tctatggcgce
gcaccgactt
gccagaacgt
gtacggtggc
gcaccgccag
ggaaggtgga
gcaaggactc
agcacaaggt
gcttcaaccg
gaggcctggt
tcgcctggta
ccagcatcga
ccatcagcag
aggacaccgc
gccagggcac

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tccccctggce
tgaaggacta
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cctcactctg
gaggcagccc
cgactacaac
ggtggtgctg
ggaccctccc
gtccagcgcec
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
gctcctggag
cgctagcggc
gggcctggag
cgtgaagggc
gaacagcctg
cgactactgg

gagggccacc
ctacctggcc
ctccaccagg
caccctgaca
ccacagcttc
cgccecccagce
cgtggtgtgt
caatgccctg
cacctacagc
gtacgcctgt
gggcgagtgc
ccagcccggc
tgatatgggc
ctggcacggg
ggacaacagc
agtgtactac
cctggtgact

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1710

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1029

60

120
180
240
300
360
420
480



ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact
gagagcggcg
ggcttcacct
gagtgggtca
ggcaggttca
ctgagggccg
tggggacagg

<210> 222
<211> 1731
<212> DNA

tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa
gcggectggt
tcaggaactt
gctggatcat
ccatcagccg
aggacaccgc
ggaccctggt

cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc
gcagcccggc
cggcatgggc
cagctccggc
cgacaacagc
cgtctactac
gactgtgagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 222

caggtgcagc
agctgcaagg
cctggccagg
gtgcccaagt
atggaactga
tacgacgact
gtgaccgtgt
aagagcacca
ccggtgaccg
gtgctgcaga
ctgggcaccc
aagaaggtgg
gagctgctgg
atcagcagaa
gtgaagttca
gaggagcagt
tggctgaacg
gagaaaacca
cctagcagag
taccccagcg
accacccccc
gacaagagca
cacaatcact
tcggaagtgc
ctgagctgcg
gcccccggea
tacgccgaca
tacctgcaga

ctgggcaggt

<210> 223
<211> 1707
<212> DNA

tcgtgcagag
cctcecggett
gcctggagtg
tccagggcag
gcagcctgag
accactacga
ctagcgccag
gcggcggeac
tgtcctggaa
gcagcggcct
agacctacat
agcccaagag
gaggccccag
ccccecgaggt
actggtacgt
acaacagcac
gcaaggagta
tcagcaaggc
atgagctgac
acatcgccgt
ctgtgctgga
gatggcagca
acacccagaa
agctcctgga
ccgctagegg
agggcctgga
gcgtgaaggg
tgaacagcct
tcgactactg

cggcgccgaa
ctacatcaag
gatgggcact
ggtgaccatc
gtctgaggac
cgactactac
caccaagggc
agccgccctg
cagcggagcc
gtacagcctg
ctgtaacgtg
ctgtgacaag
cgtgttcctg
gacctgtgtg
ggacggcgtg
ctaccgggtg
caagtgtaag
caagggccag
caagaaccag
ggagtgggag
cagcgatggc
gggcaacgtg
gagcctgagc
gagcggcggc
cttcaccttc
gtgggtcagc
caggttcacc
gagggccgag
gggacagggg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 223

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
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ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg
ggcagcctga
tgggtcaggc
accgagacct
aagaacaccc
tgcgccaaga
agc

gtgaaaaagc
gacacctaca
atcgaccccg
accgccgatg
accgccgtgt
gccatggact
cccagcgtgt
ggctgcctgg
ctgaccagcg
agcagcgtgg
aaccacaagc
acccacacct
ttcceccccca
gtggtggatg
gaggtgcaca
gtgtccgtgc
gtgtccaaca
cccagagagc
gtgtccctga
agcaacggcc
agcttcttcc
ttcagctgct
ctgtcccctg
ggcctggtgc
aggaacttcg
tggatcatca
atcagccgcg
gacaccgccg
accctggtga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta

tggggaaggg

gcgtgcacac
tgaccgtgcc
ccagcaacac
gcccccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgecctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaaggaagt
ggctgagctg
aggcccccgg
actacgccga
tgtacctgca
gcctgggcag

ccggcagcag
tgcactgggt
ccaacggcaa
agagcaccag
actattgcgc
actggggaca
tcccectggce
tgaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac
gccceccectg
agcctaagga
tgagccacga
atgccaagac
tgaccgtgct
aggccctgcec
cccaggtgta
cctgecctggt
agcccgagaa
tgtacagcaa
ccgtgatgca
gcaagaccgt
agcccggegg
gcatgggctg
gctccggecac
acaacagcaa
tctactactg

cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg
gcagctcctg
cgccgctagc
caagggcctg
cagcgtgaag
gatgaacagc
gttcgactac

cgtgaaggtg
caggcaggct
caccaagtac
caccgcctac
caggagcatc
gggcacacta
ccccagcagc
cttccccgaa
cttcececegec
cagcagcagc
caaggtggac
ccctgccccc
caccctgatg
ggaccctgag
caagcccagg
gcaccaggat
tgcccctatc
caccctgecc
gaagggcttc
caactacaag
gctgaccgtg
cgaggccctg
ggccgccccc
cagcctgagg
ggtcaggcag
cgagacctac
gaacaccctg
cgccaagagc

ctgtgagcag c

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
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cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc

540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1713

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1731

60

120
180
240
300
360



agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcctggtcc
gcctggtatg
agcatcgact
atcagcaggg
gacaccgcag
cagggcaccc

<210> 224
<211> 1725
<212> DNA

ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
agcccggegg
atatgggctg
ggcacgggga
acaacagcaa
tgtactactg
tggtgactgt

cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttcctyg
cagctgctcc
gtcccctggce
cagcctgagg
ggtgaggcag
ggtgacctac
gaacaccctg
cgccaccgcc
gagcagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 224

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ctcctggaga
gccagcggct
ggcctggagt
gtgaagggca
aacagcctga
ggctacgact

<210> 225
<211> 1734
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
gcggcggagg
tcaccttcgc
gggtgtccag
ggttcaccat
gggccgagga
actggggcca

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cctggtccag
ctggtatgat
catcgactgg
cagcagggac
caccgcagtg
gggcaccctg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 225

caggtgaccc tgagggagag cggccccgcc
acctgcacct tcagcggctt tagcctcagc
cagccacccg gcaaaggcct ggagtggctg
tacaacccca gcctgaagag ccggctgacc

PB62748

cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggcgtgc
ctgagctgcg
gccceccggea
tacgccgaca
tacctgcaga
gaggacgaac

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
cccggeggea
atgggctggg

cacggggagg
aacagcaaga

tactactgcg
gtgactgtga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg

ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
agctcctgga
ccgccagegg
agggcctgga
gcgtgaaggg
tgaacagcct
ccggctacga

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcctgaggcet
tgaggcaggc
tgacctacta
acaccctgta
ccaccgccga
gcagc

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
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gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
ggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gagcggcgga
cttcaccttc
gtgggtgtcc
caggttcacc
gagggccgag
ctactggggc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gggcgtgcag
gagctgcgcec
ccccggcaag
cgccgacagc
cctgcagatg
ggacgaaccc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1707

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1725

60

120
180
240



gtgctgacca
gagaccgtct
agcgccagcea
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcgtgcagc
agctgcgecg
cccggcaagg
gccgacagcg
ctgcagatga
gacgaacccg

<210> 226
<211> 1731
<212> DNA

tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
tcctggagag
ccagcggctt
gcctggagtg
tgaagggcag
acagcctgag
gctacgacta

ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cggcggaggc
caccttcgcc
ggtgtccagc
gttcaccatc
ggccgaggac
ctggggccag

<213> Artificial Sequence

<220>

<223> Humanised

<400> 226
caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
cccecetgtgc
agcagatggc
cactacaccc
tccgaggtgc
ctgagctgcg
gcccccggea
tacgccgaca
tacctgcaga
cccaggaagc

<210> 227
<211> 1713
<212> DNA
<213>

<220>
<223>

<400> 227

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
agctcctggt
ccgctagegg
aaggcctgga
gcgtgaaggg
tgaactctct
tggactattg

Humanised

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
cagcggcggc
cttcaccttc
gtgggtgtct
caggttcacc
gagggccgag
gggccagggc

Artificial Sequence

caggtgcagc tggtgcagag cggagccgag
tcctgcaagg ccagcggcta caccttcacc
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gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggatcag
ctggtccagc
tggtatgata
atcgactggc
agcagggaca
accgcagtgt
ggcaccctgg

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaaga
ggcctggtcc
aaggcctacc
gagatcagcc
atcagcaggg
gacaccgccg
actctggtga

gtgaagaagc
gactactaca

cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccagcaccaa
ccggcggcag
tgggctgggt

acggggaggt
acagcaagaa

actactgcgc
tgactgtgag

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
ccgtggccgc
agcccggagg
ccatgatgtg
ccagcggcag
acaacagcaa
tgtactactg
ccgtgagcag

ctggcgccag
tgaactgggt
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cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gggccccacg
cctgaggctg
gaggcaggcc
gacctactac
caccctgtac
caccgccgag
cagc

cgtcaaggtg
gcggcaggec
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cccctecggga
ctcactgagg
ggtcaggcag
ctacacctac
gaacaccctg
cgccaaggac
C

cgtcaaggtg
gcggcaggcc

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1734

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1731

60
120



ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
gtcagcggeg
ggcttcacct
gagtgggtgt
ggcaggttca
ctgagggccg
tggggccagg

<210> 228
<211> 1359
<212> DNA

gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
gcggcctggt
tcaaggccta
ctgagatcag
ccatcagcag
aggacaccgc
gcactctggt

gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
ccagcccgga
ccccatgatg
ccccagcggc
ggacaacagc
cgtgtactac
gaccgtgagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 228

caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
cccecetgtgc
agcagatggc
cactacaccc

<210> 229
<211> 1029
<212> DNA

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 229
gacatcgtga
atcagctgca
tatctgcaga
agcggcgtgc
agccgggtgg
tacaccttcg

tgacccagag
gaagcagcca
agcccggceca
ccgacagatt
aggccgagga
gccagggcac

ccccctgagce
gagcatcgtc
gtccccccag
cagcggcagc
cgtgggcgty
caagctggaa

PB62748

atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaagg
ggctcactga
tgggtcaggc
agctacacct
aagaacaccc
tgcgccaagg
agc

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaag

ctgcccgtga
cagagcaacg
ctgctgatct
ggctccggea
tactactgct
atcaagcgta

acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
gatccgaggt
ggctgagctg
aggcccccgg
actacgccga
tgtacctgca
accccaggaa

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc

cccctggega
gcgacaccta
acagagtgag
ccgacttcac
ttcaaggcag

cggtggccgc
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caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
gcagctcctg
cgccgctagc
caaaggcctg
cagcgtgaag
gatgaactct
gctggactat

cgtcaaggtg
gcggcaggec
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat

gcccgccagce
cctggaatgg
caaccggttc
cctgaagatc
ccacgtgccc
ccccagcgtg

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1713

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1359

60

120
180
240
300
360



ttcatcttcc
ctgaacaact
agcggcaaca
agcagcaccc
gtgacccacc
gtggccgecc
cccggaggcet
atgatgtggg
agcggcagct
aacagcaaga
tactactgcg
gtgagcagc

<210> 230
<211> 1011
<212> DNA

cccccagega
tctacccccg
gccaggagag
tgaccctgag
agggcctgtc
cctcgggatc
cactgaggct
tcaggcaggc
acacctacta
acaccctgta
ccaaggaccc

tgagcagctg
ggaggccaag
cgtgaccgag
caaggccgac
cagccccgtg
cgaggtgcag
gagctgcgcec
ccccggcaaa
cgccgacagc
cctgcagatg
caggaagctg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 230
gacatcgtga
atcagctgca
tatctgcaga
agcggcgtgc
agccgggtgg
tacaccttcg
ttcatcttcc
ctgaacaact
agcggcaaca
agcagcaccc
gtgacccacc
tccgaggtgce
ctgagctgcg
gcccccggea
tacgccgaca
tacctgcaga
cccaggaagc

<210> 231
<211> 657
<212> DNA

tgacccagag
gaagcagcca
agcccggceca
ccgacagatt
aggccgagga
gccagggcac
cccccagega
tctacccccg
gccaggagag
tgaccctgag
agggcctgtc
agctcctggt
ccgctagegg
aaggcctgga
gcgtgaaggg
tgaactctct
tggactattg

ccccctgagce
gagcatcgtc
gtccccccag
cagcggcagc
cgtgggcgty
caagctggaa
tgagcagctg
ggaggccaag
cgtgaccgag
caaggccgac
cagccccgtg
cagcggcggc
cttcaccttc
gtgggtgtct
caggttcacc
gagggccgag
gggccagggc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 231
gacatcgtga
atcagctgca
tatctgcaga
agcggcgtgc
agccgggtgg
tacaccttcg
ttcatcttcc
ctgaacaact
agcggcaaca
agcagcaccc
gtgacccacc

<210> 232
<211> 1821
<212> DNA

tgacccagag
gaagcagcca
agcccggeca
ccgacagatt
aggccgagga
gccagggcac
cccccagega
tctacccccg
gccaggagag
tgaccctgag
agggcctgtc

ccccctgagce
gagcatcgtc
gtccccccag
cagcggcagc
cgtgggcgtg
caagctggaa
tgagcagctg
ggaggccaag
cgtgaccgag
caaggccgac
cagccccgtg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 232

caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc

PB62748

aagagcggca
gtgcagtgga
caggacagca
tacgagaagc
accaagagct
ctcctggtca
gctagcggct
ggcctggagt
gtgaagggca
aactctctga
gactattggg

ctgcccgtga
cagagcaacg
ctgctgatct
ggctccggcea
tactactgct
atcaagcgta
aagagcggca
gtgcagtgga
caggacagca
tacgagaagc
accaagagct
ggcctggtcc
aaggcctacc
gagatcagcc
atcagcaggg
gacaccgccg
actctggtga

ctgcccgtga
cagagcaacg
ctgctgatct
ggctccggea
tactactgct
atcaagcgta
aagagcggca
gtgcagtgga
caggacagca
tacgagaagc
accaagagct

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg

ccgccagegt
aggtggacaa
aggactccac
acaaggtgta
tcaaccgggg
gcggcggcggd
tcaccttcaa
gggtgtctga
ggttcaccat
gggccgagga
gccagggcac

cccctggega
gcgacaccta
acagagtgag
ccgacttcac
ttcaaggcag
cggtggccgc
ccgccagegt
aggtggacaa
aggactccac
acaaggtgta
tcaaccgggg
agcccggagg
ccatgatgtg
ccagcggcag
acaacagcaa
tgtactactg
ccgtgagcag

cccctggega
gcgacaccta
acagagtgag
ccgacttcac
ttcaaggcag
cggtggcegc
ccgccagegt
aggtggacaa
aggactccac
acaaggtgta
tcaaccgggg

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
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ggtgtgtctg
tgccctgecag
ctacagcctg
cgcctgtgag
cgagtgcacc
cctggtccag
ggcctacccc
gatcagcccc
cagcagggac
caccgccgtg
tctggtgacc

gcccgccagce
cctggaatgg
caaccggttc
cctgaagatc
ccacgtgccc
ccccagcgtg
ggtgtgtctg
tgccctgecag
ctacagcctg
cgcctgtgag
cgagtgtgga
ctcactgagg
ggtcaggcag
ctacacctac
gaacaccctg
cgccaaggac
C

gcccgccagce
cctggaatgg
caaccggttc
cctgaagatc
ccacgtgccc
ccccagcgtg
ggtgtgtctg
tgccctgecag
ctacagcctg
cgcctgtgag
cgagtgc

cgtcaaggtg
gcggcaggcc
caccaactac
caccgcctac
ccggtggatc
actagtgacc

420
480
540
600
660
720
780
840
900
960
1020
1029

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1011

60

120
180
240
300
360
420
480
540
600
657

60

120
180
240
300
360



gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
aggaggagca
gagatgaacc
gaggccaagg
aggaccaagg
cccagcgecg
gtgagaggcg
ttcgaaaaag
agcgagacct

<210> 233
<211> 1623
<212> DNA

ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
tgagcggcac
tggagagcgt
tcaccatgct
agaggaagaa
tgagggacca
tgaagctggt
ccgcaggcegc
gcagccccgg

gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
ctggtacctg
gacccccatg
gatctcaggc
gtacaccgcc
cgtgatcttc
gggcagggac
caggggcctg
C

<213> Artificial Sequence

<220>

<223> Humanised

<400> 233
caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
acccccacca
atcacctacg
cctcccactg
gccgtcaccg
acc

<210> 234
<211> 1839
<212> DNA

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
gcctgctgat
gcgagaccgg
ccaccatcag
acggaaggaa

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
ttcctggagg
cggcaacagc
cggcctcaag

cggcaggcetg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 234
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gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaagg
aaggccatga
acactgaccc
aggtgccagg
gacgggggca
tacagcgagg
cccaagaaca
tccactgaga

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaagg
cacccccact
cccgtgcagg
cccggegtgg
ctgagcatcc

tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
gatccgacgg
ccgtggatag
tgctcaaggg
aggtgaaggc
agcacgtggc
gccagctcca
acctggaggc
gcatcctgat

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
gatccgaggt
tccccacacg
agttcaccgt
actacaccat
ccatcagcat

cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cggcggcatt
ggagttcccc
ccacaacctg
agtgctgggc
ctatatcatc
cggaaagccc
cctggaggac
ccctaggcag

cgtcaaggtg
gcggcaggec
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
ggtggccgec
ctactacagg
gcccctgeag
caccgtgtac
caactacagg

caggtgcagc tggtgcagag cggagccgag gtgaagaagc ctggcgccag cgtcaaggtg
tcctgcaagg ccagcggcta caccttcacc gactactaca tgaactgggt gcggcaggcc
ccaggccagg gactggaatg gatgggcaac atcaacccca acaacggcgg caccaactac
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420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1821

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1623

60
120
180



aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
tccgacggceg
gtggataggg
ctcaagggcc
gtgaaggcag
cacgtggcct
cagctccacg
ctggaggccc
atcctgatcc

<210> 235
<211> 1539
<212> DNA

tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
gcggcattag
agttccccga
acaacctgga
tgctgggcag
atatcatccc
gaaagcccgt
tggaggactt
ctaggcagag

ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
gaggagcatg
gatgaacctg
ggccaaggtc
gaccaaggag
cagcgccgtg
gagaggcgtg
cgaaaaagcc
cgagacctgc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 235

caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccctgtgce
agcagatggc
cactacaccc
aacaaggagc
cagagcaggg
gccgaggceca

<210> 236
<211> 1557
<212> DNA
<213>

<220>
<223>

<400> 236

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
tgaggcaggc
ccttcatcag
aaaagctgaa

Humanised

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
ctactgggag
gagcctgtac
cgacgcccag

Artificial Sequence

caggtgcagc tggtgcagag cggagccgag
tcctgcaagg ccagcggcta caccttcacc
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accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaaga
agcggcacct
gagagcgtga
accatgctga
aggaagaagt
agggaccacg
aagctggtgg
gcaggcgcca
agccccggce

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaagg
atccaggccc
gacgacccca
gcccccaag

ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
ccgtggccgc
ggtacctgaa
cccccatgac
tctcaggcag
acaccgccga
tgatcttcta
gcagggaccc

ggggcctgtc

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
gatccgtgga
tgcccaatct
gccagagcgc

caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cccctecggga
ggccatgacc
actgaccctg
gtgccaggag
cgggggcaag
cagcgagggc
caagaacaac
cactgagagc

cgtcaaggtg
gcggcaggcc
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
caacaagttc
gaactggacc
taacctcctg

gtgaagaagc ctggcgccag cgtcaaggtg
gactactaca tgaactgggt gcggcaggcc
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240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
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60
120
180
240
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360
420
480
540
600
660
720
780
840
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1020
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1260
1320
1380
1440
1500
1539

60
120



ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
tccgtggaca
cccaatctga
cagagcgcta

<210> 237
<211> 1734
<212> DNA

gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
acaagttcaa
actggaccca
acctcctggc

gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
caaggagctg
gagcagggcc
cgaggccaaa

<213> Artificial Sequence

<220>

<223> Humanised

<400> 237

caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
cccecetgtgc
agcagatggc
cactacaccc
ctgcttgaag
gccgacgtca
ggacacttgg
gctattgggt
gttctcctga
gacatcagca

<210> 238
<211> 1752
<212> DNA

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
ccgctagggc
atgccaaaga
agatcgtgga
tcacacccct
aacacggcgc
tcggcaatgg

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
aggacaggat
cgagtacggc
ggtgctgctc
tcacctcgea
agacgtcaac
gaacgaggat

<213> Artificial Sequence

<220>

<223> Humanised

<400> 238

caggtgcagc tggtgcagag cggagccgag
tcctgcaagg ccagcggcta caccttcacc
ccaggccagg gactggaatg gatgggcaac
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atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaaga
aggcaggcct
ttcatcagga
aagctgaacg

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaagg
gacgaggtga
ctcacccctc
aagaacggag
gcctttattg
gcacaggata
ctggccgaga

gtgaagaagc
gactactaca
atcaacccca

acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
ccgtggecgc
actgggagat
gcctgtacga
acgcccaggc

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
gatccgacct
dggattctgat
tttatctggc
ctgatgtgaa
gccacctgga
agttcgggaa
tcctgcagaa

ctggcgccag
tgaactgggt
acaacggcgg
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caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cccctecggga
ccaggccctg
cgaccccagc
ccccaag

cgtcaaggtg
gcggcaggcc
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
ggggaaaaag
ggcaaatggc
cactgcacac
cgctgtggac
gatcgccgaa
gaccgccttc
gctg

cgtcaaggtg

gcggcaggcc
caccaactac

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1557

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1734

60
120
180



aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
ccccectgtgce
agcagatggc
cactacaccc
tccgacctgg
attctgatgg
tatctggcca
gatgtgaacg
cacctggaga
ttcgggaaga
ctgcagaagc

<210> 239
<211> 1722
<212> DNA

tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
ggaaaaagct
caaatggcgc
ctgcacacgg
ctgtggacgc
tcgccgaagt
ccgccttcga
tg

ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
gcttgaagcc
cgacgtcaat
acacttggag
tattgggttc
tctcctgaaa
catcagcatc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 239
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
gggggaggct
gcatacactt
gtcgcagcta
ttcaccatct
cctgaggaca
tatgggcagt

<210> 240
<211> 1698
<212> DNA
<213>

<220>
<223>

<400> 240

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
tggtgcaggc
acatctacat
tggatagtgg
cccgcgacaa
cggccacgta

ggggccaggg

Humanised

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
tggggggtct
gggctggttc
tggtggtggc
aggcaagaac
ttactgtgct
gacccaggtc

Artificial Sequence

PB62748

accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaaga
gctagggcag
gccaaagacg
atcgtggagg
acaccccttc
cacggcgcag
ggcaatggga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggatccc
ctgagactct
cgccaggctc
acactctacg
acggtgtatc
gcaggtggct
accgtctcct

ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
ccgtggccgc
gacaggatga
agtacggcct
tgctgctcaa
acctcgcagc
acgtcaacgc
acgaggatct

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
aggtgcagct
cctgtgcagc
cagggaaaga
ccgactccgt
tgcaaatgga
acgagctgcg
ca

Page 178

caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cccctecggga
cgaggtgagg
cacccctctt
gaacggagct
ctttattggc
acaggataag
ggccgagatc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
ggtggagtct
ctctggatac
gcgtgagggg
gaagggccga
cagcctgaaa
tgaccggaca

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1752

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1722



caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
cgcagcgtca
tcctacgecc
tccatctcca
ctgcggatca
gccggeggct
accgctgtga

<210> 241
<211> 1641
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
cgaaggaaac
tgggcagcac
aggggggdaag
acgacctcac
attgcgatta
ccgtgaac

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cggcgagtcc
atgttggtac
atacgtcgag
cgtcgaggac
cgccctgtgce

<213> Artificial Sequence

<220>

<223> Humanised

<400> 241
caggtgcagc
tcctgcaagg
ccaggccagg
aaccagaagt
atggaactgc
ctgtactacg
gtgtccagcg
accagcggcg
accgtgtcct
cagagcagcg
acccagacct
gtggagccca
ctgggaggcc
agaacccccg
ttcaactggt
cagtacaaca
aacggcaagg
accatcagca
agagatgagc
agcgacatcg
cccecetgtgc
agcagatggc
cactacaccc
tccgaggtgg
cccacacgct
ttcaccgtgc
tacaccatca
atcagcatca

<210> 242
<211> 1611
<212> DNA

tggtgcagag
ccagcggcta
gactggaatg
tcaaggaccg
ggagcctgag
gccggtccaa
ccagcaccaa
gcacagccgc
ggaacagcgg
gcctgtacag
acatctgtaa
agagctgtga
ccagcgtgtt
aggtgacctg
acgtggacgg
gcacctaccg
agtacaagtg
aggccaaggg
tgaccaagaa
ccgtggagtg
tggacagcga
agcagggcaa
agaagagcct
tggccgcecac
actacaggat
ccctgcagcec
ccgtgtacgc
actacaggac

cggagccgag
caccttcacc
gatgggcaac
ggtcaccatg
aagcgacgac
gtggtacttc
gggccccagc
cctgggctgc
agccctgacc
cctgagcagc
cgtgaaccac
caagacccac
cctgttcccc
tgtggtggtg
cgtggaggtg
ggtggtgtcc
taaggtgtcc
ccagcccaga
ccaggtgtcc
ggagagcaac
tggcagcttc
cgtgttcagc
gagcctgtcc
ccccaccagc
cacctacggc
tcccactgec
cgtcaccgac
C

<213> Artificial Sequence

<220>

<223> Humanised

PB62748

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggatccg
ctcaccatca
agaaagaaga
accgtgaaca

gggggcacct
agtagccggt

gtgaagaagc
gactactaca
atcaacccca
accaccgaca
accgccgtgt
gacgtgtggg
gtgttccccc
ctggtgaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acctgccccc
cccaagccta
gatgtgagcc
cacaatgcca
gtgctgaccg
aacaaggccc
gagccccagg
ctgacctgcc
ggccagcccg
ttcctgtaca
tgctccgtga
cctggcaaga
ctgctgattt
gagaccggcg
accatcagcg
ggaaggaacg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
cgcgecgtcga
actgcgtgct
gcggggaagg
gcggaagcaa
accgttgcgg
atgctgagtg

ctggcgccag
tgaactgggt
acaacggcgg
ccagcaccag
actactgcgc
gcaggggcac
tggcccccag
actacttccc
acaccttccc
tgcccagcag
acaccaaggt
cctgeccctgce
aggacaccct
acgaggaccc
agaccaagcc
tgctgcacca
tgcctgeccc
tgtacaccct
tggtgaaggg
agaacaacta
gcaagctgac
tgcacgaggc
ccgtggccgc
cctggaggca
gcaacagccc
gcctcaagcc
gcaggctgct

Page 179

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
ccagacgccg
gcgggatgcec
caacgaggag
gagcttcagc
tctgggcgtyg
cggcgacggc

cgtcaaggtg
gcggcaggec
caccaactac
caccgcctac
ccggtggatc
actagtgacc
cagcaagagc
cgaaccggtg
cgccgtgcetg
cagcctgggc
ggacaagaag
ccccgagetg
gatgatcagc
tgaggtgaag
cagggaggag
ggattggctg
tatcgagaaa
gccccctagce
cttctacccc
caagaccacc
cgtggacaag
cctgcacaat
cccctecggga
cccccacttc
cgtgcaggag
cggcgtggac
gagcatcccc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1698

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1641



<400> 242

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga
ctgctgattt
gagaccggcg
accatcagcg
ggaaggaacg

<210> 243
<211> 642
<212> PRT

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtctcc
cctggaggca
gcaacagccc
gcctcaagcc
gcaggctgct

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaagaga
cccccacttc
cgtgcaggag
cggcgtggac
gagcatcccc

<213> Artificial Sequence

<220>
<223> Human

<400> 243
Gly Ala Cys
Ala

Ala Gly

Gly Ala Gly
35
Ala Gly
50

Cys

Gly
Gly Thr
65

Gly

Ala Gly

Ala Thr Cys

Ala Gly Cys
115
Cys Cys Cys

130
Ala Ala
145

Cys

Gly

Cys Ala

Cys Ala Gly

Ala Gly Cys

195
Ala Cys Thr
210
Cys Ala Ala
225
Gly

Ala Gly

Ala Cys Thr
Ala
275

Cys

Cys Ala

Ala Cys

290

ised

Ala Thr

Gly
20
Cys

Cys
Gly
Ala Gly
Gly Cys
Ala

85
Ala

Cys

Cys
100
Gly Gly

Cys Ala

Thr Ala

Cys
Cys
Thr
Ala
Cys
70

Thr
Cys
Ala
Gly
Cys

Cys Thr

Cys Cys
Ala
40
Thr

Gly

Gly
55
Gly Gly

Cys Gly

Thr Gly
Cys Cys
120
Gly Cys
135

Gly Cys

150

Thr Cys
165
Cys Cys
180
Gly Gly

Thr Cys

Cys Ala

Ala
Gly
Cys
Ala

Gly

Gly Cys

Gly Thr

Thr Cys
200
Cys Cys
215

Cys Gly

230

Ala
245
Cys

Gly

Ala
260
Cys Ala

Thr Thr

Thr
Thr
Ala

Cys

Ala Thr

Gly Cys
Thr
280
Gly

Cys

Gly
295

PB62748

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
tccgaggtgg
cccacacgct
ttcaccgtgc
tacaccatca
atcagcatca

Gly Cys Thr
10

Gly Thr

25

Gly

Gly

Cys Cys

Gly Ala Gly

Gly Cys Cys

75

Gly Cys Ala

90
Gly Thr Ala
105
Ala

Ala Cys

Thr Gly Cys

Ala Gly
155
Cys

Cys
Gly Gly
170
Thr Cys Ala
185
Cys

Gly Gly

Cys Thr Gly

Thr Gly Gly
235
Gly Cys
250

Ala

Cys
Cys
265
Gly

Gly

Gly Cys

Ala Gly Cys

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgcet
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
tggccgcecac
actacaggat
ccctgcagcec
ccgtgtacgc
actacaggac

Gly Ala Cys

Ala Thr Cys
30
Thr Gly
45

Thr

Cys
Cys Thr
60
Ala

Gly Cys

Cys Cys Ala
Ala
110

Cys

Thr Cys

Gly Gly
125
Thr Gly Ala
140
Cys

Gly Ala

Ala Thr Cys

Gly Gly
190
Cys

Cys

Ala
205
Gly

Cys

Ala
220
Ala

Cys

Gly Ala

Cys Gly Ala

Ala Gly
270
Ala

Cys
Cys Cys
285
Gly

Cys Gly

300

Page 180

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
ccccaccagc
cacctacggc
tcccactgec
cgtcaccgac
C

Cys
15
Cys

Cys
Thr
Gly Cys
Cys Ala
Ala

80
Cys

Cys
Ala
Gly Cys
Ala Gly
Thr Cys
Thr

160
Cys

Gly

Cys
175
Gly Cys

Cys Gly

Ala Thr

Gly Cys
240
Cys Thr
255
Ala Ala

Cys Cys

Cys Ala

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1611



Cys Ala
305

Gly

Cys

Cys Gly

Cys Cys Cys

Thr Cys Cys

355

Gly Cys Ala
370

Ala Cys
385

Gly

Cys

Thr Cys

Cys Thr Ala
Ala
435

Gly

Ala Ala

Thr Gly
450
Gly Ala
465
Gly

Gly

Ala Gly

Ala Gly Gly

Cys Ala Cys

515
Cys

Ala Gly

530
Cys

Gly Ala

545
Gly

Ala Ala

Gly Cys Cys

Ala Cys Cys

595

Cys Cys Cys
610

Thr Thr
625

Gly

Cys
Cys

<210> 244
<211> 906
<212> DNA

Ala Gly

Cys

Thr Gly

310

Ala
325
Gly

Thr

Ala
340
Cys Cys

Gly Cys

Gly Cys

Thr Gly
405
Cys Cys
420
Gly Thr

Ala Cys

Cys Gly

Cys
Cys
Cys
Thr
Cys
390
Cys
Cys
Gly
Ala

Gly

Gly Gly

Gly Thr

Cys Cys
360
Cys Ala
375
Ala Gly

Thr Gly

Cys Cys

Ala
440
Cys

Cys

Ala
455

Cys Ala

470

Ala Gly
485
Ala Cys
500
Cys Thr

Ala Cys

Ala Gly

Cys
Ala
Ala
Cys
Gly

Gly Thr

Gly Cys
Ala
520
Thr

Cys

Cys
535

Cys Cys

550

Gly Cys
565
Thr Gly
580
Ala Gly

Cys Gly

Ala Ala

Ala
Cys
Gly

Thr

Cys
630

Cys Ala

Gly Ala

Gly Cys
600
Gly Ala
615

Cys Gly

<213> Artificial Sequence

<220>
<223> Human

<400> 244

gacatcctgc
ttcagctgcc
aacggcagcc
cggttcagcg
gaggatatcg
ggcaccaagc
agcgatgagc
ccccgggagg
gagagcgtga
ctgagcaagg
ctgtccagcc
gccaccccca
aggatcacct
cagcctccca
tacgccgtca
aggacc

<210> 245
<211> 1347
<212> DNA

ised

tgacccagag
gggccagcca
ccaggctgct
gcagcggctc
ccgactacta
tggaactgaa
agctcaagag
ccaaagtgca
ccgagcagga
ccgactacga
ccgtgaccaa
ccagcctgcet
acggcgagac
ctgccaccat
ccgacggaag

ccccgtgatc
gagcatcggc
gatcaagtac
cggcaccgac
ctgccagcag
gcgtacggtg
cggcaccgcc
gtggaaagtg
cagcaaggac
gaagcacaaa
gagcttcaac
gatttcctgg
cggcggcaac
cagcggcectc
gaacggcagg

<213> Artificial Sequence

PB62748

Ala
315
Gly

Gly Ala

Thr Gly
330
Gly Thr Thr
345
Ala

Gly Cys

Ala Gly Ala
Thr
395

Cys

Cys Gly
Ala
410
Gly

Ala

Gly
425
Gly

Gly

Thr Gly

Gly Cys Cys
Ala
475

Cys

Ala Cys
Ala
490
Ala

Gly

Ala
505
Gly

Gly

Cys Cys

Gly Ala Cys

Gly Ala Cys
555
Ala Gly
570

Gly

Ala
Ala Thr
585
Cys

Thr Gly

Cys Cys Ala
Gl

63

Gly Gly g

ctgagcgtga
accaacatcc
gccagcgagt
ttcaccctga
aacaacaact
gccgecccca
agcgtggtgt
gacaacgccc
tccacctaca
gtgtacgcct
cgaggcgagt
aggcaccccc
agccccgtgce
aagcccggcg
ctgctgagca

Cys Thr Gly

Cys Cys Gly
Thr
350
Thr

Cys Ala
Ala
365
Cys

Gly

Gly
380
Gly

Gly

Gly Thr

Ala Ala Cys

Ala Gly Gly
430
Ala Ala
445

Thr

Gly
Cys Gly
460
Gly

Cys Cys

Cys Gly Ala

Gly Ala Cys

510

Thr Gly Ala
525

Cys Cys Thr

540

Thr

Ala Cys

Thr Gly Thr

Gly Ala Cys

590

Thr Cys Cys
605

Ala Gly Ala

620

Cys

Gly Ala

gccctggega
actggtatca
ccatcagcgg
gcatcaacag
ggcccaccac
gcgtgttcat
gtctgctgaa
tgcagagcgg
gcctgagcag
gcgaagtgac
gcagatccga
acttccccac
aggagttcac
tggactacac
tccccatcag

Page 181

Ala
320
Cys

Ala

Cys
335
Cys Thr

Gly Ala

Gly Cys
Thr
400
Thr

Gly

Thr
415
Cys Cys

Ala Gly

Cys Ala

Ala Gly
480
Gly Cys
495
Thr Cys

Gly Cys

Gly Ala

Ala
560
Cys

Gly

Ala
575
Cys Cys

Ala Gly

Gly Cys

Thr
640

Gly

gagagtgagc
gcagcggacc
catccccagc
cgtggagagc
cttcggagcec
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc
ggtggtggcc
acgctactac
cgtgccectg
catcaccgtg
catcaactac

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900
906



<220>

<223> Humanised

<400> 245

caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga

<210> 246
<211> 1617
<212> DNA

tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaag

<213> Artificial Sequence

<220>

<223> Humanised

<400> 246
gaggtggtgg
acacgctact
accgtgcccc
accatcaccg
agcatcaact
ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagcea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

<210> 247
<211> 909
<212> DNA

ccgccacccc
acaggatcac
tgcagcctcc
tgtacgccgt
acaggaccgg
cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgea
gcctgggcac
acaagaaagt
ccgagctgcet
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

caccagcctg
ctacggcgag
cactgccacc
caccgacgga
atccaccggc
cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag

<213> Artificial Sequence

<220>

<223> Humanised

<400> 247

gaggtggtgg ccgccacccc caccagcectg

PB62748

ctggtgcagc
aattacggcg
atctggtccg
aaggacaaca
gccatctact
cagggcaccc
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaagtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

ctgatttcct
accggcggcea
atcagcggcc
aggaacggca
caggtgcagc
acctgtaccg
ccaggcaagg
acccccttca
aagatgaaca
tactacgact
agcaccaagg
acagccgccc
aatagcggag
ctgtactccc
atctgcaacg
agctgcgata
agcgtgttcc
gtgacctgcg
gtggacggcg
acctaccgcg
tacaagtgca
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagtctga

ctgatttcct

cctctcagag
tgcattgggt
gcggcaacac
gcaagagcca
attgtgccag
tggtgaccgt
gcaagagcac
agcctgtgac
ccgtgctgcea
gcctgggcac
acaagaaagt
ccgagctgct
tgatcagcag
aagtgaagtt
gagaggagca
attggctgaa
tcgagaaaac
ctccctecag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

ggaggcaccc
acagccccgt
tcaagcccgg
ggctgctgag
tgaagcagag
tgagcggctt
gcctggaatg
ccagcagact
gcctgcagag
acgagttcgc
gccccagegt
tgggctgect
ccctgacctc
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaagtgca
tggtgtctgt
aagtgagcaa
agcctagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

ggaggcaccc

Page 182

cctgagcatc
gcggcagtct
cgactacaac
ggtgttcttc
ggccctgacc
gagcgccgcet
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggcggacct
gacccccgaa
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag

ccacttcccc
gcaggagttc
cgtggactac
catccccatc
cggccctggce
cagcctgacc
gctgggagtg
gagcatcaac
caacgacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caacgccaag
gctgaccgtg
caaggccctg
gccccaggtc
gacctgtctg
ccagcccgag
cctgtactcc
cagcgtgatg
tggcaag

ccacttcccc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1617

60



acacgctact
accgtgcccc
accatcaccg
agcatcaact
agcgtgagcc
aacatccact
agcgagtcca
accctgagca
aacaactggc
gcccccagceg
gtggtgtgtc
aacgccctgc
acctacagcc
tacgcctgcg
ggcgagtgc

<210> 248
<211> 1707
<212> DNA
<213>

<220>
<223>

<400> 248

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcctggtcc
ccctggtatg
agcatcgact
atcagcaggg
gacaccgcag
cagggcaccc

<210> 249
<211> 1725
<212> DNA

acaggatcac
tgcagcctcc
tgtacgccgt
acaggacgtc
ctggcgagag
ggtatcagca
tcagcggcat
tcaacagcgt
ccaccacctt
tgttcatctt
tgctgaacaa
agagcggcaa
tgagcagcac
aagtgaccca

Humanised

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
agcccggegg
atatgggctg
ggcacgggaa
acaacagcaa
tgtactactg
tggtgactgt

ctacggcgag
cactgccacc
caccgacgga
gaccggtgac
agtgagcttc
gcggaccaac
ccccagccgg
ggagagcgag
cggagccggc
ccceccccagce
cttctacccc
cagccaggag
cctgaccctg
ccagggcctg

Artificial Sequence

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cagcctgagg
ggtgaggcag
gatcacctac
gaacaccctg
cgccaccgcc
gagcagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 249
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc

PB62748

accggcggcea
atcagcggcc
aggaacggca
atcctgctga
agctgccggg
ggcagcccca
ttcagcggca
gatatcgccg
accaagctgg
gatgagcagc
cgggaggcca
agcgtgaccg
agcaaggccg
tccagccccg

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggcgtgc
ctgagctgcg
gcccccggea
tacgccgaca
tacctgcaga
gaggacgaac

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec

acagccccgt
tcaagcccgg
ggctgctgag
cccagagccc
ccagccagag
ggctgctgat
gcggctecgg
actactactg
aactgaagcg
tcaagagcgg
aagtgcagtg
agcaggacag
actacgagaa
tgaccaagag

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
agctcctgga
ccgccagegg
agggcctgga
gcgtgaaggg
tgaacagcct
ccggctacga

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccccgeegt
gcagcagcct
aggtggacaa
ctgcccccga

Page 183

gcaggagttc
cgtggactac
catccccatc
cgtgatcctg
catcggcacc
caagtacgcc
caccgacttc
ccagcagaac
tacggtggcc
caccgccagc
gaaagtggac
caaggactcc
gcacaaagtg
cttcaaccgg

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
ggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gagcggcgga
cttcgtgttc
gtgggtgtcc
caggttcacc
gagggccgag
ctactggggc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga

120
180
240
300
360
420
480
540
600
660
720
780
840
900
909

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1707

60

120
180
240
300
360
420
480
540
600
660
720



ggccccagceg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ctcctggaga
gccagcggct
ggcctggagt
gtgaagggca
aacagcctga
ggctacgact

<210> 250
<211> 1713
<212> DNA
<213>

<220>
<223>

<400> 250
caggtgcagc
tcctgcaagg
cccgggcagg
aaccagaagt
atggagctgc
ctctactact
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga
gagagcggcg
ggcttcacct
gagtgggtca
ggcaggttca
ctgagggccg
tggggacagg

<210> 251
<211> 642
<212> DNA

tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
gcggcggagg
tcgtgttccc
gggtgtccag
ggttcaccat
gggccgagga
actggggcca

Humanised

tcgtccagtc
ccagcggcta
gcctggagtg
tcaagggacg
gcagcctgag
accccatgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
gcggcctggt
tcaggaactt
gctggatcat
ccatcagccg
aggacaccgc
ggaccctggt

cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cctggtccag
ctggtatgat
catcgactgg
cagcagggac
caccgcagtg
gggcaccctg

Artificial Sequence

tggggccgag
taccttcatc
gatgggcgcc
ggtcaccatg
aagcgacgac
ttactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gacctgcctg
ccagcccgag
cctgtacagc
ctccgtgatg
tggcaagacc
gcagcccggc
cggcatgggc
cagctccggc
cgacaacagc
cgtctactac
gactgtgagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 251
gagatcgtgc
ctgtcctgcec
ggccaggccc
cggttctccg
gaggacttcg
ggcacaaagg
agcgatgagc
ccccgggagg
gagagcgtga
ctgagcaagg

tgacccagag
gggcgagtca
ctcgecctget
gaagtgggtc
cggtgtacta
tggagatcaa
agctgaagag
ccaaggtgca
ccgagcagga
ccgactacga

tccagccacc
gaacatctcc
gatctactac
cggaaccgac
ctgccagaac
gcgtacggtg
cggcaccgcc
gtggaaggtg
cagcaaggac
gaagcacaag

PB62748

cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
cccggeggea
atgggctggg
cacgggaaga
aacagcaaga
tactactgcg
gtgactgtga

gtgaagaagc
gactacgaga
atcgacccag
acaaccgata
accgcggtgt
cagggcacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
gtggccgecc
ggcagcctga
tgggtcaggc
accgagacct
aagaacaccc
tgcgccaaga
agc

ctcagcctga
gactacctgc
gcctcccaga
tttaccctga
gggcatagtt
gccgecccca
agcgtggtgt
gacaatgccc
tccacctaca
gtgtacgcct

ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcctgaggcet
tgaggcaggc
tcacctacta
acaccctgta
ccaccgccga
gcagc

ccggagcttc
tccattgggt
agaccggagg
ccagcacctc
actactgtac
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
cctcggaagt
ggctgagctg
aggcccccgg
actacgccga
tgtacctgca

gcctgggcag

gccctgggga
attggtacca

gcatcagcgg
ccatcagctc
tcccactgac
gcgtgttcat
gtctgctgaa
tgcagagcgg
gcctgagcag
gtgaggtgac

Page 184

cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gggcgtgcag
gagctgcgcec
ccccggcaag
cgccgacagc
cctgcagatg
ggacgaaccc

tgtgaaggtg
gaggcaggct
cacggcgtac
caccgcttac
gcgcatcctg
gtctagcgcc
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
gcagctcctg
cgccgctagc
caagggcctg
cagcgtgaag
gatgaacagc
gttcgactac

acgcgccacc
gcagaagccc
aatccccgcec
tctcgagcca
cttcggaggg
cttccceccc
caacttctac
caacagccag
caccctgacc
ccaccagggc

780

840

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1725

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1713

60

120
180
240
300
360
420
480
540
600



ctgtccagcc ccgtgaccaa gagcttcaac

<210> 252
<211> 1725
<212> DNA

<213> Artificial Sequence

<220>

<223> Humanised

<400> 252

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ctcctggaga
gccagcggct
ggcctggagt
gtgaagggca
aacagcctga
ggctacgact

<210> 253
<211> 1707
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
gcggcggagg
tcgtgttccc
gggtgtccag
ggttcaccat
gggccgagga
actggggcca

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cctggtccag
ctggtatgat
catcgactgg
cagcagggac
caccgcagtg
gggcaccctg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 253

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcctggtcc
ccctggtatg
agcatcgact

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
agcccggegg
atatgggctg
ggaaggggggd

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cagcctgagg
ggtgaggcag
caagacctac

PB62748

cggggcgagt

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
cccggeggea
atgggctggg

aaggggggca
aacagcaaga

tactactgcg
gtgactgtga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggcgtgc
ctgagctgcg
gccceccggea
tacgccgaca

gc

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcctgaggcet
tgaggcaggc
agacctacta
acaccctgta
ccaccgccga
gcagc

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
agctcctgga
ccgccagegg
agggcctgga
gcgtgaaggg
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cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gggcgtgcag
gagctgcgcec
ccccggcaag
cgccgacagc
cctgcagatg
ggacgaaccc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gagcggcgga
cttcgtgttc
gtgggtgtcc
caggttcacc

642

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1725

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560



<210> 254
<211> 1725
<212> DNA

<213> Artificial Sequence

<220>

<223> Humanised

<400> 254

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ctcctggaga
gccagcggct
ggcctggagt
gtgaagggca
aacagcctga
ggctacgact

<210> 255
<211> 1707
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
gcggcggagg
tcgtgttcgce
gggtgtccag
ggttcaccat
gggccgagga
actggggcca

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cctggtccag
ctggtatgat
catcgactgg
cagcagggac
caccgcagtg
gggcaccctg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 255

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ggcctggtcc

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
agcccggegg

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag
ggtggatgtg
ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cagcctgagg
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atcagcaggg acaacagcaa gaacaccctg tacctgcaga tgaacagcct gagggccgag
gacaccgcag tgtactactg cgccaccgcc gaggacgaac ccggctacga ctactggggc
cagggcaccc tggtgactgt gagcagc

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
cccggeggea
atgggctggg

cacggggagg
aacagcaaga

tactactgcg
gtgactgtga

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggcgtgc
ctgagctgcg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcctgaggcet
tgaggcaggc
tgacctacta
acaccctgta
ccaccgccga
gcagc

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
agctcctgga
ccgccagegg
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cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gggcgtgcag
gagctgcgcec
ccccggcaag
cgccgacagc
cctgcagatg
ggacgaaccc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gagcggcgga
cttcgtgttc

1620
1680
1707

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1725

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440



gcctggtatg
agcatcgact
atcagcaggg
gacaccgcag
cagggcaccc

<210> 256
<211> 1347
<212> DNA

atatgggctg
ggcacgggga
acaacagcaa
tgtactactg
tggtgactgt

ggtgaggcag
ggtgacctac
gaacaccctg
cgccaccgcc
gagcagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 256
caggtgcagc
tcctgcaagg
cccgggcagg
aaccagaagt
atggagctgc
ctctactact
tccaccaagg
acagcggccc
aactcaggcg
ctctactccc
atctgcaacg
tcttgtgaca
tcagtcttcc
gtcacatgcg
gtggacggcg
acgtaccgtg
tacaagtgca
gccaaagggc
accaagaacc
gtggagtggg
gactccgacg

caggggaacg
aagagcctct

<210> 257
<211> 2088
<212> DNA

tcgtccagtc
ccagcggcta
gcctggagtg
tcaagggacg
gcagcctgag
accccatgga
gcccatcggt
tgggctgect
ccctgaccag
tcagcagcgt
tgaatcacaa
aaactcacac
tcttcccccc
tggtggtgga
tggaggtgca
tggtcagcgt
aggtctccaa
agccccgaga
aggtcagcct
agagcaatgg
gctccttctt
tcttctcatg
ccctgtctec

tggggccgag
taccttcatc
gatgggcgcc
ggtcaccatg
aagcgacgac
ttactggggc
cttcccectg
ggtcaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
atgcccaccg
aaaacccaag
cgtgagccac
taatgccaag
cctcaccgtc
caaagccctc
accacaggtg
gacctgcctg
gcagccggagd
cctctacagc
ctccgtgatg
dgggtaaa

<213> Artificial Sequence

<220>

<223> Humanised

<400> 257

caggtgaccc
acctgcaccg
cccggcaagg
agcgccctga
accatgacca
tctagcctgc
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga
agcggcggag
ttcaccttcg
tgggtgtcca
aggttcacca

agggccgagg

tgagggagag
tgagcggctt
gcctggagtg
tgagcaggct
acatggaccc
tgaggctgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
gcctggtcca
cctggtatga
gcatcgactg
tcagcaggga
acaccgcagt

cggcecccgec
cagcctgacc
gctgggcgtg
ctccatcagc
cgtggacacc
ctactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gacctgcctg
ccagcccgag
cctgtacagc
ctccgtgatg
tggcaagggc
gcccggeggc
tatgggctgg

gcacggggag
caacagcaag

gtactactgc

PB62748

gccceccggea
tacgccgaca
tacctgcaga
gaggacgaac

gtgaagaagc
gactacgaga
atcgacccag
acaaccgata
accgcggtgt
cagggcacac
gcaccctcct
tacttccccg
accttcccgg
ccctccagea
accaaggtgg
tgcccagcac
gacaccctca
gaagaccctg
acaaagccgc
ctgcaccagg
ccagccccca
tacaccctgc
gtcaaaggct
aacaactaca
aagctcaccg
catgaggctc

ctggtgaagc
tcctacagceg
atctgggcaa
aaggacacca
gccacctatt
aggggaacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
ggcggcggat
agcctgaggc
gtgaggcagg
gtgacctact
aacaccctgt
gccaccgcecg

agggcctgga
gcgtgaaggg
tgaacagcct
ccggctacga

ccggagcttc
tccattgggt
agaccggagg
ccagcacctc
actactgtac
tagtcacagt
ccaagagcac
aaccggtgac
ctgtcctaca
gcttgggcac
acaagaaagt
ctgaactcct
tgatctcccg
aggtcaagtt
gggaggagca
actggctgaa
tcgagaaaac
ccccatcccg
tctatcccag
agaccacgcc
tggacaagag
tgcacaacca

ccacacagac
tccactgggt
gcggcggeac
gccggaacca
actgcgccag
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
ctggcgtgea
tgagctgcgc
cccceggceaa
acgccgacag
acctgcagat
aggacgaacc

Page 187

gtgggtgtcc
caggttcacc
gagggccgag
ctactggggc

tgtgaaggtg
gaggcaggct
cacggcgtac
caccgcttac
gcgcatcctg
ctcctcagcec
ctctgggggc
ggtgtcgtgg
gtcctcagga
ccagacctac
tgagcccaaa
ggggggaccg
gacccctgag
caactggtac
gtacaacagc
tggcaaggag
catctccaaa
ggatgagctg
cgacatcgcc
tccegtgcetg
caggtggcag
ctacacgcag

cctcactctg
gaggcagccc
cgactacaac
ggtggtgctg
ggaccctccc
gtccagcgcec
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
gctcctggag
cgccagcggc
gggcctggag
cgtgaagggc
gaacagcctg
cggctacgac

1500
1560
1620
1680
1707

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



tactggggcc
gaagtgcagc
agctgcgccyg
cccggcaagg
gccgacagcg
ctgcagatga
ggcaggttcg
<210> 258

<211> 2079
<212> DNA

agggcaccct
tcctggagag
ctagcggctt
gcctggagtg
tgaagggcag
acagcctgag
actactgggg

ggtgactgtg
€ggcggcggce
caccttcagg
ggtcagctgg
gttcaccatc
ggccgaggac
acaggggacc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 258

caggtgcagc
tcctgcaagg
cccggcagygg
aaccagaagt
atgcagctga
tactacggcg
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
atccagatga
acctgcaggg
aaggctccca
tttagcggca
gacttcgcca
accaaggtgg
gagagcggcg
ggcttcacct
gagtgggtgt
ggcaggttca
ctgagggccg
gactactggg

<210> 259
<211> 2103
<212> DNA

tgcagcagcc
ccagcggcta
gcctcgagtg
tcaagggcaa
gcagcctgac
gcgactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
cccagagcecc
ccagcaggcc
agctgctgat
gcggcagegg
cctactactg
agatcaagag
gaggcctggt
tcgcctggta
ccagcatcga
ccatcagcag
aggacaccgc
gccagggcac

tggagccgag
caccttcacc
gatcggagct
ggccaccctg
cagcgaggac
cttcaacgtc
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cagcagcctg
catcagcgac
cgcctgggcec
caccgacttc
cctgcaggag
gaccgtggcc
ccagcccggc
tgatatgggc
ctggcacggg
ggacaacagc
agtgtactac
cctggtgact

<213> Artificial Sequence

<220>

<223> Humanised

<400> 259
caggtgcagc
tcctgcaagg
cccggcaggg
aaccagaagt
atgcagctga
tactacggcg
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga

tgcagcagcc
ccagcggcta
gcctcgagtg
tcaagggcaa
gcagcctgac
gcgactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt

tggagccgag
caccttcacc
gatcggagct
ggccaccctg
cagcgaggac
cttcaacgtc
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
cccccccaag

ggtggatgtg

PB62748

agcagcaccg
ctggtgcagc
aacttcggca
atcatcagct
agccgcgaca
accgccgtct
ctggtgactg

ctggtgaagc
agctacaaca
atctaccccg
accgccgaca
agcgccgtgt
tggggcgecg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
agcgccagcg
tggctgcact
agcagcctgc
accctcacca
ggctgggggc
gccccctegg
ggcagcctga
tgggtgaggc
gaggtgacct
aagaacaccc
tgcgccaccg
gtgagcagc

ctggtgaagc
agctacaaca
atctaccccg
accgccgaca
agcgccgtgt
tggggcgecg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg

tggccgeccc
ccggcggeag
tgggctgggt
ccggcaccga
acagcaagaa
actactgcgc
tgagcagc

ccggcgcecag
tgcactgggt
gcaacggcga
agagcagcag
attactgcgc
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
tgggcgacag
ggtaccaaca
agggaggcgt
tctcttcect
cccctacttt
gatccggegt
ggctgagctg
aggcccccgg
actacgccga
tgtacctgca
ccgaggacga

ccggcgcecag
tgcactgggt
gcaacggcga
agagcagcag
attactgcgc
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
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ctcgggatcc
cctgaggctg
caggcaggcc
gacctactac
caccctgtac
caagagcctg

cgtgaaaatg
gaagcagacc
cactagctac
caccgcctac
caggagcacc
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gggatctgac
ggtgaccatt
gaagcccggc
gcccagcagg
gcagcccgag
cggccagggc
gcagctcctg
cgccgccagce
caagggcctg
cagcgtgaag
gatgaacagc
acccggctac

cgtgaaaatg
gaagcagacc
cactagctac
caccgcctac
caggagcacc
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
dgggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac

1740
1800
1860
1920
1980
2040
2088

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2079

60

120
180
240
300
360
420
480
540
600
660
720
780
840



tggtacgtgg
aacagcacct
aaggagtaca
agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
gtgcagctcc
tgcgeccgcta
ggcaagggcc
gacagcgtga
cagatgaaca
aggttcgact
tcgggatccg
ctgaggctga
aggcaggccc
acctactacg
accctgtacc
accgccgagg
agc

<210> 260
<211> 1701
<212> DNA

acggcgtgga
accgggtggt
agtgtaaggt
agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
tggagagcgg
gcggcttcac
tggagtgggt
agggcaggtt
gcctgagggc
actggggaca
gcgtgcagcet
gctgcgecgce
ccggcaaggg
ccgacagcgt
tgcagatgaa
acgaacccgg

ggtgcacaat
gtccgtgctg
gtccaacaag
cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
cggcggcectg
cttcaggaac
cagctggatc
caccatcagc
cgaggacacc
ggggaccctg
cctggagagc
cagcggcttc
cctggagtgg
gaagggcagg
cagcctgagg
ctacgactac

<213> Artificial Sequence

<220>

<223> Humanised

<400> 260
gaggtgcagc
agctgcgecg
ccaggcaagg
aaccccaact
ctgcagatga
agctacgtca
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga
ggcctggtcc
aaggcctacc
gagatcagcc
atcagcaggg
gacaccgccg
actctggtga

<210> 201
<211> 1020
<212> DNA
<213>

<220>
<223>

<400> 201
tgccccccct
aagcctaagg
gtgagccacg
aatgccaaga
ctgaccgtgc

tggtggaaag
ctagcggcta
gactggagtg
tcaaggacag
acagcctgag
ccccectgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc
agcccggagg
ccatgatgtg
ccagcggcag
acaacagcaa
tgtactactg

cggcggcggc
caccttcacc
ggtgggcatg
gttcaccatc
ggccgaggac
ttactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gagctgcgec
ccagcccgag
cctggtgagce
ctccgtgatg
tggcaaggga
ctcactgagg
ggtcaggcag
ctacacctac
gaacaccctg
cgccaaggac

ccgtgagcag ¢

Humanised

gccctgeccc
acaccctgat
aggaccctga
ccaagcccag
tgcaccagga

Artificial Sequence

cgagctgctg
gatcagcaga
ggtgaagttc
ggaggagcag
ttggctgaac

PB62748

gccaagacca
accgtgctgc
gccctgectg
caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagaccgtgg
gtgcagcccg
ttcggcatgg
atcagctccg
cgcgacaaca
gccgtctact
gtgactgtga
ggcggaggcc
accttcgcct
gtgtccagca
ttcaccatca
gccgaggaca
tggggccagg

ctggtgcagc
agctactggc
atcgacccca
agcgccgaca
accgccgtgt
cagggcacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc
tccgaggtgce
ctgagctgcg
gccceccggea
tacgccgaca
tacctgcaga
cccaggaagc

ggaggcccca
acccccgagg
aactggtacg
tacaacagca

ggcaaggagt

agcccaggga
accaggattg
cccctatcga
ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
ccgceccectce
gcggcagect
gctgggtcag
gcaccgagac
gcaagaacac
actgcgccaa
gcagcaccgt
tggtccagcc
ggtatgatat
tcgactggca
gcagggacaa
ccgcagtgta
gcaccctggt

ccggeggctce
tccactgggt
gcaacagcga
ctagcaagaa
attactgcgc
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca
agctcctggt
ccgctagegg
aaggcctgga
gcgtgaaggg
tgaactctct
tggactattg

gcgtgttcct
tgacctgtgt
tggacggcgt
cctaccgggt
acaagtgtaa
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ggagcagtac
gctgaacggc
gaaaaccatc
tagcagagat
ccccagcgac
caccccecct
caagagcaga
caatcactac
gggatctgaa
gaggctgagc
gcaggccccc
ctactacgcc
cctgtacctg
gagcctgggc
ggccgccccc
cggcggcagce
gggctgggtg
cggggaggtg
cagcaagaac
ctactgcgcc
gactgtgagc

cctgaggctg
caggcaggcc
caccaggttc
caccgcctac
cacctacagg
gtccagcgcec
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag
cagcggcggc
cttcaccttc
gtgggtgtct
caggttcacc
gagggccgag
gggccagggc

gttccccccc
ggtggtggat
ggaggtgcac
ggtgtccgtg
ggtgtccaac

900

960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2103

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1701

60

120
180
240
300



aaggccctgc
ccccaggtgt
tggtgcctgg
cagcccgaga
ctgtacagca
tccgtgatgce
ggcaagggat
tcactgaggc
gtcaggcagg
tacacctact
aacaccctgt
gccaaggacc

<210>
<211>
<212>
<213>

<220>
<223>

<400> 262

gacatccaga
atcacctgca
tggtaccagc
gagtcaggcg
atcagcagcc
ccctggacct
gtgttcatct
ctgctgaaca
cagagcggca
ctgagcagca
gaggtgaccc

262
660
DNA

<210> 263
<211> 1656
<212> DNA

ctgcccctat
acaccctgcc
tgaagggctt
acaactacaa
agctgaccgt
acgaggccct
ccgaggtgca
tgagctgcgc
cccceggceaa
acgccgacag
acctgcagat
ccaggaagct

Humanised

tgacccagag
agagcagcca
agaaacccgg
tgcccagcag
tgcagcccga
tcggccaggg
tccceccccag
acttctaccc
acagccagga
ccctgaccct
accagggcct

cgagaaaacc
ccctagcaga
ctaccccagc
gaccaccccc
dggacaagagc
gcacaatcac
gctcctggtc
cgctagcggc
aggcctggag
cgtgaagggc
gaactctctg
dggactattgg

Artificial Sequence

ccccagcagc
gagcctcctg
caaggccccc
gttcagcggc
ggacttcgcc
caccaaggtg
cgatgagcag
ccgggaggec
gagcgtgacc
gagcaaggcc
gtccagcccc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 263

gaggtgcagc
agctgcgecg
ccaggcaagg
aaccccaact
ctgcagatga
agctacgtca
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
acctgcaacg
ttcctgggeg
agccggaccc
cagttcaatt
gaacagttca
ctgaacggca
aaaaccatca
tcccaggaag
cccagcgaca
accccccctg
aagagccggt
aaccactaca
ctggtcagcg
agcggcttca
ctggagtggg
aagggcaggt
tctctgaggg
tattggggcc

<210> 264
<211> 1347

tggtggaaag
ctagcggcta
gactggagtg
tcaaggacag
acagcctgag
ccccectgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tggaccacaa
gaccctccgt
ccgaggtgac
ggtacgtgga
acagcaccta
aagaatacaa
gcaaggccaa
agatgaccaa
tcgccgtgga
tgctggacag
ggcaggaagg
cccagaagag
gcggcggect
ccttcaaggc
tgtctgagat
tcaccatcag
ccgaggacac
agggcactct

cggcggcggc
caccttcacc
ggtgggcatg
gttcaccatc
ggccgaggac
ttactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
gttcctgttc
ctgcgtggtg
cggcgtggag
ccgggtggtg
gtgcaaggtg
gggccagcct
gaaccaggtg
gtgggagagc
cgacggcagc
caacgtcttt
cctgagcectg
ggtccagccc
ctaccccatg
cagccccagce
cagggacaac
cgccgtgtac
ggtgaccgtg

PB62748

atcagcaagg
gatgagctga
gacatcgccg
cctgtgctgg
agatggcagc
tacacccaga
agcggeggcg
ttcaccttca
tgggtgtctg
aggttcacca
agggccgagg
ggccagggca

ctgagcgect
tacaccagca
aagctgctga
agcggcagcg
acctactact
gagatcaagc
ctgaagagcg
aaggtgcagt
gagcaggaca
gactacgaga
gtgaccaaga

ctggtgcagc
agctactggc
atcgacccca
agcgccgaca
accgccgtgt
cagggcacac
gccccctgea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
ccccccaagce
gtggacgtga
gtgcacaacg
tccgtgctga
tccaacaagg
cgggagcccc
tccctgacct
aacggccagc
ttcttcctgt
agctgcagcg
tccctgggea
ggaggctcac
atgtgggtca
ggcagctaca
agcaagaaca
tactgcgcca
agcagc

ccaagggcca
ccaagaacca
tggagtggga
acagcgatgg
agggcaacgt
agagcctgag
gcctggtcca
aggcctaccc
agatcagccc
tcagcaggga
acaccgccgt
ctctggtgac

cagtgggaga
gccagaagaa
tctactgggc
gcaccgactt
gccagcagta
gtacggtggc
gcaccgccag
ggaaggtgga
gcaaggactc
agcacaaggt
gcttcaaccg

ccggeggctce
tccactgggt
gcaacagcga
ctagcaagaa
attactgcgc
tagtcaccgt
gcagaagcac
agcccgtgac
ccgtgctgea
gcctgggcac
acaagcgggt
ccaaggacac
gccaggaaga
ccaagaccaa
ccgtgctgea
gcctgcccag
aggtgtacac
gtctggtgaa
ccgagaacaa
acagcaggct
tgatgcacga
agggatccga
tgaggctgag
ggcaggcccc
cctactacgc
ccctgtacct
aggaccccag
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gcccagagag
ggtgtccctg
gagcaacggc
cagcttcttc
gttcagctgc
cctgtcccct
gcccggaggc
catgatgtgg
cagcggcagc
caacagcaag
gtactactgc
cgtgagcagc

cagggtgacc
ctacctggcc
tagcaccagg
cactctgacc
ctacgcctat
cgcccccagce
cgtggtgtgt
caatgccctg
cacctacagc
gtacgcctgt
gggcgagtgc

cctgaggctg
caggcaggcc
caccaggttc
caccgcctac
cacctacagg
gagcagcgcc
cagcgagagc
cgtgagctgg
gagcagcggc
caagacctac
ggcccccgag
cctgatgatc
tcccgaggtc
gccccgggag
ccaggactgg
ctccatcgag
cctgeccccca
gggcttctac
ctacaagacc
gaccgtggac
ggccctgcac
ggtgcagctc
ctgcgccget
cggcaaaggc
cgacagcgtg
gcagatgaac
gaagctggac

360
420
480
540
600
660
720
780
840
900
960
1020

60

120
180
240
300
360
420
480
540
600
660

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1656



<212> DNA

<213> Artificial Sequence

<220>

<223> Humanised

<400> 264

gaggtgcagc
agctgcgccg
ccaggcaagg
aaccccaact
ctgcagatga
agctacgtca
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
atctgtaacg
agctgtgaca
agcgtgttcc
gtgacctgtg
gtggacggcg
acctaccggg
tacaagtgta
gccaagggcc
accaagaacc
gtggagtggg
gacagcgatg
cagggcaacg
aagagcctga

<210> 265
<211> 666
<212> DNA

tggtggaaag
ctagcggcta
gactggagtg
tcaaggacag
acagcctgag
ccccectgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tgaaccacaa
agacccacac
tgttcccccc
tggtggtgga
tggaggtgca
tggtgtccgt
aggtgtccaa
agcccagaga
aggtgtccct
agagcaacgg
gcagcttctt
tgttcagctg
gcctgtcccc

cggcggcggc
caccttcacc
ggtgggcatg
gttcaccatc
ggccgaggac
ttactggggc
gttccccctg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
ctgccccccc
caagcctaag
tgtgagccac
caatgccaag
gctgaccgtg
caaggccctg
gccccaggtg
gagctgcgcc
ccagcccgag
cctggtgagc
ctccgtgatg
tggcaag

<213> Artificial Sequence

<220>

<223> Humanised

<400> 265
tgccccccct
aagcctaagg
gtgagccacg
aatgccaaga
ctgaccgtgc
aaggccctgce
ccccaggtgt
tggtgcctygg
cagcccgaga
ctgtacagca
tccgtgatgce
ggcaag
<210> 266

<211> 1302
<212> DNA

gccctgeccc
acaccctgat
aggaccctga
ccaagcccag
tgcaccagga
ctgcccctat
acaccctgcc
tgaagggctt
acaactacaa
agctgaccgt
acgaggccct

cgagctgctg
gatcagcaga
ggtgaagttc
ggaggagcag
ttggctgaac
cgagaaaacc
ccctagcaga
ctaccccagc
gaccaccccc
dggacaagagc
gcacaatcac

<213> Artificial Sequence

<220>

<223> Humanised

<400> 266
gaggtgcagc
agctgcgecg
ccaggcaagg
aaccccaact
ctgcagatga
agctacgtca
agcaccaagg
acagccgccc
aacagcggag
ctgtacagcc
acctgcaacg
ttcctgggeg
agccggaccc
cagttcaatt

tggtggaaag
ctagcggcta
gactggagtg
tcaaggacag
acagcctgag
ccccectgga
gccccagegt
tgggctgect
ccctgaccag
tgagcagcgt
tggaccacaa
gaccctccgt
ccgaggtgac
ggtacgtgga

€ggcggceggc
caccttcacc
ggtgggcatg
gttcaccatc
ggccgaggac
ttactggggc
gttcccectg
ggtgaaggac
cggcgtgcac
ggtgaccgtg
gcccagcaac
gttcctgttc
ctgcgtggtg
cggcgtggag
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ctggtgcagc
agctactggc
atcgacccca
agcgccgaca
accgccgtgt
cagggcacac
gcccccagea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
tgccctgecc
gacaccctga
gaggaccctg
accaagccca
ctgcaccagg
cctgccccta
tacaccctgc
gtgaagggct
aacaactaca
aagctgaccg
cacgaggccc

ggaggcccca
acccccgagg
aactggtacg
tacaacagca
ggcaaggagt
atcagcaagg
gatgagctga
gacatcgccg
cctgtgctgg
agatggcagc
tacacccaga

ctggtgcagc
agctactggc
atcgacccca
agcgccgaca
accgccgtgt
cagggcacac
gccccctgea
tacttccccg
accttccccg
cccagcagca
accaaggtgg
ccccccaagce
gtggacgtga
gtgcacaacg

ccggcggetc
tccactgggt
gcaacagcga
ctagcaagaa
attactgcgc
tagtgaccgt
gcaagagcac
aaccggtgac
ccgtgctgea
gcctgggcac
acaagaaggt
ccgagctgct
tgatcagcag
aggtgaagtt
gggaggagca
attggctgaa
tcgagaaaac
cccctageag
tctaccccag
agaccacccc
tggacaagag
tgcacaatca

gcgtgttcct
tgacctgtgt
tggacggcgt
cctaccgggt
acaagtgtaa
ccaagggcca
ccaagaacca
tggagtggga
acagcgatgg
agggcaacgt
agagcctgag

ccggcggetc
tccactgggt
gcaacagcga
ctagcaagaa
attactgcgc
tagtcaccgt
gcagaagcac
agcccgtgac
ccgtgctgcea
gcctgggcac
acaagcgggt
ccaaggacac
gccaggaaga
ccaagaccaa
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cctgaggctg
caggcaggcc
caccaggttc
caccgcctac
cacctacagg
gtccagcgcec
cagcggcggc
cgtgtcctgg
gagcagcggc
ccagacctac
ggagcccaag
gggaggcccc
aacccccgag
caactggtac
gtacaacagc
cggcaaggag
catcagcaag
agatgagctg
cgacatcgcc
ccctgtgctg
cagatggcag
ctacacccag

gttccccccc
ggtggtggat
ggaggtgcac
ggtgtccgtg
ggtgtccaac
gcccagagag
ggtgtccctg
gagcaacggc
cagcttcttc
gttcagctgc
cctgtcccct

cctgaggctg
caggcaggcc
caccaggttc
caccgcctac
cacctacagg
gagcagcgcc
cagcgagagc
cgtgagctgg
gagcagcggc
caagacctac
ggcccccgag
cctgatgatc
tcccgaggtce
gccccgggag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1347

60

120
180
240
300
360
420
480
540
600
660
666

60

120
180
240
300
360
420
480
540
600
660
720
780
840



gaacagttca
ctgaacggca
aaaaccatca
tcccaggaag
cccagcgaca
accccccctg
aagagccggt
aaccactaca

<210> 267
<211> 1701
<212> DNA

acagcaccta
aagaatacaa
gcaaggccaa
agatgaccaa
tcgccgtgga
tgctggacag
ggcaggaagg
cccagaagag

ccgggtggtyg
gtgcaaggtg
gggccagcct
gaaccaggtg
gtgggagagc
cgacggcagc
caacgtcttt
cctgagcctg

<213> Artificial Sequence

<220>

<223> Humanised

<400> 267

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
gagagcacag
agctggaaca
agcggcctgt
acctacacct
cggaagtgct
ttcctgttce
tgcgtggtgg
ggcgtggagg
cgggtggtgt
tgcaaggtgt
ggccagccca
aaccaggtgt
tgggagagca
gacggcagct
aacgtgttca
ctgagcctgt
gtccagcccg
tatgatatgg
gactggcacg
agggacaaca
gcagtgtact
accctggtga

<210> 268
<211> 1704
<212> DNA
<213>

<220>
<223>

<400> 268

caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
gagagcacag
agctggaaca
agcggcctgt
acctacacct
agcaagtacg
gtgttcctgt
acctgcgtgg
gacggcgtgg
taccgggtgg
aagtgcaagg
aagggccagc
aagaaccagg

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gcaacgtgga
gcgtggagtg
cccccaagcec
tggacgtgag
tgcacaacgc
ccgtgctgac
ccaacaaggg
gggaacccca
ccctgacctg
acggccagcc
tcttcctgta
gctgcagcgt
cccceggceaa
gcggcagect
gctgggtgag
gggaggtgac
gcaagaacac
actgcgccac
ctgtgagcag

Humanised

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gcaacgtgga
gccctcectg
tcccecccaa
tggtggacgt
aggtgcacaa
tgtccgtgcet
tgtccaacaa
ctcgggagcc
tgtccctgac

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccccecctgce
caaggacacc
ccacgaggac
caagaccaag
cgtggtgcac
cctgcctgec
ggtgtacacc
tctggtgaag
cgagaacaac
cagcaagctg
gatgcacgag
gggatccggc
gaggctgagc
gcaggccccc
ctactacgcc
cctgtacctg
cgccgaggac
C

Artificial Sequence

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccccagcetgce
gcccaaggac
gagccaggaa
cgccaagacc
gaccgtgctg
dgggcctgecc
ccaggtgtac
ctgtctggtg
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tccgtgctga
tccaacaagg
cgggagcccc
tccctgacct
aacggccagc
ttcttcctgt
agctgcagcg
tccctgggea

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cctgccectce
ctgatgatca
cccgaggtgce
ccccgggagg
caggactggc
cccatcgaga
ctgcccccca
ggcttctacc
tacaagacca
acagtggaca
gccctgcaca
gtgcagctcc
tgcgeccgeca
ggcaagggcc
gacagcgtga
cagatgaaca
gaacccggct

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cctgcccccg
accctgatga
gatcccgagg
aagccccggg
caccaggact
agctccatcg
accctgcccc
aagggcttct

ccgtgctgea
gcctgcccag
aggtgtacac
gtctggtgaa
ccgagaacaa
acagcaggct
tgatgcacga
ag

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
cctgcagcag
tcccecgagec
tccecegecgt
gcagcaactt
aggtggacaa
ctgtggccgg
gccggacccc
agttcaattg
aacagttcaa
tgaacggcaa
aaaccatcag
gccgggagga
ccagcgacat
ccccecccat
agagccggtg
accactacac
tggagagcgg
gcggcttcac
tggagtgggt
agggcaggtt
gcctgagggc
acgactactg

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
cctgcagcag
tcccecgagec
tccecegecgt
gcagcagcct
aggtggacaa
agttcctggg
tcagccggac
tccagttcaa
aggaacagtt
ggctgaacgg
agaaaaccat
catcccagga
accccagcga
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ccaggactgg
ctccatcgag
cctgeccccca
gggcttctac
ctacaagacc
gaccgtggac
ggccctgcac

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
caccgtgagc
aagcaccagc
cgtgaccgtg
gctgcagagc
cggcacccag
gaccgtggag
accctccgtg
cgaggtgacc
gtacgtggac
cagcaccttc
agaatacaag
caagaccaag
aatgaccaag
cgccgtggag
gctggacagc
gcagcagggc
ccagaagagc
cggaggcctg
cttcgcctgg
gtccagcatc
caccatcagc
cgaggacacc
gggccagggc

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
caccgtgagc
aagcaccagc
cgtgaccgtg
gctgcagagc
dgggcaccaag
gcgggtggag
cggaccctcc
ccccgaggtg
ttggtacgtg
caacagcacc
caaagaatac
cagcaaggcc
agagatgacc
catcgccgtg

900

960

1020
1080
1140
1200
1260
1302

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1701

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140



gagtgggaga
agcgacggca
ggcaacgtct
agcctgagcc
ctggtccagc
tggtatgata
atcgactggc
agcagggaca
accgcagtgt
ggcaccctgg

<210> 269
<211> 1704
<212> DNA

gcaacggcca
gcttcttect
ttagctgcag
tgtccctggg
ccggcggcag
tgggctgggt

acggggaggt
acagcaagaa

actactgcgc
tgactgtgag

gcccgagaac
gtacagcagg
cgtgatgcac
caagggatcc
cctgaggctg
gaggcaggcc
gacctactac
caccctgtac
caccgccgag
cagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 269
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagcea
gagagcacag
agctggaaca
agcggcctgt
acctacacct
agcaagtacg
gtgttcctgt
acctgcgtgg
gacggcgtgg
taccgggtgg
aagtgcaagg
aagggccagc
aagaaccagg
gagtgggaga
agcgacggca
ggcaacgtct
agcctgagcc
ctggtccagc
tggtatgata
atcgactggc
agcagggaca
accgcagtgt
ggcaccctgg

<210> 270
<211> 1641
<212> DNA

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gcaacgtgga
gccctcectg
tccceccccaa
tggtggacgt
aggtgcacaa
tgtccgtgcet
tgtccaacaa
ctcgggagcc
tgtccctgac
gcaacggcca
gcttcttect
ttagctgcag
tgtccctggg
ccggcggcag
tgggctgggt

acggggaggt
acagcaagaa

actactgcgc
tgactgtgag

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccccecctgce
gcccaaggac
gagccaggaa
cgccaagacc
gaccgtgctg
gggcctgecc
ccaggtgtac
ctgtctggtg
gcccgagaac
gtacagcagg
cgtgatgcac
caagggatcc
cctgaggctg
gaggcaggcc
gacctactac
caccctgtac
caccgccgag
cagc

<213> Artificial Sequence

<220>

<223> Humanised

<400> 270
caggtgaccc
acctgcacct
cagccacccg
tacaacccca
gtgctgacca
gagaccgtct
agcgccagca
ggcggcacag
tcctggaaca
agcggcctgt
acctacatct
cccaagagct
ggccccagcg
cccgaggtga
tggtacgtgg
aacagcacct
aaggagtaca

tgagggagag
tcagcggctt
gcaaaggcct
gcctgaagag
tgaccaacat
tctactggta
ccaagggccc
ccgcecctggg
gcggagccct
acagcctgag
gtaacgtgaa
gtgacaagac
tgttcctgtt
cctgtgtggt
acggcgtgga
accgggtggt
agtgtaaggt

cggcecccgec
tagcctcagc
ggagtggctg
ccggctgacc
ggaccccgtg
cttcgacgtg
cagcgtgttc
ctgcctggtg
gaccagcggc
cagcgtggtg
ccacaagccc
ccacacctgc
ccccecccaag
ggtggatgtg
ggtgcacaat
gtccgtgetg
gtccaacaag
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aactacaaga
ctgaccgtgg
gaggccctgc
ggcgtgcagc
agctgcgecg
cccggcaagg
gccgacagcg
ctgcagatga
gacgaacccg

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cctgcccccg
accctgatga
gatcccgagg
aagccccggg
caccaggact
agctccatcg
accctgcccc
aagggcttct
aactacaaga
ctgaccgtgg
gaggccctgc
ggcgtgcagc
agctgcgecg
cccggcaagg
gccgacagcg
ctgcagatga
gacgaacccg

ctggtgaagc
acctccggca
gcccacatct
atcagcaagg
gacaccgcta
tggggaaggg
cccctggecc
aaggactact
gtgcacacct
accgtgccca
agcaacacca
cccecectgec
cctaaggaca
agccacgagg
gccaagacca
accgtgctgc
gccctgectg

ccaccccccce
acaagagccg
acaaccacta
tcctggagag
ccagcggctt
gcctggagtg
tgaagggcag
acagcctgag
gctacgacta

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
cctgcagcag
tcccecgagec
tccecegecgt
gcagcagcct
aggtggacaa
agttcgaggg
tcagccggac
tccagttcaa
aggaacagtt
ggctgaacgg
agaaaaccat
catcccagga
accccagcga
ccaccccccce
acaagagccg
acaaccacta
tcctggagag
ccagcggctt
gcctggagtg
tgaagggcag
acagcctgag
gctacgacta

ccacccagac
tgggcgtgag
actgggacga
ataccagcag
cctactactg
gcacactagt
ccagcagcaa
tccccgaacc
tccecegecgt
gcagcagcct
aggtggacaa
ctgcccccga
ccctgatgat
accctgaggt
agcccaggga
accaggattg
cccctatcga
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tgtgctggac
gtggcaggaa
cacccagaag
cggcggaggc
caccttcgcc
ggtgtccagc
gttcaccatc
ggccgaggac
ctggggccag

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
caccgtgagc
aagcaccagc
cgtgaccgtg
gctgcagagc
dgggcaccaag
gcgggtggag
cggaccctcc
ccccgaggtg
ttggtacgtg
caacagcacc
caaagaatac
cagcaaggcc
agagatgacc
catcgccgtg
tgtgctggac
gtggcaggaa
cacccagaag
cggcggaggc
caccttcgcc
ggtgtccagc
gttcaccatc
ggccgaggac
ctggggccag

cctgaccctg
ctggatcagg
cgacaagagg
gaaccaggtg
cgccaggagg
gaccgtgtcc
gagcaccagc
ggtgaccgtg
gctgcagagc
gggcacccag
gaaggtggag
gctgctggga
cagcagaacc
gaagttcaac
dggagcagtac
gctgaacggc
gaaaaccatc

1200
1260
1320
1380
1440
1500
1560
1620
1680
1704

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1704

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020



agcaaggcca
gagctgacca
atcgccgtgg
gtgctggaca
tggcagcagg
acccagaaga
ctcgaggtgg
tacaacggct
ttcaccgtgc
gataccatca
atcagcatca

agggccagcc
agaaccaggt
agtgggagag
gcgatggcag
gcaacgtgtt
gcctgagect
tggcagccac
actacaggat
cccaccccga
ccgtctacgc
accataggac

cagagagccc
gtccctgacc
caacggccag
cttcttecctg
cagctgctcc
gtccecctggce
tcccacctct
cacctacgga
ggtgaccgcc
cgtgaccaac
C
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caggtgtaca
tgcctggtga
cccgagaaca
tacagcaagc
gtgatgcacg
aagggatccg
ctgctgatca
gagaccggcg
accattagcg
caccacatgc

ccctgccccc
agggcttcta
actacaagac
tgaccgtgga
aggccctgea
tgagcgacgt
gctgggacac
gcaatagccc
gcctgaagcc
ccctgaggat
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tagcagagat
ccccagcgac
caccccccct
caagagcaga
caatcactac
gccaagggac
acacaacgcc
cgtgagggag
cggcgtggac
cttcggcccc

1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1641



