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<400>
atg gaa gac ctg gac
Met Glu Asp Leu

1
ccc
Pro

gac
Asp

ctg
Leu

acg
Ala
65

ttc
Phe

gct
Ala

val

tcg
Ser

cct
Pro

cgg
Arg

gag
Glu

gag
Glu
50

gcc
Ala

gga
Gly

CCC
Pro

tcg
Ser

ccc
Pro
130

cct
Pro
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919
NA

Homo sapiens

CDS
(1D..(3579)
Human NOgoA
1

ccg
Pro

gag
Glu
35

gag
Glu

CcCa
Pro

aat
Asn

CCC
Pro

tcg
Ser
115

tcc
ser

CCC
Pro

cag
Gln
20

gaa
Glu

ctg
Leu

gtg
val

gac
Asp

gtc
val
100

acc
Thr

aag
Lys

ccg
Pro

Asp
5

CCC
Pro

gaa
Glu

gag
Glu

CCC
Pro

ttc
Phe
85

gcc
Ala

gtg
val

ctc
Leu

gcc
Ala

cag
Gln

acg
Ala

gag
Glu

gtg

acc
Thr
70

gtg
val

ccg
Pro

CCC
Pro

cct
Pro

agc
Ser

tct
ser

ttc
Phe

gag
Glu

ctg
Leu
55

gcc
Ala

ccg
Pro

gag
Glu

acg
Ala

gag
Glu
135

gtg
val

cct
Pro

aag
Lys

gag
Glu
40

gag
Glu

cct
Pro

ccg
Pro

cgg
Arg

cca
Pro
120

gac
Asp

agc
Ser

ctg
Leu

tac
Tyr
25

gaa
Glu

agg
Arg

gcc
Ala

acg
Ala

cag
Gln
105

tcc
ser

gac
Asp

CCC
Pro

gtc
val
10

cag
Gln

gag
Glu

aag
Lys

gcc
Ala

ccc
Pro
90

ccg
Pro

ccg
Pro

gag
Glu

cag
Gln

tcg
Ser

ttc
Phe

gag
Glu

CCC
Pro

ggc
Gly
75

cgg
Arg

tct
ser

ctg
Leu

cct
Pro

gca
Ala

Page 1

tcc
ser

val

gac
Asp

gcc
Ala
60

acg
Ala

Gly

tgg
Trp

tct
ser

ccg
Pro
140

gag
Glu

tcg
Ser

agg
Arg

gag
Glu
45

gcc
Ala

CCC
Pro

CCC
Pro

gac
Asp

gct
Ala
125

gcc
Ala

CCC
Pro

gac
Asp

gag
Glu
30

gac
Asp

999

ctg
Leu

ctg
Leu

ccg
Pro
110

gcc
Ala

cgg
Arg

gtg

agc
ser
15

CCC
Pro

gaa
Glu

ctg
Leu

atg
Met

ccg
Pro
95

agc
Ser

gca
Ala

cct
Pro

tgg
Trp

CcCa
Pro

gag
Glu

gac
Asp

tcc
ser

gac
Asp
80

gcc
Ala

ccg
Pro

gtc
val

CCC
Pro

acc
Thr

48

96

144

192

240

288

336

384

432

480



145

ccg
Pro

aag
Lys

cct
Pro

ttg
Leu

cca
Pro
225

ctc
Leu

aca
Thr

tct
ser

tta
Leu

agt
ser
305

gaa
Glu

aat
Asn

ttg
Leu

ttt
Phe

gca
Ala
385

gaa
Glu

gaa
Glu

CcCa
Pro

cgc
Arg

gct
Ala

aag
Lys
210

tct
ser

tca
ser

gta
val

aaa
Lys

aca
Thr
290

gtc
val

gaa
Glu

aac
Asn

gtt
val

aat
Asn
370

gac
Asp

gat
Asp

agt
ser

gcc
Ala

agg
Arg

gca
Ala
195

gag
Glu

gtc
val

gcc
Ala

tta
Leu

gag
Glu
275

gag
Glu

tct
ser

ata
Ile

atc
Ile

aaa
Lys
355

gaa
Glu

ttc
Phe

agt
ser

aaa
Lys

ccg
Pro

ggc
Gly
180

tct
ser

cag
Gln

ctg
Leu

gct
Ala

ccc
Pro
260

gtc
val

ttt
Phe

CcCa
Pro

atc
Ile

ctt
Leu
340

gag
Glu

aag
Lys

aaa
Lys

gat
Asp

gtg
val
420

gct
Ala
165

tcc
ser

gag
Glu

CcCa
Pro

ctt
Leu

tct
Ser
245

act
Thr

tca
ser

tca
ser

aaa
Lys

gtg
val
325

C@t
H1s

gat
Asp

aga
Arg

CcCa
Pro

atg
Met
405

gat
Asp

150

CCC
Pro

tcg
Ser

cct
Pro

ggt
Gly

gaa
Glu
230

ttc
Phe

gaa
Glu

gag
Glu

gaa
Glu

gca
Ala
310

aaa
Lys

aat
Asn

gaa
Glu

gtt
val

ttt
Phe
390

ttg
Leu

aaa
Lys

gcc
Ala

ggc
Gly

aac
Asn
215

act
Thr

aaa
Lys

gga
Gly

aag
Lys

tta
Leu
295

gaa
Glu

aat
Asn

caa
Gln

gtt
val

gca
Ala
375

gag
Glu

gct
Ala

aaa
Lys

acg
Ala

tca
ser

ata
Ile
200

act
Thr

gct
Ala

gaa
Glu

aca
Thr

gca
Ala
280

gaa
Glu

tct
ser

aaa
Lys

caa
Gln

gtg
val
360

gtg
val

cga
Arg

gct
Ala

tgt
cys

NIAGOOGPCT.

CCC
Pro

gtg
val
185

cgc
Arg

att
Ile

gct
Ala

C@t
H1s

ctt
Leu
265

aaa
Lys

tac
Tyr

gcc
Ala

gat
Asp

gag
Glu
345

tct
ser

gaa
Glu

gta
val

Gly

ttt
Phe
425

155

ccc tcc
Pro Ser
170

gat gag
Asp Glu

tcc tct
Ser Ser

tcg gct
ser Ala

tct ctt
Ser Leu
235

gaa tac
Glu Tyr
250

caa gaa
Gln Glu

act cta
Thr Leu

tca gaa
Ser Glu

gta ata
val Ile
315

gaa gaa
Glu Glu
330

tta cct
Leu Pro

tca gaa
Ser Glu

gct cct
Ala Pro

tgg gaa
Trp Glu

395
ggt aaa
Gly Lys
410

gca gat
Ala Asp
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acc
Thr

acc
Thr

gca
Ala

ggt
220

cct
Pro

ctt
Leu

aat
Asn

ctc
Leu

atg
Met
300

gta
val

gag
Glu

aca
Thr

aaa
Lys

atg
Met
380

gtg
val

atc
Ile

agc
Ser

ccg
Pro

ctt
Leu

gaa
Glu
205

caa
Gln

tct
ser

ggt

gtc
val

ata
Ile
285

gga
Gly

gca
Ala

aag
Lys

gct
Ala

gca
Ala
365

agg
Arg

aaa
Lys

gag
Glu

ctt
Leu

gcc
Ala

ttt
Phe
190

aat
Asn

gag
Glu

ctg
Leu

aat
Asn

agt
ser
270

gat
Asp

tca
ser

aat
Asn

tta
Leu

ctt
Leu
350

aaa
Lys

gag
Glu

gat
Asp

agc
Ser

gag
Glu
430

acg
Ala
175

gct
Ala

atg
Met

gat
Asp

tct
ser

ttg
Leu
255

gaa
Glu

aga
Arg

tcg
Ser

cct
Pro

gtt
val
335

act
Thr

gac
Asp

gaa
Glu

agt
ser

aac
Asn
415

caa
Gln

160

CCC
Pro

ctt
Leu

gac
Asp

ttc
Phe

cct
Pro
240

tca
ser

gct
Ala

gat
Asp

ttc
Phe

agg
Arg
320

agt
ser

aaa
Lys

agt
ser

tat
Tyr

aag
Lys
400

ttg
Leu

act
Thr

528

576

624

672

720

768

816

864

912

960

1008

1056

1104

1152

1200

1248

1296



aat
Asn

agt
ser

gct
Ala
465

cct
Pro

ata
Ile

aaa
Lys

tat
Tyr

aac
Asn
545

agt
ser

atg
Met

gca
Ala

CcCa
Pro

cct
Pro
625

gct
Ala

CcCa
Pro

ata
Ile

gaa
Glu

cac
Hi1s

acg
Thr
450

CCC
Pro

ttg
Leu

gaa
Glu

aca
Thr

gtc
val
530

atg
Met

gaa
Glu

gac
Asp

gca
Ala

gtt
val
610

agt
ser

tct
ser

CcCa
Pro

aag
Lys

aca
Thr
690

gaa
Glu
435

CcCa
Pro

ttt
Phe

tta
Leu

gaa
Glu

tca
ser
515

aca
Thr

cct
Pro

ttg
Leu

ttg
Leu

cag
Gln
595

ttg
Leu

gct
Ala

tca
ser

tat
Tyr

gaa
Glu
675

gaa
Glu

aaa
Lys

gaa
Glu

aac
Asn

aag
Lys
500

aac
Asn

aca
Thr

gaa
Glu

aat
Asn

gtt
val
580

ctt
Leu

cct
Pro

gtt
val

gaa
Glu
660

gaa
Glu

gct
Ala

gat
Asp

Gly

CcCa
Pro

gat
Asp
485

aag
Lys

cct
Pro

gat
Asp

Gly

gaa
Glu
565

caa
Gln

tgc
Cys

gac
Asp

gct
Ala

aat
Asn
645

gag
Glu

att
Ile

cct
Pro

agt
ser

ata
Ile

gca
Ala
470

cct
Pro

gcc
Ala

ttt
Phe

aat
Asn

ctg
Leu
550

gtt
val

aca
Thr

CcCa
Pro

att
Ile

tcc
ser
630

tat
Tyr

gcc
Ala

aaa
Lys

tat
Tyr

gag
Glu

aag
Lys
455

gca
Ala

act
Thr

caa
Gln

ctt
Leu

tta
Leu
535

act
Thr

act
Thr

tca
ser

tca
ser

gtt
val
615

gtg
val

gaa
Glu

atg
Met

gag
Glu

ata
Ile
695

agt
Ser
440

gat
Asp

act
Thr

tca
ser

ata
Ile

gta
val
520

aca
Thr

CcCa
Pro

gaa
Glu

ttt
Phe
600

atg
Met

ata
Ile

agc
Ser

agt
ser

cct
Pro
680

tct
ser

NIAGOOGPCT.

agt
ser

cgt
Arg

gag
Glu

gaa
Glu

gta
val
505

gca
Ala

aag
Lys

gat
Asp

aca
Thr

gtt
val
585

gaa
Glu

gaa
Glu

cag
Gln

ata
Ile

gta
val
665

gaa
Glu

att
Ile

aat
Asn

tca
ser

agc
Ser

aat
Asn
490

aca
Thr

gca
Ala

gtg
val

tta
Leu

aag
Lys
570

atg
Met

gag
Glu

gca
Ala

CCC
Pro

aaa
Lys
650

tca
ser

aat
Asn

gca
Ala

gat
Asp

gga
Gly

att
Ile
475

aag
Lys

gag
Glu

cag
Gln

act
Thr

gta
val
555

att
Ile

caa
Gln

tca
ser

CcCa
Pro

agc
Ser
635

Ca_.t
H1s

cta
Leu

att
Ile

tgt
Cys
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gat
Asp

gca
Ala
460

gca
Ala

acc
Thr

aag
Lys

gat
Asp

gag
Glu
540

cag
Gln

gct
Ala

gag
Glu

gaa
Glu

ttg
Leu
620

tca
ser

gag
Glu

aaa
Lys

aat
Asn

gat
Asp
700

act
Thr
445

tat
Tyr

aca
Thr

gat
Asp

aat
Asn

tct
ser
525

gaa
Glu

gaa
Glu

tat
Tyr

tca
ser

gct
Ala
605

aat
Asn

tca
ser

cct
Pro

aaa
Lys

gca
Ala
685

tta
Leu

tct
ser

atc
Ile

aac
Asn

gaa
Glu

act
Thr
510

gag
Glu

gtc
val

gca
Ala

gaa
Glu

ctc
Leu
590

act
Thr

tct
ser

CcCa
Pro

gaa
Glu

gta
val
670

gct
Ala

att
Ile

ttc
Phe

aca
Thr

att
Ile

aaa
Lys
495

agc
Ser

aca
Thr

gtg

tgt
cys

aca
Thr
575

tat
Tyr

cct
Pro

gca
Ala

tta
Leu

aac
Asn
655

tca
ser

ctt
Leu

aaa
Lys

CCC
Pro

tgt
cys

ttt
Phe
480

aaa
Lys

acc
Thr

gat
Asp

gca
Ala

gaa
Glu
560

aaa
Lys

cct
Pro

tca
ser

gtt
val

gaa
Glu
640

CCC
Pro

gga
Gly

caa
Gln

gaa
Glu

1344

1392

1440

1488

1536

1584

1632

1680

1728

1776

1824

1872

1920

1968

2016

2004

2112



aca
Thr
705

atg
Met

gat
Asp

ata
Ile

gaa
Glu

aag
Lys
785

gaa
Glu

gat
Asp

gag
Glu

aag
Lys

att
Ile
865

tca
ser

aaa
Lys

aca
Thr

gaa
Glu

aca
Thr
945

caa
Gln

gct

aag
Lys

gca
Ala

tcc
ser

cct
Pro

agt
Ser
770

gaa
Glu

tct
ser

gaa
Glu

gag
Glu

gaa
Glu
850

gaa
Glu

ttt
Phe

agt
ser

gaa
Glu

gag
Glu
930

tca
ser

gca
Ala

gag

ctt
Leu

aaa
Lys

tca
ser

gac
Asp
755

ctc
Leu

aaa
Lys

ttt
Phe

gtt
val

ctc
Leu
835

gca
Ala

att
Ile

tct
ser

gaa
Glu

ttg
Leu
915

aaa
Lys

aag
Lys

gag
Glu

aaa

tct
ser

gtt
val

cct
Pro
740

gtt
val

act
Thr

ctc
Leu

aag
Lys

tca
ser
820

agt
ser

cag
Gln

ata
Ile

aaa
Lys

att
Ile
900

CCC
Pro

atc
Ile

ata
Ile

aaa

gct
Ala

gaa
Glu
725

gat
Asp

CcCa
Pro

gag
Glu

agt
ser

ctc
Leu
805

aca
Thr

act
Thr

ata
Ile

gat
Asp

tta
Leu
885

gct
Ala

Ca_.t
H1s

agt
ser

ctc
Leu

gag
Glu
965

ctt

gaa
Glu
710

cag
Gln

tct
ser

caa
Gln

act
Thr

gct
Ala
790

agt
ser

ttg
Leu

gca
Ala

aga
Arg

gag
Glu
870

gcc
Ala

aat
Asn

gac
Asp

ttc
Phe

tta
Leu
950

agc
Ser

cct

CcCa
Pro

CcCa
Pro

gaa
Glu

aaa
Lys

tca
ser
775

ttg
Leu

tta
Leu

agc
Ser

gtt
val

gaa
Glu
855

ttc
Phe

agg
Arg

gcc
Ala

ctt
Leu

tca
ser
935

ttg
Leu

ata
Ile

tcc

gct
Ala

CcCa
Pro

caa
Gln
760

ttt
Phe

CcCa
Pro

gat
Asp

aaa
Lys

tat
Tyr
840

act
Thr

cct
Pro

gaa
Glu

ccg
Pro

tct
ser
920

gat
Asp

cct
Pro

gtt
val

gat

NIAGOOGPCT.

ccg gat ttc

Pro

cct
Pro

gtt
val
745

gat
Asp

gag
Glu

cct
Pro

aac
Asn

aag
Lys
825

tca
ser

gaa
Glu

aca
Thr

tat
Tyr

gat
Asp
905

ttg
Leu

gac
Asp

CcCa
Pro

aaa
Lys

aca

Asp

gat
Asp
730

gac
Asp

gaa
Glu

tca
ser

gag
Glu

aca
Thr
810

gag
Glu

aat
Asn

acg
Thr

ttg
Leu

act
Thr
890

gga
Gly

aag
Lys

ttt
Phe

gat
Asp

ccc
Pro
970

gaa

Phe
715

cat
Hi1s

tta
Leu

act
Thr

atg
Met

gga
Gly
795

aaa
Lys

aaa
Lys

gat
Asp

ttt
Phe

atc
Ile
875

gac
Asp

gct
Ala

aac
Asn

tct
ser

gtt
val
955

aaa
Lys

aaa
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tct
Ser

tct
ser

ttt
Phe

ata
Ile
780

gga
Gly

gat
Asp

att
Ile

gac
Asp

tca
ser
860

agt
ser

cta
Leu

agd
Gly

ata
Ile

aaa
Lys
940

tct
ser

gtt
val

gag

gat
Asp

gag
Glu

agt
ser

atg
Met
765

gaa
Glu

aag
Lys

acc
Thr

cct
Pro

tta
Leu
845

gat
Asp

tct
ser

gaa
Glu

tca
ser

caa
Gln
925

aat
Asn

gct
Ala

ctt
Leu

gac

tat
Tyr

cta
Leu

gat
Asp
750

ctt
Leu

tat
Tyr

CcCa
Pro

ctg
Leu

ttg
Leu
830

ttt
Phe

tca
ser

aaa
Lys

gta
val

ttg
Leu
910
ccc
Pro

agd
Gly

ttg
Leu

gtg

aga

tca
ser

gtt
val
735

gat
Asp

gaa
Glu

tat
Tyr

tta
Leu
815

cag
Gln

att
Ile

tct
ser

act
Thr

tcc
ser
895

cct
Pro

aaa
Lys

tct
ser

gcc
Ala

aaa
Lys
975

tca

gaa
Glu
720

gaa
Glu

tca
ser

aaa
Lys

aat
Asn

ttg
Leu
800

cct
Pro

atg
Met

tct
ser

CcCa
Pro

gat
Asp
880

cac
H1s

tgc
Cys

gtt
val

gct
Ala

act
Thr
960

gaa
Glu

CcCa

2160

2208

2256

2304

2352

2400

2448

2496

2544

2592

2640

2688

2736

2784

2832

2880

2928

2976
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Ala Glu Lys Lys Leu Pro Ser Asp Thr Glu Lys Glu Asp Arg Ser Pro
980 985 990
tct gct ata ttt tca gca gag ctg agt aaa act tca gtt gtt gac ctc 3024
Ser Ala Ile Phe Ser Ala Glu Leu Ser Lys Thr Ser val val Asp Leu
995 1000 1005

ctg tac tgg aga gac att aag aag act gga gtg gtg ttt ggt gcc 3069
Leu Tyr Trp Arg Asp Ile Lys Lys Thr Gly val val Phe Gly Ala

1010 1015 1020
agc cta ttc ctg ctg ctt tca ttg aca gta ttc agc att gtg agc 3114
Ser Leu Phe Leu Leu Leu Ser Leu Thr val Phe ser 1Ile val ser

1025 1030 1035
gta aca gcc tac att gcc ttg gcc ctg ctc tct gtg acc atc agc 3159
val Thr Ala Tyr ITle Ala Leu Ala Leu Leu Ser val Thr Ile Ser

1040 1045 1050
ttt agg ata tac aag ggt gtg atc caa gct atc cag aaa tca gat 3204
Phe Arg 1ITle Tyr Lys Gly val 1Ile Gln Ala Ile Gln Lys Ser Asp

1055 1060 1065
gaa ¢ggc cac cca ttc agg gca tat ctg gaa tct gaa gtt gct ata 3249
Glu Gly His Pro Phe Arg Ala Tyr Leu Glu Ser Glu Vval Ala 1Ile

1070 1075 1080
tct gag gag ttg gtt cag aag tac agt aat tct gct ctt ggt cat 3294
Ser Glu Glu Leu val Gln Lys Tyr Ser Asn Ser Ala Leu Gly His

1085 1090 1095
gtg aac tgc acg ata aag gaa ctc agg cgc ctc ttc tta gtt gat 3339
val Asn Cys Thr Ile Lys Glu Leu Arg Arg Leu Phe Leu val Asp

1100 1105 1110
gat tta gtt gat tct ctg aag ttt gca gtg ttg atg tgg gta ttt 3384
Asp Leu Vval Asp Ser Leu Lys Phe Ala val Leu Met Trp val Phe

1115 1120 1125
acc tat gtt ggt gcc ttg ttt aat ggt ctg aca cta ctg att ttg 3429
Thr Tyr val Gly Ala Leu Phe Asn Gly Leu Thr Leu Leu ITe Leu

1130 1135 1140
gct ctc att tca ctc ttc agt gtt cct gtt att tat gaa cgg cat 3474
Ala Leu 1Ile Ser Leu Phe Ser val Pro val Ile Tyr Glu Arg His

1145 1150 1155
cag gca cag ata gat cat tat cta gga ctt gca aat aag aat gtt 3519
Gln Ala Gln ITle Asp His Tyr Leu Gly Leu Ala Asn Lys Asn Vval

1160 1165 1170
aaa gat gct atg gct aaa atc caa gca aaa atc cct gga ttg aag 3564
Lys Asp Ala Met Ala Lys Ile GIn Ala Lys Ile Pro Gly Leu Lys

1175 1180 1185
CgC aaa ¢ct gaa tga aaacgcccaa aataattagt aggagttcat ctttaaaggg 3619
Arg Lys Ala Glu

1190
gatattcatt tgattatacg ggggagggtc agggaagaac gaaccttgac gttgcagtgc 3679
agtttcacag atcgttgtta gatctttatt tttagccatg cactgttgtg aggaaaaatt 3739
acctgtcttg actgccatgt gttcatcatc ttaagtattg taagctgcta tgtatggatt 3799
taaaccgtaa tcatatcttt ttcctatctg aggcactggt ggaataaaaa acctgtatat 3859
tttactttgt tgcagatagt cttgccgcat cttggcaagt tgcagagatg gtggagctag 3919

Page 5



<210>
<211>
<212>
<213>

<400>

2
1192
PRT
Homo

2

Met Glu Asp

1

Pro

Asp

Leu

Ala

65

Phe

Ala

val

ser

Pro

145

Pro

Lys

Pro

Leu

Pro

225

Leu

Arg

Glu

Glu

50

Ala

Gly

Pro

ser

Pro

130

Pro

Pro

Arg

Ala

Lys

ser

ser

Pro

Glu

35

Glu

Pro

Asn

Pro

ser

115

ser

Pro

Ala

Arg

Ala

195

Glu

val

Ala

sapiens

Leu

Gln

20

Leu

val

Asp

val

100

Thr

Lys

Pro

Pro

Gly

ser

Gln

Leu

Ala

Asp
5

Pro

Glu

Pro

Phe

85

Ala

val

Leu

Ala

Ala

165

ser

Glu

Pro

Leu

ser

Gln

Ala

Glu

val

Thr

70

val

Pro

Pro

Pro

Ser

150

Pro

ser

Pro

Gly

Glu

230

Phe

ser

Phe

Glu

Leu

55

Ala

Pro

Glu

Ala

Glu

135

val

Ala

Gly

val

Asn

215

Thr

Lys

Pro

Lys

Glu

40

Glu

Pro

Pro

Arg

Pro

120

Asp

ser

Ala

ser

Ile

200

Thr

Ala

Glu

NIAGOOGPCT.

Leu

Tyr

25

Glu

Arg

Ala

Ala

Gln

105

ser

Asp

Pro

Pro

val

185

Arg

Ile

Ala

His

val ser
10

Gln Phe

Glu Glu

Lys Pro

Ala Gly
75

Pro Arg
90

Pro Ser

Pro Leu

Glu Pro

Gln Ala
155

Pro Ser
170

Asp Glu

Ser Ser

ser Ala

Ser Leu

235

Glu Tyr
Page ©

ST25

ser

val

Asp

Ala

60

Ala

Gly

Trp

ser

Pro

140

Glu

Thr

Thr

Ala

Gly

Pro

Leu

ser

Arg

Glu

45

Ala

Pro

Pro

Asp

Ala

125

Ala

Pro

Pro

Leu

Glu

205

Gln

ser

Gly

Asp

Glu

30

Asp

Gly

Leu

Leu

Pro

110

Ala

Arg

val

Ala

Phe

190

Asn

Glu

Leu

Asn

Ser
15

Pro

Leu

Met

Pro

95

ser

Ala

Pro

Trp

Ala

175

Ala

Met

Asp

ser

Leu

Pro

Asp

ser

Asp

80

Ala

Pro

val

Pro

Thr

160

Pro

Leu

Asp

Phe

Pro

240

ser



Thr

ser

Leu

ser

305

Asn

Leu

Phe

Ala

385

Glu

Asn

ser

Ala

465

Pro

Lys

val

Lys

Thr

290

val

Asn

val

Asn

370

Asp

Asp

ser

His

Thr

450

Pro

Leu

Thr

Leu

Glu

275

Glu

ser

Ile

Ile

Lys

Glu

Phe

ser

Lys

Glu

435

Pro

Phe

Leu

Glu

Ser
515

Pro

260

val

Phe

Pro

Ile

Leu

340

Glu

Lys

Lys

Asp

val

420

Lys

Glu

Asn

Gly

Lys

Asn

245

Thr

ser

ser

Lys

val

325

His

Asp

Arg

Pro

Met

405

Asp

Asp

Gly

Pro

Asp

Lys

Pro

Glu

Glu

Glu

Ala

310

Lys

Asn

Glu

val

Phe

390

Leu

Lys

ser

Ile

Ala

470

Pro

Ala

Phe

Gly

Lys

Leu

295

Glu

Asn

Gln

val

Ala

375

Glu

Ala

Lys

Glu

Thr

Gln

Leu

Thr

Ala

280

Glu

ser

Lys

Gln

val

360

val

Arg

Ala

Cys

ser

440

Asp

Thr

ser

val
520

NIAGOOGPCT.

Leu

265

Lys

Tyr

Ala

Asp

Glu

345

ser

val

Gly

Phe

425

ser

Arg

Glu

val
505

Ala

250

Gln

Thr

ser

val

Glu

330

Leu

ser

Ala

Trp

Gly

Ala

Asn

ser

ser

Asn

490

Thr

Ala

Glu

Leu

Glu

Ile

315

Glu

Pro

Glu

Pro

Glu

395

Lys

Asp

Asp

Gly

Ile

475

Lys

Glu

Gln

Page 7

ST25

Asn

Leu

Met

300

val

Thr

Lys

Met

380

val

ser

Asp

Ala

460

Ala

Thr

Lys

Asp

val

Ile

285

Gly

Ala

Lys

Ala

Ala

365

Arg

Lys

Glu

Leu

Thr

445

Tyr

Thr

Asp

Asn

Ser
525

ser

270

Asp

ser

Asn

Leu

Leu

350

Lys

Glu

Asp

ser

Glu

430

ser

Ile

Asn

Glu

Thr

510

Glu

255

Glu

Arg

ser

Pro

val

335

Thr

Asp

Glu

ser

Asn

415

Gln

Phe

Thr

Ile

Lys

ser

Thr

Asp

Phe

Arg

ser

Lys

ser

Tyr

Lys

Leu

Thr

Pro

Cys

Phe

480

Lys

Thr

Asp



Tyr

Asn

545

ser

Met

Ala

Pro

Pro

625

Ala

Pro

Glu

Thr

705

Met

Asp

Ile

Glu

Lys

val
530

Met

Asp

Ala

val

610

ser

ser

Pro

Lys

Thr

690

Lys

Ala

ser

Pro

ser

770

Glu

Thr

Pro

Leu

Leu

Gln

595

Leu

Ala

ser

Tyr

Glu

675

Glu

Leu

Lys

ser

Asp

Leu

Lys

Thr

Glu

Asn

val

580

Leu

Pro

Gly

val

Glu

660

Glu

Ala

ser

val

Pro

740

val

Thr

Leu

Asp

Gly

Glu

565

Gln

Cys

Asp

Ala

Asn
645

Pro

Ala

Glu

725

Asp

Pro

Glu

ser

Asn

Leu

550

val

Thr

Pro

Ile

ser

630

Tyr

Ala

Lys

Tyr

Glu

710

Gln

ser

Gln

Thr

Ala
790

Leu

535

Thr

Thr

ser

ser

val

615

val

Glu

Met

Glu

Ile

695

Pro

Pro

Glu

Lys

ser

775

Leu

Thr

Pro

Gly

Glu

Phe

600

Met

ser

ser

Pro

680

ser

Ala

val

Pro

Gln

760

Phe

Pro

NIAGOOGPCT.

Lys val Thr

Asp

Thr

val

585

Glu

Glu

Gln

Ile

val

665

Glu

Ile

Pro

Pro

val

745

Asp

Glu

Pro

Leu

Lys

Met

Glu

Ala

Pro

Asn

Ala

Asp

Asp

730

Asp

ser

Glu

val

555

Ile

Gln

ser

Pro

ser

635

His

Leu

Ile

Cys

Phe

715

His

Leu

Thr

Met

Gly

Page 8

ST25

Glu

540

Gln

Ala

Glu

Glu

Leu

620

ser

Glu

Lys

Asn

Asp

ser

ser

Phe

val

Ile

780

Gly

Glu

Glu

Tyr

ser

Ala

605

Asn

ser

Pro

Lys

Ala

685

Leu

Asp

Glu

ser

Met

765

Glu

Lys

val

Ala

Glu

Leu

590

Thr

ser

Pro

Glu

val

670

Ala

Ile

Tyr

Leu

Asp

Leu

Tyr

Pro

val

Cys

Thr

575

Tyr

Pro

Ala

Leu

Asn

655

ser

Leu

Lys

ser

val

735

Asp

val

Glu

Tyr

Ala

Glu

560

Lys

Pro

ser

val

Glu

640

Pro

Gly

Gln

Glu

720

ser

Lys

Asn

Leu
800



NIAGOO6PCT.ST25

Glu Ser Phe Lys Leu Ser Leu Asp Ash Thr Lys Asp Thr Leu Leu Pro
805 810 815

Asp Glu val ser Thr Leu Ser Lys Lys Glu Lys Ile Pro Leu Gln Met
820 825 830

Glu Glu Leu Ser Thr Ala val Tyr Ser Asn Asp Asp Leu Phe Ile Ser
835 840 845

Lys Glu Ala Gln ITe Arg Glu Thr Glu Thr Phe Ser Asp Ser Ser Pro
850 855 860

Ile Glu Ile Ile Asp Glu Phe Pro Thr Leu Ile Ser Ser Lys Thr Asp
865 870 875 880

Ser Phe Ser Lys Leu Ala Arg Glu Tyr Thr Asp Leu Glu val Ser His
885 890 895

Lys Ser Glu Ile Ala Asn Ala Pro Asp Gly Ala Gly Ser Leu Pro Cys
900 905 910

Thr Glu Leu Pro His Asp Leu Ser Leu Lys Asnh Ile Gln Pro Lys val
915 920 925

Glu Glu Lys Ile Ser Phe Ser Asp Asp Phe Ser Lys Asn Gly Ser Ala
930 935 940

Thr Ser Lys val Leu Leu Leu Pro Pro Asp val Ser Ala Leu Ala Thr
945 950 955 960

Gln Ala Glu ITe Glu Ser ITe val Lys Pro Lys val Leu val Lys Glu
965 970 975

Ala Glu Lys Lys Leu Pro Ser Asp Thr Glu Lys Glu Asp Arg Ser Pro
980 985 990

Ser Ala Ile Phe Ser Ala Glu Leu Ser Lys Thr Ser val val Asp Leu
995 1000 1005

Leu Tyr Trp Arg Asp Ile Lys Lys Thr Gly val val Phe Gly Ala
1010 1015 1020

Ser Leu Phe Leu Leu Leu Ser Leu Thr val Phe Ser Ile val Ser
1025 1030 1035

val Thr Ala Tyr Ile Ala Leu Ala Leu Leu Ser val Thr Ile Ser
1040 1045 1050

Phe Arg TIle Tyr Lys Gly val 1Ile Gln Ala Ile Gln Lys Ser Asp
1055 1060 1065

Page 9



Glu Gly His

Ser Glu Glu
1085

val Asn Cys
1100

Asp Leu val
1115

Thr Tyr val
1130

Ala Leu TIle
1145

Gln Ala Gln
1160

Lys Asp Ala
1175

Arg Lys Ala
1190

<210> 3
<211> 819
<212> PRT

Pro

Leu

Thr

Asp

Gly

ser

Ile

Met

Glu

Phe

val

Ile

ser

Ala

Leu

Asp

Ala

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(819)

<223> human

<400> 3

Asp Glu Thr Leu Phe
1

Ser Ser Ala
Ser Ala Gly
35

Ser Leu Pro
50

Glu Tyr Leu
65

Nig

Glu Asn
20
Gln Glu

Ser Leu

Gly Asn

Arg

Gln

Lys

Leu

Leu

Phe

His

Lys

Ala

Met

Asp

ser

Leu
70

Ala
1075

Lys
1090

Glu
1105

Lys
1120

Phe
1135

ser
1150

Tyr
1165

Ile
1180

Leu Pr

Asp Le

Phe Pr
40

Pro Le
55

Ser Th

NIAGOOG6PCT.ST25
Tyr Leu Glu Ser Glu

Tyr

Leu

Phe

Asn

val

Leu

Gln

o Al

ser

Arg

Ala

Gly

Pro

Gly

Ala

a Al
10

u Lys GI

0 Ser Va

u Ser Al

r val Le

Page 10

1080

Asn Ser Ala

1095

Arg Leu Phe

1110

val Leu Met

1125

Leu Thr Leu

1140

val Ile Tyr

1155

Leu Ala Asn

1170

Lys Ile Pro

a Ser

u Gln

1 Leu

a Ala

u Pro
75

1185

Glu Pro

Pro Gly

Leu Glu
45

ser Phe
60

Thr Glu

val

Leu

Leu

Trp

Leu

Glu

Lys

Gly

val

Asn

30

Thr

Lys

Gly

Ala

Gly

val

val

Ile

Arg

Asn

Leu

Ile
15

Thr

Ala

Thr

His

Asp

Phe

Leu

His

val

Lys

Arg

Ile

Ala

His

Leu
80



Gln

Thr

ser

val

Glu

145

Leu

ser

Ala

Trp

Asn

ser

ser

Asn

305

Thr

Ala

val

Glu

Leu

Glu

Ile

130

Pro

Glu

Pro

Glu

210

Lys

Asp

Asp

Gly

Ile

290

Lys

Glu

Gln

Thr

Asn

Leu

Met

115

val

Glu

Thr

Lys

Met

195

val

Ile

ser

Asp

Ala

275

Ala

Thr

Lys

Asp

Glu

val

Ile

100

Gly

Ala

Lys

Ala

Ala

180

Arg

Lys

Glu

Leu

Thr

260

Tyr

Thr

Asp

Asn

sSer

340

Glu

ser

85

Asp

ser

Asn

Leu

Leu

165

Lys

Asp

ser

Glu

245

ser

Asn

Glu

Thr

325

val

Glu

Arg

ser

Pro

val

150

Thr

Asp

Glu

ser

Asn

230

Gln

Phe

Thr

Ile

Lys

ser

Thr

val

Ala

Asp

Phe

Arg

ser

Lys

ser

Tyr

Lys

Leu

Thr

Pro

Cys

Phe

295

Lys

Thr

Asp

Ala

ser

Leu

sSer

120

Glu

Asn

Leu

Phe

Ala

200

Glu

Glu

Asn

ser

Ala

280

Pro

Lys

Tyr

Asn

NIAGOOGPCT.

Lys

Thr

105

val

Glu

Asn

val

Asn

185

Asp

Asp

ser

His

Thr

265

Pro

Leu

Glu

Thr

val

345

Met

Glu val
90
Glu Phe
Ser Pro
Ile Ile
Ile Leu
155
Lys Glu
Glu Lys
Phe Lys
Ser Asp
Lys val

235
Glu Lys
250
Pro Glu
Phe Asn
Leu Gly
Glu Lys
Ser Asn
330

Thr Thr

Pro Glu
Page 11

ST25
Ser

ser

Lys

val

140

His

Asp

Arg

Pro

Met

220

Asp

Asp

Gly

Pro

Asp

300

Lys

Pro

Asp

Gly

Glu

Glu

Ala

125

Lys

Asn

Glu

val

Phe

205

Leu

Lys

ser

Ala

285

Pro

Ala

Phe

Asn

Leu

Lys

Leu

110

Glu

Asn

Gln

val

Ala

190

Glu

Ala

Lys

Glu

Lys

Ala

Thr

Gln

Leu

Leu

350

Thr

Ala

95

Glu

ser

Lys

Gln

val

175

val

Arg

Ala

Cys

ser

255

Asp

Thr

ser

Ile

val

335

Thr

Pro

Lys

Tyr

Ala

Asp

Glu

160

ser

val

Gly

Phe

240

ser

Arg

val
320

Lys

Asp



Leu

Glu

Ala

Pro

Asn

Ala

Asp

545

Asp

ser

Glu

Thr
625

val

370

Ile

Gln

ser

Pro

ser

450

Leu

Cys

Phe

530

His

Leu

Thr

Met

Gly

Lys

355

Gln

Ala

Glu

Glu

Leu

435

ser

Glu

Lys

Asn

Asp

ser

ser

Phe

val

Ile

595

Gly

Asp

Glu

Tyr

ser

Ala

420

Asn

ser

Pro

Lys

Ala

500

Leu

Asp

Glu

ser

Met

580

Glu

Lys

Thr

Ala

Leu

405

Thr

ser

Pro

Glu

val

485

Ala

Tyr

Leu

Tyr

Pro

Leu

Cys

Thr

390

Tyr

Pro

Ala

Leu

Asn

470

ser

Leu

Lys

ser

val

550

Asp

val

Glu

Tyr

Leu
630

Glu

375

Lys

Pro

ser

val

Glu

455

Pro

Gly

Gln

Glu

Glu

535

Glu

ser

Lys

Asn

Leu

615

Pro

360

ser

Met

Ala

Pro

Pro

440

Ala

Pro

Ile

Glu

Thr

520

Met

Asp

Ile

Glu

Lys

Glu

Asp

NIAGOOGPCT.

Glu Leu Asn

Asp

Ala

val

425

ser

ser

Pro

Lys

Thr

505

Lys

Ala

ser

Pro

ser

585

Glu

ser

Glu

Leu

Gln

410

Leu

Ala

ser

Tyr

Glu

490

Glu

Leu

Lys

ser

Asp

Leu

Lys

Phe

val

Page 12

val

395

Leu

Pro

Gly

val

Glu

475

Glu

Ala

ser

val

Pro

555

val

Thr

Leu

Lys

Ser
635

ST25

Glu

380

Gln

Cys

Asp

Ala

Asn

460

Glu

Ile

Pro

Ala

Glu

540

Asp

Pro

ser

Leu
620

Thr

365

val

Thr

Pro

ser

445

Tyr

Ala

Lys

Tyr

Glu

525

Gln

ser

Gln

Thr

Ala

605

ser

Leu

Thr

ser

ser

val

430

val

Glu

Met

Glu

Ile

510

Pro

Pro

Glu

Lys

ser

590

Leu

Leu

ser

Gly

Glu

Phe

415

Met

Ile

ser

ser

Pro

495

ser

Ala

val

Pro

Gln

575

Phe

Pro

Asp

Lys

Thr

val
400

val
480

Pro

Pro

val

560

Asp

Pro

Asn

Lys



Glu

Asn

Thr

Leu

Thr

705

Gly

Lys

Phe

Asp

Pro

785

Glu

Lys

Lys

Asp

Phe

Ile

690

Asp

Ala

Asn

ser

val

770

Lys

Lys

Thr

<210>
<211>
<212>
<213>

<400>

Ile

Asp

ser

675

ser

Leu

Gly

Ile

Lys

ser

val

Glu

ser

4
246
PRT

Pro

Leu

660

Asp

ser

Glu

ser

Gln

740

Asn

Ala

Leu

Asp

Leu

645

Phe

ser

Lys

val

Leu

725

Pro

Gly

Leu

val

Arg

Mus musculus

4

Gln

Ile

ser

Thr

ser

710

Pro

Lys

ser

Ala

Lys

ser

Met

ser

Pro

Cys

val

Ala

Thr

775

Glu

Pro

Met Glu Phe Gly Leu Ser Trp
1 5

val GIn Cys Glu val Gln Leu
20

Pro Gly Gly Ser Leu Arg Leu
35

Glu

Lys

Ile

680

ser

Lys

Thr

Glu

Thr

760

Gln

Ala

ser

val

val

NIAGOOGPCT.

Glu Leu Ser

Glu

665

Glu

Phe

ser

Glu

Glu

745

ser

Ala

Glu

Ala

Phe

650

Ala

Ile

ser

Glu

Leu

730

Lys

Lys

Glu

Lys

Ile
810

Gln

Ile

Lys

Ile

715

Pro

Ile

val

Ile

Lys

Phe

ST25

Thr

Ile

Asp

Leu

700

Ala

His

ser

Leu

Glu

780

Leu

ser

Leu val Ala

Glu ser Gly Gly

25

Ser Cys Ala Ala Ser

40

Page 13

Ala

Arg

Glu

685

Ala

Asn

Asp

Phe

Leu

765

ser

Pro

Ala

Ile

Gly

val

Glu

670

Phe

Arg

Ala

Leu

ser

750

Leu

Ile

ser

Glu

Leu

Tyr
655
Thr
Pro
Glu
Pro
Ser
735
Asp
Pro
val

Asp

Leu
815

Glu
15

ser

Thr

Tyr

Asp

Leu

Asp

Pro

Lys

Thr

800

ser

Gly

Leu val Gln

30

Gly Phe Thr Phe

45



Ser Asn
50

Glu Trp
65

Asp Ser

Ser Leu

Tyr Tyr

val Thr
130

Ala Pro
145

Leu val

Gly Ala

Ser Gly

Leu Gly

Thr Lys
225

Thr Cys

<210>
<211>
<212>
<213>

<400>

5
2

Tyr

val

val

Tyr

Cys

val

ser

Lys

Leu

Leu

195

Thr

val

Pro

46

PRT
Mus musculus

5

Trp

Ala

Lys

Leu

100

Ala

ser

ser

Asp

Thr

180

Tyr

Gln

Asp

Pro

Met

Thr

Gly

85

Arg

Thr

ser

Lys

Tyr

165

ser

ser

Thr

Lys

Cys
245

Met Glu Ala Pro Ala

1

5

Asp Thr Thr Gly Glu
20

Leu Ser Pro Gly Glu
35

ser

Ile

70

Arg

Leu

Glu

Ala

Ser

150

Phe

Gly

Leu

Tyr

Arg

Pro

Gln

Ile

Arg

Trp

55

Lys

Phe

Asn

Leu

sSer

135

Thr

Pro

val

ser

Ile

215

val

Leu

val

Ala

NIAGOOGPCT.
val Arg Gln Ala

Gln Asp Gly Ser
75

Thr ITe Ser Arg
90

Ser Leu Arg Ala
105

Phe Asp Leu Trp
120

Thr Lys Gly Pro

Ser Gly Gly Thr
155

Glu Pro val Thr
170

His Thr Phe Pro
185

ser val val Thr
200

Cys Asn val Asn

Glu Pro Lys Ser
235

Leu Phe Leu Leu
10

Leu Thr G1n Ser
25

Thr Cys Asp Arg
40
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Pro
60
Gln
Asp
Glu
Gly
Ser
140
Ala
val
Ala
val
His
220

Cys

Leu
Pro

Leu

Gly

Lys

Asn

Asp

Arg

val

Ala

ser

val

Pro

205

Lys

Asp

Leu

Ala

Leu
45

Lys Gly

Asn Tyr

Ala Lys

Thr Ala
110

Gly ser

Phe Pro

Leu Gly

Trp Asnh
175

Leu Gln
190

Ser Ser

Pro Ser

Lys Thr

Trp Leu
15

Thr Leu
30

Ser Cys

Leu

val

80

Asn

val

Leu

Leu

Cys

160

ser

ser

ser

Asn

His
240

Pro

ser

Arg



Ala Ser Gln

50

Cys
65

Asp Arg

Asn Arg Ala

Thr Asp Phe

Phe
115

Glu Asp

Phe
130

Thr Gly

Pro Ser val

145

Thr Ala ser

Lys val Gln

val
195

Glu ser

Thr
210

Ser Leu

Ala Glu

225

Cys

Phe Asn Arg

<210> 6

<211> 741
<212> DNA
<213> Mus

<400> ©
atggagtttg

gtgcagctgg
tgtgcagctt
gggaaagggc
gactctgtga

ser val

Leu Gly

Thr Gly

85

Thr
100

Leu
Ala val
Gln Gly

Phe

ser

Gln

70

Ile

Thr

Tyr

Thr

Phe

ser
55

Tyr

Ala Pro

Pro Ala

ITe Ser

Tyr Cys

120

Arg Leu

Pro Pro

150

val
165

val
Trp Lys
Thr Glu
Thr

Leu

val Thr

Cys

val

Gln

ser

His

Leu Leu

Asn

Asp

sSer
200

Asp
Ala

Lys

Gln Gly

230

Glu
245

Gly

musculus

ggctgagctg
tggagtctgg
ctggattcac
tggagtgggt
agggccgatt

Cys

ggttttcctt
gggaggcttg
ctttagtaac
ggccaccata

caccatctcc

Arg

Arg

Asn

Ala

Asp

NIAGOOGPCT.

Leu Ala Trp

Leu
75

Leu

Phe
90

ser

Ser Leu Glu

105

Gln GIn Arg

Glu ITe Lys

Glu
155

Ser Asp

Asn Phe

170

Leu Gln

185

Lys Asp Ser

Glu

Tyr

Ser
235

Leu Ser

gttgctattt
gtccagcctg
tattggatga
aagcaagatg

agagacaacg

Page 15

ST25

Tyr Gln Gln

60

Ile Tyr Asp

Gly ser Gly

Pro Cys Asp

Asn
125

ser Trp

Arg Thr val

Gln Leu Lys

Tyr Pro Arg

Gly Asn

190

ser

Thr Tyr Ser

205

Lys Lys

Pro val Thr

tagaaggtgt
gggggtccct
gctgggtccg
gaagtcagaa

ccaagaactc

Lys Pro

Ala ser

80

Ser Gly

95

Arg Leu

Pro Ile

Ala Ala

ser

Glu
175

ser Gln

Leu Ser
val

Tyr

Ser
240

Lys

ccagtgtgag
gagactctcc
ccaggctccg
aaactatgtg

actgtatctg

60
120
180
240
300



cgattgaaca
gatctctggg
gtcttccccc
ctggtcaagg
agcggcgtgc
gtggtgaccg
aagcccagca
acatgcccac
<210> 7

<211> 705
<212> DNA
<213> Mus

<400> 7
atggaagccc

gaaattgtgt
ctctcctgcea
ggccaggctc
aggttcagtg
gaagattttg
gggacacgac
tctgatgagc
cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgce
<210> 8

<211> 10

<212> PRT
<213> Mus

<400> 8

gcctgagagc
gccgtggctc
tggcaccctc
actacttccc
acaccttccc
tgccctccag
acaccaaggt

cgtgcccata

musculus

cagctcagct
tgacacagtc
gggccagtca
ccaggctect
gcagtgggtc
cagtttatta
tggagattaa
agttgaaatc
ccaaagtaca
cagagcagga
cagactacga

ccgtcacaaa

musculus

cgaggacacg
cctggtcacc
ctccaagagc
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaagaga

a

tctcttcectc
tccagcecacc
gagtgttagc
catctatgat
tgggacagac
ctgtcagcag
acgaactgtg
tggaactgcc
gtggaaggtg
cagcaaggac
gaaacacaaa

gagcttcaac

NIAGOOGPCT.
gctgtgtatt
gtctcctcag
acctctgggg
acggtgtcgt
cagtcctcag
acccagacct

gttgagccca

ctgctactct
ctgtctttgt
agctacttag
gcatccaaca
ttcactctca
cgtagcaact
gctgcaccat
tctgttgtgt
gataacgccc
agcacctaca
gtctacgcct

aggggagagt

Gly Phe Thr Phe Ser Asn Tyr Trp Met Ser

1

<210> 9
<211> 17
<212> PRT
<213> Mus

<400> 9

5

musculus

10

ST25
actgtgcgac
cctccaccaa
gcacagcggc
ggaactcagg
gactctactc
acatctgcaa

aatcttgtga

ggctcccaga
ctccagggga
cctggtacca
gggccactgg
ccatcagcag
ggccgatcac
ctgtcttcat
gcctgctgaa
tccaatcggg
gcctcagceag
gcgaagtcac

gttag

tgaactcttc
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtgaatcac

caaaactcac

taccaccgga
aagagccacc
acagaaacct
catcccagcc
cctagagcct
cttcggccaa
cttcccgeca
taacttctat
taactcccag
caccctgacg

ccatcagggc

Thr Ile Lys Gln Asp Gly Ser Gln Lys Asn Tyr val Asp Ser val Lys
1 5 10 15

Page 16

360
420
480
540
600
660
720
741

60
120
180
240
300
360
420
480
540
600
660
705



Gly

<210>
<211>
<212>
<213>

<400>

1

<210>
<211>
<212>
<213>

<400>

10

5

PRT

Mus musculus

10

Glu Leu Phe Asp Leu
5

11
11
PRT
Mus musculus

11

NIAGOO6PCT.ST25

Arg Ala Ser Gln Ser val Ser Ser Tyr Leu Ala
1 5 10

agagtgttag cagctactta gcct

<210> 12

<211> 7

<212> PRT

<213> Mus musculus
<400> 12

Asp Ala Ser Ash Arg Ala Thr
1 5

<210> 13

<211> 9

<212> PRT

<213> Mus musculus
<400> 13

Gln GIn Arg Ser Asn Trp Pro Ile Thr
1 5

<210> 14

<211> 34

<212> DNA

<213> Mus musculus
<400> 14

agggccagtc

<210> 15

<211> 21

<212> DNA

<213> Mus musculus
<400> 15

gatgcatcca acagggccac t
<210> 16

Page 17

34

21



<211> 27
<212> DNA
<213> Mus
<400> 16
cagcagcgta
<210> 17
<211> 30
<212> DNA
<213> Mus
<400> 17
ggattcacct
<210> 18
<211> 51
<212> DNA
<213> Mus
<400> 18
accataaagc
<210> 19
<211> 15
<212> DNA
<213> Mus
<400> 19
gaactcttcg
<210> 20
<211> 57
<212> DNA
<213> Mus
<400> 20
atggagtttg
<210> 21
<211> 19
<212> PRT
<213> Mus
<400> 21

NIAGOO6PCT.ST25

musculus

gcaactggcc gatcacc

musculus

ttagtaacta ttggatgagc

musculus

aagatggaag tcagaaaaac tatgtggact ctgtgaaggg c

musculus

atctc

musculus

ggctgagctg ggttttcctt gttgctattt tagaaggtgt ccagtgt

musculus

Met Glu Phe Gly Leu Ser Trp val Phe Leu val Ala Ile Leu Glu Gly
1 5 1 15

val G1n Cys

<210>
<211>
<212>
<213>

<400>

22
60
DNA
Mus

22

musculus

atggaagccc cagctcagct tctcttcctc ctgctactct ggctcccaga taccaccgga

<210>

23

Page 18

27

30

51

15

57

60



<211>
<212>
<213>

<400>

20
PRT

Mus musculus

23

NIAGOO6PCT.ST25

Met Glu Ala Pro Ala GIn Leu Leu Phe Leu Leu Leu Leu Trp Leu Pro
1 5 15

Asp Thr Thr Gly

<210>
<211>
<212>
<213>

<400>

24
460
PRT

20

Mus musculus

24

Met Ala Trp val Trp
1 5

val

Pro

ser

Glu

65

Asp

ser

Tyr

val

Ala

145

Leu

Gln

Gly

Asn

50

Trp

ser

Leu

Tyr

Thr

130

Pro

val

Ala

Ala

Gly

35

Tyr

val

val

Tyr

Cys

val

Cys

Lys

Leu

Glu

20

ser

Trp

Ala

Lys

Leu

100

Ala

ser

ser

Asp

Thr
180

val

Leu

Met

Thr

Gly

85

Arg

Thr

ser

Arg

Tyr

165

ser

Thr

Gln

Arg

ser

Ile

70

Arg

Leu

Glu

Ala

Ser

150

Phe

Gly

Leu

Leu

Leu

Trp

55

Lys

Phe

Asn

Leu

sSer

135

Thr

Pro

val

Pro

val

ser

40

val

Gln

Thr

ser

Phe

120

Thr

ser

Glu

His

Phe

Glu

25

Cys

Arg

Asp

Ile

Leu

105

Asp

Lys

Glu

Pro

Thr
185

Leu Met
10

Ser Gly

Ala Ala

Gln Ala

Gly ser
75

ser Arg
90

Arg Ala

Leu Trp

Gly Pro

ser Thr

155

val Thr
170

Phe Pro

Page 19

Ala

Gly

ser

Pro

60

Gln

Asp

Glu

Gly

Ser

140

Ala

val

Ala

Ala

Gly

Gly

45

Gly

Lys

Asn

Asp

Arg

val

Ala

ser

val

Ala

Leu

30

Phe

Lys

Asn

Ala

Thr

110

Gly

Phe

Leu

Trp

Leu
190

Gln

15

val

Thr

Gly

Tyr

Lys

Ala

ser

Pro

Gly

Asn

175

Gln

ser

Gln

Phe

Leu

val

80

Asn

val

Leu

Leu

Cys

160

ser

ser



ser

Leu

Thr

225

ser

Pro

Thr

Asn

ser

Lys

Glu

Phe

385

Phe

Gly

Tyr

Gly

Gly

Lys

Cys

Pro

Cys

Leu

Asn

Gly

Glu

370

Tyr

Asn

Phe

Asn

Thr
450

<210>

Leu

195

Thr

val

Pro

Lys

val

275

Tyr

Glu

His

Lys

Gln

355

Met

Pro

Asn

Leu

val

435

Gln

25

Tyr

Lys

Asp

Ala

Pro

260

val

val

Gln

Gln

Gly

Pro

Thr

ser

Tyr

Tyr

420

Phe

Lys

ser

Thr

Lys

Pro

245

Lys

val

Asp

Phe

Asp

325

Leu

Arg

Lys

Asp

Lys

ser

ser

ser

Leu

Tyr

Arg

Glu

Asp

Asp

Gly

Asn

310

Trp

Pro

Glu

Asn

Ile

390

Thr

Arg

Cys

Leu

ser

Thr

215

val

Phe

Thr

val

val

295

ser

Leu

ser

Pro

Gln

375

Ala

Thr

Leu

ser

ser
455

ser

200

Cys

Glu

Leu

Leu

ser

280

Glu

Thr

Asn

ser

Gln

360

val

val

Pro

Thr

val

440

Leu

NIAGOOGPCT.

val val Thr

Asn

ser

Gly

Met

265

Gln

val

Tyr

Gly

Ile

345

val

ser

Glu

Pro

val

425

Met

ser

val

Lys

Gly

Ile

Glu

Tyr

Leu

Trp

val

410

Asp

Leu

Page 20

Asp

Tyr

235

Pro

ser

Asp

Asn

val

315

Glu

Lys

Thr

Thr

Glu

395

Leu

Lys

Glu

Gly

ST25
val

His

220

Gly

ser

Arg

Pro

Ala

300

val

Tyr

Thr

Leu

Cys

380

ser

Asp

ser

Ala

Lys

Pro

205

Lys

Pro

val

Thr

Glu

285

Lys

ser

Lys

Pro

365

Leu

Asn

ser

Arg

Leu
445

ser

Pro

Pro

Phe

Pro

270

val

Thr

val

Cys

ser

350

Pro

val

Gly

Asp

Trp

His

ser

ser

Cys

Leu

255

Gln

Lys

Leu

Lys

Lys

ser

Lys

Gln

Gly

Gln

Asn

ser

Asn

Pro

240

Phe

val

Phe

Pro

Thr

320

val

Gln

Gly

Pro

400

ser



NIAGOO6PCT.ST25

<211> 234

<212> PRT

<213> Mus musculus
<400> 25

Met Ser val Leu Thr GIn val Leu Ala Leu Leu Leu Leu Trp Leu Thr
1 5 10 15

Gly Thr Arg Cys Glu ITe val Leu Thr Gln Ser Pro Ala Thr Leu Ser
2

Leu Ser Pro Gly Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser
35 40 45

val Ser Ser Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro
50 55 60

Arg Leu Leu Ile Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala
65 70 75 80

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser
85 90 95

Ser Leu Glu Pro Glu Asp Phe Ala val Tyr Tyr Cys GIn GIn Arg Ser
100 105 110

Asn Trp Pro Ile Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg
115 120 125

Thr val Ala Ala Pro Ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln
130 135 140

Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Ash Phe Tyr
145 150 155 160

Pro Arg Glu Ala Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser
165 170 175

Gly Asn Ser GIn Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr
180 185 190

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
195 200 205

His Lys val Tyr Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro
210 215 220

val Thr Lys Ser Phe Asn Arg Gly Glu Cys

225 230
<210> 26

<211> 321

<212> DNA
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<213>

<220>
<221>
<222>

<400>
gaa att gtg

Glu
1

gaa
Glu

tta
Leu

tat
Tyr

agt
ser
65

gaa
Glu

acc
Thr

Ile

aga
Arg

gcc
Ala

gat
Asp
50

agd
Gly

gat
Asp

ttc
Phe

<210>
<211>
<212>
<213>

<400>

Mus musculus

CDS
(..

26
val

gcc
Ala

tgg
Trp
35

gca
Ala

tct
ser

ttt
Phe

ggc
Gly

27
107
PRT

(32D

ttg
Leu

acc
Thr
20

tac
Tyr

tcc
ser

agd
Gly

gca
Ala

caa
Gln
100

aca
Thr

ctc
Leu

caa
Gln

aac
Asn

aca
Thr

gtt
val
85

agd
Gly

Mus musculus

27

Glu Ile val Leu

1

Glu

Leu

Tyr

ser

65

Glu

Thr

Arg

Ala

Asp

50

Gly

Asp

Phe

Ala

Trp

35

Ala

ser

Phe

Gly

Thr

20

Tyr

ser

Gly

Ala

Gln

Thr

Leu

Gln

Asn

Thr

val

85

Gly

cag
Gln

tcc
ser

cag
Gln

agg
Arg

gac
Asp
70

tat
Tyr

aca
Thr

Gln

ser

Gln

Arg

Asp

70

Tyr

Thr

tct
ser

tgc
Cys

aaa
Lys

gcc
Ala
55

ttc
Phe

tac
Tyr

aag
Lys

ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

CcCa
Pro

agg
Arg

cct
Pro
40

act
Thr

act
Thr

tgt
Cys

ctt
Leu

Pro

Arg

Pro

40

Thr

Thr

Cys

Leu

NIAGOOGPCT.

gcc
Ala

gcc
Ala
25

ggc
Gly

ggc
Gly

ctc
Leu

cag
Gln

gaa
Glu
105

Ala

Ala

25

Gly

Gly

Leu

Gln

Glu

acc ctg
Thr Leu
10

agt cag
ser Gln

cag gct
Gln Ala

atc cca
ITe Pro

acc atc
Thr ITe
75

cag cgt
Gln Arg
90

atc aaa
Ile Lys

Thr Leu
10

ser Gln

Gln Ala

ITe Pro

Thr ITe
75

Gln Arg
90

Ile Lys

Page 22

ST25

tct
ser

agt
ser

CCC
Pro

gcc
Ala
60

agc
Ser

agc
Ser

ser

ser

Pro

Ala

60

ser

ser

ttg
Leu

gtt
val

agg
Arg
45

agg
Arg

agc
Ser

aac
Asn

Leu

val

Arg

45

Arg

ser

Asn

tct
ser

agc
ser
30

ctc
Leu

ttc
Phe

cta
Leu

tgg
Trp

ser

ser

30

Leu

Phe

Leu

Trp

cca
Pro
15

agc
Ser

ctc
Leu

agt
ser

gag
Glu

ccg
Pro
95

Pro

15

ser

Leu

ser

Glu

Pro
95

agd
Gly

tac
Tyr

atc
Ile

Gly

cct
Pro
80

atc
Ile

Gly

Tyr

Ile

Gly

Pro

80

Ile

48

96

144

192

240

288

321



<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>

gag
Glu

tcc
ser

tgg
Trp

gcc
Ala

aag
Lys
65

ctg
Leu

acg
Ala

tcc
ser

gtg
val

ctg
Leu

atg
Met

acc
Thr
50

ggc
Gly

cga
Arg

act
Thr

tca
ser

<210>
<211>
<212>
<213>

<400>

100
28
342
DNA
Mus musculus

CDS

(1)..(342)

28
cag ctg
Gln Leu

aga ctc
Arg Leu
20

agc tgg
ser Trp
35

ata aag
Ile Lys

cga ttc
Arg Phe

ttg aac
Leu Ash

gaa ctc
Glu Leu
100

29
114
PRT

gtg
val

tcc
ser

gtc
val

caa
Gln

acc
Thr

agc
Ser
85

ttc
Phe

Mus musculus

29

Glu val Gln Leu val
1 5

Ser Leu Arg Leu Ser
20

Trp Met Ser Trp val
35

Ala Thr ITe Lys Gln
50

gag
Glu

tgt
cys

cgc
Arg

gat
Asp

atc
Ile
70

ctg
Leu

gat
Asp

Glu

Cys

Arg

Asp

tct
ser

gca
Ala

cag
Gln

gga
55

tcc
Ser

aga
Arg

ctc
Leu

ser

Ala

Gln

Gly
55

agd
Gly

gct
Ala

gct
Ala
40

agt
ser

aga
Arg

gcc
Ala

tag
Trp

Gly

Ala

Ala

40

ser

NIAGOO6PCT.ST25

105

Gly

tct
Ser
25

ccg
Pro

cag
Gln

gac
Asp

gag
Glu

ggc
Gly
105

Gly
Ser
25

Pro

Gln

ggc ttg
Gly Leu

10

gga ttc
Gly Phe

ggg aaa
Gly Lys

aaa aac
Lys Ash

aac gcc
Asn Ala
75

gac acg
Asp Thr
90

cgt ggc
Arg Gly

Gly Leu
10

Gly Phe
Gly Lys

Lys Ash

Page 23

gtc
val

acc
Thr

tat
Tyr
60

aag
Lys

gct
Ala

tcc
ser

val

Thr

Tyr
60

cag
Gln

ttt
Phe

ctg
Leu
45

gtg
val

aac
Asn

gtg

ctg
Leu

Gln

Phe

Leu

45

val

cct
Pro

agt
Ser
30

gag
Glu

gac
Asp

tca
ser

tat
Tyr

gtc
val
110

Pro

ser

30

Glu

Asp

agd
Gly
15

aac
Asn

tgg
Trp

tct
ser

ctg
Leu

tac
Tyr
95

acc
Thr

Gly
15
Asn

Trp

ser

agd
Gly

tat
Tyr

gtg

gtg
val

tat
Tyr
80

tgt
Cys

gtc
val

Gly

Tyr

val

val

48

96

144

192

240

288

336

342



NIAGOO6PCT.ST25

Lys Gly Arg Phe Thr Ile Ser Arg Asp Ash Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Arg Leu Ash Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Thr Glu Leu Phe Asp Leu Trp Gly Arg Gly Ser Leu val Thr val
105 110

100
Ser Ser
<210> 30
<211> 19
<212> PRT
<213> Mus musculus
<400> 30

Met Ala Trp val Trp Thr Leu Pro Phe Leu Met Ala Ala Ala Gln Ser
1 5

val GIn Ala

<210> 31

<211> 20

<212> PRT

<213> Mus musculus
<400> 31

Met Ser val Leu Thr GIn val Leu Ala Leu Leu Leu Leu Trp Leu Thr
1 5 15

Gly Thr Arg Cys
20

<210> 32

<211> 20

<212> DNA

<213> Artificial sequence
<220>

<223> primer

<400> 32

tgagggaagt agggatgtgc

<210> 33

<211> 20

<212> DNA

<213> Artificial sequence
<220>

<223> primer

<400> 33

caggtgatgt acgctctgga
Page 24

20

20



