50042PCT ST25.txt
SEQUENCE LISTING

<110> Eidgendssische Technische Hochschule zirich
<120> Soluble truncated apoM proteins and medical uses thereof

<130> 50042pPCT

<160> 8

<170> PatentIn version 3.3

<210> 1

<211> 161

<212> PRT

<213> Homo sapiens

<400> 1

GIn Leu Thr Thr Leu Gly val Asp Gly Lys Glu Phe Pro Glu val His
1 5 10 15

Leu Gly Gln ng Tyr Phe Ile Ala g}y Ala Ala pro Thr 5%5 Glu Glu

Leu Ala Thr Phe Asp Pro val Asp Asn Ile val Phe Asn Met Ala Ala
35 40 45

Gly Ser Ala Pro Met GIn Leu His Leu Arg Ala ggr Ile Arg Met Lys
50 55

Asp Gly Leu Cys val Pro Arg Lys Trp Ile Tyr His Leu Thr Glu Gly
65 70 75 80

Ser Thr Asp Leu ggg Thr Glu Gly Arg Sgo Asp Met Lys Thr g}u Leu

Phe Ser Ser Ser Cys Pro Gly Gly Ile Met Leu Asn Glu Thr Gly GIn
100 105 110

Gly Tyr Gln Arg Phe Leu Leu Tyr Asn Arg Ser Pro His Pro Pro Glu
115 120 125

Lys Cys val Glu Glu Phe Lys Ser Leu Thr Ser Cys Leu Asp Ser Lys

Ala Phe Leu Leu Thr Pro Arg Asn GIn Glu Ala Cys Glu Leu Ser Asn
145 150 155 160

Asn

<210> 2

<211> 195

<212> PRT

<213> Artificial
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<220>
<223> Fusion protein of human albumin and apoM

<400> 2

¥et Lys Trp val ghr Phe Ile Ser Leu &eu Phe Leu Phe Ser igr Ala

Tyr Ser Arg ggy val Phe Arg Arg g}u Ala Ile Tyr Gln 555 Pro Glu

His Ser Gln Leu Thr Thr tLeu Gly val Asp Gly Lys Glu Phe Pro Glu
35 40 45

val ?85 Leu Gly GIn Trp Egr Phe Ile Ala Gly gga Ala Pro Thr Lys

Glu Glu Leu Ala Thr Phe Asp Pro val Asp Asn Ile val Phe Asn Met
65 70 75 80

Ala Ala Gly Ser Ala Pro Met GIn Leu His Leu Arg Ala Thr Ile Arg
85 90 95

Met Lys Asp Gly Leu Cys val Pro Arg Lys Trp Ile Tyr His Leu Thr
100 105 110

Glu Gly Ser Thr Asp Leu Arg Thr Glu Gly Arg Pro Asp Met Lys Thr
115 120 125

Glu Leu Phe Ser Ser Ser Cys Pro Gly Gly Ile Met Leu Asn Glu Thr
130 135 140

Gly GIn Gly Tyr Gln Arg Phe Leu Leu Tyr Asn Arg Ser Pro His Pro
145 150 155 160

Pro Glu Lys Cys val Glu Glu Phe Lys Ser Leu Thr Ser Cys Leu Asp
165 170 175

ser Lys Ala Phe Leu Leu Thr Pro Arg Asn GIn Glu Ala Cys Glu Leu
180 185 190

ser Asn Asn
195

<210> 3

<211> 194

<212> PRT

<213> Artificial

<220>
<223> Fusion protein of human apoAl and apoMm

<400> 3

Met Lys Ala Ala val Leu Thr Leu Ala val Leu Phe Leu Thr Gly Ser
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GIn Ala Arg

Gln Leu

35

Ser

Leu
50

His Gly

Glu Ala

65

Leu

Ala Gly Ser

Lys Asp Gly

Thr
115

Gly Ser

Phe
130

Leu Ser

Gln
145

Gly Tyr

Glu Lys Cys

Lys Ala Phe

Asn Asn

<210> 4

<211> 486
<212> DNA
<213> Homo

<400> 4
caactgacaa

tactttatcg
aacattgtct
atccgcatga
agcacagatc

tgcccaggtg

His Phe

20

Thr Thr

GIn Trp

Thr Phe

Ala Pro

85

Leu
100

Cys
Asp Leu
Ser

Ser

GIn Arg

Trp

Leu

TYr

Asp

70

Met

val

Arg

Cys

Phe

50042PCT ST25.txt
10

Gln GlIn

val
40

Gly

Phe Ile

55

Pro val

GIn Leu
Pro

Arg

Glu
120

Thr

Pro
135

Gly

Leu Leu

150

Glu
165

val

Leu Leu

180

sapiens

ctctgggegt
caggggcagc
tcaatatggc
aagatgggct
tcagaactga

gaatcatgct

Glu

Thr

Phe Lys

Pro Arg

ggatgggaag

tcccaccaag
tgctggetct
ctgtgtgccc
aggccgeect

gaatgagaca

Asp Ile Tyr
25

Asp Gly Lys

Ala Gly Ala

Ile
75

Asp Asn

Leu
90

His Arg

Lys Ile

105

Trp

Gly Arg Pro

Gly Ile Met

Tyr Asn

155

Leu Thr

170

Ser

Asn Gln Glu

185

gagttcccag
gaggagttgg
gccccgatge
cggaaatgga
gacatgaaga

ggccagggtt
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Gln Pro

30

cys

Phe
45

Glu Pro

Ala Thr

60

Pro

val Phe Asn

Ala Thr Ile

Leu
110

Tyr His

Met
125

Asp Lys

Leu Asn Glu

140

Ser Pro His

ser Cys Leu

Glu
190

Ala Cys

aggtccactt
caacttttga
agctccacct
tctaccacct
ctgagctctt

accagcgctt

15

Glu

Glu

Lys

Met

Arg

95

Thr

Thr

Thr

Pro

ASp

Leu

His

val

Glu

Ala

80

Met

Glu

Glu

Gly

Pro

160

Ser

ser

gggccagtgg
ccctgtggac

tcgtgctacc
gactgaaggg
ttccagctca

tctcctctac

60
120
180
240
300
360
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aatcgctcac cacatcctcc cgaaaagtgt gtggaggaat tcaagtccct

ctggactcca aagccttctt attgactcct aggaatcaag aggcctgtga

aactga

<210> 5

<211> 58S
<212> DNA
<213>

<220>
<223>

<400> 5
atgaagtggg

gtgtttcgec
gtggatggga
gctcccacca
gctgctggct
ctctgtgtgc
gaaggccgcec
ctgaatgaga
cccgaaaagt
ttattgactc
<210> 6

315 ona
<213>

<220>
<223>

<400> 6
atgaaagctg

ttctggcagce
gatgggaagg
cccaccaagg
gctggctctg
tgtgtgcccc
ggccgeectg
aatgagacag
gaaaagtgtg
ttgactccta

Artificial

taacctttct
gagaagcaat
aggagttccc
aggaggagtt
ctgccccgat
cccggaaatg
ctgacatgaa
caggccaggg
gtgtggagga
ctaggaatca

Artificial

cggtgctgac
aagatatcta
agttcccaga
aggagttggc
ccccgatgea
ggaaatggat
acatgaagac
gccagggtta
tggaggaatt

ggaatcaaga

cctcctectce
ctaccagtgc
agaggtccac
ggcaactttt
gcagctccac
gatctaccac
gactgagctc
ttaccagcgc
attcaagtcc

agaggcctgt

cttggccgtg
ccagtgccct
ggtccacttg
aacttttgac
gctccacctt
ctaccacctg
tgagctcttt
ccagcgcettt
caagtccctg

ggcctgtgag

ttcgtctccg
cctgagcaca
ttgggccagt
gaccctgtgg
cttcgtgcta
ctgactgaag
ttttccaget
tttctectet
ctgacttcct
gagctgtcca

coding sequence for albumin/apoM fusion protein

gctctgcttt
gtcaactgac
ggtactttat
acaacattgt
ccatccgcat
ggagcacaga
catgcccagg
acaatcgctc
gcctggactc

ataac

gacttcctgce

gctgtccaat

of SEQ ID NO:

ttccaggggt
aactctgggc

cgcaggggca
cttcaatatg

gaaagatggg
tctcagaact
tggaatcatg
accacatcct

caaagccttc

coding sequence for apoAl/apoM fusion protein of SEQ ID NO:

ctcttcctga cggggagcca ggctcggcat

gagcacagtc
ggccagtggt
cctgtggaca
cgtgctacca
actgaaggga
tccagctcat
ctcctctaca
acttcctgcec

ctgtccaata
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aactgacaac
actttatcgc
acattgtctt
tccgecatgaa
gcacagatct
gcccaggtgg
atcgctcacc
tggactccaa

ac

tctgggcgtg
aggggcagct
caatatggct
agatgggctc
cagaactgaa
aatcatgctg
acatcctccc

agccttctta

420
480
486

60
120
180
240
300
360
420
480
540
585

60
120
180
240
300
360
420
480
540
582



<210> 7
<211> 169
<212> PRT
<213> Homo

<400> 7

Ile Tyr Gln
1

Gly Lys Glu

Ala
35

Gly Ala

Ile val

50

Asn

Leu Ala

65

Arg

Trp Ile Tyr

Arg Pro Asp

Ile Met Leu

115

Asn Ser

Leu Ser

145

Gln Glu Ala

<210> 8
<211> 507
<212> DNA
<213> Homo

<400> 8
atctaccagt

ccagaggtcc
ttggcaactt
atgcagctcc
tggatctacc

aagactgagc

sapiens

Cys

Phe

20

Pro

Phe

Thr

His

Met

100

Asn

Pro

Cys

Cys

Pro

Pro

Thr

Asn

Ile

Leu

85

Lys

Glu

His

Leu

Glu
165

sapiens

gccctgagea

Glu

Glu

Lys

Met

Arg

70

Thr

Thr

Thr

Pro

Asp

Leu

His

val

Glu

Ala

55

Met

Glu

Glu

Gly

Pro

135

Ser

ser

Ser

His

Glu

40

Ala

Lys

Gly

Leu

Gln

120

Glu

Lys

Asn

cagtcaactg
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GlIn

Leu

25

Leu

Gly

Asp

Ser

Phe

105

Gly

Lys

Ala

Asn

Leu Thr

10

Gly GIn

Ala Thr
Ala

Ser

Leu
75

Gly

Thr
90

Asp

Ser Ser

Tyr Gln

Cys val

Phe Leu

155

acaactctgg

Thr

Trp

Phe

Pro

60

Cys

Leu

Ser

Arg

Glu

140

Leu

Leu

Tyr

ASp

45

Met

val

Arg

Cys

Phe

125

Glu

Thr

Gly

Phe

30

Pro

Gln

Pro

Thr

Pro

110

Leu

Phe

Pro

gcgtggatgg

val

15

Ile

val

Leu

Arg

Glu

95

Gly

Leu

Lys

Arg

gaaggagttc

Asp

Ala

Asp

His

Gly

Gly

Tyr

Ser

Asn
160

acttgggcca
ttgaccctgt
accttcgtgce
acctgactga

tcttttccag

gtggtacttt
ggacaacatt
taccatccgc
agggagcaca

ctcatgccca

atcgcagggg
gtcttcaata

atgaaagatg
gatctcagaa

ggtggaatca
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cagctcccac
tggctgctgg
ggctctgtgt
ctgaaggccg
tgctgaatga

caaggaggag
ctctgecccg
gccccggaaa
ccctgacatg

gacaggccag

60
120
180
240
300
360
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ggttaccagc gctttctcct ctacaatcgc tcaccacatc ctcccgaaaa gtgtgtggag 420
gaattcaagt ccctgacttc ctgcctggac tccaaagcct tcttattgac tcctaggaat 480

caagaggcct gtgagctgtc caataac 507

Seite 6



