1
SEQUENCE LISTING

<110> INSERM
<120> IL24 for inducing hyperproliferative or autoimmune cell death
<130> BET 07P1100
<140> EP07291268.6
<141> 2007-10-17
<160> 23
<170> PatentIn version 3.4
<210> 1
<211> 1700
<212> DNA
<213> Homo sapiens
<220>
<221> CDS
<222> (275) ..(895)
<223> mda-7/IL-24
<400> 1
cttgcctgca aacctttact tctgaaatga cttccacgge tgggacggga accttceccacce 60
cacagctatg cctctgattg gtgaatggtg aaggtgcctg tctaactttt ctgtaaaaag 120
aaccagctgce ctccaggcag ccagccctca agcatcactt acaggaccag aggdgacaagda 180
catgactgtg atgaggagct gctttcgcca atttaacacc aagaagaatt gaggctgctt 240
gggaggaagg ccaggaggaa cacdagactg agag atg aat ttt caa cag agg ctg 295
Met Asn Phe Gln Gln Arg Leu
1 5
caa agc ctg tgg act tta gcc aga ccc ttcec tge cct cct ttg ctg gcg 343
Gln Ser Leu Trp Thr Leu Ala Arg Pro Phe Cys Pro Pro Leu Leu Ala
10 15 20
aca gcc tcet caa atg cag atg gtt gtg ctc cct tge ctg ggt ttt acc 391
Thr Ala Ser Gln Met Gln Met Val Val Leu Pro Cys Leu Gly Phe Thr
25 30 35
ctg ctt ctc tgg agc cag dgta tca ggg gcc cag dggc caa gaa ttce cac 439
Leu Leu Leu Trp Ser Gln Val Ser Gly Ala Gln Gly Gln Glu Phe His
40 45 50 55
ttt ggg ccc tgce caa gtg aag ggg dgtt gtt ccc cag aaa ctg tgg gaa 487
Phe Gly Pro Cys Gln Val Lys Gly Val Val Pro Gln Lys Leu Trp Glu
60 65 70
gcc ttce tgg gct gtg aaa gac act atg caa gct cag gat aac atc acg 535
Ala Phe Trp Ala Val Lys Asp Thr Met Gln Ala Gln Asp Asn Ile Thr
75 80 85
agt gcc cgg ctg ctg cag cag gag gtt ctg cag aac gtc tcg gat gcect 583
Ser Ala Arg Leu Leu Gln Gln Glu Val Leu Gln Asn Val Ser Asp Ala
90 95 100
gag agc tgt tac ctt gtc cac acc ctg ctg gag ttc tac ttg aaa act 631
Glu Ser Cys Tyr Leu Val His Thr Leu Leu Glu Phe Tyr Leu Lys Thr



105

gtt
Val
120

ttc
Phe

aaa
Lys

ttc
Phe

tct
Ser

tca
Ser

caa
Gln

ccce
Pro

agt
Ser

ttt
Phe
170

agg
Arg

cgd
Arg

gca
Ala

gct
Ala
185

ctg
Leu

atg
Met
200

cag
Gln

aaa
Lys
cactggtttg
cttcacgccce
ctttaagcag
gagaagattc
tctatttatt
ctttacccct
taataaactg
cttggatgta
gacagagcat
attaaagtgc
ccagctcacc
cttccctaat
atgtactatc
<210> 2
<211> 206
<212> PRT
<213> Homo

<400> 2

tac
Tyr

aac
Asn

cac
His

110

aat
Asn

aga
Arg

125

act
Thr

ctg
Leu
140

caa
Gln
155

gaa
Glu

cta
Leu

ctg
Leu

acc
Thr

aaa
Lys

ttc
Phe

tac
Tyr

gcce
Ala

aat
Asn

ttc
Phe

gcce
Ala

aag
Lys

aac
Asn

aac
Asn

atg
Met

gag
Glu

cgd
Arg

aga
Arg
175

ctt
Leu
190

999
Gly

ctc
Leu

tga

205

ttcecetgtgt
ttggccatgg
cgccagtgac
ttgtatttat
tgtgagactg
cacaatcctt
tggtgcectttt
aaactgaact
tggggatggag
ccagcacaaa
ccatcatccc
cttccacttg

caatctgtga

sapiens

catttcaaac
gtcccattcet
agtcagggaa
tacaactcta
taagttacat
gccacagtgt
tttggcctgt
tcagagcatg
gtaaggtgca
gcagatcctc
tttcecettgg
agtgtcaagc

tgacattccc

aca
Thr

gtt
Val

gaa
Glu
130

ttt
Phe

ctc
Leu

gtt
Val
145

ttt
Phe
160

atc
Ile

tcc
Ser

ttc
Phe

aaa
Lys

gca
Ala

gtg
Val

gaa
Glu

gac
Asp

115

act
Thr

gtc
val

agg
Arg

tca
Ser

atc
Ile

gtg
Val

agt
Ser
165

aga
Arg

gac
Asp

ttg
Leu
180

cag
Gln

gac
Asp

att
Ile
195

ctt
Leu

ctg
Leu

ctg
Leu

aag
Lys
135

caa
Gln
150

ctg
Leu

cac
His

gca
Ala

gta
val

gaa
Glu

acc
Thr

tgg
Trp

atgtctagac caggacctcc ctcccecectgg

agtctcccectt
tggcccagga
ggtgcctctg
tttaattaat
gaaggcagca
ggggcagtgg
ctttggattg
aaaatcacac
tctgtttgaa
aataaacatt
tgccctectt
tgaccttgcect

tgctaataaa

cctatgcetgt
ttattgtcaa
gatgctgtga
gtcagtattt
gaatattgtg
atgggtgcectt
ttaaaaaaca
tgtctgctga
aagtaaacga
tcatttccca
ttttttttat
gatggtgaca

agacaacata

tcactggaca
agaagtcatt
agagtctaca
caactgaagt
ccccatgett
agtaagtact
gagagggatg
tatctgcagg
taaaatgtgg
cccacactcg
cctagtcatt
ttgcacctgg

actca

Met Asn Phe Gln Gln Arg Leu Gln Ser Leu Trp Thr Leu Ala Arg Pro

1

5

10

15

Phe Cys Pro Pro Leu Leu Ala Thr Ala Ser Gln Met Gln Met Val Val

679

727

775

823

871

925

985

1045

1105

1165

1225

1285

1345

1405

1465

1525

1585

1645

1700



Leu Pro

Ala Gln
50

Val Pro
65

Gln Ala

Leu Gln

Leu Glu

Val Glu
130

Val Leu
145

Ser Ile

Phe Lys

Val Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Cys

Gly

Gln

Gln

Asn

Phe

115

Val

Ile

Arg

Gln

Ile

195

3
20
DNA

20

Leu

Gln

Lys

Asp

Val

100

Tyr

Arg

Val

Asp

Leu

180

Leu

Gly

Glu

Leu

Asn

85

Ser

Leu

Thr

Ser

Ser

165

Asp

Leu

Artificial

primer

3

Phe

Phe

Trp

Ile

Asp

Lys

Leu

Gln

150

Ala

Val

Thr

atctactggg acggaacagc

<210>
<211>
<212>
<213>

<220>

4
20
DNA

Artificial

Thr

His

55

Glu

Thr

Ala

Thr

Lys

135

Leu

His

Glu

Trp

Leu

40

Phe

Ala

Ser

Glu

Val

120

Ser

Gln

Arg

Ala

Met
200

25

Leu

Gly

Phe

Ala

Ser

105

Phe

Phe

Pro

Arg

Ala

185

Gln

Leu

Pro

Trp

Arg

90

Cys

Lys

Ser

Ser

Phe

170

Leu

Lys

Trp

Cys

Ala

75

Leu

Tyr

Asn

Thr

Gln

155

Leu

Thr

Phe

Ser

Gln

60

Val

Leu

Leu

Tyr

Leu

140

Glu

Leu

Lys

Tyr

Gln

45

Val

Lys

Gln

Val

His

125

Ala

Asn

Phe

Ala

Lys
205

30

Val

Lys

Asp

Gln

His

110

Asn

Asn

Glu

Arg

Leu

190

Leu

Ser

Gly

Thr

Glu

95

Thr

Arg

Asn

Met

Arg

175

Gly

Gly

Val

Met

80

Val

Leu

Thr

Phe

Phe

160

Ala

Glu

20



<223> primer

<400> 4
gcggagattc tcttcecctcetg

<210> b5

<211> 21

<212> DNA

<213> Artificial

<220>
<223> probe

<400> b

cggtctctce caggacaggce a

<210> 6

<211> 19

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 6
cgactgtgat gcgctaatg

<210> 7

<211> 20

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 7
tctcggtgac aaagtcgaag

<210> 8

<211> 20

<212> DNA

<213> Artificial

<220>
<223> probe

<400> 8
catccaggag gcccgtgagce

<210> 9

<211> 20

<212> DNA

<213> Artificial

<220>
<223> primer

<400> 9
tccatctgge agttcaagag

20

21

19

20

20

20



<210>
<211>
<212>
<213>

<220>
<223>

<400>

gcgatggaga tcagattcag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tgccagaaag ctgaccacag ca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

gataacgtgg tgttgtgcct

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ggatgttgat gtcgttctcg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

ctgtcgtegt cctegtceccecge

<210>
<211>
<212>
<213>

10

20

DNA
Artificial

primer

10

11

22

DNA
Artificial

probe

11

12

20

DNA
Artificial

primer

12

13

20

DNA
Artificial

primer

13

14

20

DNA
Artificial

probe

14

15

20

DNA
Artificial

20

22

20

20

20



<220>
<223>

<400>

tgccaagctt ctctgtgaaa

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tttgatcact cccaccttca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

cctgagtceccg atgattcctg ctga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

cgagaatgtc aaggcaaaga

<210>
<211>
<212>
<213>

<220>
<223>

<400>

agggtacgac catcttccag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

primer

15

16

20

DNA
Artificial

primer

16

17

24

DNA
Artificial

probe

17

18

20

DNA
Artificial

primer

18

19

20

DNA
Artificial

primer

19

20

23

DNA
Artificial

probe

20

20

20

24

20

20



ccggcaaaga tcaacctctg ctg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

21

19

DNA
Artificial

primer

21

gaaggtgaag gtcggagtc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

22

20

DNA
Artificial

primer

22

gaagatggtg atgggatttc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

23

20

DNA
Artificial

probe

23

caagcttcce gttctcagcece

23

19

20

20



