<110>
<120>
<130>

<150>
<151>

<160>
<170>

14

<210>
<211>
<212>
<213>

<220>
<223>

1
990
DNA

Curevac GmbH
PCa-Cocktail
Ccu01rP067w01

PCT/EP2007/008771
2007-10-09

Artificial

Description of

(see Figure 1)

<400> 1
gggagaaagc

ggcgccgcegce
cagccctggc
cacccccagt
ggccggcaca
ttcccceccacc
gacagcagcc
gtgaaggtga
ggctggggga
ctgcacgtga
atgctgtgcg
cccctggtct
ctgcccgagc
accatcgtgg
acgggccctc
aaaaaaaaaa
cccecececcecc
<210> 2

<211> 786
<212> DNA
<213>

<220>
<223>

ttaccatgtg
ccctgatect
aggtgctggt
gggtgctgac
gcctgttcca
ccctgtacga
acgacctgat
tggacctgcc
gcatcgagcc
tcagcaacga
ccggecggtg
gcaacggcgt
gccccagect
ccaacccgtg
ctccectect
aaaaaaaaaa

ccctctagac

Artificial

Description of

(see Figure 2)

PatentIn version 3.3

sequence: construct RNActiveII KLK3(GC) = PSA

ggtgccggtc
gtcgcggatc
ggccagccgc
cgccgcececac
ccccgaggac
catgagcctc
gctgctgegg
gacccaggag
cgaggagttc
cgtgtgcgcc
gaccggcggce
gctgcagggce
gtacaccaag
accactagtt
tgcaccgaga
aaaaaaaaaa

aattggaatt

2008012357
SEQUENCE LISTING

gtgttcctga
gtggggggct

ggccgggcecg
tgcatccgga

accggccagg
ctgaagaacc
ctgagcgagc
cccgeectgg
ctcaccccca
caggtgcacc
aagagcacct
atcaccagct
gtggtgcact
ataagactga
ttaataaaaa

dadaaaadaat

ccctcagegt
gggagtgcga
tgtgcggcgg
acaagagcgt
tgttccaggt
ggttcctgeg
ccgccgagcet
gcaccacctg
agaagctgca
cccagaaggt
gcagcggcega
ggggcagcga
accggaagtg
ctagcccgat
aaaaaaaaaa

attccccccc

sequence: CDS KLK3(wt) = PSA

Seite 1

gacgtggatc
gaagcacagc
cgtgctggtg
catcctgctg
gagccacagc
gcccggegac
gaccgacgcc
ctacgccagc
gtgcgtggac
gaccaagttc
cagcggeggce
gccctgegec
gatcaaggac
gggcctccca
aaaaaaaaaa

(ddddaddaade

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
990



<400> 2
atgtgggtcc

atcctgtctc
cttgtggcct
ctcacagctg
tttcatcctg
tacgatatga
ctcatgctgc
ctgcccaccc
gaaccagagg
aatgacgtgt
cgctggacag
ggtgtgcttc
tccctgtaca
ccctga
<210>

<211>

<212>

<213>

<220>
<223>

3
786
DNA

cggttgtctt
ggattgtggg
ctcgtggeag
cccactgcat
aagacacagg
gcctcctgaa
tccgectgtce
aggagccagc
agttcttgac
gtgcgcaagt
ggggcaaaag
aaggtatcac

ccaaggtggt

Artificial

Description of

(see Figure 3)

<400> 3
atgtgggtgc

atcctgtccc
ctcgtggegt
ctgacggccg
ttccaccccg
tacgacatga
ctgatgctgce
ctcccgaccce
gagcccgagg
aacgacgtgt
cggtggacgg
ggcgtcctge
agcctctaca

ccctga

ccgtegtgtt
ggatcgtcgg
cccgegggeg
cccactgceat
aggacaccgg
gcctgctgaa
tccgectgtce
aggagcccgce
agttcctgac
gcgcccaggt
gcggcaagtc
agggcatcac

ccaaggtggt

cctcaccctg
aggctgggag
ggcagtctgc
caggaacaaa
ccaggtattt
gaatcgattc
agagcctgcec
actggggacc
cccaaagaaa
tcaccctcag
cacctgctcg

gtcatggggc
gcattaccgg

2008012357

tccgtgacgt
tgcgagaagc
ggcggtgttc
agcgtgatct
caggtcagcc
ctcaggccag
gagctcacgg
acctgctacg
cttcagtgtg
aaggtgacca
ggtgattctg
agtgaaccat

aagtggatca

ggattggtgc
attcccaacc
tggtgcaccc
tgctgggtcg
acagcttccc
gtgatgactc
atgctgtgaa
cctcaggctg
tggacctcca
agttcatgct
ggggcccact
gtgccctgec

aggacaccat

sequence: construct CDS KLK3(GQC)

cctgaccctce
gggctgggag
ggccgtctgce
ccgcaacaag
ccaggtgttc
gaaccgcttc
cgagcccgcec
cctgggcacg
ccccaagaag
ccacccgceag
cacctgcagc

cagctggggg

gcactaccgg

agcgtgacct
tgcgagaagc
ggcggggtgce
agcgtgatcc
caggtcagcc
ctccggeccg
gagctgaccg
acctgctacg
ctccagtgcg
aaggtgacca
ggggactccg
tccgageect

aagtggatca

Seite 2

ggatcggcgce
acagccagcc
tggtgcaccc
tcctgggecg
actcctteccc
gggacgactc
acgcggtgaa
ccagcgaggtg
tcgacctgca
agttcatgct
gcgggcccct
gcgccctgec

aggacacgat

tgcacccctc
ctggcaggtg
ccagtgggtc
gcacagcctg
acacccgctc
cagccacgac
ggtcatggac
gggcagcatt
tgttatttcc
gtgtgctgga
tgtctgtaat
cgaaaggcct

cgtggccaac

= PSA

cgccecgetg
ctggcaggtg
ccagtgggtc
gcactccctg
gcaccccctc
cagccacgac
ggtgatggac
gggctccatc
cgtgatcagc
gtgcgcggag
cgtgtgcaac
cgagcgcccg

cgtcgccaac

60
120
180
240
300
360
420
480
540
600
660
720
780
786

60
120

1180

240
300
360
420
480
540
600
660
720
780
786



<210> 4

<211> 2457
<212> DNA
<213> Arti

<220>
<223>

ficial

Description of

(see Figure 4)

<400> 4
gggagaaagc

cggcgcecgce
ggcttcctgt
cacaacatga
aacttcaccc
atccagagcc
ctgctcagct
aacgagatct
gacatcgtgc
tacgtgaact
tgcagcggca
aacgcccagce
gcceccecggeg
ggcaacatcc
gagtacgcct
ccgatcggct
gactcgagct
aacttctcga
tacaacgtga
gggcaccgeg
cacgagatcg
atcctgttcg
gaggagaaca
atcgagggca
aacctgacca
agctggacca
ggcagcggga

cggtacacca

ttaccatgtg
ggtggctgtg
tcggctggtt
aggccttect
agatccccca
agtggaagga
accccaacaa
tcaacaccag
cccccttcag
acgcccggac
agatcgtgat
tggccggggc
tgaagagcta
tcaacctgaa
accggcgggg
actacgacgc
ggcggggcag
cccagaaggt
tcggcaccct
acagctgggt
tgcggtegtt
ccagctggga
gccggctgcet
actacaccct
aggagctgaa
agaagagccc
acgacttcga

agaactggga

2008012357

sequence: RNActiveIl FOLH1(GC) =

gaacctgctc
cgcecggegec
catcaagtcg
cgacgagctg
cctggecggg
gttcggcctg
gacccacccc
cctgttcgag
cgccttcagce
ggaggacttc
cgcccggtac
caagggcgtg
ccccgacggce
c€ggcgcecggce
catcgccgag
ccagaagctg
cctgaaggtg
gaagatgcac
gcggggcgec
gttcggcggc
cggcaccctg
cgcggaggag
gcaggagegg
ccgcgtggac
gagccccgac
ctcgcecgag
ggtgttcttc

gacgaacaag

cacgagaccg
ctggtcctgg
agcaacgagg
aaggccgaga
accgagcaga
gactcggtgg
aactacatca
ccececegeccc
ccgcagggcea
ttcaagctgg
ggcaaggtgt
atcctgtact
tggaacctgc
gacccgctga
gccgtgggec
ctggagaaga
ccctacaacg
atccacagca
gtggagcccg
atcgaccccc
aagaaggagg
ttcggectge
ggcgtggect
tgcacccegc
gaggggttcg
ttcagcggca
cagcggctgg
ttcagcggcet

Seite 3

acagcgccgt
ccgggggctt
ccaccaacat
acatcaagaa
acttccagct
agctggcgcea
gcatcatcaa
ccggctacga
tgcccgaggg
agcgcgacat
tccggggcaa
cggaccccgce
€cggcgggag
cccecgggta
tgcccagcat
tgggcgggag
tgggccccgg
ccaacgaggt
accggtacgt
agagcggcegce
ggtggcggcc
tgggcagcac
acatcaacgc
tgatgtacag
agggcaagtc
tgccceggat
gcatcgcctc

accccctcta

PSMA

ggcgacggcc
cttcctgetg
cacccccaag
gttcctgtac
ggccaagcag
ctacgacgtg
cgaggacggc
gaacgtgtcg
ggacctggtg
gaagatcaac
caaggtgaag
cgactacttc
cgtccagcgce
ccccgegaac
cceccgtgeac
cgccecgecce
cttcaccggg
gacccgcatc
gatcctcggce
cgccgtggtce
ccgcecggacg
cgagtgggcc
cgactcgagc
cctggtgcac
gctgtacgag
cagcaagctg
gggccgegec

ccacagcgtg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680



2008012357
tacgagacct acgagctggt ggagaagttc tacgacccca tgttcaagta ccacctgacc 1740

gtggcccagg tgcggggcgg gatggtgttc gagctggcca acagcatcgt gctgcccttc 1800
gactgccgcg actacgccgt cgtgctgcgg aagtacgccg acaagatcta ctcgatcagc 1860
atgaagcacc cccaggagat gaagacctac agcgtgagct tcgactcgct gttcagcgcg 1920
gtgaagaact tcaccgagat cgccagcaag ttctcggagc ggctccagga cttcgacaag 1980
agcaacccga tcgtgctgcg catgatgaac gaccagctga tgttcctgga gcgggeccttc 2040
atcgaccccc tgggcctgcc cgaccggccc ttctaccggc acgtgatcta cgcccccage 2100
agccacaaca agtacgccgg cgagtcgttc ccggggatct acgacgccct gttcgacatc 2160
gagagcaagg tggaccccag caaggcctgg ggcgaggtga agcgccagat ctacgtggcc 2220
gccttcaccg tgcaggccgc ggccgagacc ctgagcgagg tggcctgacc actagttata 2280
agactgacta gcccgatggg cctcccaacg ggccctcctc ccctccttge accgagatta 2340

dtaadadaaa ddadadddddd dddddddddd dddddddddd ddddddddad dadadddddda 2400

aaaaaatatt CCCCCCCCCC CCCCCCCCCC cCcccccccce tctagacaat tggaatt 2457
<210> 5

<211> 2253

<212> DNA_

<213> Artificial

<220>

<223> Description of sequence: CDS FOLH1(wt) = PSMA
(see Figure 5)

<400> 5
atgtggaatc tccttcacga aaccgactcg gctgtggcca ccgcgcgecg cccgegetgg 60

ctgtgcgctg gggcgctggt gctggegggt ggcttcttte tcctcggcectt cctcttcggg 120
tggtttataa aatcctccaa tgaagctact aacattactc caaagcataa tatgaaagca 180
tttttggatg aattgaaagc tgagaacatc aagaagttct tatataattt tacacagata 240
ccacatttag caggaacaga acaaaacttt cagcttgcaa agcaaattca atcccagtgg 300
aaagaatttg gcctggattc tgttgagcta gcacattatg atgtcctgtt gtcctaccca 360
aataagactc atcccaacta catctcaata attaatgaag atggaaatga gattttcaac 420
acatcattat ttgaaccacc tcctccagga tatgaaaatg tttcggatat tgtaccacct 480
ttcagtgctt tctctcctca aggaatgcca gagggcgatc tagtgtatgt taactatgca 540
cgaactgaag acttctttaa attggaacgg gacatgaaaa tcaattgctc tgggaaaatt 600
gtaattgcca gatatgggaa agttttcaga ggaaataagg ttaaaaatgc ccagctggca 660
ggggccaaag gagtcattct ctactccgac cctgctgact actttgctcc tggggtgaag 720
tcctatccag atggttggaa tcttcctgga ggtggtgtcc agcgtggaaa tatcctaaat 780
ctgaatggtg caggagaccc tctcacacca ggttacccag caaatgaata tgcttatagg 840
cgtggaattg cagaggctgt tggtcttcca agtattcctg ttcatccaat tggatactat 900

gatgcacaga agctcctaga aaaaatgggt ggctcagcac caccagatag cagctggaga 960
Seite 4



ggaagtctca
aaagtcaaga
actctcagag
tgggtgtttg
agctttggaa
tgggatgcag
ctccttcaag
actctgagag
ctgaaaagcc
agtccttccc
tttgaggtgt
tgggaaacaa
ttggtggaaa
ggagggatgg
gctgtagttt
gaaatgaaga
gaaattgctt
ttaagaatga
ttaccagaca
gcaggggagt
ccttccaagg
gcagctgcag
<210> 6

<211>
<212>
<213>

<220>
<223>

DNA

2253

aagtgcccta
tgcacatcca
gagcagtgga
gtggtattga
cactgaaaaa
aagaatttgg
agcgtggegt
ttgattgtac
ctgatgaagg
cagagttcag
tcttccaacg
acaaattcag
agttttatga
tgtttgagct
taagaaagta
catacagtgt
ccaagttcag
tgaatgatca
ggccttttta
cattcccagg

cctggggaga
agactttgag

Artificial

Description of

(see Figure 6)

<400> 6
atgtggaacc

ctgtgcgcecg
tggttcatca
ttcctggacg
ccccacctgg

aaggagttcg

tgctccacga
gcgccctggt
agtccagcaa
agctgaaggc
ccgggaccga

gcctcgacag

caatgttgga
ctctaccaat
accagacaga
ccctcagagt
ggaagggtgg
tcttcttggt
ggcttatatt
accgctgatg
ctttgaaggc
tggcatgccc
acttggaatt
cggctatcca
tccaatgttt
agccaattcc
tgctgacaaa
atcatttgat
tgagagactc
actcatgttt
taggcatgtc
aatttatgat
agtgaagaga

tgaagtagcc

2008012357

cctggcttta
gaagtgacaa
tatgtcattc
ggagcagctg
agacctagaa
tctactgagt
aatgctgact
tacagcttgg
aaatctcttt
aggataagca
gcttcaggca
ctgtatcaca
aaatatcacc
atagtgctcc
atctacagta
tcactttttt
caggactttg
ctggaaagag
atctatgctc
gctctgtttg
cagatttatg

taa

ctggaaactt
gaatttacaa
tgggaggtca
ttgttcatga
gaacaatttt
gggcagagga
catctataga
tacacaacct
atgaaagttg
aattgggatc
gagcacggta
gtgtctatga
tcactgtggc
cttttgattg
tttctatgaa
ctgcagtaaa
acaaaagcaa
catttattga
caagcagcca
atattgaaag

ttgcagcctt

sequence: CDS FOLH1(GC) = PSMA

gaccgacagc
cctcgeecggg
cgaggccacg
cgagaacatc

gcagaacttc

cgtggagctg

gccgtggeca
ggcttcttcc
aacatcaccc
aagaagttcc
cagctggcca

gcgcactacg

Seite 5

ccgegeggceg
tgctggggtt
cgaagcacaa
tctacaactt
agcagatcca

acgtgctgct

ttctacacaa
tgtgataggt
ccgggactca
aattgtgagg
gtttgcaagc
gaattcaaga
aggaaactac
aacaaaagag
gactaaaaaa
tggaaatgat
tactaaaaat
aacatatgag
ccaggttcga
tcgagattat
acatccacag
gaattttaca
cccaatagta
tccattaggg
caacaagtat
caaagtggac

cacagtgcag

ccceeggtgg
cctctteggce
catgaaggcg
cacccagatc
gtcccagtgg

ctcctacccc

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2253

60
120
180
240
300
360



aacaagacgc
acctccctgt
ttctccgect
cgcaccgagg
gtgatcgccc
ggcgccaagg
tcctacccecg
ctgaacgggg
cgcggceatcg
gacgcccaga
ggcagcctga
aaggtgaaga
acgctgcggg
tgggtgttcg
agcttcggga
tgggacgcgg
ctgctccagg
acgctgcgceg
ctgaagtccc
agcccgtecc
ttcgaggtct
tgggagacca
ctggtggaga
gggggcatgg
gccgtggtgce
gagatgaaga
gagatcgcca
ctgcgcatga
ctgcccgacc
gcgggegagt
ccctccaagg

gcggcecgcecg

<210> 7
<211> 576
<212> DNA

accccaacta
tcgagccgcec
tcagccccca
acttcttcaa
gctacgggaa
gggtgatcct
acgggtggaa
ccggcgaccc
ccgaggccgt
agctgctcga
aggtcccgta
tgcacatcca
gcgccgtgga
ggggcatcga
ccctgaagaa
aggagttcgg
agcggggcegt
tggactgcac
ccgacgaggg
ccgagttcag
tcttccageg
acaagttcag
agttctacga
tgttcgagct
tgcgcaagta
cgtacagcgt
gcaagttctc
tgaacgacca
gccccttcta
ccttcceggg
cctggggcga

agaccctgag

catcagcatc
cccecceccggg
gggcatgccc
gctcgagegg
ggtgttccgg
gtacagcgac
cctccecggce
gctcaccccc
gggcctgcecc
gaagatgggc
caacgtgggg
cagcaccaac
gcccgaccge
cccccagtcec
ggagggctgg
gctcctggge
cgcctacatc
cccgctgatg
cttcgagggg
cggcatgccc
gctgggcatc
cggctacccc
cccgatgttc
ggccaacagc
cgcggacaag
ctccttcgac
cgagcggctc
gctgatgttc
ccggcacgtc
gatctacgac
ggtgaagcgc
cgaggtggcc

2008012357

atcaacgagg
tacgagaacg
gagggggacc
gacatgaaga
ggcaacaagg
ccggccgact
ggcggggtec
gggtaccccg
agcatcccgg
gggtccgegce
cccggecttca
gaggtcaccc
tacgtcatcc
ggcgecgecg
cggcegegec
agcaccgagt
aacgccgaca
tacagcctcg
aagagcctct
cggatctcca
gcgtccggge
ctctaccact
aagtaccacc
atcgtcctcc
atctacagca
agcctgttct
caggacttcg
ctcgagcggg
atctacgccc
gccctetteg
cagatctacg

tga

Seite 6

acggcaacga
tcagcgacat
tggtgtacgt
tcaactgctc
tcaagaacgc
acttcgccecc
agcgcggcaa
cgaacgagta
tgcaccccat
cccccgacag
cgggcaactt
gcatctacaa
tcgggggceca
tggtccacga
ggaccatcct
gggccgagga
gctccatcga
tgcacaacct
acgagtcctg
agctggggag
gcgcccggta
ccgtgtacga
tgaccgtcgce
ccttcgactg
tctccatgaa
ccgccgtgaa
acaagagcaa
ccttcatcga
cctccageca
acatcgagag

tcgccgectt

gatcttcaac
cgtgccgecc
caactacgcc
cggcaagatc
ccagctggcg
cggcgtgaag
catcctgaac
cgcctaccgg
cgggtactac
ctcctggegg
ctccacccag
cgtgatcggg
ccgggacagce
gatcgtgcgc
gttcgectcc
gaactcccgce
ggggaactac
gaccaaggag
gaccaagaag
cggcaacgac
cacgaagaac
gacctacgag
ccaggtgcgce
ccgggactac
gcacccccag
gaacttcacc
ccccatcgtg
cccgetggag
caacaagtac
caaggtggac

caccgtgcag

420
480
540
600
660
720
780
840
900
960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2253



<213>

<220>
<223>

Artificial

Description of

(see Figure 7)

<400> 7
gggagaaagc

cagccgggga
ctgcaggtgg
gtgggcctgc
gactactacg
ggcgcccacg
ctgctctggg
ctcccaacgg
daaadadaaa
CcCccccececcce
<210>
<211>
<212>
<213>

<220>
<223>

8
372
DNA

ttaccatgaa
ccgeectget
agaactgcac
tcaccgtgat
tgggcaagaa
ccctgcagec
gccccggceca
gccctectec
aaaaaaaaaa

cceeeccecct

Artificial

Description of

(see Figure 8)

<400> 8
atgaaggctg

ctgctgtgct
tgcacccagc
gtcatcagca
aagaagaaca
cagccggctg
ggccagctct
<210> 9

<211> 372
<212> DNA
<213>

<220>
<223>

tgctgcttgce
actcctgcaa
tgggggagca
aaggctgcag
tcacgtgctg
ctgccatcct

ag

Artificial

Description of

(see Figure 9)

<400> 9
atgaaggccg

ctgctctgct

tgcacccagc

tgctgctcgce
acagctgcaa

tgggcgagca

2008012357

sequence: RNActiveII PSCA(GC)

ggccgtgetg
gtgctacagc
gcagctgggc
cagcaagggc
gaacatcacc
cgcggecgcec
gctgtgacca
cctccttgea
aaaaaaaaaa

ctagacaatt

sequence: CDS PSCA(wt)

cctgttgatg
agcccaggtg
gtgctggacc
cttgaactgc
tgacaccgac

tgcgctgcetc

sequence: CDS PSCA(GC)

ctcgcgetgce
tgcaaggccc
gagcagtgct
tgcagcctga
tgctgcgaca
atcctggccc
ctagttataa
ccgagattaa
aaaaaaaaaa

ggaatt

gcaggcttgg
agcaacgagg
gcgcgceatcc
gtggatgact
ttgtgcaacg

cctgcactcg

tgatggccgg
aggtctcgaa
ggaccgcccg
actgcgtgga
ccgacctgtg
tgctgcecgce
gactgactag
taaaaaaaaa

daaaatattc

ccctgcagcec
actgcctgca
gcgcagttgg
cacaggacta

ccagcggggc
gcctgetget

cctggccctg
cgaggactgc
gatccgcgcec
cgacagccag
caacgccagc
cctgggcectg
cccgatgggc
aaaaaaaaaa

cccccccecccc

aggcactgcc
ggtggagaac
cctecctgacc
ctacgtgggc
ccatgccctg

ctggggaccc

cctgctgatg gcgggcctcg ccctgcagecc cgggaccgec

ggcccaggtc tccaacgagg actgcctgca ggtggagaac

gtgctggacg gcccggatcc gcgcggtggg gctcctgacc

Seite 7

60
120
180
240
300
360
420
480
540
576

60
120
180
240
300
360
372

60
120
180



2008012357

gtcatcagca agggctgctc cctgaactgc gtggacgaca

aagaagaaca tcacctgctg cgacaccgac ctctgcaacg

cagccggcgg ccgccatcct ggeccctcctg ccecgeectgg

ggccagctct

10
1224
DNA
Arti

<210>
<211>
<212>
<213>
<220>
<223>

<400> 10
gggagaaagc

atgaagccgc
tcgatgctga
gactgcccga
" aagatcgccg
cacccgctgg
aaggtgctcc
gcggccatcg
aagtggatgc
gcgatctact
gcctaccagce
atggagatct
accagcatcc
aagctgggcea
aagtggatcg
ttcctgecga
aagatcctca
tgcagccagc
cctecteecce
aaaaaaaaaa
ccceceectct
<210>
<211>

<212>
<213>

11
1020
DNA
Arti

ga

ficial

ttaccatgga
gccggaacct
agcggeccgt
gcgagctcca
ccatcatcgc
ccacgtcgca
ccatggtcag
tccagctgea
tgacgcggaa
cgctgagcta
aggtgcagca
acgtgtcgct
cgagcgtgtc
tcgtgtcgcet
acatcaagca
tcgtggtect
agatccggca
tgtgaccact
tccttgceacc
aaaaaaaaaa

agacaattgg

ficial

gagccggaag
cgaggaggac
gctcctgceac
gcacacgcag
gagcctcacc
ccagcagtac
catcaccctg
caacggcacc
gcagttcggce
ccccatgegg
gaacaaggag
ggggatcgtg
ggacagcctg
cctgctgggg
gttcgtctgg
gatcttcaag
cggctgggag
agttataaga
gagattaata
aaaaaaaaaa

aatt

Description of sequence: RNActive II
(see Figure 10)

gacatcacca
gactacctgc
ctgcaccaga
gagctgttcc
ttcctgtaca
ttctacaaga
ctggccctcg
aagtacaaga
ctgctcagct
cgcagctacc
gacgcctgga
ggcctcgcga
acctggcgcg
acgatccacg
tacaccccgc
agcatcctct
gacgtgacga
ctgactagcc
aaaaaaaaaa

aaatattccc

Seite 8

gccaggacta
cctccggegce

gcctectgcet

STEAP (GC)

accaggagga
acaaggacac
ccgcccacgce
cgcagtggca
ccctgctecg
tcccgatcect
tgtacctgcc
agttcccgca
tcttcttcgce
ggtacaagct
tcgagcacga
tcctggecct
agttccacta
cgctcatctt
ccaccttcat
tcctgecgtg
agatcaacaa
cgatgggcct
aaaaaaaaaa

cccceeeccc

ctacgtgggg

ccacgccctg

gtgggggccc

= STEAP1

gctgtggaag
gggcgagacc
ggacgagttc
cctgcccatc
cgaggtcatc
ggtgatcaac
gggggtgatc
ctggctcgac
cgtgctgceac
cctgaactgg
cgtctggcgg
gctcgeegtc
catccagagc
cgcctggaac
gatcgccgtg
cctgcggaag
gaccgagatc
cccaacgggc
aaaaaaaaaa

cccceccececcc

240
300
360
372

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1224



<220>
<223>

<400> 11
atggaaagca
aatttagaag
cctgtgcttt
cttcagcaca
atagcatctc
tcccatcaac
gtttccatca
cttcataatg
agaaagcagt
tcttacccaa
caacaaaata
tctctgggaa
gtgagtgact
tcccttctac
aaacaatttg
gtcctgatat
agacatggtt
<210>
<211>

<212>
<213>

12
DNA

<220>
<223>

<400> 12

atggagagcc
aacctcgagg
ccggtgetec
ctccagcaca
atcgcctecce
agccaccagc
gtctccatca
ctgcacaacg

cgcaagcagt

1020

gaaaagacat
aagacgatta
tgcatttgca
cacaggaact
tgacttttct
aatattttta
ctctcttggce
gaaccaagta
ttgggcttct
tgaggcgatc
aagaagatgc
ttgtgggatt
ctttgacatg
tgggcacaat
tatggtatac

ttaaaagcat

gggaagacgt

Artificial

ggaaggacat
aggacgacta
tgcacctgca
cccaggagct
tcaccttcct
agtacttcta
ccctgetgge
gcaccaagta

tcgggctget

cacaaaccaa
tttgcataag
ccaaacagcc
ctttccacag
ttacactctt
taaaattcca
attggtttac
taagaagttt
cagtttcttt
ctacagatac
ctggattgag
ggcaatactg
gagagaattt
acacgcattg
acctccaact
actattcctg

caccaaaatt

caccaaccag
cctgcacaag
ccagaccgcc
gttcccccag
gtacacgctg
caagatcccc
cctcgtgtac
caagaagttc

cagcttcttc

2008012357

gaagaacttt
gacacgggag
catgctgatg
tggcacttgc
ctgagggaag
atcctggtca
ctgccaggtg
ccacattggt
tttgctgtac
aagttgctaa
catgatgttt
gctctgttgg
cactatattc
atttttgcct
tttatgatag
ccatgcttga

aacaaaactg

gaggagctgt
gacaccggcg
cacgccgacg
tggcacctgc
ctccgggagg
atcctggtga
ctgcccgggg
ccgcactggc
ttcgccgtge

Seite 9

Description of sequence: CDS STEAP(wt) = STEAP1
(see Figure 11)

ggaaaatgaa
agaccagcat
aatttgactg
caattaaaat
taattcaccc
tcaacaaagt
tgatagcagc
tggataagtg
tgcatgcaat
actgggcata
ggagaatgga
ctgtgacatc
agagcaagct
ggaataagtg
ctgttttcct
ggaagaagat

agatatgttc

Description of sequence: CDS STEAP(GC) = STEAPl
(see Figure 12)

ggaagatgaa
agacgtccat
agttcgactg
ccatcaagat
tcatccaccc
tcaacaaggt
tgatcgcggc
tcgacaagtg

tgcacgccat

gcctaggaga
gctaaaaaga

cccttcagaa

‘agctgctatt

tttagcaact
cttgccaatg
aattgtccaa
gatgttaaca
ttatagtctg
tcaacaggtc
gatttatgtg
tattccatct
aggaattgtt
gatagatata
tccaattgtt
actgaagatt

ccagttgtag

gcccegeegg
gctgaagcgc
ccccagegag
cgcggcecatce
gctggcecacc
gctccccatg
catcgtccag
gatgctgacg

ctactccctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020

60
120
180
240
300
360
420
480
540



2008012357

aagctcctga
cacgacgtct
gccctgcetceg
cactacatcc
atcttcgcct
ttcatgatcg
ccctgectgce

dacaagaccg

actgggcgta
ggcgcatgga
ccgtcacctc
agtccaagct
ggaacaagtg
ccgtgttect
gcaagaagat

agatctgcag

ccagcaggtg
gatctacgtg
catccccagc
gggcatcgtg
gatcgacatc
gcccatcgtg
cctcaagatc

ccagctgtga

600
660
720
780
840
900
960
1020

sequence: Kozak sequence (see description p. 28)

/replace="adenosine", or any other nucleic acid

agctacccca tgcggcgctc ctaccggtac

cagcagaaca aggaggacgc ctggatcgag

agcctgggca tcgtggggct cgccatcctg

gtgtccgaca gcctgacctg gcgggagttc

agcctcctge tgggcaccat ccacgegctce

aagcagttcg tctggtacac gcccccgacc

gtcctgatct tcaagtccat cctcttcctg

cggcacgggt gggaggacgt gaccaagatc

<210> 13

<211> 13

<212> RNA

<213> Artificial

<220>

<223> description of

<400> 13

gccgccacca ugg

<210> 14

<211> 15

<212> RNA

<213> Artificial

<220>

<223>
description p. 30)

<220>

<221> wvariation

<222> (D)..(D

<223> /replace="cytosine"
/replace="uracile"

<220>

<221> misc_feature

<222> (D..D

<223> nis a, ¢, g, or u

<220>

<221> wvariation

<222> (5)..(5

<223> /replace="cytosine"
/replace="uracile"
/replace="guanosine"

<220> .

<221> repeat_unit

<222> (5)..(5

Seite 10

description of sequence: generic stabilizing sequence (see

13



<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

2008012357
X = any number

variation
(9..09

/replace="uracile"

/replace="adonosine"

repeat_unit
(10)..(10)
X = any number

variation
(10)..C10)
/replace="pyrimidine"

variation
(13)..(13) )
/replace="cytosine"

/replace="uracile"

14

nccancccnn ucncc

Seite 11
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