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<210> 1
<211> 116
<212> DNA

<213> Artificial sequence

<220>

<223> Chemically synthesised

<220>

<221> misc_feature

<222> (48)..(94)

<223> nucleotide = a, t, g, ¢

<400> 1
aattctaata cgactcacta tagggagagg agggagatag atatcaannn nnnnnnnnnn 60
NNNNNNNNNN NNNNNNNNNN nnnnnnnnnn nnnnagtttg tcctcacggt ggatgg 116

<210> 2



<211> 95

<212> RNA

<213> Artificial sequence

<220>

<223> Chemically synthesised

<400> 2

gggagaggag ggagauagau aucaacaaug acuagccgug uaaguggucu cguacauccg 60
aaaaagacga cccaguuugu ccucacggug gaugg 95
<210> 3

<211> 93

<212> RNA

<213> Artificial Sequence

<220>

<223> Chemically synthesised

<400> 3

gggagaggag ggagauagau aucaauaucg ccacguuacg aguaccaagc uuuauuuccg 60
cagcccgaua gaguuugucc ucacggugga ugg 93
<210> 4

<211> 94



<212> RNA

<213> Artificial sequence

<220>

<223> Chemically synthesised

<400> 4

gggagaggag ggagauagau aucaaguaacC aaaugauacu uuccaagcau aauucauucg 60
cagcccgaau uaaguuuguc cucacggugg augg 94
<210> 5

<211> 94

<212> RNA

<213> Artificial sequence

<220>

<223> Chemically synthesised

<400> 5

gggagaggag ggagauagau aucaauaaag ucggugacac cacgcaucca aauaccggua 60

cgcggaacua auaguuuguc cucacggugg augg 94



