N1102PCT_sequ.list..txt
SEQUENCE LISTING

<110> Max-Planck-Gesellschaft zur Forderung der Wissenschaften

e.V.
<120> Means and methods for treating peripheral and cardiovascular

.diseases via modulation of arteriogenesis
<130> N1102 PCT
<150> EP 07 01 7091.5
<151> 2007-08-31
<160> 2
<170> PatentIn version 3.3
<210> 1
<211> 3254
<212> DNA
<213> homo sapiens
<400> 1
ccggccggga ttcaggaagce gcggatctcc cggccgecgg cgeccagecg tcccggaggc 60
tgagcagtgc agacgggcct ggggcaggca tggcggattc cagcgaaggc ccccgcgcgg 120
ggcccgggga ggtggctgag ctccccgggg atgagagtgg caccccaggt ggggaggcett 180
ttcctctete ctececctggece aatctgtttg agggggagga tggctccecctt tcgccectcac 240
cggctgatgc cagtcgccct gctggcccag gcgatgggeg accaaatctg cgcatgaagt 300
tccagggcge cttccgcaag ggggtgccca accccatcga tctgcectggag tceccaccctat 360
atgagtcctc ggtggtgect gggcccaaga aagcacccat ggactcactg tttgactacg 420
gcacctatcg tcaccactcc agtgacaaca agaggtggag gaagaagatc atagagaagc 480
agccgcagag ccccaaagcc cctgceccctce ageccgeccec catcctcaaa gtcttcaacc 540
ggcctatect ctttgacatc gtgtcccggg gcectccactgce tgacctggac gggctgcetcece 600
cattcttgct gacccacaag aaacgcctaa ctgatgagga gtttcgagag ccatctacgg 660
ggaagacctg cctgcccaag gccttgctga acctgagcaa tggccgcaac gacaccatcce 720
ctgtgctget ggacatcgcg gagcgcaccg gcaacatgceg ggagttcatt aactcgecct 780
tccgtgacat ctactatcga ggtcagacag ccctgcacat cgccattgag cgtcgctgea 840
aacactacgt ggaacttctc gtggcccagg gagctgatgt ccacgcccag gcecccgtggge 900
gcttcttcca gecccaaggat gaggggggct acttctactt tggggagectg cccctgtege 960
tggctgectg caccaaccag ccccacattg tcaactacct gacggagaac ccccacaaga 1020
aggcggacat gcggcgccag gactcgcgag gcaacacagt gctgcatgcg ctggtggceca 1080
ttgctgacaa cacccgtgag aacaccaagt ttgttaccaa gatgtacgac ctgctgctgce 1140
tcaagtgtgc ccgcctctte cccgacagca acctggaggc cgtgctcaac aacgacggcec 1200
tctcgececet catgatgget gccaagacgg gcaagattgg gatctttcag cacatcatcc 1260
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ggcgggaggt
atgggccagt
cctcegtget
ctgtggagcc
tctacatcaa
accagccgcet
tggctggcga
acttgttcat
tgctctactt
tcgaggccta
acttcacccg
tcaaggacct
ccectggtcte
actgcacagt
tggacctgtt
accccgtggt
tcaacatgct
acatctggaa
tcctgaggaa
ctcctgaccyg
acttgggcat
cgcataccgt
aactgaacaa
cccgcectgega
tctagggact
tcagcagtgce
agtggaggtg
ggggtggggg
gcccctcecac
aagcgacgtg
tgcactgccc

tggcagcgtg

gacggatgag
gtattcctcg
ggagatcctg
catcaatgaa
cgtggtctcc
ggagggcaca
ggtcattacg
gaagaaatgc
catctactct
cctggecegtg
tgggctgaag
tttccgattce
cctcctgaac
gcccacttac
taagctgacc
cttcatcatc
cattgccectce
gctgcagtgg
ggccttecge
caggtggtgc
catcaacgag
gggccgectce
gaactcgaac
tggccaccag
gcagcccagce
cttctggggt
ccagggaggc
ctcccggeca
ctcaggcccc
acccctgecc
ggccaagccce

gcagctttgce
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gacacacggc
ctttatgacc
gtgtacaaca
ctgctgcggyg
tacctgtgtg
ccgeccgtacc
ctcttcactg
cctggagtga
gtcctggtga
atggtctttg
ctgacgggga
ctgctcgtct
ccgtgtgeca
ccctegtgece
atcggcatgg
ctgctggtga
atgggcgaga
gccaccacca
tctggggaga
ttcagggtgg
gacccgggca
cgcagggatc
ccggacgagg
cagggttacc
cccagcttcet
gtcccecccac
cccaggaccce
cctgtcttge
agcccctgcece
cagctggaac
cagcctcagc

aaggggctgg

acctgtcccg
tctectecect
gcaagattga
acaagtggcg
ccatggtcat
cttaccgcac
gggtcctgtt
attctctett
tcgtctcage
ccctggtcect
cctatagcat
acttgctcett
acatgaaggt
gtgacagcga
gcgacctgga
cctacatcat
cagtgggcca
tcctggacat
tggtcaccgt
atgaggtgaa
agaatgagac
gctggtccte
tggtggtgcc
cccgcaagtg
ctgcccactc
accctgcecttt
tgtggtcccc
tcctatggag
tctccattat
ctggcagagg
ctgcgcctga

ggccctecggce
2

caagttcaag
ggacacgtgt
gaaccgccac
caagttcggg
cttcactctc
cacggtggac
cttcttcacc
cattgatggc
agccctctac
gggctggatg
catgatccag
catgatcggc
gtgcaatgag
gaccttcagc
gatgctgagc
cctcaccttt
ggtctccaag
tgagcgctcce
gggcaagagc
ctggtctcac
ctaccagtat
ggtggtaccc
tctggacagc
gaggactgat
atttctagtc
ggccccagag
tggctctgcece
tcacataagc
ttatttgctce
ccttaggacc
gctgecatgcg

gtggggccat

gactgggcct
ggggaagagg
gagatgctgg
gccgtctect
accgcctact
tacctgcggce
aacatcaaag
tccttceccage
ctggcaggga
aatgcccttt
aagattctct
tacgcttcag
gaccagacca
accttcctcec
agcaccaagt
gtgctgctcc
gagagcaagc
ttcceegtat
tcggacggca
tggaaccaga
tatggcttct
cgcgtggtygg
atggggaacc
gacgccccgce
cagccgcatt
gcgagggacc
tccccacccet
caacgccaga
tgctctcagg
ccgttccaag
ccaccatttt

gccttetgtyg

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220
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2340

2400
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tgttctgtag tgtctgggat ttgccggtgce tcaataaatg tttattcatt gacggtgaaa 3240

aaaaaaaaaa aaaa 3254
<210> 2

<211> 871

<212> PRT

<213> homo sapiens

<400> 2

Met Ala Asp Ser Ser Glu Gly Pro Arg Ala Gly Pro Gly Glu Val Ala
1 5 10 15

Glu Leu Pro Gly Asp Glu Ser Gly Thr Pro Gly Gly Glu Ala Phe Pro
20 25 30

Leu Ser Ser Leu Ala Asn Leu Phe Glu Gly Glu Asp Gly Ser Leu Ser
35 40 45

Pro Ser Pro Ala Asp Ala Ser Arg Pro Ala Gly Pro Gly Asp Gly Arg
50 55 60

Pro Asn Leu Arg Met Lys Phe Gln Gly Ala Phe Arg Lys Gly Val Pro
65 70 75 80

Asn Pro Ile Asp Leu Leu Glu Ser Thr Leu Tyr Glu Ser Ser Val Val
85 90 95

Pro Gly Pro Lys Lys Ala Pro Met Asp Ser Leu Phe Asp Tyr Gly Thr
100 105 110

Tyr Arg His His Ser Ser Asp Asn Lys Arg Trp Arg Lys Lys Ile Ile
115 120 125

Glu Lys Gln Pro Gln Ser Pro Lys Ala Pro Ala Pro Gln Pro Pro Pro
130 135 140

Ile Leu Lys Val Phe Asn Arg Pro Ile Leu Phe Asp Ile Val Ser Arg
145 150 155 160

Gly Ser Thr Ala Asp Leu Asp Gly Leu Leu Pro Phe Leu Leu Thr His
165 170 175

Lys Lys Arg Leu Thr Asp Glu Glu Phe Arg Glu Pro Ser Thr Gly Lys
180 185 190

Thr Cys Leu Pro Lys Ala Leu Leu Asn Leu Ser Asn Gly Arg Asn Asp
195 200 205



N1102PCT_sequ.list..txt
Thr Ile Pro Val Leu Leu Asp Ile Ala Glu Arg Thr Gly Asn Met Arg
210 215 220

Glu Phe Ile Asn Ser Pro Phe Arg Asp Ile Tyr Tyr Arg Gly Gln Thr
225 230 235 240

Ala Leu His Ile Ala Ile Glu Arg Arg Cys Lys His Tyr Val Glu Leu
245 250 255

Leu Val Ala Gln Gly Ala Asp Val His Ala Gln Ala Arg Gly Arg Phe
260 265 270

Phe Gln Pro Lys Asp Glu Gly Gly Tyr Phe Tyr Phe Gly Glu Leu Pro
275 280 285

Leu Ser Leu Ala Ala Cys Thr Asn Gln Pro His Ile Val Asn Tyr Leu
290 295 300

Thr Glu Asn Pro His Lys Lys Ala Asp Met Arg Arg Gln Asp Ser Arg
305 310 315 320

Gly Asn Thr Val Leu His Ala Leu Val Ala Ile Ala Asp Asn Thr Arg
325 330 335

Glu Asn Thr Lys Phe Val Thr Lys Met Tyr Asp Leu Leu Leu Leu Lys
340 345 350

Cys Ala Arg Leu Phe Pro Asp Ser Asn Leu Glu Ala Val Leu Asn Asn
355 360 365

Asp Gly Leu Ser Pro Leu Met Met Ala Ala Lys Thr Gly Lys Ile Gly
370 375 380

Ile Phe Gln His Ile Ile Arg Arg Glu vVal Thr Asp Glu Asp Thr Arg
385 390 395 400

His Leu Ser Arg Lys Phe Lys Asp Trp Ala Tyr Gly Pro Val Tyr Ser
405 410 415

Ser Leu Tyr Asp Leu Ser Ser Leu Asp Thr Cys Gly Glu Glu Ala Ser
420 425 430

val Leu Glu Ile Leu Val Tyr Asn Ser Lys Ile Glu Asn Arg His Glu
435 440 445

Met Leu Ala Val Glu Pro Ile Asn Glu Leu Leu Arg Asp Lys Trp Arg
450 455 460
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Lys Phe Gly Ala Val Ser Phe Tyr Ile Asn Val Val Ser Tyr Leu Cys
465 470 475 480

Ala Met vVal Ile Phe Thr Leu Thr Ala Tyr Tyr Gln Pro Leu Glu Gly
485 490 495

Thr Pro Pro Tyr Pro Tyr Arg Thr Thr vVal Asp Tyr Leu Arg Leu Ala
500 505 510

Gly Glu Val Ile Thr Leu Phe Thr Gly Val Leu Phe Phe Phe Thr Asn
515 520 525

Ile Lys Asp Leu Phe Met Lys Lys Cys Pro Gly Val Asn Ser Leu Phe
530 535 540

Ile Asp Gly Ser Phe Gln Leu Leu Tyr Phe Ile Tyr Ser Val Leu Val
545 550 555 560

Ile val Ser Ala Ala Leu Tyr Leu Ala Gly Ile Glu Ala Tyr Leu Ala
565 570 575

Val Met Val Phe Ala Leu Val Leu Gly Trp Met Asn Ala Leu Tyr Phe
580 585 590

Thr Arg Gly Leu Lys Leu Thr Gly Thr Tyr Ser Ile Met Ile Gln Lys
595 600 605

Ile Leu Phe Lys Asp Leu Phe Arg Phe Leu Leu Val Tyr Leu Leu Phe
610 615 620

Met Ile Gly Tyr Ala Ser Ala Leu Val Ser Leu Leu Asn Pro Cys Ala
625 630 635 640

Asn Met Lys Val Cys Asn Glu Asp Gln Thr Asn Cys Thr Val Pro Thr
645 650 655

Tyr Pro Ser Cys Arg Asp Ser Glu Thr Phe Ser Thr Phe Leu Leu Asp
660 665 670

Leu Phe Lys Leu Thr Ile Gly Met Gly Asp Leu Glu Met Leu Ser Ser
675 680 685

Thr Lys Tyr Pro Val vVal Phe Ile Ile Leu Leu Val Thr Tyr Ile Ile
690 695 700

Leu Thr Phe Val Leu Leu Leu Asn Met Leu Ile Ala Leu Met Gly Glu
705 710 715 720
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Thr Val Gly Gln Val Ser Lys Glu Ser Lys His Ile Trp Lys Leu Gln
725 730 735

Trp Ala Thr Thr Ile Leu Asp Ile Glu Arg Ser Phe Pro Val Phe Leu
740 745 750

Arg Lys Ala Phe Arg Ser Gly Glu Met VvVal Thr val Gly Lys Ser Ser
755 760 765

Asp Gly Thr Pro Asp Arg Arg Trp Cys Phe Arg Val Asp Glu Val Asn
770 775 780

Trp Ser His Trp Asn Gln Asn Leu Gly Ile Ile Asn Glu Asp Pro Gly
785 790 795 800

Lys Asn Glu Thr Tyr Gln Tyr Tyr Gly Phe Ser His Thr Val Gly Arg
805 810 815

Leu. Arg Arg Asp Arg Trp Ser Ser Val Val Pro Arg Val val Glu Leu
820 825 830

Asn Lys Asn Ser Asn Pro Asp Glu Val Val Val Pro Leu Asp Ser Met
835 840 845

Gly Asn Pro Arg Cys Asp Gly His Gln Gln Gly Tyr Pro Arg Lys Trp
850 855 860

Arg Thr Asp Asp Ala Pro Leu
865 870



