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SEQUENCE LISTING

transcription factor ZMM28

<130> PF60

<150>
<151>

Us ©
2007

<le0> 9
<170>

<210> 1

<211> 1270
<212> DNA
<213> Zea

<400> 1

ctcgagaggc
tgcgacgaga
gtgcagctgce
aacgggctgc
atcgtcttct
attcttgagc
gaagaccagg
cagaagagtc
cagcaactgg
ctcatgttcg
ggtgtcctgce
cagctccggg
gttccagatt
tctgagtctg
atgctccgca
gacagcaaca
tccatctcga
caaatgcttt
agttcctgtg
ctttgtgctt
tgcacgttgt
aaaaaaaaaa

<210> 2

<211> 251
<212> PRT
<213> Zea

<400> 2
Met Gly
1

Arg

Arg

Gln Val

Glu Ile
35

Lys

His

Thr
50

Ser

881

0/942,304
-06-06

mays

acctgatctt
gtgagcggga
gccggatcga
tgaagaaggc
ccactaaggg
gttaccagcg
caaattgggg
aaaggcagct
agcaacaact
attcaatttc
aaaagttcat
agcagcaaaa
ccatgccaac
aaccgtctcc
ctgtcaagta
cacctgtcac
tcctgtgatc
acatggtgat
tttattgcca
ggagattcca
acccgtggta

mays

Gly Pro

Thr
20
Ser

Phe
Val

Gly Lys

Val

Ser

Leu

Leu

PatentIn version 3.3

tcctteecgt
gagggtaggt
gaacaagatc
ccacgagatc
gaagctctac
ttactcattt
agatgaatat
gttaggagaa
ggacagttct
cgcgcttcag
ggaggcagag
tggagcatca
tctaaatata
tgctcctgca
acaggtgagg
cgaaatgctt
gaataccggc
tgaagtctgg
tagctaccct
ctactatgtt
atatatataa

Gln Leu

Lys Arg

Cys Asp
40
Tyr Glu
55

cttcctececca
ggcgaggcgg
aaccgccagg
tccgtgetcet
gagtactcta
gaagaaaggqg
gtccggttaa
caattgagtt
ttgaagcata
aaaaaggaga
aaggagaaaa
acaagctccc
gggccatgtc
caagcaaaca
tcttcccagt
cggtgaccct
gtaggtacta
agcttctcag
ttttttctect
tcctcectgtcece
atttgcgttg

Arg Arg Ile
10

Arg Asn

25

Ala

Gly
Glu Vval

Tyr Ser Ser
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cacgtcccca
cggagatggg
tgaccttctc
gcgacgcaga
gccattccag
cagtacttaa
aatccaaact
cactgaccat
ttaggtcaag
aagcacttac
acaaggcttt
catcactttc
aacatagagg
ggggcaacct
gtagttttgce
agatatcaac
ccaataaagt
caccaccata
gatctacgag
tgtgtatgct
taaagatcaa

Glu Asn Lys

Leu Leu Lys

30

Ala Leu Ile

45
Ser

His Ser

60

yield enhancement in plants by modulation of maize MADS box

tcaccattgc
gcgggggccyg
caagcgccgg
ggtcgcgcetce
catggaaggc
cccaagtatt
tgatgcactt
aaaagaactc
aaagaatcag
agatcaaaac
gatgaacgcg
accaccaata
ggcagcagaa
gccaccatgg
agctgatctc
cgatgcacga
caggccccgt
tattgtgttc
ctagacgtag
ttaacggaga
aaaaaaaaaa

Ile Asn
15

Lys Ala
Val Phe

Met Glu

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1270



Gly Ile
65
Leu Asn

Arg Leu
Leu Gly

Glu Gln
130

Gln Leu

145

Leu Thr

Glu Lys
Gly Ala

Ser Met
210

Glu Ser

225

Asn Leu

<210>
<211>
<212>
<213>

<400>
Met Gly

Arg Gln
His Glu
Ser Thr
50
Gly Ile
65
Leu Glu
Ile Leu
Leu Gly
Glu His
130
Gln Leu
145
Leu Lys
Glu Lys
Ala Thr

Ile Pro
210

Leu
Pro
Lys
Glu
115
Gln
Met
Asp
Asn
Ser
195
Pro
Glu
Pro
3

249
PRT

Glu
Ser
Ser
100
Gln
Leu
Phe
Gln
Lys
180
Thr
Thr

Ser

Pro

Arg
Ile
85

Lys
Leu
Asp
Asp
Asn
165
Ala
Ser
Leu

Glu

Trp
245

Oryza sativa

3

Arg Gly Pro

Val
Ile
35

Lys
Leu
Pro
Lys
Glu
115
Gln
Leu
Asn
Asn
Pro

195
Thr

Thr
20

Ser
Gly
Glu
Asn
Ser
100
Gln
Leu
Phe
Gln
Asn
180

Ser

Thr

5
Phe

Val
Lys
Arg
Thr
85

Lys
Leu
Glu
Glu
Asn
165
Ala

Thr

Asn

Tyr
70

Glu
Leu
Ser
Ser
Ser
150
Gly
Leu
Ser
Asn
Pro

230
Met

Val
Ser
Leu
Leu
Tyr
70

Glu
Leu
Asp
Tyr
Ser
150
Asn
Ile

Ser

Asn

Gln
Asp
Asp
Ser
Ser
135
Ile
Val
Met
Pro
Ile
215

Ser

Leu

Gln
Lys
Cys
Tyr
55

Gln
Asp
Asp
Thr
Ser
135
Ile
Val
Ile

Ser

Ser
215

PF60881.ST25.txt

Arg Tyr Ser

Gln
Ala
Leu
120
Leu
Ser
Leu
Asn
Ser
200
Gly

Pro

Arg

Leu
Arg
Asp
40

Glu
Arg
Gln
Ala
Leu
120
Leu
Ser
Leu
Asn
Pro

200
Gln

Ala
Leu
105
Thr
Lys
Ala
Gln
Ala
185
Leu
Pro

Ala

Thr

Arg
Arg
25

Ala
Phe
Tyr
Glu
Leu
105
Thr
Lys
Glu
Gln
Thr
185

Thr

Ser

Asn
90

Gln
Ile
His
Leu
Lys
170
Gln
Ser
Cys

Pro

Val
250

Arg
10

Asn
Asp
Ser
Ser
Asn
90

Gln
Thr
His
Leu
Lys
170
Asn

Pro

Gln

Phe
75

Trp
Lys
Lys
Ile
Gln
155
Phe
Leu
Pro
Gln
Ala

235
Lys

Ile
Gly
Val
Ser
Phe
75

Trp
Lys
Lys
Ile
Gln
155
Leu
Arg

Val

Pro
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Glu
Gly
Ser
Glu
Arg
140
Lys
Met
Arg
Pro
His

220
Gln

Glu
Leu
Ala
His
60

Asp
Gly
Ser
Glu
Arg
140
Lys
Met
Glu

Thr

Arg
220

Glu
Asp
Gln
Leu
125
Ser
Lys
Glu
Glu
Ile
205

Arg

Ala

Asn
Leu
Leu
45

Ser
Glu
Asp
Gln
Leu
125
Ser
Lys
Glu
Glu
Ala

205
Gly

Arg
Glu
Arg
110
Gln
Arg
Glu
Ala
Gln
190
Val

Gly

Asn

Lys
Lys
30

Ile
Ser
Arg
Glu
Arg
110
Gln
Lys
Glu
Thr
Gln
190

Pro

Ser

Ala
Tyr
95

Gln
Gln
Lys
Lys
Glu
175
Gln
Pro

Ala

Arg

Ile
15

Lys
Val
Met
Ala
Tyr
95

Gln
Gln
Lys
Lys
Glu
175
Asn

Asp

Gly

Val
80

Val
Leu
Leu
Asn
Ala
160
Lys
Asn
Asp

Ala

Gly
240

Asn
Ala
Phe
Glu
Val
80

Gly
Leu
Leu
Asn
Ser
160
Lys
Gly

Pro

Glu



PF60881.ST25.txt
Ser Glu Ala Gln Pro Ser Pro Ala Gln Ala Gly Asn Ser Lys Leu Pro

225 230

Pro Trp Met Leu Arg Thr Ser His Thr
245

<210> 4

<211> 267

<212> PRT

<213> Triticum aestivum

<400> 4
Met Gly Arg Gly Pro Val Gln
1 5
Arg Gln Val Thr Phe Ser Lys
20
His Glu Ile Ser Val Leu Cys
35
Ser Thr Lys Gly Lys Leu Tyr
50 55
Asp Val Ile Leu Glu Arg Tyr
65 70
Val Leu Asp Pro Ser Ile Gly
85
Gly Ser Leu Lys Ile Lys Leu
100
Leu Leu Gly Glu Gln Leu Gly
115
Leu Glu Gln Gln Leu Asp Ser
130 135
Asn Gln Leu Leu Phe Glu Ser
145 150
Ser Leu Lys Asp Gln Asn Gly
165
Glu Lys Glu Lys Asn Asn Val
180
Leu Asn Gly Ala Thr Asn Ile
195
Thr Thr Ser Ser Pro Ser Pro
210 215
Ala Thr Pro Asn Ile Gly Pro
225 230
Asn Pro Glu Pro Gln Pro Ser
245
Pro Pro Trp Met Leu Ser Thr
260

<210> 5

<211> 265

<212> PRT

<213> Hordeum vulgare

<400> 5

Met Gly Arg Gly Pro Val Gln
1 5

Arg Gln Val Thr Phe Ser Lys

20
His Glu Ile Ser Val Leu Cys
35
Ser Thr Lys Gly Lys Leu Tyr

Leu
Arg
Asp
40

Glu
Gln
Asn
Asp
Pro
120
Ser
Ile
Val
Leu
Asn
200
Thr
Tyr

Pro

Ile

Leu
Arg
Asp

40
Glu

Arg
Arg
25

Ala
Tyr
Arg
Gln
Ala
105
Leu
Leu
Ser
Leu
Ser
185
His
Pro
Gln

Ala

Ser
265

Arg
Arg
25

Ala

Tyr

Arg
10

Ser
Glu
Ser
Tyr
Ala
90

Phe
Thr
Lys
Glu
Gln
170
Asn
Gln
Ala
Ser
Gln

250
Ser

Arg
10
Ser

Glu

Ser

235

Ile
Gly
Val
Ser
Ser
75

Asn
Gln
Thr
His
Leu
155
Lys
Ile
Glu
Thr
Ser
235

Ala

Arg

Ile
Gly
Val

Ser
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Glu
Leu
Ala
Gln
60

Phe
Trp
Lys
Lys
Ile
140
Gln
His
His
Gln
Ala
220

Glu

Asn

Glu
Leu
Ala

Gln

Asn
Leu
Leu
45

Asp
Glu
Gly
Ser
Glu
125
Arg
Lys
Leu
His
Leu
205
Gln

Ser

Asn

Asn
Leu
Leu

45
Asp

Lys
Lys
30

Ile
Ser
Glu
Asp
Gln
110
Leu
Ser
Lys
Val
Gln
190
Asn
Asp

Gly

Ser

Lys
Lys
30

Ile

Ser

Ile
15

Lys
Val
Ser
Arg
Glu
95

Arg
Gln
Arg
Glu
Glu
175
Glu
Gly
Ser

Gly

Asn
255

Ile
15

Lys
Val

Ser

240

Asn
Ala
Phe
Met
Ala
80

Tyr
Gln
Gln
Lys
Lys
160
Thr
Gln
Ala
Met
Gly

240
Leu

Asn
Ala
Phe

Met



Asp
65

Val
Gly
Leu
Leu
Asn
145
Ser
Glu
Leu
Thr
Ala
225
Glu

Trp

50
Val

Leu
Ser
Leu
Glu
130
Gln
Leu
Lys
Asn
Thr
210
Pro

Pro

Met

<210>
<211>
<212>
<213>

<400>
Met Gly Arg Gly Arg Val Gln

1
Arg

His
Ser
Lys
65

Ile
Arg
Leu
Glu
Gln
145
Ile

Lys

His

6
2
P

Ile
Asp
Leu
Gly
115
Gln
Leu
Lys
Glu
Glu
195
Ser
Pro

Gln

Leu

54
RT

Leu
Pro
Lys
100
Glu
Gln
Leu
Asp
Lys
180
Ala
Ser
Asn

Pro

Arg
260

Glu
Ser
85

Ile
Gln
Leu
Phe
Gln
165
Asn
Thr
Pro
Ile
Ser

245
Thr

Arg
70

Thr
Lys
Leu
Asp
Glu
150
Asn
Asn
Asn
Ser
Gly
230

Pro

Ile

55
Tyr

Gly
Leu
Asp
Ser
135
Ser
Gly
Val
Ile
Pro
215
Pro

Ala

Gly

Arabidopsis thaliana

6

Gln Val

Glu
His
50

Ile
Ala
Leu
Gly
Gln
130
Leu
Gln

Ile

Asn

Ile
35

Lys
Leu
Pro
Lys
Glu
115
Gln
Met
Glu

Leu

Met

Thr
20

Ser
Gly
Glu
Glu
Ala
100
Asp
Leu
Tyr
Gln
Arg

180
Pro

5
Phe

Val
Lys
Arg
Ser
85

Lys
Leu
Asp
Glu
Asn
165

Ala

Pro

Ser
Leu
Leu
Tyr
70

Asp
Ile
Gln
Thr
Ser
150
Ser

Gln

Pro

Lys
Cys
Phe
55

Glu
Val
Glu
Ala
Ala
135
Ile
Met

Gln

Leu

PF60881.ST25.txt

Gln
Asp
Asp
Pro
120
Ser
Ile
Val
Leu
His
200
Thr
Tyr

Gln

Asn

Leu
Arg
Asp
40

Glu
Arg
Asn
Leu
Met
120
Leu
Asn
Leu

Glu

Pro

Arg
Gln
Ala
105
Leu
Leu
Ser
Leu
Ser
185
His
Pro
Gln

Ala

Arg
265

Lys
Arg
25

Ala
Tyr
Tyr
Thr
Leu
105
Ser
Lys
Glu
Ser
Gln

185
Pro

Tyr
Ala
90

Leu
Thr
Lys
Glu
Gln
170
Asn
Gln
Pro

Ser

Asn
250

Arg
10

Ala
Glu
Ser
Ser
Asn
90

Glu
Pro
His
Leu
Lys
170
Trp

Gln

Ser
75

Asn
Gln
Thr
His
Leu
155
Lys
Ile
Glu
Thr
Arg

235
Asn

Ile
Gly
Val
Thr
Tyr
75

Trp
Arg
Lys
Ile
Gln
155
Gln

Asp

Gln

Page 4

60
Phe

Trp
Lys
Lys
Ile
140
Gln
His
His
Gln
Ala
220
Gly

Ser

Glu
Leu
Ala
Asp
60

Ala
Ser
Asn
Glu
Arg
140
Lys
Ile

Gln

His

Glu
Gly
Ser
Glu
125
Arg
Lys
Leu
His
Leu
205
Gln

Gly

Asn

Asn
Leu
Leu
45

Ser
Glu
Met
Gln
Leu
125
Thr
Lys
Lys

Gln

Gln

Glu
Asp
Gln
110
Leu
Ser
Lys
Val
Arg
190
Ser
Asp

Gly

Leu

Lys
Lys
30

Val
Cys
Arg
Glu
Arg
110
Gln
Arg
Glu
Glu
Asn

190
Ile

Arg
Glu
95

Arg
Gln
Arg
Glu
Glu
175
Glu
Gly
Ser

Asp

Pro
255

Ile
15

Lys
Val
Met
Gln
Tyr
95

His
Asn
Lys
Lys
Arg
175
Gln

Gln

Ala
80

Tyr
Gln
Gln
Lys
Lys
160
Thr
Gln
Ala
Met
Pro

240
Pro

Asn
Ala
Phe
Glu
Leu
80

Asn
Tyr
Leu
Asn
Ala
160
Glu

Gly

His



Pro Tyr Met Leu Ser His Gln

215

Leu Tyr Gln Glu Asp Asp Pro

230

Thr Leu Glu Pro Val Tyr Asn

195
210
225
<210> 7
<211> 248
<212> PRT

245

<213> Antirrhinum majus

<400> 7
Met Gly Arg Gly
1
Arg Gln Val Thr
20
His Glu Leu Ser
35
Ser Asn Lys Gly
50
Arg Ile Leu Glu
65
Val Ser Asn Glu

Lys Leu Lys Ala
100

Met Gly Glu Asp

115
Glu Gln Gln Leu
130

Gln Leu Leu Tyr

145

Ile Gln Glu Gln

Lys Glu Ile Ala
180

Asn Ala Ser Ile

195
Phe Pro Cys Ile
210
Glu Asp Arg Arg
225

Cys His Leu Gly
<210> 8

<211> 54

<212> PRT

<213> Zea mays

<400> 8
Met Gly Arg Gly
1
Arg Gln Val Thr
20
His Glu Ile Ser
35

Lys
5
Phe
Val
Lys
Lys
Pro
85
Arg
Leu
Asp
Asp
Asn
165
Gln
Met
Asn

Asn

Cys
245

Pro
Phe

Val

Val Gln
Ser Lys
Leu Cys

Leu Phe
55

Tyr Glu

70

Gln Ser

Ile Glu
Asp Ser
Thr Ala
135
Ser Ile
150
Thr Met
Gln Pro
Pro Pro
Val Gly
215
Glu Leu

230
Phe Ala

Val Gln
Ser Lys

Leu Cys

PF60881.ST25.txt

200
Pro

Met

Cys

Leu
Arg
Asp
40

Glu
Arg
Pro
Leu
Met
120
Leu
Ser
Leu
Gln
Pro
200
Asn

Asp

Ala

Leu
Arg

Asp
40

Ser Pro
Ala Met

Asn Leu
250

Lys Arg
10

Arg Gly

25

Ala Glu

Tyr Ser
Tyr Ser
Ala Asn
90
Leu Gln
105
Ser Leu
Lys Asn
Glu Leu
Ala Lys
170
Trp Glu
185
Pro Gln
Thr Tyr

Leu Thr

Phe
Arg

235
Gly

Ile
Gly
Val
Thr
Phe
75

Trp
Arg
Lys
Ile
Gln
155
Lys
His
Tyr

Glu

Leu
235

Leu
220
Asn

Cys

Glu
Leu
Ala
Asp
60

Ala
Thr
Asn
Glu
Arg
140
His
Ile
His
Ser
Gly

220
Asp

Arg Arg Ile Glu

10

Arg Asn Gly Leu

25

Ala Glu Val Ala

Page 5

205
Asn

Asp

Phe

Asn
Leu
Leu
45

Ser
Glu
Leu
His
Ile
125
Thr
Lys
Lys
Arg
Met
205
Glu

Ser

Asn
Leu

Leu
45

Met Gly Gly

Leu Glu Leu

Ala

Lys
Lys
30

Ile
Cys
Arg
Glu
Arg
110
Gln
Arg
Glu
Glu
His
190
Ala

Gly

Leu

Lys

Lys
30
Ile

Ile
15

Lys
Val
Met
Gln
Tyr
95

His
Ser
Lys
Lys
Lys
175
His
Pro

Ala

Tyr

Ile
15
Lys

Val

240

Asn
Ala
Phe
Asp
Leu
80

Ser
Tyr
Leu
Asn
Ala
160
Glu
Thr
Gln

Asn

Ser
240

Asn
Ala

Phe



PF60881.3T25.txt
Ser Thr Lys Gly Lys Leu

50
<210> 9
<211> 54
<212> PRT

<213> Artificial seguence

<220>
<223> consensus ZMM28 MADS domain

<220>

<221> UNSURE

222> (5)..(5)

<223> Uknown amino acid

<220>
<221> UNSURE
222> (9)..(9)

<223> Uknown amino acid

<220>

<221> UNSURE

<222>  (26) ..(26)

<223> Uknown amino acid

<220>

<221> UNSURE

<222>  (35)..(35H)

<223> Uknown amino acid

<220>
<221> UNSURE
<222>  (42)..(42)

<223> Uknown amino acid

<220>

<221> UNSURE

222> (406) .. (406)

<223> Uknown amino acid

<220>

<221> UNSURE

<222>  (50)..(50)

<223> Uknown amino acid

<400> 9
Met Gly Arg Gly Xaa Val Gln Leu Xaa Arg Ile Glu Asn Lys Ile Asn
1 5 10 15
Arg Gln Val Thr Phe Ser Lys Arg Arg Xaa Gly Leu Leu Lys Lys Ala
20 25 30
His Glu Xaa Ser Val Leu Cys Asp Ala Xaa Val Ala Leu Xaa Val Phe
35 40 45
Ser Xaa Lys Gly Lys Leu
50
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