<110>
<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>

<220>
<223>

<400>

SEQUENCE LISTING
INSERM
METHOD FOR ABSOLUTE QUANTIFICATION OF POLYPEPTIDES
BCT
13
PatentIn version 3.3
1
12
PRT
Artificial
fragment

1

Asn Val Thr Val Gln Glu Leu Asp Leu Gln Ala Arg

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

2

10

PRT
Artificial

fragment

2

Gln Asn Thr Val Pro Leu Glu Thr Val Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

3

12

PRT
Artificial

fragment

3

Tyr Asn Leu Tyr Asn Ser Asp Val Phe Asp Gly Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

5 10
4
11
PRT
Artificial

fragment



<400> 4

His Gln Leu Thr Gln Ile His Gly Leu Tyr Arg

1 5 10
<210> 5

<211> 10

<212> PRT

<213> Artificial

<220>
<223> fragment

<400> 5

Leu Pro Thr Pro Ile Glu Leu Pro Leu Lys

1 5 10
<210> 6

<211> 22

<212> PRT

<213> Artificial

<220>
<223> fragment

<400> 6
Asn Thr Asp Gly Ser Ile Ser Leu Ile Ile Phe Pro Ser Pro Tyr Tyr

1 5 10 15

Ser Pro Ala Phe Thr Lys
20

<210> 7
<211> 12
<212> PRT

<213> Artificial

<220>
<223> fragment

<400> 7

Gln Leu Ala Ile Ser Thr Leu Asp Phe Glu Ile Arg

1 5 10
<210> 8

<211> 55

<212> DNA

<213> Artificial

<220>
<223> primer



<400> 8

ggggacaagt ttgtacaaaa aagcaggcta tattcaacca tgggtgcgaa agtta

<210> 9
<211> 53
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 9

ggggaccact ttgtacaaga aagctgggta tgacaatata cccgggacga cct

<210> 10
<211> 30
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 10
tgacccegeg gaagcgagaa aagcgaagaa

<210> 11
<211> 43
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 11
taaattcccg ggttaacttyg tatataaata tatatcaata tgc

<210> 12
<211> 36
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 12
tgaccccegeg gatctacaaa cgataatata aaggat

<210> 13
<211> 39
<212> DNA

<213> Artificial

<220>
<223> primer

<400> 13

55

53

30

43

36



atttaacccg ggttaattaa tttcectgcette tatagtttt

39



