<110>
<120>
<130> 7601
<160> 3

<170>
<210> 1

<211> 44186
<212> DNA
<213> Arti

<220>

<223> FVI

<400> 1
at ggaaat ag

accagaagat
ggtgagctge
acct cagt cg
gct aagccaa
gat acagt gg
ggt gt at cct
gagaaagaag
aaagagaat g
gt ggacct gg
gggagtctgg
tttgatgaag
gctgcatctg
ct gccaggtc
accactcctg
cgccaggegt
gaccttggac
gcttatgtca
gaagcggaag
gat gacaact
t gggt acat t
cccgat gaca
aagt acaaaa

attcagcatg

. 000-EP

ficial

| cDNA

agct ct ccac
act acct ggg
ct gt ggacgce
t gt acaaaaa
ggccaccct g
t cattacact
act ggaaagc
at gat aaagt
gt ccaat ggc
t aaaagact t

ccaaggaaaa

ggaaaagttg
ctcgggcectg
tgattggatg
aagt gcactc
ccttggaaat
agtttctact
aagt agacag
act at gat ga
ctccttcectt
acattgctgce
gaagttataa
aagt ccgat t

aat caggaat
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Novo Nordi sk A/S
PREVENTI ON OF PROTEI N DEGRADATI ON | N MAMVALI AN CELL CULTURES

Patent|ln version 3.3

ctgcttcttt
t gcagt ggaa
aagatttcct
gactctgttt
gatgggtctg

t aagaacat g
tt ct gaggga
cttccct ggt
ctctgaccca
gaat t caggc
gacacagacc
gcact cagaa
gcct aaaat g
ccacaggaaa
aatattcctc
ctcgccaat a
gttttgtcat
ct gt ccagag
tgat ct t act
tat ccaaatt
t gaagaggag
aagt caat at
t at ggcat ac

ctt gggacct

ctgtgecttt
ct gt cat ggg
cct agagt gc
gtagaattca
ctaggtccta
gcttcccatc
gctgaatatg
ggaagccat a
ctgtgcctta
ct cattggag
tt gcacaaat
acaaagaact
cacacagt ca
t cagt ct at t
gaaggt caca
actttcctta
atctcttcce
gaaccccaac
gattctgaaa
cgctcagttg
gact gggact
ttgaacaatg
acagat gaaa
ttactttatg
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t xt

tgcgattctg
act at atgca
caaaatcttt
cggat cacct
ccat ccaggc
ctgtcagt ct
at gat cagac
catatgtctg
cctactcata
ccct act agt
ttatactact
ccttgatgca
atggt t at gt
ggcat gt gat
catttcttgt
ctgct caaac
accaacat ga
t acgaat gaa
t ggat gt ggt
ccaagaagca
atgctccctt
gcect cageg

cctttaagac

gggaagttgg

ctttagtgce
aagtgatctc
tccattcaac
tttcaacatc
tgaggtttat
tcat gct gt t
cagt caaagg
gcaggtcctg
tctttctcat
at gt agagaa
ttttgctgta
ggat agggat

aaacaggt ct
tggaat gggc
gaggaaccat
actcttgatg
t ggcat ggaa
aaat aat gaa
caggtttgat
t cct aaaact
agt cct cgcce
gattggt agg
t cgt gaagct

agacacactg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440



ttgattatat
gatgtccgtc
ccaattctgce
act aaat cag
gat ctagctt
agaggaaacc
aaccgaagct
cagct t gagg
tttgatagtt
at t ggagcac
atggtctatg
at ggaaaacc
at gaccgcct
agttat gaag
ttctcccaga
gt cttgaaac
attgactatg
gaggat gaaa
gcagt ggaga
gct cagagtg
tcctttactc
t at at aagag
ccctattcct
cct agaaaaa
cat at ggcac
gacct ggaaa
acact gaacc
atctttgatg
ccctgcaata
aat ggct aca
tggtatctgc
gtgttcactg
gtttttgaga
at t ggcgagce

cagactcccc

tt aagaat ca
ctttgtattc
caggagaaat
atcctcggtg
caggact cat
agat aatgtc
ggt acct cac
at ccagagt t
tgcagttgtc
agact gact t
aagacacact
caggtctatg
t act gaaggt
atatttcagc
attcgcgaca
gccat caacg
at gat accat
at cagagccc
ggct ct ggga
gcagt gt ccc
agcccttata
cagaagttga
tctattctag
actttgtcaa
ccact aaaga
aagat gt gca
ctgct cat gg
agaccaaaag
t ccagat gga
t aat ggat ac
t cagcat ggg
t acgaaaaaa
cagt ggaaat

at ctacatgc

t gggaat ggc

agcaagcaga
aaggagatta
att caaat at
cctgaccege
t ggcectctc
agacaagagg
agagaat at a
ccaagcct cc
agtttgtttg
cctttetgte
caccctattc
gattct gggg
ttctagttgt
atacttgctg
ccct agcact
ggagat cact
at cagttgaa
ccgcaget tt
ttatgggatg
t cagtt caag
ccgt ggagaa
agat aat at ¢
ccttatttct
gcct aat gaa
tgagtttgac
ct caggectg
gagacaagt g
ctggtacttc
agat cccact
act acct ggc
cagcaat gaa
agaggagt at
gttaccatcc
t gggat gage

ttctggacac

eol f-seql .t xt

ccat at aaca
ccaaaaggtg
aaat ggacag
tattactcta
ct cat ct gct
aat gt catcc
caacgctttc
aacat cat gc
cat gaggt gg
ttcttctetg
ccattctcag
t gccacaact
gacaagaaca
agt aaaaaca
aggcaaaagc
cgtactactc
at gaagaagg
caaaagaaaa
agt agct ccc
aaagttgttt
ct aaat gaac
at ggt aact t
t at gaggaag
accaaaact t
t gcaaagcct
attggacccc
acagt acagg
act gaaaata
tttaaagaga
tt agt aat gg
aacat ccat t
aaaat ggcac
aaagct ggaa
acactttttc

att agagat t
Page 2

tctaccctca
t aaaacattt
t gact gt aga
gtttcgttaa
acaaagaat ¢
tgttttctgt
tccccaatcc
acagcat caa
catactggta
gat atacctt
gagaaact gt
cagactttcg
ctggtgatta
atgccattga
aatttaatgc
ttcagtctga
aagattttga
cacgacacta
cacatgttct
t ccaggaatt
atttgggact
t cagaaat ca
at cagaggca
acttttggaa
gggcttattt
ttctggtetg
aatttgctct
t ggaaagaaa
attatcgett
ct caggat ca
ctattcattt

t gt acaat ct

tttggcgggt
t ggt gt acag

ttcagattac

cggaat cact
gaaggatttt
agat gggcca
t at ggagaga
t gt agat caa
atttgatgag
agct ggagtg
tggct at gt t
cattctaagc
caaacacaaa
cttcatgtcg
gaacagaggc
ttacgaggac
accaagaagc
caccccaccg
t caagaggaa
catttat gat
ttttattgcet
aagaaacagg
tact gat ggc
cct ggggeca
ggcct ct cgt
aggagcagaa
agt gcaacat
ctctgatgtt
ccacact aac
gtttttcacc
ct gcagggcet
ccatgcaatc
aaggatt cga
cagt ggacat
ct at ccaggt
ggaat gcct t
caat aagt gt

agct t cagga

1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540



caat at ggac
t ggagcacca
cacggcat ca
at cat cat gt
accttaat gg
cctccaatta
cttcgeatgg
agt aaagcaa
acctggtctc
caggt gaat a
ggagt aact a
at ct ccagca
gtttttcagg

ct gact cget

gaggttctgg

<210> 2
<211> 30
<212>
<213>

<220>
<223>

<400> 2

DNA
Artificia

agt gggcccc
aggagccct t

agacccaggg
atagtcttga
tcttetttgg
ttgctcgata
agtt gat ggg
t at cagat gc
cttcaaaagc

at ccaaaaga

ct cagggagt
gt caagat gg

gaaat caaga

accttcgaat

gctgcegagge

aaagct ggcc
ttcttggatc
t gccegt cag
t gggaagaag
caat gt ggat
catccgtttg
ctgtgattta
acagatt act
t cgacttcac
gt ggct gcaa
aaaatctctg
ccat cagt gg
ctccttcaca
t cacccccag

acaggacct ¢

TIMP-1 primer - forward

caccat ggcc ccctttgage ccctggettce

<210> 3

<211> 28
<212>
<213>

<220>
<223>

<400> 3

DNA
Artificia

TIMP-1 primer - reverse

t caggct at ¢ tgggaccgca gggact gc

eol f - seq|

agacttcatt
aaggtggatc
aagttctcca
t ggcagact t
t cat ct ggga
cacccaactc
aatagttgca
gctt cat cct
ct ccaaggga
gtggacttcc
cttaccagca
actctctttt
cctgtggtga
agttgggtgc

tactga
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attccggatc
t gt t ggcacc
gcct ct acat
at cgaggaaa
t aaaacacaa
att at agcat
gcatgccatt
actttaccaa
ggagt aat gc
agaagacaat
tgtatgtgaa
t t cagaat gg
actctctaga

accagattgc

aat caat gcc
aatgattatt
ctctcagttt
ttccact gga
tatttttaac
t cgcagcact
gggaat ggag
tatgtttgce
ct ggagacct
gaaagt caca
ggagttcctc
caaagt aaag

cccaccgtta

cctgaggatg

3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4416

30

28



