SEQUENCE LISTING
<110> 1Integragen
<120> Human diabetes susceptibility TNFRSF10D gene
<130> BO573W0O
<160> 13

<170> PatentIn version 3.3

<210> 1
<211> 3561
<212> DNA

<213> Homo sapiens

<220>
<221> CDS
<222>  (93)..(1253)

<400> 1
agtgtagctg cgagaacctt tgcacgcgca caaactacgg ggacgatttc tgattgattt 60
ttggcgcttt cgatccaccc tcctcececctte tec atg gga ctt tgg gga caa agc 113
Met Gly Leu Trp Gly Gln Ser
1 5
gtc ccg acc gcc tcg age gct cga gca ggg cgc tat cca gga gcc agg 161
Val Pro Thr Ala Ser Ser Ala Arg Ala Gly Arg Tyr Pro Gly Ala Arg
10 15 20
aca gcg tcg gga acc aga cca tgg ctc ctg gac ccc aag atc ctt aag 209
Thr Ala Ser Gly Thr Arg Pro Trp Leu Leu Asp Pro Lys Ile Leu Lys
25 30 35
ttc gtc gtc ttc atc gtc gcg gtt ctg ctg ccg gtc cgg gtt gac tct 257
Phe Val Val Phe Ile Val Ala Val Leu Leu Pro Val Arg Val Asp Ser
40 45 50 55
gcc acc atc ccc cgg cag gac gaa gtt ccc cag cag aca gtg gcc cca 305
Ala Thr Ile Pro Arg Gln Asp Glu Val Pro Gln Gln Thr Val Ala Pro
60 65 70
cag caa cag agg cgc agc ctc aag gag gag gag tgt cca gca gga tct 353
Gln Gln Gln Arg Arg Ser Leu Lys Glu Glu Glu Cys Pro Ala Gly Ser
75 80 85
cat aga tca gaa tat act gga gcc tgt aac ccg tgc aca gag ggt gtg 401
His Arg Ser Glu Tyr Thr Gly Ala Cys Asn Pro Cys Thr Glu Gly Val
90 95 100
gat tac acc att gct tcc aac aat ttg cct tct tgc ctg cta tgt aca 449
Asp Tyr Thr Ile Ala Ser Asn Asn Leu Pro Ser Cys Leu Leu Cys Thr
105 110 115
gtt tgt aaa tca ggt caa aca aat aaa agt tcc tgt acc acg acc aga 497

Val Cys Lys Ser Gly Gln Thr Asn Lys Ser Ser Cys Thr Thr Thr Arg
120 125 130 135



gac
Asp

cct
Pro

aag
Lys

tca
Ser

acc
Thr
200

ata
Ile

tgt
Cys

gga
Gly

tgt
Cys

ctg
Leu
280

caa

Gln

gag
Glu

agg
Arg

agc
Ser

gaa
Glu
360

gaa

acc
Thr

gag
Glu

gtc
Val

gct
Ala
185

acc
Thr

gtg
Val

€99
Arg

gga
Gly

cct
Pro
265

agt

Ser

ggt
Gly

gag
Glu

agg
Arg

acc
Thr
345

aca
Thr

gat

gtg
Val

atg
Met

agt
Ser
170

gcc
Ala

atc
Ile

gtt
Val

aag
Lys

ggt
Gly
250

tca

Ser

aac
Asn

cag
Gln

cca
Pro

agg
Arg
330

ttg
Leu

att
Ile

gag

tgt
Cys

tgc
Cys
155

aat
Asn

agt
Ser

ctg
Leu

tta
Leu

aaa
Lys
235

ccceC

Pro

cga
Arg

aga
Arg

gag
Glu

cag
Gln
315

ctg
Leu

ctg
Leu

cag
Gln

gca

cag
Gln
140

cgg9
Arg

tgt
Cys

tcc
Ser

999
Gly

gtc
Val
220

ttc
Phe

gaa
Glu

gtt
Val

tac
Tyr

ctg
Leu
300

cgt
Arg

ctg
Leu

gat
Asp

gac
Asp

ggc

tgt
Cys

acg
Thr

acg
Thr

act
Thr

atg
Met
205

atc
Ile

att
Ile

cgt
Arg

cct
Pro

ttg
Leu
285

gca

Ala

ctg
Leu

gtt
Val

gcc
Ala

caa
Gln
365

tct

gaa
Glu

tgt
Cys

ccc
Pro

999
Gly
190

ctt
Leu

att
Ile

tct
Ser

gtg
Val

999
Gly
270

cag

Gln

gag
Glu

ctg
Leu

cca
Pro

tcg
Ser
350

ctg
Leu

gct

aaa
Lys

aga
Arg

cg9
Arg
175

aaa
Lys

gcc
Ala

tta
Leu

tac
Tyr

cac
His
255

gcg
Ala

ccc
Pro

cta
Leu

gaa
Glu

gtg
Val
335

gca
Ala

gtg
Val

acg

gga
Gly

aca
Thr
160

agt
Ser

acc
Thr

tct
Ser

gct
Ala

ctc
Leu
240

aga

Arg

gag
Glu

acc
Thr

aca
Thr

cag
Gln
320

aat
Asn

aca
Thr

ggc
Gly

tcc

agc ttc
Ser Phe
145

ggg tgt
Gly Cys

gac atc
Asp Ile

cca gca
Pro Ala

ccc tat
Pro Tyr
210

gtg gtt
Val Val
225

aaa ggc
Lys Gly

gtc ctt
Val Leu

gac aat
Asp Asn

cag gtc
Gln Val
290

ggt gtg
Gly Val
305

gca gaa

Ala Glu

gac gct
Asp Ala

ctg gaa
Leu Glu

tcc gaa
Ser Glu
370

tgc ctg

cag
Gln

ccc
Pro

aag
Lys

gcg
Ala
195

cac
His

gtg
Val

atc
Ile

ttc
Phe

gcc
Ala
275

tct

Ser

act
Thr

gct
Ala

gac
Asp

gaa
Glu
355

aag
Lys

tga

gat
Asp

aga
Arg

tgc
Cys
180

gag
Glu

tac
Tyr

gtt
Val

tgc
Cys

cgg
Arg
260

cgc
Arg

gag
Glu

gta
Val

gaa
Glu

tcc
Ser
340

gga
Gly

ctc
Leu

aaa
Lys

999
Gly
165

aaa
Lys

gag
Glu

ctt
Leu

ggc
Gly

tca
Ser
245

cgg
Arg

aac
Asn

cag
Gln

gag
Glu

999
Gly
325

gct
Ala

cat
His

ttt
Phe

aac
Asn
150

atg
Met

aat
Asn

aca
Thr

atc
Ile

ttt
Phe
230

ggt
Gly

cgt
Arg

gag
Glu

gaa
Glu

ttg
Leu
310

tgt
Cys

gac
Asp

gca
Ala

tat
Tyr

aagaatctct

tcc
Ser

gtc
Val

gaa
Glu

gtg
Val

atc
Ile
215

tca
Ser

ggt
Gly

tca
Ser

acc
Thr

atc
Ile
295

cca
Pro

cag
Gln

atc
Ile

aag
Lys

gaa
Glu
375

545

593

641

689

737

785

833

881

929

977

1025

1073

1121

1169

1217

1263



Glu Asp Glu Ala Gly Ser Ala Thr Ser Cys Leu

tcaggaaacc
aaacagtcca
accaatggtc
gataagcaaa
ttaagggtcg
gctgaggcag
aactccatct
tcatcatgag
tgtgcattta
tttttaactt
tgacttaatg
acgagggttc
ttaattagag
ttgtataatg
gggttgcctg
gagaaatcct
agactggacc
attttagagg
tagatgttta
tggtttgtcg
ggacagtgag
cagttgaacg
tgcccecggea
aaatggttgc
gtccctggga
tgtttgagga
aacactgtga
attttattta

tagcccagtce

380
agagcttccc
gtacttgacc
ctagaacttt
cgggagaaat
ttttaggcca
gtggattgct
caatttaaaa
acaagtcttt
atgacatcta
tagaacggga
atgagattat
gacttagagt
aaacatttat
atgtaaacat
gatacaaatc
ccctcectgtgg
agggtttgat
tatatagcca
catatgccca
tgctgggaca
aattaagtta
ttagtgaatc
tctgccatgg
cgactcaggc
tgccttttag
gcttggcccc
caacaggatc
aaaacctcag

gtggtaggat

tcatttacct
catgccccaa
gttaacgcac
ttatatcaga
catgcggtgg
tgagctcggyg
agaaaaaaag
ttttctgctt
actacagatg
ttatcttgtt
caagacgtag
tttgagcttt
attgcttact
ggaaaaactt
agcagtcaaa
gaggcactta
ggctggcagce
tatttattta
ggattttgaa
gtcatgggac
gatccgagac
ttgagcctca
catcaagagg
atggatgggce
ggcagagatt
tctgtaagca
taaaatggct
taatcgtttt

aaattacgga

385
tttctectac
caaactctac
ttggagtaat
ttcttggctyg
ctcatgcctg
agtttgagac
tggttttagg
cttatattgc
ccgcacagcce
attacctgta
ccctatgcecta
aagataggat
actgtaggct
taggaaatgc
aatgactaaa
ctgcattcca
ttctcaaggg
taaataaata
gagcctggta
tgcatcttcc
tgcgaagagc
tttgggctca
gaagagtgga
cccecteteget
cctgagctgce
tctgactcat
gacacatttg
agcttctttce

tatagtcatt

aaagggaagc
tatccaatat
ttttatgaaa
catagttata
taatcccagc
cagcctcatc
atgtcattct
aagctccatc
acaatgcttt
ttttcagttt
agtcatgagc
tattggggct
gtacatctct
acttattagg
aatataacta
gttctccecte
gcagcttgtc
tttatttatt
tctttgggaa
gacttgtcca
ttctctttceca
gggcagagca
cggtgcttgg
tctggtggtc
gttttagggt
ctcagagata
tcecttgtgtce
cagcaaactc

ctaggggttt

agcctggaag
ggggcagctt
tactgcgtgt
cgattgtgta
actttgatag
aacacagtga
ttgcagttct
tctactggtg
gccttatagt
cggatatttt
atatggactt
tacccccacc
tttccgattt
ctgtttacat
gtgacggagg
ctgcgcectg
ttacttgtta
tatttataag
gccatgtgtc
cagcagatga
agcgccatta
ggtgtttatc
gaatggtgtg
tgtgaactga
acagattccc
tcaattctta
acgttccatt
ttctccacag

cagtcttttce

1323

1383

1443

1503

1563

1623

1683

1743

1803

1863

1923

1983

2043

2103

2163

2223

2283

2343

2403

2463

2523

2583

2643

2703

2763

2823

2883

2943

3003



catctcaagg
gcctgaagtt
ccggtctteg
cacttctgga
tgcaggagac
ttcctcagag
tattccttta
gatttgttta
gaaatactca
aaaaaaaaaa
<210> 2
<211> 386
<212> PRT
<213> Homo
<400> 2
Met Gly Leu

1

Gly Arg Tyr

Pro
35

Leu Asp

Pro Val

50

Leu

Pro Gln Gln

65

Glu Glu Cys

Asn Pro Cys

Pro Ser Cys

115

Ser Ser Cys

cattgtgtgt
cgcacattca
cacttccatc
tgacacaggg
ttggtctcaa
gccttecttg
acataagctt
ggttttgctt
tatgtttatg

daaaaaaa

sapiens

Trp

Gly

Pro
20

Gly
Lys Ile
Arg Val
Thr

Val

Ala
85

Pro

Thr
100

Glu

Leu

Leu

Thr Thr

Gln

Ala

Leu

Asp

Ala

70

Gly

Gly

Cys

Thr

tttgttccgg
gattgttgtg
ctctcccact
tgctgctgcece
agctcagaga
aagatgcatc
cctgacaaca
tatacccggg

accaaaataa

Ser Val

Thr

Arg

Phe
40

Lys

Ser Ala

55

Pro Gln

Ser His

Val Asp

Thr Val

120

Arg Asp

gactggtttg
tccatggagt
tccatctgge
tcctagtcett
gagccagtcc
tagactacca
tgaaattgtt
ccaaatagca

atatgaaacc

Thr
10

Pro Ala

Ala
25

Ser Gly

Val Val Phe

Thr Ile Pro

Gln Gln Arg

75

Ser Glu

90

Arg

Tyr Thr Ile

105

Cys Lys Ser

Thr Val Cys

gctgggacaa
tttaggaggyg
gtcccacacc
tgcctttget
ggtcccagcect
gccttatcag
ggggtttttt
cataacacct

tcatattaaa

Ser Ser Ala

Thr Pro

30

Arg

Ile Val

45

Ala

Arg Gln Asp

Arg Ser Leu

Tyr Thr Gly

Ala Asn

110

Ser

Gln
125

Gly Thr

Gln Cys Glu

agttagaact
gatggccttt
ttgtccectg
gggccttcectg
cctttgtecce
tgtttaagcect
ggcgttggtt
ggttatatat

daaaaaaaaa

Arg Ala

15

Trp Leu

Val Leu
Glu

Val

Glu
80

Lys

Ala
95

Cys
Asn Leu
Asn

Lys

Lys Gly

3063

3123

3183

3243

3303

3363

3423

3483

3543

3561



Ser

145

Gly

Asp

Pro

Pro

Val

225

Lys

Val

Asp

Gln

Gly

305

Ala

Asp

Leu

Ser

130

Phe

Cys

Ile

Ala

Tyr

210

Val

Gly

Leu

Asn

Val

290

Val

Glu

Ala

Glu

Glu
370

Gln

Pro

Lys

Ala

195

His

Val

Ile

Phe

Ala

275

Ser

Thr

Ala

Asp

Glu

355

Lys

Asp

Arg

Cys

180

Glu

Tyr

Val

Cys

Arg

260

Arg

Glu

Val

Glu

Ser

340

Gly

Leu

Lys

Gly

165

Lys

Glu

Leu

Gly

Ser

245

Arg

Asn

Gln

Glu

Gly

325

Ala

His

Phe

Asn

150

Met

Asn

Thr

Ile

Phe

230

Gly

Arg

Glu

Glu

Leu

310

Cys

Asp

Ala

Tyr

135

Ser

Val

Glu

Val

Ile

215

Ser

Gly

Ser

Thr

Ile

295

Pro

Gln

Ile

Lys

Glu
375

Pro

Lys

Ser

Thr

200

Ile

Cys

Gly

Cys

Leu

280

Gln

Glu

Arg

Ser

Glu

360

Glu

Glu

Val

Ala

185

Thr

Val

Arg

Gly

Pro

265

Ser

Gly

Glu

Arg

Thr

345

Thr

Asp

Met

Ser

170

Ala

Ile

Val

Lys

Gly

250

Ser

Asn

Gln

Pro

Arg

330

Leu

Ile

Glu

Cys

155

Asn

Ser

Leu

Leu

Lys

235

Pro

Arg

Arg

Glu

Gln

315

Leu

Leu

Gln

Ala

140

Arg

Cys

Ser

Gly

Val

220

Phe

Glu

Val

Tyr

Leu

300

Arg

Leu

Asp

Asp

Gly
380

Thr

Thr

Thr

Met

205

Ile

Ile

Arg

Pro

Leu

285

Ala

Leu

Val

Ala

Gln

365

Ser

Cys

Pro

Gly

190

Leu

Ile

Ser

Val

Gly

270

Gln

Glu

Leu

Pro

Ser

350

Leu

Ala

Arg

Arg

175

Lys

Ala

Leu

Tyr

His

255

Ala

Pro

Leu

Glu

Val

335

Ala

Val

Thr

Thr

160

Ser

Thr

Ser

Ala

Leu

240

Arg

Glu

Thr

Thr

Gln

320

Asn

Thr

Gly

Ser



Cys Leu

385

<210> 3
<211> 751
<212> DNA
<213> Homo
<220>

<221> misc
<222> (387
<223> SNP2
<400> 3
gcttggggca
acagaggtgc
acctgccata
gtgagcagga
ggggaactgt
gaagctgggyg
gtgtgaatgt
gtgtaggagt
atgtttattt
tgctgatgac
actgtgcaga
agcaagaatt
ctacatacac
<210> 4
<211> 3629
<212> DNA
<213> Homo
<220>

<221> misc
<222> (335
<223> SNP2
<400> 4

sapiens

feature

) .. (387)
90=C/T
gaagcttcta
cagactgcaa
tttccagttg
aaggtgtctg
aaaagttggg
gttgggagtt
gtcccagcett
ctctccacta
ggtgcttcca
aaaaacctgg
gctaggtggg
accagctcag

tacccgatga

sapiens

feature
0)..(3350)
92=C/T

aagactaggt
gtgaggacag
tccttetggt
tcgctcccac
gtactatatg
ttctcctgat
ttcctgycca
gtttctgggt
caaagagagg
ttttcctggt
gggaaacaga
ggactataag

tatataaggt

tggagtgcca
cgatggcact
gggtgccctg
atctaggtaa
ggtggcctaa
gcgcagcagt
tttcaatgtg
ttctctcaga
aaaagtggag
tttaaaccta
ctctgaggga

gaggattaaa

g

tggggagggy

acagggccac
cccaggttgce
tgtaaaagct
gcacttgact
gtacacgggg
gagttttctc
taaaactgat
agcctcctgt
acttagcttc
taatttacct

tgagatgtgt

ccatggagga
agcctggttt
agtttgaaga
aaaccctcca
cctcggggga
tggtgtttgt
agttccccat
tcatgtgtag
agaattatct
actcatgggt
tgtataatgg

gtgaaatgta

aataaaatat tcagtgtttc tagattaatt tttaatttta aagcgaattg ataaaacggc

aactgaggtt tttcgggagg gaaggatgga ggaaatcttt taattctaaa ttttatctgg

60

120

180

240

300

360

420

480

540

600

660

720

751

60

120



gtaaaataat
acattagaaa
cacagccaac
aaggcaagga
agcactcagg
tcttcatgga
tggaactaat
tagcaccggg
ggatcacgat
taaagaatac
gcactttggg
aacacggtga
cgcctgtaat
ggagcttgca
tctgtctcaa
ggaccaaatc
cacacacaca
agagaattac
tccatgctca
ctacagattt
aattattgga
gaataagact
gcctgtegece
cctcecccage
gtctcaagta
ctgatgcttc
tcaccatata
ataagaattc
tttatgatta
ttgaactaaa

acacttataa

acattttgaa
gttcccattg
atcatactga
tgctcacgcect
caagagaaag
cgatatgatt
aaacgacttc
caccgtggcet
gtcaagagtt
aaaaattaac
aggccaagga
aaccccacct
cccagctgcet
gtgagctgag
aaagaaaaaa
aataacacaa
cacacacaat
aaaacactgc
tggattggaa
aatactactc
agtaactgaa
cacaagagct
atgtaagatg
catgtggaac
tttcttcata
ggatatttgg
cacaaattaa
tagaagaaaa
agtcctcaaa
gaccttctgc

taccagcact

aaagtatgga
gaacatgcct
atgggccaaa
caccactccc
aaagaaaagg
ctataccttg
agcaaaattt
cacacctgta
caagaccagc
ggggcgtage
gggcggatca
ctactaaaaa
ggggaggctg
atcgcgccac
aatcagtagc
tcccatttac
acctagaaat
taaaagaaat
gaattaatat
ctatcaaatt
tcacgtggac
gatggtttta
tgcctttget
tgtgagtcca
gcagtatgaa
ctagccatat
ctcaaggtag
cctagaaaac
agcaatgcaa
acagcagaag

ttgagaggac

agaggtgttt
caaaatggta
gctggaagca
attcaacata
catccagata
gaaaccctaa
caggatacaa
atcccagcac
acgaccaaca
tgggtacggt
caaggtcagg
tacaaaaaac
aggcaggaga
tgcactccag
atatctatat
aacagacaca
acctctaccc
catagataac
ggctaaaatg
accaatgtca
tggtttttce
taaagagcag
catctttcac
ttaaacctct
aatggaataa
gcagaacaac
attaaaagtt
acccctctgg
taaaaacaaa

aaactctcca

gaggcaggca

gctcttttgg
agagccatct
ttccecttga
gtactggaag
tgaaatgaag
atactccacc
aatcaatgta
tttgggagge
tggtgaaacc
ggctcacgcc
agatcgagac
taaccaggcg
atggcgtgaa
cctgggtgac
accaataatg
cacacacaca
aaggatgtga
atgaacaaat
ggcatactgc
ttttccacag
agttctgttc
tcecectgceac
ctcaggccat
ttttectttat
tacaactccc
gaaaactaga
taaaggtaag
acatcagcca
aattgtcaag

caggccgggt

gatcacctga

atgttaaaaa
atgacaaacc
gaactggaac
tcctagtcag
aagtgaaaac
aaaaggcccce
taaaaatcag
cgaggcaggc
ccgtctctac
tgtaatctca
catcctggcect
tggcagtgtg
cctgggaggt
agagcaagac
ttcaggctga
cacacacaca
aagatctcta
ggaaaaacat
tgaaatcaat
aattggaaaa
ttgtgatagt
acgctctctt
gattgtgagg
aaattaccca
cattcaacag
cccctacttt
accatgaact
tggcaaagaa
tggcatctaa
gtgggggcte

ggttaggagt

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980



tcgagaccag
tgggcatggt
cttgaacccg
ggtgacagag
cctacagaat
agccatatgc
atgaacacac
tcatcatcat
cagtgagaat
aaaaggatca
agtttggaga
ctgggtatac
cagcactttg
ccaagacggt
catgcctgta
gcggaggttyg
actccctctce
taatagcagt
tgtggcatat
ttgcagccac
aaaccaaata
ataaagatgg
aggggtgaaa
tcaaatttca
aaggaaaaat
ctgtaatgta

tttctacaaa

ggctggagga

<210> 5
<211> 001
<212> DNA

cctgaccaac
ggcacgtgcc
ggaggcggag
cgagagtaca
gggagaaaat
aacttaaatg
atgtctcaaa
gaatcatcag
ggcgattatt
tttatatact
tttctcaaag
atagaaaaga
ggaggccgag
gaaaccccgt
atcccagcta
cagtgagccg
aaaaaaaaaa
gacatggaat
atacaccata
atggatgaag
ctgcgtgttce
caacaataga
aactaactgt
gcatcaaaca
aaaaaatgaa
aacaaaatgt
gaatcacaag

agtgttaggg

aagacaaaac
tgcaatccca
gttgcagtga
tctcaaaaaa
atttacaaac
aacacacaga
agaagacata
agaaatgcaa
aaaaagccag
tttggtggga
aattttaaaa
aaacaaatct
gtggatggat
ctctactaaa
ctctggaggc
agattgtgcc
agggaaaaca
caacctaggt
ggttaccaca
ctggaggcca
tcatttataa
cactggggac
tggatactgt
aacttacata
aaaaagtttc
acatacgctt
aaattatctg

gactaccac

cccatctcta
gcaactaggg
gctgagatca
aaaaaaaagt
tatgcatctg
aaacaacccc
caagtggcca
atcaaaacta
taacagtaaa
atgtaaatta
caactactat
gctgggcgceyg
cacgaggtca
aatacaaaaa
tgaggcagag
actgcactcc
aatcattcta
tccecatcaac
cagccataaa
tcatcctaag
gtagtagcta
taccagggcg
gcccacaacc
tgtaccccct
cttggcagtg
gtatgaatat

ttgtattcac

ctaaaaatac
gggctgagga
tgccactgaa
atcaacagag
acaaaggtct
attaaaaatg
acaaacatat
cagtgggata
tgctggcgag
gttcagccag
ttaacacagc
gtggctcaca
ggaattcaag
attagccggg
aactgcttaa
agcctgggtyg
ccaaaagaca
agtggattgg
aaagaatgaa
tgaattaatg
aacatcaggt
gggagggagce
tggataaaay
gaatcaaaat
tattatatgt
acatggcata

ctgaatgaag

aaaaattagc
gggagaatca
ttccagccta
taacagacaa
aatattcagg
ggcaaaagac
gaaaaaatgc
ccatctcata
actatgaaga
tatggaaagg
aaacccacta
cctgtaatcc
accagcctgc
tatggtggca
acctggaggg
acagagcgag
ccactatcca
atgaagacaa
atcatattgt
taggaacgca
acttacgacc
gagaggagga
cattcatacc
aaatttgaaa
aaagtaatcc

tgcataaaga

aagggctggg

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3629



<213>

<220>
<221>
<222>
<223>

Homo sapiens

miscfeature

(301)..(301)

SNP293=A/T

<400> 5
ctctgcattt

taatcccacc
cagcctgggce
attcagcagc
cccttcatta
wccttgtcta
ggagaatcag
aattcctcac
tacaaaccaa
cctgaaggaa
t

<210> 6
<211> 801

<212>
<213>

<220>

DNA
homo sapiens

accactttca
actttgggag
aacatagcaa
gtggagtaat
aaaaaaatgg
ggtaagtatt
ttcctaaaca
ttcacacagc
atcattcttt

agaacttaaa

<221>
<222>
<223>

miscfeature

(401) ..(401)

SNP289=C/T

<400> 6
gagagattct

ccaactaatt
gaaacccctg
aggagccact
tattttgggt
gacttattgc
ctgagctggg
gtggccaccc

tgagctcctg

tgtgcctcag
tttgtatttt
acctcaagtg
gtgcctggcec
tcgcaccctce
tcaggatctg
tgtaaacaga
tgggacctgc

ctgcagccac

aaaaatgtgc
gccaagdtga
gatcagatct
tgttgatatt
ggtatagtta
tgacaagtga
ggcgtggagg
atcacaaaag
aaaagtccac

aaaaaacaaa

cctctcgagt
tagtagaggc
atccactggc
acaaaataaa
gcagtcctga
tttgccccac
gatccccecce
tcccatgaca

tgtctctcce

agcgcggceca
gaggatgact
Ctacaaatta
ttttgtttat
taggaaagga
tcaaagagga
aaggagacag
aaatggcacc
aaaaaattag

tgtgtgtcca

agctgggatt
acggttttgc
cttggcctte
ctttctaact
gatctgggtg
ctacctctgce
acagaccctg
agcgcagccc

tceecteggac

ggtgcagtgg
tgaggccagg
caaaacaaag
ttccttacct
agaaaatggg
gccaaaagca
tgactcacaa
tacgttccac
gtaggatcat

gatttcacac

acaggcatgt
caagttggcc
caaattgttc
tgattgagac
gggttgctcc
cccggcectca
yggtttccac
aggcagcctc

tctcacccac

cttatgcctg
agtttgagac
gtgcaatgcg
ttttatactt
tggaaagtga
gagaaaaata
caattcaggg
tggtgtatgc
cttattttat

ctactcaatg

gccaccacac
agggtggtct
gattataggc
ctgtctcaga
ctcttggggt
gggaatgagg
agatgcagaa
ctccctecte

tttgctttca

60

120

180

240

300

360

420

480

540

600

601

60

120

180

240

300

360

420

480

540



gcctcactgg
ctgcagcgcc
agcaggtggg
tgggttctgg

gctctctaca

<210> 7

<211> 601
<212> DNA
<213>

atgggttctc
ttgggtgtca
cgctggagca
gcctaatgtyg

tggctttctce

homo sapiens

<220>

<221> miscfeature
<222>  (301)..(301)
<223> SNP291=A/G
<400> 7

tataggcctg tgtaattatc
cccttctgee ccatctaatc
agaattctta ccagcagagt
aaaatgattt atcccaagac
agcgtaatta aataaaatgg
rcagcaattc tgattttttt
gaatttctat atgaaaccaa
ccccagaaat caaatcagga
ctgaaaggtc tggcctaggc
agggcagaca caataatcat
a

<210> 8

<211> 655

<212> DNA

<213> homo sapiens
<220>

<221> miscfeature
<222> (245)..(245)
<223> SNP294=C/T
<400> 8

agccctgtgt
gggaggccag
gtaggttcat
ggaacttctyg

C

ccctgatcaa
aactcccacc
ctcggcagac
tgtaaatgat
cagtctctat
caaacccttt
aagtgaatgc
cccaaacacc
aacaagatgg

tattttcaac

10

gagggctgat
gcagtgtggg
ccatgcaggg

tcectttetga

gacatagaaa
caccctcaca
tatatatgag
ctttgatcat
ggaggctgga
tagaatagta
cattgctaag
tgccttccecect
aaaattaaaa

gtcatttaaa

tctctgatga
cgcgctctct
ggctctccag

actgagtccc

ctgccacacc
agaaatgatc
agcacccagg
cagtactcta
aagacatttg
agctgtgttc
agtgacactt
aagcacagct
tgaggcaaga

acccctaaga

ccttgactcce
atggatggga
gttcccceect

aattcacctg

ccagaaagtc
acttccttcc
aaaacctaac
ccatatcaat
gtaaaattaa
ttgatgatga
tggaggcctt
gaatattgtt
cttttggaag

tgaaactaca

atggggtcag cggagagata gaggtaccag gtgaatcagg tcttttcagg ttcctgaaag

600

660

720

780

801

60

120

180

240

300

360

420

480

540

600

601

60



ctgttgggag
agtttttatc
aggaactttt
gacaygtctg
accaaggagt
caccctgtat
aggggaaaag
tgagagactc
gggaagagga
cacagagccc
<210> 9

<211> 401

<212> DNA
<213>

cccctggcetg
ctggaagctt
atttgtttga
tccaccctte
tctgagggcet
gtaaggacca
cattgtttag
tgcaaggaga
aggggcctga

gggaggagag

homo sapiens

<220>

<221> miscfeature
<222>  (201)..(201)
<223> SNP295=A/G
<400> 9

gcaagaaggc aaattgttgg
ggctccagta tattctgatc
tcaccacaga attcccagag
gaatccagac agagaaatct
tacactatta catacctttg
aaattcaaat tctatgaaag
taactatttt ttagcctaaa
<210> 10

<211> 701

<212> DNA

<213> homo sapiens
<220>

<221> miscfeature
<222> (501)..(501)
<223> SNP296=A/G
<400> 10

ctgtcttacc
cctttttcac
cctgacaaca
ctcaccaccc
ggtttctgca
atacaaaagg
atggcatggt
ggggcccttg
gaacctgaag

aacctggcca

aagcaatggt
tatgagatcc
gctgacaatg
rctcttecttg
actggcactg
ccacattaaa

aatatccaaa

11

ctgttctaca
actgacacac
gagcataagg
catcccctcee
ccagcacact
accgtgattc
cagtagcaag
ggggacttcc
gctaagtgag

cggagcagac

gtaatccaca
tgggaaggga
gctggcaaat
gcttggtctt
ctgacagaaa
atagtacaaa

acactacatt

cgtccggcecac
ggtgtctctyg
ttttgagaat
cactcagctc
cgggactcat
attatttatt
ggaggcgcaa
caaaagcccc
gccaagccac

ctgtgccact

ccctcectgtge
gagaaaadgtt
ttctcttttg
gtcatcaatt
tataatacaa
gaatgaggtc

t

atctcagggg
gtcgtggtac
gtgtttccct
aactcagttc
acaggacacc
atatcaggtt
gggcatcacc
ggccttgctg
ctttcaggag

gctag

acgggttaca
aatgaatgag
gccctcagtg
ctgcatctat
atcacatgca

aaattaattt

gggcgacaga gcaagactct gtctcaaaaa aaaaaaaaaa aaagaaaaga aaagaaaaga

120

180

240

300

360

420

480

540

600

655

60

120

180

240

300

360

401

60



aatattttat
tggagggcaa
ctcctgcectce
ttttttgtat
ctgacctcag
caccatgcca
aaaatccaac
ccactcacta
gtcattccta
tccagctttg
gtctcactca
<210>
<211>

<212>
<213>

11

<220>
<221>
<222>
<223>

<400> 11
atcccagaga

cctgactgac
aacagaagtc
tcagtcttag
tagattcagc
gcccttecect
ccaagtacaa
ctctctggat
tgaacaggct
agtccctgcet
ggaacadtga
gacatttaca

tactagagaa

4785
DNA
homo sapiens

cttttttaaa
tggcgcgacc
agcctcctga
tcttagttga
gtgatccacc
cgcccagtcet
ctcatctaca
tggtggcccce
gggaggctgce
gagactggcc

tcacttaatt

miscfeature
(1190) ..(1190)
SNP297=A/T

aaaggttcca
agaaatcatc
tggaaacaca
cttgtgcctt
ttccagatct
gtggacccaa
ggcctattcc
actggctctg
gactggtgaa
tcttcaaagt
cggcaccaaa
acagcctgac

tatggataga

attttttttg
ttggctcact
gtagctggga
cacggtgtat
ctcctcggcet
actttttttt
tgtgatctgc
rtctctgctce
tcaggagcac
aaaatcacca

tcttcatggt

cgagggcagg
caacatgtcc
tagagataag
cgggctagca
gtcctagtgce
ggatgagacc
agtgccagtt
accacccttg
gggcgttcecc
gcacattcca
gaaacaaaat
aaagacttga

caactaagtc

12

gagacagagt
gcaacctcca
ttacaggcac
catcatattg
tcccaaagtg
ttttttaaca
ccatgctggt
ggtatccccc
catttctggce
tccecgagag

tcctatcagg

gcctcttata
ctatggaata
ggcatgataa
ctacagaccc
caggtcagtc
catcacagca
cagccctcat
aaccacacca
tgacaaagcc
acatattgcc
gaagcacaag
aaacagtcat

atgtcaggaa

ttcactcttg
cctcccaggt
ccaccaccac
gccaggctgg
ctgggattac
ataaaataaa
ccacctgacc
agcgcctgca
tctctgcaca
gccccaccaa

a

attatcccat
aagaaccaga
aggcatgata
aggatcctga
cccatgaact
cctggctgac
ggagccaggce
catggcctgce
agtctgtaaa
acaggctcct
taaccaaccc
cttacagaag

aacaatacat

tcacccaggc
tcaagcgatt
gcccagctaa
tctececaacte
aggcgtgagce
ataacaaaat
tgtttgctgt
ccctgggact
actatccctg

cctcegtcetet

tagcacggtg
aagtgcagga
agctaagata
cccacctcca
caggctccag
atctgcagac
ctcaggtcac
ccagaatctg
tactggatta
gagcaatcag
gaaaggaata
ctcagtcagc

gaacaaaatg

120

180

240

300

360

420

480

540

600

660

701

60

120

180

240

300

360

420

480

540

600

660

720

780



agtagtttaa
acaacacaat
tcggaagaaa
gaaaaaaaaa
gaagcaaaac
agaaagtgta
tccacattca
acacatctta
acaagcaatg
caggccagga
gaatactaca
caaagaaaaa
taaagagagt
aaatataaaa
atagtgtaca
aatgatactt
aaacataaaa
ttgttatcag
tatacactga
taggaataaa
tctctgtaga
atggatgttc
catcttgtac
cttgtctgac
aagagagcca
ggaagcaaca
gagaagagga
acactaaccg
tataaagatc

ctgcaaagaa

tatacacaga
atctgaacta
gaatcagtga
ataaagaatg
aatatatgca
attaaagaaa
tgaagcccaa
aacaaattcc
tacaaaggaa
gagagtggaa
cctggcaagc
aaaaaacggg
tattcaatct
ctaggtggtt
aattacttac
aatacaattt
taaggcagga
tgtaaaataa
caagaaacta
tttaaccaag
gtggctataa
acaggaaact
atgtccctte
ctatgtccag
agatggagaa
caacaaaaca
tagcacactt
gtgtgtgggg
catgggcatt

ggttcacact

caacataata
agaaaattcc
gcttgaaaac
aaaaagaggg
ttatggtggt
taattaaaga
aaaaccccta
caaacatcaa
cccctataaa
tcatacaaag
ctgtccttta
gggagttcat
gaaagaacag
aaatacatgg
atcattacta
gttaaggaat
gaagaaaagg
agttagacat
tctgaaaaat
gtggtggctg
attctagcct
tatttgtccc
cacaagacaa
ttttaagtta
ggatgttagg
caggaaacac
tgcagcactt
agcaagagac
ataccccagg

gctctgctgt

13

aagaagaaag
acagagaatg
agatcatttg
aagaaagcca
ccaaggagca
aaatgtccca
acagataaat
aggcaaagag
actaccaaag
tacagaaagg
gaaatgcaga
ctttagcatg
aacactaact
tcaagttcag
taaaagttaa
acacaacata
tgtcaagttt
gaacctaact
cccatttata
tattttttte
tgccetgggg
ggtggactgt
ttacttttac
tctctactct
ttcagatgtg
agaagtggtg
acgggaagtg
agagagagag
ctttcccaca

gaaccattag

cagaaattct
tcaacagcag
aaattaccaa
acagtaccaa
tcagagaaag
aaacaggatg
atgaagagaw
aattttgaaa
gcttctcagc
aaaaattcct
gcagtaaaga
tattgcctta
ggatacacaa
aatattctaa
aagcccaatg
aaaagacgta
tttatgagat
tacaaattca
atagctacaa
taatttggtc
gggatccagg
ctaatgccta
tagcagtaga
ttaggagaca
tcaattaggg
tattacttac
gggagctatc
gacccgtggg

gggattgtgg

gttttattgt

aaaattaaca
agttgattaa
gtcacaggaa
cggttactgt
tgaaaggaac
ggaatggaca
cttcaccaag
ccagcaagag
agaaaaccta
tgccaaccaa
ctttatcaga
caagaaatgt
aaccatgcga
tacaatcata
tattttttta
aataatgaca
caaagataaa
gtagtgtttt
aaaaaatgct
ttgaggtttc
agatttcatc
attgggtgtt
cctggtggcet
gccactcttt
aaaacacaga
agactccaga
cagtccgagg
actacacctt
aagacaacac

agtcagctcc

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2520

2580



tgtgggatgt
aattgaacag
aaacaactta
gtgacagagg
aaaataaatg
tcatatgacc
tttttaccaa
tagccaaagt
ctgattctta
gaagataaac
actgattgtg
atgtagagga
atatgtaaaa
ctactacaag
gctatgaccc
ctagaaaggt
tgagagatca
caaacatctc
cctgaagaga
gctcaacatc
ctgtaaaaat
aaaaaggaac
cagtatggag
tattgtgtat
tgtgcattgg
gatgaaaagg
aagaaggaaa
aaataagcca
cttgatctca
gttggagaga

agagatgtat

gttgggtttg
ggaaaggaat
cattgggcct
tggaagatgt
gaaagacagt
caaagtgatc
aatagacaaa
gatcttaagc
aatatattac
tgatggaatg
acagatacca
aagtagatat
atcaactcaa
aaaacatagg
caaaagcaca
tttgcacaac
atatccaaaa
aatagtatgc
cacttctaaa
actaatcagg
ggctattacc
actggtacac
gttcctcaaa
acatccaaag
agcattattt
taaagaaaat
ttctgtcatt
ggcacagaga
tagaggtaga
tgctggtcaa

tgtgtgacat

gggtcaggga
tattaattgg
aaaaatggat
gaaaactgta
acatgttcat
tacagattca
ataaatctaa
aaaacaaaca
aaaggtatag
aaatagtgaa
agaacacaaa
tgacctgcag
catggactaa
ggaaaatctt
ggcaacaaaa
aaaggaaaca
gatccaagat
aatcaaataa
aagaagacat
gaaatgcaaa
aaaaagacaa
tgttggtggg
aaacaaaaca
gaaatgacat
acaatggtca
gtagtacata
tgtgacagca
gacaaacacc
gagtagaatg
aggatacaaa

ggtgactaca

14

gatgatgaac
gcaaaagatg
gtcaaggcag
aaatattgat
ggattagaaa
atgcaatgcc
aatgtgtatg
aaaagaacaa
taatcaaaac
cccagatata
atggggaaag
aagaatgaaa
agattaaaca
catgacgttg
gcaaaaatag
atgaacagag
tttggttaac
tccaattaaa
agaagtggcc
tcaaaaccac
aagataacaa
aatggagatt
tagaataact
cagtatgtta
agacattaat
gacacaatgg
tggatgaacc
tcatgatctc
gtgattacca
atttcagtta

gttattaaaa

aaatgtgcta
ctgtggtatg
caactctttt
gaaagaaacg
actcaatatt
tattaaaatt
gaaccacaaa
tgatggaggc
tgaatagtaa
aatcaatgca
gacagcctct
taagaccctt
taagccctga
gtgtgggcat
acagatgaga
tgacgagaca
atccaaaata
acggacgcat
gacaggtata
aatgaaatac
gtgttgatga
agtacatcca
atatgatcca
aagaggtatc
caacctaagt
aatactattc
tggagatatc
acatatgtgg
gcgctgtatt
gacaggggga

caatgtgttg

gatcaaaaac
attgggtttt
aaataaattt
gaaagtaaca
gcttaattgt
ccaatgacat
agacctcaaa
atcatactac
tggcataaac
tttacagtca
tcaataaatg
atctcacatc
aattgtaaaa
tgatttcttg
ttatatcaga
acatacagga
cacaggaact
gggcaaggga
tgaaaaaaat
cacttcacac
tgatggggag
ttatggaaaa
gcaatcccag
ttccctecca
gtccatcgat
agcctcaaca
atgctaagtg
aatcttaaaa
tgcacggtgg
aataaattca

tacagtcctg

2640

2700

2760

2820

2880

2940

3000

3060

3120

3180

3240

3300

3360

3420

3480

3540

3600

3660

3720

3780

3840

3900

3960

4020

4080

4140

4200

4260

4320

4380

4440



ccttctatte
tacaaattgg
tacttgtaat
tttatctact
gtgttggttg
tgaggagggce
<210>
<211>

<212>
<213>

12
641

DNA
homo sapiens

acagggaata
gatagtattg
acctaatgca
tttattgaca
caaccacgga

aaagagggct

<220>

<221> miscfeature
<222>  (441)..(441)
<223> SNP298=C/T
<400> 12

tcacctttta cttcctagac
tacaggcaca tgtgtgaact
aaattcgtaa acatctaaag
attctacttc taaggagttg
catacaaggg tatttagtac
atatcccatc gggatgggat
tggcttacce atgtagtaaa
ctgccataaa acatctaatg
attgaaatgc atttaataag
tagagttcac attcccaaaa
ccacacattc tctcttcagg
<210> 13

<211> 1001

<212> DNA

<213> homo sapiens
<220>

<221> miscfeature
<222> (501)..(501)
<223> SNP299=G/T
<400> 13

tattccatgg
catacacccc
atagacatgc
tgttatcatt
tgcaacaccc

tatcccaggg

tagcaacgaa
aggtgtgagt
aaacttctga
cccaataagc
aatgctgttg
ataaccagct
atacaatacc
ygatttgtgc
gcaagattga
ctgtgaaatt

gccactgtcc

15

aacaaactct
aggtacatat
tatgtaaata
ttcattattt
acagatgagg

ctctgtatcc

tgaaagctaa
gtaagctgag
aatgatttat
tggtgcgcat
gaattagcaa
gcctctagat
cttgtttaaa
tagctccaaa
tggagggatc
caggttgctg

tgacacagcc

gcacttacac
gctttaaatc
agtgctttac
tttccacata
atggctacag

ataca

gtgtaacaag
ttcaatggtc
cccacggaag
ggacatgtgg
aggcaaattt
ggcaacagtg
agaaaatcaa
attttaaaaa
aaagcctcct
gtcttgtcta

a

aagtccctga
atttctaggt
tgcattgctt
tttttgatct

aacccacagg

ggtgtaggga
ttttggaaga
tagaagtaaa
acacacgata
gctttgggtt
aattaacctg
tctgaatgta
gcaactgtgc
ttgggacgca

cacaggtcat

4500

4560

4620

4680

4740

4785

60

120

180

240

300

360

420

480

540

600

641



gattgttaat
aacacttgta
ttggaataaa
attttgggag
aacatggcaa
gcctgtaatc
gagattgcag
accatctcaa
tgaatgtcac
ataaatttct
cagtttttct
atttccatga
aaaatcaata
taaagttctt
gctggtgtgc
tagagcaaat

aatacaagcc

ctagacaact
tatattttat
aaatcagtag
gctgaggcgyg
aaccccatct
ccagctactt
tgagccaaga
aaaaaaaaaa
ttagttatgg
gaagggcaag
tcattgccta
aaagaaatgc
atgttctttt
ctatctctct
tctctcgatt
gataaatggt

ttccattaga

gcttaggtaa
tttcaagtac
aaagttggct
gtggatcaac
ctactaaaaa
gggaggctga
tcacgccatt
aaagaaaagt
kaaacacaac
gccaatcttt
aagaaaagga
catttgaaca
tctgctggac
agatcatcag
ttgcaggttt
tggaaatgca

aactaaaaca

16

gtttcaccac
acacatgaag
gggcacagtg
tgaggtcagg
tataaaaatt
ggcaggagaa
gcactccagc
ctcactttta
taaagcaatt
cctgaatatt
tctgaaacca
tttctectcet
ttgtaagcct
agctaagcaa
gaccaagdta

taggaaacaa

cggccgggca

tagaaacttc
gcctaaatgt
gcttatgcct
agttcaagac
agctgggcat
tcgcttgaac
ctgggcaaca
aaattactgc
ttagagaaat
aaaactttgt
acttaaattg
cacttgcttt
ttttttttta
aaccaatcca
gcttaggaag
aatggctgtt

C

aaactggtgc
aataaaaggg
gtaatccagc
caacctggcc
ggtggcaggt
cagggaggca
agagcaaaac
ttaacccaag
tctagtcagt
gcccgtatca
atggaattga
ttcagataac
acaggaagct
attttaaatg
tttaggtaaa

catagaacca

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1001



